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1.1. O6weKkAnHUYecKne nccneposaHua Kpoeu (General Clinical Blood
Tests)

KnvHuyeckun aHanms kpoBu: obLimin aHanus, nerikocgpopmyna, CO3 (c
MUWKpOCKONUen Maska KpoBum npu Hanmdmm natonormdeckux casuros) (Clinical
Blood Analysis: General Blood Analysis, Leucocyte Formula, ESR (with
Microscopic Examination of Blood Smear if Presence of Pathologic

1515 Changes)) 895
O6wwii aHanma kposu (OAK) (6e3 nerkoumTapHon dopmynbl n COJ)
5 (General Blood Analysis, without White Blood Cell (WBC) Count and ESR) 440
TpomboumnTbl, MUKpOCKONUS (MOACHET B OKpaLLEHHOM MasKe Mo MeToay
®oHno) (Platelets, Microscopy (Manual Platelet Count (PLT Count): Indirect
TRO Method by Fonio))* 350
NenkouutapHas dpopmyna (auddepeHUMPOBaHHbIN NOACHET NENKOLUTOB,
nemnkoumTorpamMmma) ¢ MMKpPOCKOMUEW Ma3Ka KpOoBY Npy Hanuyinm
natonormnyeckux casuros (Leucocyte Formula (Differential White Blood Cell
Count) with Microscopic Examination of Blood Smear if Presence of
119 Pathologic Changes)* 590
INenkountapHasa opmyna (auddepeHUnpoBaHHbIA NOACHET NENKOLUTOB,
nemnkoumTorpamma) c o6s3aTenbHOM «PYyYHO» MUKPOCKONMEN Ma3ka KpOBK
(Leucocyte Formula (Differential White Blood Cell Count) with Manual
911 Microscopic Examination of Blood Smear)* 615
150 PeTukynoumntsl (Reticulocytes) 475
COD3 (ckopocTb ocenaHus apuTtpountoB) (Erythrocyte Sedimentation Rate,
139 ESR) 330
2.1. UmmyHorematonorua (Immunohematology)
93 "pynna kposwu (Blood Group, ABO) 480
94 Pesyc-npuHagnexHocTs (pesyc-daktop) (Rh-factor, Rh) 480
15RH Rh (C, E, c, e) Kell-deHotunuposaxue (Rh C (E, c, e) Kell-Phenotyping) 1165
140 AnnoMMMyHHble aHTuTena, Bknoyas aHtutena Kk Rh-antureny (Anti Rh) 1 090
3.1. OueHKa cBepTbiBatoLLeN cuctembl KpoBu (Assessment of Coagulation
System)
AKTVBUPOBAHHOE YacTUYHOE (NapumansHoe) TPOMOOoNNacTMHOBOE BPeEMS
(AYTB (AITB), kedanuH-kaonuHoBoe Bpems) (Activated Partial
1 Thromboplastin Time, APTT) 395
MpoTpoM6BuH (npoTpombuHoBoe Bpems, NB), MHO (MexayHapogHoe
HopMarnu3oBaHHoe oTHoweHue) (Prothrombin, Prothrombin Time, PT,
2 International Normalized Ratio, INR) 515
®aktop VIl (aHTuremocuneHbivi rnobynuH A) (Antihemophilic Globulin A,
1409 FVIII) 1335
3 ®ubpuHoreH (Fibrinogen, FG) 490
4 AHTUTPOMGUH llI, % aktnsHocTM (AT Ill, Antithrombin I, % Activity) 680
194 TpombuHosoe Bpems (TB) (Thrombin Time, TT) 540
164 D-gumep (D-Dimer) 1975
1263 MpoteunH C, % aktuBHocTu (Protein C, % Activity) 2 505
1264 MpoTteun S ceoboaHkin (Protein S, Free) 3360




1153 MnasmuHoreH (Plasminogen) 1030
"emocTasnorpamma (koarynorpamma), ckpuHuHr (Coagulation,
OBC103 Gemostaziogram, Screening) 1840
"emocTasnorpamma (koarynorpamma) paclumpeHHas (Hemostasiogram
OBC109 (coagulogram), extended 5 340
190 BonyaHouHbin aHTukoarynsaHT (BA) (Lupus Anticoagulant, LA ) 1350
4.1. YrneBoabl (Carbohydrates)
16 'nokosa (Glucose) 345
17 ®pykrozamuH (Fructosamine) 965
18 "muknposaHHbIn remornobuH HbA1C (HbA1C, Glycated Hemoglobin, GHB) 860
215 JNaktaT (Lactate) 965
[NOKO30-TONEpaHTHLI TECT C OnpeaenieHNeM rIoKo3bl B BEHO3HOM KPOBW
HaToLaK 1 nocne Harpysku vyepes 2 yaca (2-Hour Oral Glucose Tolerance
Test, OGTT, Glucose Concentration (Fasting and 2 Hours after Load),
T Venous Blood) 1120
["MoKo30-TONEepaHTHBIN TECT C onpegeneHmem rmwkossl u C-nentnaga B
BEHO3HOW KPOBU HaTOLLAK M Nocre Harpy3ku vyepes 2 yaca (2-Hour Oral
Glucose Tolerance Test, OGTT, Glucose and C-Protein Concentration
rrc (Fasting and 2 Hours after Load), Venous Blood) 1985
"noko30ToNnepaHTHbIVM TeCT Npu 6epemMeHHOCTH (Nnasma KpoBK)
(nepopanbHbIi rntoko3oTonepanTHbIn TecT, I'TT, OI'TT) Oral Glucose
'Tb-C Tolerance Test, Plasma, OGTT, Pregnancy 1290
OnpegeneHne Bo30yauTenen ocTpbiX PeCnUpaTopHbIX BUPYCHBIX MHAPEKLMIA
yenoseka (OPBW): PHK pecnupatopHo-cuHumTuansHoro supyca (human
Respiratory Syncytial virus, hRSv), meTanHeBmoBupyca(human
Metapneumovirus, hMpv), Bupycos naparpunna 1, 2, 3 n 4-ro Tunos (human
Parainfluenza virus 1-4, hPiv), kopoHaBupycoB (human Coronavirus, pCov),
3318 pVHOBMpPYCOB 2790
4.2. Innuapbl, AMNONPOTEeUHbI, anoaunonpoTteuHsbl (Lipids)
30 Tpurnuuepuasl (TT) (Triglycerides) 395
31 XonectepuH obwmin (XonectepuH) (Cholesterol Total) 390
XonectepuH JIMBIT (XonectepnH NMnonpoTEMHOB BbICOKOW NITIOTHOCTY,
nnenmn, ?-xonectepuH) (High-Density Lipoprotein Cholesterol, HDL
32 Cholesterol) 425
1644 XonectepuH NIMHI (npamon meTon) Cholesterol LDL (direct) 440
XonectepuH JTTHI (XonectepyH NMNonpoTeMHOB H13Kow nnoTHocTw, JIMHI,
33 ?-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL Cholesterol)* 400
XonectepuH JINIOHI (XonectepyH NMNONPOTENHOB O4E€Hb HN3KOW
nnotHocTtu, JINOHTIT) (Very Low-Density Lipoprotein Cholesterol, VLDL
218 Cholesterol) 715
1071 INunonpotewnH (a), JTMN (a) (Lipoprotein (a), Lp (a)) 1285
219 AnonunonpoTteunH A1 (AnonpoteunH A1, ano A1) (Apolipoprotein A1, Apo A1) 765
220 AnonunonpotenH B (AnonpoteunH B, ano B) (Apolipoprotein B, Apo B) 770
1512BILE YKenyHble kncnotsbl (Bile Acids) 2835
4.3. benku n amuHokucnotbl (Proteins and Amino Acids)
10 AnbOymuH (Albumin) 440
28 O6wwmn 6enok (Protein Total) 385
29 Benkoeble dpakumm (Serum Protein Electrophoresis, SPE, SPEP)* 690
OnekTpodopes 6enkoB Mo4u, onpegeneHne Tuna npotenHypum (Urine
1551 Protein Electrophoresis) 1950
Benok BeHc-[)koHca B MOYe, CKPUHUHT C NPUMEHEHWEM UMMYHOMUKCALUN U
KonnyecTtBeHHoe onpeaeneHue (Bence-Jones Protein, Urine,
1552 Immunofixation, Quantification ) 2 265




Benok beHc-[>xoHca B MoYe: UMMYyHODMKCALIUS, KONNYECTBEHHOE
onpegenexHvne, TMNMPoBaHWe kanna, namoaa (Bence-Jones Protein, Urine,

1553 Electrophoresis, Immunofixation, Kappa/Lambda Typing, Quantification ) 4235
CeobogHble nerkve ueny MMMyHornobynnHoB kanna v nambaa CbiIBOPOTKM C

1539 pacyeToM MHAEKCca Kanna/nambaa 3015
CBoboaHble nerkme uenn MMMyHornobynnHoB kanna un naméaa B moye (Urine

1540 immunoglobulin free light chains (FLC) kappa and lambda) 2 315

153 "omoumctenH (Homocysteine) 2 385
M-rpagueHT, TuNnupoBaHmne. AneKkTpodopes CbiIBOPOTKU KPOBU,
UMMYHOMMKCaALMS C MaHeNblo aHTUCLIBOPOTOK (pa3aenbHo Kk 1gG, IgA, IgM,
kanna, nambaa), konuyectBeHHas oueHka M-6enka (M-Gradient, Typing.
Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG,

4051 IgA, IgM, Kappa, Lambda), Quantification of M-Protein) 4570
M-rpagmeHT, CKpUHUHI. OnekTpodopes CbiIBOPOTKM KPOBU, MMMYHOMKCaLUS
C NONMBanNeHTHOW aHTUCbIBOPOTKOW, KonM4yecTBeHHas oueHka M-6enka (6e3
TunupoBanusi) (M-Gradient, Screening. Serum Protein Electrophoresis
(SPEP), Immunofixation with Polyvalent Antiserum, Quantification of M-

4050 Protein (without Typing)) 3140
4.4. OueHKa PpyHKumumn nouek (Assessment of renal function)

22 KpeatuHuH (Creatinine) 385
KnyboukoBas dpunbtpaums, pacyet no dopmyne CKD-EPI — kpeaTuHunH

A0CKDEPI |(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Creatinine Equation) 370

1525 Uncratnu C (Cystatin C) 1490
KnyboukoBas dpunbstpaums, pacyet no dopmyne CKD-EPI — unctatnH C

1526 (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C Equation) 850

26 MouesuHa (Urea) 385

27 Mouesas kucnorta (Uric Acid) 390
4.5. MurmeHTb! (Pigments)

13 BunnpybuH obwmn (Bilirubin Total) 385
BunupybuH npsimon (BunnpybuH KOHbLIOTMPOBaHHbIN, cBA3aHHbIN) (Direct

14 Bilirubin, DBIL, Conjugated Bilirubin ) 390
4.6. depmeHTbl (Enzymes)
AnaHnHamuHoTpaHcdepasa (AnAT, ANT, rmyTaMMHO-NMpPOBUHOrpaaHas
TpaHcamuHag3a, ['MIT) (Alanine Aminotransferase, ALT, Serum Glutamic

8 Pyruvic Transaminase, SGPT ) 355
AcnapTtatamuHoTpaHcdepasa (ACAT, ACT, rmyTaMmmMHO-LL,aBENEBOYKCYCHas
TpaHcaMuHa3a, 'L T) (Aspartateaminotransferase, AST, Serum

9 Glutamicoxaloacetic Transaminase, SGOT ) 355

11 Anb@a-amunasa (?-amunasa, anacrasa) (Alpha-Amilase, ?-Amylase) 485
Anbda-amnnasa naHkpeatnyeckasa (P-nsogpepmeHT ammnassbl) (Pancreatic ?-

12 Amylase) 540
Mamma-rnytamuntpancnentuagasa (IMT, rmytammntpaHcnentugasa) (Gamma-

15 Glutamyl Transferase, GGT) 380
KpeatnHkuHasa (KpeatuHdocdokumHasa, KK, KOK) (Creatine Kinase, CK,

19 Creatine Phosphokinase, CPK) 540
KpeaTtuHkuHasa-MB (KpeatundocdoknHasza-MB, KK-MB, KOK-MB) (Creatine

20 Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.) 860

23 Jlvnasa (Tpuaumnrnuueponauunrugponasa) (Lipase) 580
NaktatperngporeHasa (J14r, L-nakrat, HAO+Okcupopenykrasa) (Lactate

24 Dehydrogenase, LDH) 385
XonwvHacTepasa (S-lNceBgoxonuHactepasa, xonuHactepasa ll, S-X3,

34 auunxonuHrugponasa) (Cholinesterase, Pseudocholinesterase, PCHE) 455

36 docdpaTasa wenoyvHas (LLd) (Alkaline Phosphatase, ALP) 385




4.7. OLeHKa COCTOAHMA UHKPETOPHOU U ceKpeTopHOoU ¢-uun XKKT
(Assessment of endocrine and secretory functions of gastrointestinal tract
(Gl Tract))

216 "actpuH (Gastrin) 2090
294 MencuHoreH | (Pepsinogen 1) 2125
295 MencwuHoreH Il (Pepsinogen ) 2125
MencuHorensl | 1 1l ¢ pacyeTom cooTHoweHus (MencuHoreH I/TencuHoreH 1)
2111 (Pepsinogen I/Pepsinogen Il, PG1/PG2) 2415
4.8. MapKepbl meTaboan3ama KocTHoI TKaHu (Bone Metabolism)
OcteokanbumH (KoctHbin Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla
146 Protein, BGP) 1260
C-koHueBble TenonenTuapl konnareHa | Tuna (6eta-CrossLaps, C-
TepmuHanbHbIv Tenonentug, CT) (Carboxyterminal Cross-linking Telopeptide
of Bone Collagen, Collagen Cross-linked C-Telopeptide, Beta-Cross Laps, ?-
CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx
203 Serum) 1590
147 OesokcvnupuanHonui (AMNWA) B move (Deoxypyridinolinein, DPD, Urine) 2175
N-TepMuWHanbHbIN NponenTua npokonnareHa 1 obwuin (Procollagen Type 1 N+
204 terminal Propeptide, PINP, Total) 2290
4.9. AHTMOKCUMAAHTHbI cTaTyc (Total Antioxidant Status, TAS)
AHTUOKCMAAHTHbIN cTaTyc (O6LWMiA aHTMOKCMAaHTHBIN cTaTyc) (Total
1500 Antioxidant Status, TAS) 6 030
4.10. ButamuHbl (Vitamins)
117 ButamuH B12 (unaHokobanamuH, kobanamuH) (Cobalamin) 1175
118 donuesas kncrnota (Folic Acid) 1270
AKTVBHbIN BUTamnH B12 (MonoTtpaHckobanamuH, Active-B12,
1317B12 Holotranscobalamin) 1 860
ButamuH K1 B ceiBopoTke (dounnoxmHoH) (Vitamin K1, Phylloquinone,

877 Serum) 2 755
931 ButamuH A B cbiBopoTke (peTuHon) (Vitamin A, Retinol, Serum) 2750
ButamuH E B cbiBopoTke (anbda-tokodepon) (Vitamin E, alpha-Tocopherol,

932 Serum) 2750
1581 Owmera-3 nHgekc (Omega-3 Index) 5270
1587 YKupHble kucnoTbl, npoduns (omera-3, -6, -9), nnasma 10 020
1604 ButamuH B1 (TvammH) 2750
1609 Butamun B2 (pnbodnasuH) 2 750
1610 ButamuH B3 (HMKoTMHamuA) 2750
1608 ButamuH B5 (naHTOTEHOBas kucnoTa) 2750
1605 ButamuH B6 (nupuaokcanbgocdar) 2835
1611 ButamuH B7, H (6uoTtuH) 2710
1606 ButamuH C (ackopbuHoBas kucnota) 2715
1615 BeTta-kapoTuH 2725
1614 PeTuHun nanemutar 2 615

25-OH ButamuH D obwmii (25-OH Vitamin D Total, 25(0OH)D, 25-
928 Hydroxycalciferol) 2335
1676 KoaHaum Q10 B kpoBu 3875
1681 ManoHoBbI guanbaerva 3875

4.11. HeopraHuueckue Bewectsa (Inorganic Matters)

Kanun/Hatpuin/Xnop B ceiBopoTke kposu (K+/Potassium, Na+/Sodium, ClI-

39 /Chloride, Serum) 520
37 Kanbumn o6wmn (Ca) (Calcium Total) 380
Kanbuun nonnsmposaHHbiv (Ca2+, cBobogHbIn kanbumn) (lonized Calcium,

165 Free Calcium) 655
40 Marnui (Mg) B ceiBopoTke kpoBu (Magnesium (Mg), Serum) 430
41 docdop Heopranudeckuii (P) (Phosphorus (P)) 385
48 >Keneso (Fe) B chiBOpoTKe KpoBu (Iron (Fe), Serum) 385




JlaTeHTHas (HeHachILEeHHas) Xene3ocBa3bliBatoLLasi CoCOOHOCTb
cbiBopoTkn kposu (JDKCC, HXXCC) (Unsaturated Iron Binding Capacity,

49 UIBC) 440
4.12. Cneunduueckue 6enku (Specific proteins)
42 AntuctpentonuanH-O (ACJI-O, ACJ10) (Antistreptolysin-O, ASO) 695
43 C-peaktnHbin 6enok (CPB) (C-Reactive Protein, CRP) 690
1643 BbicokouyBCTBUTENbHLIV C-peakTnBHbIN 6enok (kapamo) 690
840 Llepynonna3amuH (Ceruloplasmin) 845
841 ManTorno6buH (Haptoglobin) 915
1210 Anba-2-makpornobynuH (Alpha-2-Macroglobulin, ?2-Macroglobulin, A2M) 850
Anbda-1-aHTutpuncun (A1AT), koHueHTpaumsa (Alpha-1-Antitrypsin, A1AT,
1200A1AT |AAT, Concentration) 1825
Anbda-1-aHTutpuncuH (A1AT), deHoTunupoBaHue (Alpha-1-Antitrypsin,
832A1A A1AT, AAT, Phenotyping) 2 890
50 TpaHcdeppuH (CugepodunuH) (Transferrin) 800
51 ®epputnn (Ferritin) 865
21 Mworno6buH (Myoglobin) 1375
HaTpuitypeTtuyeckoro ropmoHa (B-tuna) N-koHuesow nponentug (NT-
proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic
1631 Peptide) 4165
157 TponoHwuH-I (Troponin-I) 1450
Kapborngpat-gedmumnTHbin TpaHcdeppuH (Carbohydrate-Deficient
838 Trancferrin, CDT) 4 305
Kapborngpat -aeduvumnTHbIN TpaHcdepprH ¢ anekTpodoperpammon
(Carbohydrate-Deficient Transferrin with results on an electrophoregram
839 (CDT)) 5 555
1566 encngunH 25 (6noakTmeHbI) (Hepcidin 25, bioactive) 10 490
Pacteopumble peuentopbl TpaHcdeppuHa (pTOP, Soluble Transferrin
1595STFR |Receptor, sTfR) 2 330
4.13. OHKomapKepbl (Tumor Markers)
MCA o6wwun (MpocTtaTtnyecknii cneumpuieckuin aHtureH obmn) (Prostate-
103 Specific Antigen Total, PSA Total) 825
OBC69 OHKopUCK MyXCkol: npegactatensHas xenesa (Male oncologic risk: prostate) 1590
2113 OueHka 3gopoBbs npoctathl (MCA obw., NCA cB., -2proPSA, phi) 4 885
PakoBo-ambpuoHaneHbii aHTureH (POA, kapuMHO3MOPUOHANbHbBIA aHTUIEH)
141 (Carcinoembryonic Antigen, CEA) 1135
CA-15-3 (YrneBogHbin aHTureH 15-3) (Carbohydrate Antigen CA-15-3,
142 Cancer Antigen CA-15-3) 1 095
CA-72-4 (YrneBogHbIn aHTureH 72-4) (Carbohydrate Antigen CA-72-4,
166 Cancer Antigen CA-72-4) 1600
CA-19-9 (YrneBogHbin aHtureH 19-9) (Carbohydrate Antigen CA-19-9,
144 Cancer Antigen-Gl) 1140
LintokepatuHoBsbi chparmeHT (Cyfra 21-1, pparmeHT yutokepaTtunHa 19)
(Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19 Soluble
167 Fragments, Cyfra 21-1) 1615
CA-125 (YrneBogHbii anTturen 125) (Carbohydrate Antigen CA-125, Cancer
143 Antigen CA-125) 1130
1281 HE4 (Benok 4 snuanaummnca yenoseka) (Human Epididymis Protein 4, HE4) 1 660
OueHka pucka paka audHukoB no anroputmy ROMA (Risk of Ovarian
Malignancy Algorithm, anropuTm pacyeTta pucka anutenManbHOro paka
ANYHUKOB) (ANS XeHwwmH Ao meHonaysbl) (Risk of Ovarian Malignancy
ROMA1 Algorithm, ROMA (Before Menopause)) 2 295
OueHka pucka paka audHukoB no anroputmy ROMA (Risk of Ovarian
Malignancy Algorithm, anroputm pacyeta pucka anutenuansHoOro paka
SIMYHMKOB) (aNns XeHWwwuH nocne meHonay3bl) (Risk of Ovarian Malignancy
ROMA2 Algorithm, ROMA (After Menopause)) 2 295




CA-242 (YrneBoaHbI aHTUreH 242, onyxonesbii mapkep CA-242)

1280 (Carbohydrate Antigen CA-242, Tumor Marker CA-242) 1165
beTta-2-MukpornobynuH (?-2-MukpornodynuH) B cbiBOPOTKe KpoBu (Beta-2-
208 Microglobulin, BMG, Serum ) 1585
209 HelpoHcneuudunyeckasa eHonasa (HCE) (Neuron-Specific Enolase, NSE) 2170
946 XpomorpaHuH A (Chromogranin A, CgA) 6 000
1198 Benok S100 (S100 Protein) 3260
SCC (AHTUreH nnockokneTo4Houn kapumHomel) (Squamous Cell Carcinoma
1296 Antigen, SCCA, SCCAQ) 2775
UBC (AHTUreH paka MOYEBOro Mny3blps, UCCref0BaHNE PAacTBOPUMbIX
parmeHTOB UnTOKEepaTnHoB 8 1 18 B moue) (Urine Bladder Cancer Antigen,
1297 Urine Bladder Cancer, UBC) 2925
beTta-2-mukpornobynuH (?-2-mukpornodynuH) B moye (Beta-2-Microglobulin,
225 Urine) 1605
171 KanbuutoHuH (Calcitonin) 1585
92 Anbda-detonpoTteunH (ADI1) (a-Fetoprotein, AFP) 700
5.1. OueHKa ¢pyHKumuu runopmsa (Assessment of Pituitary Function)
ALPEHOKOPTMKOTPOMHbIA rOpMoH (AKTT, KOPTUKOTPONWH)
100 (Adrenocorticotropic Hormone, ACTH) 1150
99 ComartoTponHsi ropmoH (comatoTtponuH, CTIN) (Growth Hormone, GH) 915
ComatomegnH C (MHcynmHonogobHbin daktop 1) (Somatomedin C, Insulin-
174 like Growth Factor 1, IGF-1) 1775
®onnukynoctumynumpytowmin ropmoH (®CrI) (Follicle Stimulating Hormone,
59 FSH) 750
60 TlotenHunsmpytowmin ropmoH (J11) (Luteinizing Hormone, LH) 750
61 MponaktuH (Prolactin) 770
6161 MakponponaktuH (Macroprolactin)* 1620
5.2. OueHKa dpyHKUUMK wutoBmaHou Kenesbl (Assessment of Thyroid
Function)
TupokcuH o6wmn (T4 obwwmii, TeTpanoaTupoHuH obwmin) (Total Thyroxine,
54 TT4) 710
55 TupokcuH ceobogHbin (T4 cBobogHbin) (Free Thyroxine, FT4) 705
52 TpunoaTnpoHuH obwmn (T3 obwmn) (Total Triiodthyronine, TT3) 715
53 TpwuiioaTnpoHnH cBobogHbiv (T3 cBoboaHbin) (Free Triiodthyronine, FT3) 710
1612 TpunoaTnpoHuH pesepcusHbin (T3 peBepcuBHbIA, Reverse Triiodthyronine). 7 225
TupoKcUHCBA3bIBatoOLWLAs CNocoBHOCTL (MOrnoLweHne TMPEOUaHbIX FTOPMOHOB;
WHAEKC CBAA3bIBAHWSA TUPOKCUHA; MHAEKC cBoboaHoro TupokcuHa) (Thyroid
Uptake, T-Uptake, Thyroxine-Binding Capacity, TBC, Thyroxine-Binding
196 Index, TBI, free T4Index, fT4l) 955
197 Tupeornobynun (TI) (Thyroglobulin, TG) 1135
AHTUTEna K Tupeornobynuny (AT-TI) (Anti-Thyroglobulin Autoantibodies,
57 Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 860
AHTUTEna K TupeonaHown nepokcngase (AT-TIO, MukpocoManbHble
aHtuTena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal
58 Antibodies, TPO Antibodies, TPOAb, Anti-TPO) 845
AHTUTENa K MMKpOCcOoMarbHOWM dpakuum TupeoumnTos (AT K
MUKpOCOMansHOMy aHTureHy Tupeountos, AT-MAIT, AMAT, TupeonaHble
198 aHTUMuKpocomaneHble aHtTutena) (Anti-Thyroid Microsomal Antibodies) 860
AHTuTena k peuentopam TTI (AT k peuentopam TUPEOTPONHOrO ropMOHa B
cbiBOpoTke kpoBu, AT-pTTI) (Thyroid-Stimulating Hormone Receptor
Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH binding inhibitor
199 immunoglobulin, TBII) 2035
TupeoTtponHbivi ropmoH (TTI, TupotponuH) (Thyroid Stimulating Hormone,
56 TSH) 655
5.3. OueHKa ¢oyHKLMMU Kopbl HagnoyeuHukos (Assessment of
adrenocortical function)
65 Koptuson (M'mppokoptnsoH) (Cortisol, Hydrocortisone) 745




CBoboaHbIn kopTu3on, cytovyHas moda (Free Cortisol, Free Hydrocortisone,

178 24-Hour urine) 1220
1508 KopTtuaon, cntoHa (Cortisol, Saliva) 1075
205 AnbpoctepoH (Aldosterone) 1180
206 PeHunH (PeHyH nnasmbl kposu, npsamoe onpegenexmne) (Direct Renin, Plasma) 1425
1302ARR AnbJocTepoH-peHrHoBoe cooTHoweHne (Aldosterone-Renin Ratio, ARR) 2 165
5.4. OueHKa aHgporeHHoro cratyca (Assessment of Androgen Status)
64 TectocTtepoH (Testosterone) 735
169 CBobogHbIn TectocTepoH (Free Testosterone) 1645
168 OurnppotectoctepoH (A T) (Dihydrotestosterone, DHT) 1900
195 AHgpocTeHamoH (Androstenedione) 1 800
AHgpocTeHanon rntokypoHua (AHgpocTtaHamon riokypoHua) (Androstanediol
170 Glucuronide, 3?-Androstanediol Glucuronid, 3?-diol G) 1895
OernppoannangpoctepoH-cynedat (JOA-S04, Dehydroepiandrosterone
101 sulfate, DHEA-S) 745
1602 JernapoanvaHapocTepoH (HEKOHBIOTMPOBAHHbIN) 1620
156 17-keToctepoupbl (17-KC) B move (17-Ketosteroids, Urine) 2 500
154 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 1025
"noBynuH, ceasbiBatowmi nonosble ropmoHbl (FCIMTM) (Sex Hormone-Binding
149 Globulin, SHBG) 800
5.5. 9cTporeHbl u nporectuHbl (Estrogens and Progestins)
62 OcTtpagmon (32) (Estradiol, E2) 740
63 MporectepoH (Progesterone) 750
5.6. HectepoupgHbie perynatopHbie ¢paKTopbl NONOBbIX Xenes
(Nonsteroidal Gonadal Factors)
AHTUMIoNnepos ropmoH (AMI) (Anti-Mullerian Hormone, AMH, Mullerian
1144 Inhibiting Substance, MIS) 1880
1145 WHrmbuH B (Inhibin B) 1740
Tpodobnactnueckun 6eta-1-rnukonpotenH (TBIN) (Trophoblastic beta-1-
1158 Globulin, TBG) 710
5.7. MOHUTOPUHT 6epemeHHOCTH, BuoXMMmmuyeckme mapKepbl COCTOAHUA
nnoaa (Monitoring of Pregnancy, Biochemical Markers of Fetal Status)
XopuoHudeckuii roHagoTponuH Yenoseka (XY, 6eta-Xr4, ?-Xry) (Human
66 Chorionic Gonadotropin, HCG) 685
CeobogHbin ?-XIM'Y (cBob6ogHas ?-cydbeanHuLa XOpUOHUYECKOTO
roHagoTtponuHa yenoseka) (Free Human Chorionic Gonadotropin, Free
189 HCG) 955
MnaueHTapHbIN NakToreH (XopnoHuyecknin comatomammoTponuH) (Placental
Lactogen, PL, Human Placental Lactogen, hPL, Chorionic
207 Somatomammotropin, CS, Human Chorionic Somatomammotropin, hCS) 1215
AccounmpoBaHHkIN ¢ 6epeMeHHOCTbLI0 NpoTenH-A nnaswmel (Pregnancy-
161 Associated Plasma Protein-A, PAPP-A) 1170
134 CeobogHbin actpuon (Estriol Free, E3) 955
5.8. OueHKa 3HAOKPUHHOU PYHKLMUN NOAXKENYAOUHOMU Kenesbl
(Assessment of Pancreatic Endocrine Function)
172 WHcynuH (Insulin) 985
148 C-nentug (C-Peptide) 885
OueHKka NHCYNUHOPE3UCTEHTHOCTMU: IMOKO3a (HaToLLakK), MHCYNWH (HaToLLlak),
pacyeT nHgekca HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin,
11HOMA Homeostasis Model Assessment of Insulin Resistance, HOMA-IR) 1275
5.9. buoreHHble amuHbl (Biogenic Amines, BA)
KaTtexonamuHbl (agpeHanuH, HopagpeHanuH, godamuH) B NnasMe KpoBu —
KATEIJT (Catecholamines: Epinephrine/Adrenaline,
KATEJ Norepinephrine/Noradrenaline, Dopamine, Plasma) 3000




KatexonamuHbl (agpeHanviH, HopaapeHanuH, godamuH) B Mode
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,

151 Dopamine, Urine) 2 805
MeTabonuTbl KaTexornaMUHOB Y CEPOTOHUHA: BaHUNUNMUHAANEBas K1ucnorta
(BMK), romoBaHunuHoBas kucnota (I'BK), 5-okcumHgonykcycHas kncnota (5-
OWNYK) (Catecholamines and Serotonin Metabolites, 24 Hours-Urine:
Vanillyimandelic Acid, VMA, Homovanillic Acid, HVA, 5-Hydroxyindoleacetic
950 Acid, 5-HIAA) 4530
MeTaHedpuHbI (dpakumm) B CyTOYHOM MoYe: MeTaHedpUH, HopMeTaHepyH
(Metanephrines, Fractinated, 24 Hours-Urine — Metanephrine,
1166 Normetanephrine) 3765
KaTexonamuHbl (agpeHanvH, HopagpeHanvH, 4oamMuH) B Mo4ve
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,
152 Dopamine, Urine) 2775
1270 N'mctamuH B Nnnasme kpou (Histamine, Plasma) 3230
993 CepoTOHUH B CbIBOPOTKE KpoBwu (Serotonin, Serum) 2 945
5.10. Kanbuuit-perynupyowme ropmoHbl (Calcium-regulating hormones)
MapatupeongHbii ropmoH ([MapaTtropmoH, napatupuH, MTIN) (Parathyroid
102 Hormone, PTH) 1245
5.11. FTopmoHbl }Xuposoi TKaHu (Adipose Tissue Hormones)
175 JNenTtuH (Leptin) 1385
5.12. Perynauus sputponoasa (Regulation of Erythropoiesis)
222 OputponoaTtuH (Erythropoetin) 1800
6.1. MukpoanemeHTbl B KpoBM (CbIBOPOTKA KPOBU, Lie/ibHaA KPOBb)
(Microelements, Serum, Venous Blood)
OcHoBHbIe acceHUmarnbHble (KM3HEHHO HEOOXOANMMbIE) MUKPO3NIEMEHTHI B
cbiBOpoTke kpoBu (Essential Vital Elements, Essential Trace Elements,
M31 Serum) 1735
TOKCMYHbIE MUKPO3MNEMEHTBI (TSXKenble MeTansbl) B BeHO3HOM Kposu (Toxic
M32 Trace Elements, Toxic Heavy Metals, Venous Blood) 1735
MuvkpoanemeHTbl B CbIBOPOTKE KPOBM U BEHO3HOW KpOBW: CKpUHUHT (Trace
M33 Elements, Serum, Venous Blood: Screening) 4430
874 Kagmui (Cd) B ceiBopoTke kpou (Cadmium (Cd), Serum ) 1180
863 KobanbT (Co) B cbiBOpOTKE KpoBwm (Cobalt (Co), Serum) 1180
888 Megb (Cu) B ceiBopoTke kpoBwu (Copper (Cu), Serum ) 1180
892 MapraHey (Mn) B ceiBopoTke kpoBu (Manganese (Mn), Serum) 1180
869 CeneH (Se) B cbiBOopoTKe kpoBu (Selenium (Se), Serum) 1180
868 LinHk (Zn) B cbiBOpOTKE KpoBM (Zinc (Zn), Serum) 1180
893 Hukenb (Ni) B ceiBopoTke kposu (Nickel (Ni), Serum) 1180
1111 3ornoTo (Au) B ceiBOpoTke kpoBu (Gold (Au), Serum) 1180
873 MonnbaeH (Mo) B ceiBopoTKe kposu (Molybdenum (Mo), Serum) 1180
1118 Tannwui (TI) B ceiBopoTKe kposwu (Thallium (TI), Serum) 1180
883 Mbiwbsk (As) B cbiBOpoTke kpoBu (Arsenic (As), Serum) 1180
1491 Wop B ceiBopoTke (lodine, serum) 1180
1112 Kagmuin (Cd) B BeHo3Hom kpoBwm (Cadmium (Cd), Blood) 1180
1113 KobanbT (Co) B BeHO3HOM kpoBu (Cobalt (Co), Blood) 1180
1114 Megb (Cu) B BeHo3HoM kpoBwu (Copper (Cu), Blood) 1180
1115 MapraHey (Mn) B BeHo3Hou kposu (Manganese (Mn), Blood) 1180
1116 Hukenb (Ni) B BeHo3Hon kposu (Nickel (Ni), Blood) 1180
1117 CeneH (Se) B BeHo3HoW kpoBwu (Selenium (Se), Blood) 1180
1119 LinHk (Zn) B BeHO3HOWM kpoBwu (Zinc (Zn), Blood) 1180
878 CsuHel (Pb) B BeHo3HOM kpoBu (Lead (Pb), Blood) 1180
1141 PTyTb (Hg) B BEHO3HOM kpoBwm (Mercury (Hg), Blood) 1180
814 INntni (Li) B cbiBOpOoTKe KpoBwm (Lithium (Li), serum) 1260

6.2. MukpoanemeHTbl B Mmoye (Microelements, Urine)




OcceHumanbHble ()KI/I3H€HHO HeO6XO,CIMMbIe) N TOKCUYHbIE MUKPO3JIEMEHTLI B

M34 moye (Essential Vital Elements, Toxic Trace Elements, Urine) 3870
1040 Kagmum (Cd) B moye (Cadmium (Cd), Urine) 1180
1034 Kob6anbT (Co) B moye (Cobalt (Co), Urine) 1180
1035 Megb, moua, pasoas nopums (Copper, random urine; Cu) 1180
889 Megb (Cu) B cyTouHon moye (Copper (Cu), 24-Hours Urine) 1180
1032 MapraHey, (Mn) B moye (Manganese (Mn), Urine) 1180
1038 CeneH ( Se) B mo4e (Selenium ( Se), Urine) 1180
1036 LinHk (Zn) B moye (Zinc (Zn), Urine) 1180
894 Hukenb (Ni) B moye (Nickel (Ni), Urine) 1180
895 CeuHey, (Pb) B moue (Lead (Pb), Urine) 1180
1042 P1ytb (Hg) B Mmoye (Mercury (Hg), Urine) 1180
1074 Tannwun (TI) B moye (Thallium (T1), Urine) 1180
1037 Mbiwbsk (As) B Mo4e (Arsenic (As), Urine) 1180
881 AntommHui (Al) B moye (Aluminum (Al), Urine) 1180
1033 Keneso (Fe) B moye (Iron (Fe), Urine) 1180
1479 Wog (1) B moye (lodine (1), Urine) 1180
6.3. MuKpoanemeHTbl B Bosiocax (Microelements, Hair)
M38 TokcuyHble MUKPO3neMeHThl B Boniocax (Toxic Trace Elements, Hair) 2 350
ToKCcKYHbIE 1 3cCeHLManbHble MUKpoanemeHThl B Borocax (Toxic Trace
M39 Elements, Essential Vital Elements, Hair) 4630
BonbLuon cKpMHUHT anemMeHTHoro coctaea Bonoc (Elemental Composition of
M310 Hair: Screening ) 8 235
1004 AntomuHuni (Al) B Bonocax (Aluminum (Al), Hair) 1180
1126 Bapwuin (Ba) B Bonocax (Barium (Ba), Hair) 1180
1127 Bepvnnui (Be) B Bonocax (Beryllium (Be), Hair) 1180
1001 Bop (B) B Bonocax (Boron (B), Hair) 1180
1138 Banagun (V) B Bonocax (Vanadium (V), Hair) 1180
1128 Bucmyt (Bi) B Bonocax (Bismuth (Bi), Hair) 1180
1139 Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1180
1129 "annun (Ga) B Bonocax (Gallium (Ga), Hair) 1180
1130 "epmanunii (Ge) B Bonocax (Germanium (Ge), Hair) 1180
1011 Keneso (Fe) B Bonocax (Iron (Fe), Hair) 1180
1125 3onoTo (Au) B Bonocax (Gold (Au), Hair) 1180
1131 Wop (1) B Bonocax (lodine (1), Hair) 1180
1019 Kagmun (Cd) B Bonocax (Cadmium (Cd), Hair) 1180
1006 Kanun (K) B Bonocax (Potassium (K), Hair) 1180
1007 Kanbuwmi (Ca) B Bonocax (Calcium (Ca), Hair) 1180
1012 KobanbT (Co) B Bonocax (Cobalt (Co), Hair) 1180
1005 KpemHun (Si) B Bonocax (Silica (Si) , Hair) 1180
1132 NaHTaH (La) B Bonocax (Lantanum 9La), Hair) 1180
1000 Jintui (Li) B BOnocax (Lithium (Li), Hair) 1180
1003 Marxui (Mg) B Bonocax (Magnesium (Mg), Hair) 1180
1010 MapraHey, (Mn) B Bonocax (Manganese (Mn), Hair) 1180
1014 Megb (Cu) B Bonocax (Copper (Cu), Hair) 1180
1018 Monun6aeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1180
1016 Mebiwbsik (As) B Bornocax (Arsenic (As), Hair) 1180
1002 Hatpun (Na) B Bonocax (Sodium (Na), Hair) 1180
1013 Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) 1180
1136 Onogo (Sn) B Bonocax (Tin (Sn), Hair) 1180
1134 MnatuHa (Pt) B Bonocax (Platinum (Pt), Hair) 1180
1021 PTyTb (Hg) B Bonocax (Mercury (Hg), Hair) 1180
1135 Pybuauin (Rb) B Bonocax (Rubidium 9Rb), Hair) 1180
1022 CeuHey, (Pb) B Bonocax (Lead (Pb), Hair) 1180
1017 CeneH (Se) B Bonocax (Selenium (Se), Hair) 1180
1124 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1180
1137 CtpoHumn (Sr) B Bonocax (Strontium (Sr), Hair) 1180
1020 Cypbma (Sb) B Bonocax (Antimony (Sb), Hair) 1180




1008 Tannwn (TI) B Bonocax (Thallium (T1), Hair) 1180
1133 docdop (P) B Bonocax (Phosphorus (P), Hair) 1180
1009 Xpom (Cr) B Bonocax (Chromium (Cr), Hair) 1180
1015 LinHk (Zn) B BOnocax (Zinc (Zn), Hair) 1180
1140 LinpkoHun (Zr) B Bonocax (Zirconium (Zr), Hair) 1180
6.4. MukpoanemeHTbl B HOrtax (Microelements, Nails)
M311 TokcnyHble MyUKpoanemeHTobl B HOrTsx (Toxic Trace Elements, Nails) 2 350
TOKCUYHBIE 1 3CCeHLManbHble MUKpoanemeHTbl B HOrTsx (Toxic Trace
M312 Elements, Essential Vital Elements, Nails) 4630
BonbLUoW CKPUHUHT 3arieMeHTHoro coctaea Hortel (Elemental Composition of
M313 Nails: Screening ) 8 235
1076 AntomuHui (Al) B HorTax (Aluminum (Al), Nails) 1180
1080 Bapuin (Ba) B HorTax (Barium (Ba), Nails) 1180
1081 Bepunnun (Be) B HorTax (Beryllium (Be), Nails) 1180
1079 Bop (B) B HorTsix (Boron (B), Nails) 1180
1120 Banagun (V) B HorTsix (Vanadium (V), Nails) 1180
1082 Bucmyt (Bi) B HorTsx (Bismuth (Bi), Nails) 1180
1121 Bonbgpam (W) B HorTax (Tungsten, Wolframium (W), Nails) 1180
1089 Mannun (Ga) B HorTax (Gallium (Ga), Nails) 1180
1090 epmannii (Ge) B Hortsax (Germanium (Ge), Nails) 1180
1088 Keneso (Fe) B HorTsix (Iron (Fe), Nails) 1180
1078 3onoTo (Au) B HorTsax (Gold (Au), Nails) 1180
1092 Wog (1) B HorTsix (lodine (1), Nails) 1180
1084 Kagmun (Cd) B Hortsix (Cadmium (Cd), Nails) 1180
1093 Kanun (K) B HorTax (Potassium (K), Nails) 1180
1083 Kanbumn (Ca) B Hortax (Calcium (Ca), Nails) 1180
1085 Kob6anbT (Co) B Hortax (Cobalt (Co), Nails) 1180
1107 Kpemnuin (Si) B HorTsax (Silica (Si), Nails) 1180
1094 JlanTaH (La) B HorTsix (Lantanum (La), Nails) 1180
1095 Jlutun (Li) B HorTax (Lithium (Li), Nails) 1180
1096 Marnui (Mg) B HorTsax (Magnesium (Mg), Nails) 1180
1097 MapraHey (Mn) B HorTsix (Manganese (Mn), Nails) 1180
1087 Megb (Cu) B HorTsix (Copper (Cu), Nails) 1180
1098 MonnbaeH (Mo) B Hortax (Molybdenum (Mo), Nails) 1180
1077 Mbiwbsk (As) B HorTax (Arsenic (As), Nails) 1180
1099 Hatpwuii (Na) B HorTsix (Sodium (Na), Nails) 1180
1100 Hukenb (Ni) B HorTsix (Nickel (Ni), Nails) 1180
1108 Ono.o (Sn) B HorTax (Tin (Sn), Nails) 1180
1103 MnatuHa (Pt) B HorTax (Platinum (Pt), Nails) 1180
1091 P1ytb (Hg) B Hortax (Mercury (Hg), Nails) 1180
1104 Py6uaumn (Rb) B HorTax (Rubidium (Rb), Nails) 1180
1102 CsuHel (Pb) B Hortsax (Lead (Pb), Nails) 1180
1106 CeneH (Se) B HorTsix (Selenium (Se), Nails) 1180
1075 Cepebpo (Ag) B HorTsax (Silver (Ag), Nails) 1180
1109 CTtpoHumi (Sr) B HorTax (Strontium (Sr), Nails) 1180
1105 Cypbma (Sb) B Hortax (Antimony (Sb), Nails) 1180
1110 Tannun (TI) B HorTax (Thallium (TI), Nails) 1180
1101 ®ocdop (P) B Hortax (Phosphorus (P), Nails) 1180
1086 Xpom (Cr) B Hortax (Chromium (Cr), Nails) 1180
1122 LinHk (Zn) B HOrTsix (Zinc (Zn), Nails) 1180
1123 Linpkonun (Zr) B HorTsix (Zirconium (Zr), Nails) 1180
7.1. NeKapcTBeHHbIi moHUTOpUHT (Drug Monitoring)
88 ®eHobapbutan (JllomuHan) (Phenobarbitalum) 3575
89 ®envTonH (OndennH, OnunaHTtnH) (Phenytoin) 3625
Banbnpoesas kucnota (QenakuH, Konsynekc) (Acidum Valproicum, Depakin,
90 Convulexs) 2090
91 KapbamasenuH (duHnencuH, Terpeton) (Carbamazepine, Tegretol) 3385
274 LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 2 850




Takponumyc (Aagearpad, MNporpad, MNMpoTonuk, Takpocen) (FK506, Advagraf,

1353 Prograf, Protopic, Tacrosel) 3000
TepudpnyHomma, nedonyHomug, (metabonut) (Teriflunomide, Leflunomide
1377TER metabolite) 3960
917 JNlamoTpumpkuH (Lamotrigine) 4235
1271 JleBeTnpauetam (Levetiracetam, Keppra®) 4235
8.1. KnuHuueckue Tectbl (Clinical Tests)
AHanu3 moun o6wmi (AHann3 Mo4m oBLLMI C MUKPOCKONMNEN OcaaKa)

116 (Complete Urinalysis, Microscopic Examination) 425
272 Wccneposarve moun no metogy Heunnopenko (Nechiporenko’s Urine Test) 530
Kanbuun moun, kayecTBeHHbIN TecT (npoba Cynkosuya) (Sulkowitch Urine
401 Calcium Test) 300
8.2. buoxumua moum (cytouHas skckpeuus) (Urine Biochemistry (Daily

Excretion))
95 AnbbymMuH, cytoyHas moya (Albumin, 24-Hour urine) 560
AnbbymuH, pazoBas nopuus Mo4m (C KpeaTUHMHOM 1 pacyeToMm
anbOyMuH/kpeaTuHMH oTHowweHus) (Albumin, random urine, with creatinine
95110 and albumin/creatinine ratio calculation, UACR) 920
109 'ntoko3a, cytoyHasa moya (Glucose, 24-Hour urine) 345
110 KpeatnHuH, cytouHas mo4a (Creatinine, 24-Hour urine) 345
Mpoba Pebepra (KnupeHc 3HOOreHHOro KpeaTuHMHA, CKOPOCTb KIyGO4KOBOW
96 dunbetpauun) (Glomerular Filtration Rate, GFR)* 425
AmMnnasa B MOYe CYyTOYHOM UNn NOPLIMOHHON 3a n3mepeHHoe Bpems (Anbda-
108 amunasa, guactasa mouun) (Amylase, 24-Hour or Timed Urine) 420
111 MoueBunHa, cytodHas moya (Urea, 24-Hour urine) 340
112 MoueBasi kucnota, cytouHasa moya (Uric Acid, 24-Hour urine) 370
97 O6wmn 6enok, cytoyHas moya (Protein Total, 24-Hour urine) 370
113 Kanbuwmin (Ca), cytouHasa moua (Calcium (Ca), 24-Hour urine) 375
Kanun (K), Hatpun (Na), cytouHas moya (Potasium (K), Sodium (Na), 24-
114 Hour urine) 390
115 docdop (P), cyrouHasa moya (Phosphorus (P), 24-Hour urine) 395
1458 Okcanartbl, cytouHas moda (Oxalates, 24-Hour urine) 1775
Kanbuui, pasoBasi nopuust Moum (C KpeaTMHMHOM U PacyeToMm
Kanbuuin/kpeaTuHuH oTHoweHus) (Calcium, random urine, with creatinine and
110113 calcium/creatinine ratio calculation) 230
Benok, pasoBas nopums Moun (C KpeaTUHUHOM M pacyeToM
HOpManu3oBaHHOro No KpeaTuHUHY nokasatens) (Protein, random urine, with
97110 creatinine and protein/creatinine ratio calculation) 310
MarHui, cytodHas moda (cyTodHas akckpeuust), (Magnesium, 24 h urine
1318 excretion) 380
Marnwuii, pazoBas nopuusi Mo4m (C KpEaTUHMHOM 1 PacyYeToOM
MarHun/kpeatuHnH oTHowweHus) (Magnesium, random urine, with creatinine
1318110 and magnesium/creatinine ratio calculation) 600
docdop, paszoBas nopumnst Moum (C KpeaTUHUHOM N pacyeToMm
HOpManu3oBaHHOro No kpeaTuHUHY nokasatensd) (Phosphorus, random urine,
115110 with creatinine and phosphorus/creatinine ratio calculation) 340
MoueBas kncnota, pa3oBasl NopLMs MOYU, C KPEATUHMHOM N PAcYETOM
112110 HOpMann3oBaHHOro NO KpeaTUHWUHY NOK-NA 340
OueHka pycka kKaMHeoOpa3oBaHuWs - IMTOreHHbIE CyOCTaHLMM Moun,
CYTOYHasi Moya (Kanbumi, MarHun, oocdop, okcanarbl, MOYeBas KUCMOTA,
OBC110 KpeaTUHWH CYyTOYHOW MOYM C pac4HETOM CYTOYHOW 3KCKpeLnm) 3460

8.3. NMcuxoakTueHbIe Belectsa B moue (Psychoactive Substances, Urine)




HapKoTMKM 1 NCUXOTPOMHbIE BELLECTBA - CKPUHUHE (KOMMIEKCHBIN aHanm3
MOYM Ha onuaTbl, amdeTaMuH, MeTameTaMuH, KoKauH, KaHHabHoOWAbI U NX
meTabonutbl) (Drugs and Psychotropic Substances Screening: Opiates,
Amphetamines, Methamphetamine, Cocaine, Cannabinoids, Cannabinoid

JIMC Metabolites, Urine) 3825
902 KaHHabuHounabl (MapuxyaHa) B moye (Cannabinoids (Marijuana), Urine)* 2 315
925 Onuatbl (MopdumH/reponH) B move (Opiates (Morphine/Heroin), Urine)* 2105
898 BapbutypaTbl B Moye (Barbiturates, Urine)* 2 315
982 OtaHon (ankoronk) B moye (Ethanol (Alcohol) Urine)* 2115
«BpepgHble npuBbIYkn» (AHaNM3 MOYM Ha HUKOTUH, MCUXOTPOMHbLIE U
HapKOTMYECKMNE BELLECTBA, MCMXOAKTUBHbIE NEKapCTBEHHbIE NpenapaThbl
(HUKOTUH; NCUXOTPOMHbIE N HAPKOTUYECKUE BELLECTBA, NCUXOAKTUBHbIE
nekapcTBeHHble npenaparthkl) (Pernicious Habits: Nicotine, Drugs,
9950 Psychostimulants and Psychotropic Substances, Urine)* 4115
8.4. UccnepoBaHue noyevyHoro KamHsa (Study of Kidney Stone)
AHanu3 XMMM4Yeckoro coctaBa Mo4eBbIX (MOYEYHbIX) KAMHEN METOLOM
pPEeHTreHoCTpYKTYpHOro aHanuaa (Compositional Analysis of Urine (Kidney)
1265 Stones, infrared spectrometry, X-ray diffraction analysis) 5 065
AHanmM3 xMMm4eckoro coctaBa MoYEBbIX (MOYEYHbIX) KAMHEN METOOOM
nHdppakpacHon cnekrpomeTpum (Compositional Analysis of Urine (Kidney)
1565MOK Stones, infrared spectrometry) 4 480
9.1. UccnepgoBaHua Kana (Examinations of Feces, Stool Examinations)
158 Konporpamma (Koprogramma, Stool) 820
CopgeprkaHue yrneBoAoB B Kane (pegyuvpylollme Bellectsa B kane) (Stool
236 Sugars, Reducing Substances, Fecal) 935
ViccnegoBaHume kana Ha CKpbITyto KpoBb, 6eH3nanHoBas npoba (Occult
240 Blood Feces Analysis) 485
CkpbITas KpoBb B Kasne (KornopekTarnbHble KPOBOTEYEHUS ), KONTMYECTBEHHbIN
nmmyHoxmmmdeckun metog FOB Gold (Quantitative Immunochemical Fecal
2401 Occult Blood, Test FOB Gold) 1405
162 Onacrtasa 1 (31), naHkpeaTnyeckas anacrasa 1 (Elastase 1, E1) 3105
1533A1AT |Anbdba-1-aHTutpuncuH B kane (Alpha-1-Antitrypsin, Feces) 2170
15920CC OcTaTo4Has ocmonspHocTb cTyna (Stool osmotic gap) 1 655
1338 KanbnpoTekTuH dekanbHbin (Fecal Calprotectin) 3960
AHanus kana Ha anua rensMuHTOoB (Anua rnnctoB) (PRO Stool, Helminth
159Ar Eggs) 610
WccnepoBaHve Ha aHTepoburos (arua octpuy), wnatens (Enterobiasis,
16010CT Spatula) 570
1600CT ViccnepoBaHme Ha aHTepobunos (anua octpul), TamnoH (Enterobiasis, Swab) 565
159IMPO AHanus kana Ha npocteriwme (PRO Stool) 655
10.1. AgeHoBupycHaa uHdekuua (Adenovirus Infection)
242 AHTuTena knacca IgA k ageHoupycy (Anti-Adenovirus IgA) 975
241 AHTuTena knacca lgG k ageHosupycy (Anti-Adenovirus IgG) 975
10.2. Ackapmpgos3 (Ascariasis)
237 AHTUTEena knacca IgG k aHTureHam ackapug (Anti-Ascaris lumbricoides 1gG) 1225
10.5. boppenunos (bonesHb Jlaiima) (Borreliosis, Lyme Borreliosis, Lyme
Disease, LD)
243 AHTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi 19G) 1010
244 AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 1010
AHTUTena knacca IgM k Borrelia burgdorferi, BoisBnsemble meTtogom BectepH
1191 6nota (Anti-Borrelia burgdorferi IgM, Western Blot (WB)) 2890
Boppenwuu, onpegenexune JHK B cuHoBuanbHom xxugkoctu (Borrelia
3112CHNH burgdorferi, DNA, Synovial Fluid)* 600




3112CMX

Boppenuu, onpeaenexHne OHK B cnnHHoMo3roBow »xuakocTu (Borrelia
burgdorferi, DNA, Cerebrospinal Fluid)*

610

10.6. BeTpAHaa ocna: BUpYcC repneca 4yenoseKa 3 Tuna (onoscbiBarowmii
nuwai) (Varicella-Zoster Virus, VZV, Chickenpox, Chicken Pox)

256

AHTUTena knacca IgG Kk BUpycy BETPSHON OCMbl 1 ONOSICbIBAKOLLEro nuLas
(Anti-Varicella-Zoster Virus 1gG, Anti-VZV IgG)

1025

257

AHTUTEna knacca IgM k Bupycy BETPsIHOM OCMbl U OMOSACHIBAIOLLEro NLas
(Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM)

1135

10.7. BUM-undekuua (supyc ummyHogedpuumra yenoseka) (Human
Immunodeficiency Virus, HIV)

68

Antutena Kk BUY 1 n 2 n antured BUY 1 n 2 (HIV Ag/Ab Combo)

620

3102

Bupyc nmmyHoaeduumTa Yenoseka Tuna 1, KayecTBEHHOe onpeaeneHne
PHK (Human immunodeficiency virus, quality, RNA) B cbiBOpoTKE KpOBM

3 480

10.8. BNY-nndekuyua, nanunnomasmupycHaa nHdekuusa (smpyc
nanunnombl Yenoseka) (Human papillomavirus, HPV, HPV Infection)

311c-npk

Bupyc nanmnnombl YenoBeka BbICOKOTO OHKOTEHHOIO pUcKa, CKPUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenexne AHK B cockobe anutenmanbHbIX KNeTOoK CITM3NCTON NPsiMON
knwkmn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

1280

311c-pot

Bupyc nanmnnombl YenoBeka BbICOKOTO OHKOTEHHOrO pUcka, CKpUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenexve [HK B cockobe anutenuanbHbiX KNeTok potornotkn (HPV
DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45,
51, 52, 56, 58, 59, 66, 68) Screening )*

1280

311c-ypo

Bupyc nanmnnomel YenoBeka BbICOKOTO OHKOTEHHOTO pUcka, CKPUHUHE 14
Tvnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpepenerHve OHK B cockobe anuTenuanbHbIX KNETOK YpOreHUTanbHoro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

1280

312c-ypo

Bupyc nanvnnomel YenoBeka BbICOKOrO OHKOr€HHOro pucka, onpegeneHue
OHK 16 1 18 Tunos + KBM B cockobe anuTenunanbHbIX KNeTok
yporenuntaneHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 2
Types (16, 18))

720

313c-ypo

Bupyc nanmnnombl YenoBeka BbICOKOTO OHKOTEHHOrO pUcKa,
reHoTunuposaHue OHK 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59, 66, 68 + KBM B cockobe anntenuarnbHbIX KNETOK YPOreHUTanbHoro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

2 060

399C-YPO

Bupyc nanmnnombl YenoBeka HU3KOrO OHKOreHHOro pucka, onpegenexHme
OHK 3 Tunos: 6, 11, 44 + KBM B cockobe anuTennanbHbIX KNeTok
yporenutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 3
Types (6, 11, 44))

760

399C-npk

Bupyc nanmnnombl YenoBeka HU3KOrO OHKOreHHOro pucka, onpegenexHme
OHK 3 Tunos: 6, 11, 44 + KBM B cockobe anuTenmnanbHbIX KNeToK CIM3NCTON
npsmont kuwikn (HPV DNA, Scrape of Rectal Epithelial Cells, 3 Types (6, 11,
44))

760

399C-port

Bupyc nanunnomsl YenoBeka HU3KOro OHKOreHHOro pucka, onpeaeneHve
OHK 3 tunos: 6, 11, 44 B cockobe anmTenuarnbHbIX KneTok potornotku (HPV
DNA, Scrape of Faucial Epithelial Cells, 3 Types (6, 11, 44))

760

374C-YPO

Bupyc nanunnomel yenoseka, onpegenerdve AHK 4 Tunos: 6, 11, 16, 18 +
KBM B cockobe anuTenuanbHbIX KNeToK yporeHutanbHoro Tpakta (HPV
DNA, Scrape of Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18) Screening

)

810




377C-YPO

OnddepeHumnporanHoe onpeaenexHne OHK BIMY (Bupyc nanunnomebl
yenoseka) 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 +
KBM B cockobe anuTenuanbHbIX KNeTok yporeHuTanbHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45,
51, 52, 56, 58, 59, 66, 68) Screening)

2670

391C-YPO

Bupyc nanunnomel yenoseka, onpegenenvne AHK 21 Tuna: 6, 11, 16, 18, 26,
31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe
anuTenuanbHbIX KNeTok yporeHntanbHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45,
51, 52, 53, 56, 58, 59, 66, 68, 73, 82))

3195

10.9. NapaHepennes (rapgHepenna) (Gardnerella vaginalis)

305movy

"apaHepenna, onpeaenexve HK B moye (Gardnerella vaginalis, DNA,
Urine)*

490

305cn

MapgHepenna, onpegenenune [JHK B cekpeTe npoctatbl, 39KynaTe
(Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)*

490

305ypo

apaHepenna, onpeaenexne OHK B cockobe anuTenmanbHbIX KNeTok
yporenuntansHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of Urogenital
Epithelial Cells)*

510

10.10. FTenbmuHTo3 (Helminthiasis)

297

AHTUTENa K aHTUreHam Hemartog pozga Anisakis IgG

925

299

AHTuTena Kk aHtureHam Kurtarickon asyyctku Clonorchis sinensis IgG

1170

10.12. FenatuT A BUpycHaa nHdeKuma (Bupyc renatura A, Hepatitis A
Virus, HAV)

71

AHTuTena knacca IgG k supycy renatuta A (Anti-HAV IgG)

895

72

AHTUTEna knacca IgM k Bupycy renatuta A (Anti-HAV IgM)

1140

328CB

Bupyc renatuta A, onpegenenne PHK B coiBopoTke kposu (HAV RNA,
Serum)*

1030

10.13. F'enatut B BUpycHaa uidekumsa (supyc renatura B, Hepatitis B
Virus, HBV)

73

HBs-aHTureH Bupyca renatuta B (HBs-aHTureH, noOBEpXHOCTHbIN aHTUrEH
BMpYyca renatuTa B, «aBcTpanuinckuii» aHTUreH), Ka4ecTBEHHbIN TeCT
(HBsAg, Hepatitis B Surface Antigen, Qualitative)

530

74

HBe-aHTUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg)

885

75

AHTuTena knaccos IgM u IgG k HB-core aHTureHy Bupyca renatuta B,
cymmapHo (Anti-HBc IgM, 1gG, Antibodies to Hepatitis B Core Antigen;
HBCcAD, Total, HBV Core Total Antibodies (IgG + IgM))

845

76

AHTuTena knacca IgM k HB-core aHTureHy Bupyca renatuta B (Anti-HBc IgM
Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies IgM)

1030

77

AHTuTena k HBe-aHTureHy supyca renatuta B (Anti-HBe, HBeAb)

845

78

AHTUTEena k HBs-aHTureny supyca renatuta B (Anti-HBs, HBsADb)

875

87

HBs-aHTureH supyca renatuta B (HBs-aHTUreH, NnoBepXHOCTHbIW aHTUreH
BMpyca renatuta B, «aBCTpanuMnckuny aHTUreH), KONM4YeCcTBEHHbIN TECT
(HBsAg, Hepatitis B Surface Antigen, Quantitative)

1635

319CB

Bupyc renatuta B, onpegenenue [JHK B cbiIBOpOTKE KPOBU, KAYECTBEHHOE
(HBV DNA, Serum, Qualitative)*

860

320CB

Bupyc renatuta B, onpegenenue [JHK B CbIBOPOTKE KPOBU, KONIMYECTBEHHOE
(HBV DNA, Serum, Quantitative)*

4 825

10.14. Tenatut C BupycHasa nHdekuua (supyc renatuta C, Hepatitis C
Virus, HCV)

79

AHTuTena knaccos IgM u IgG « Bupycy renatuta C, cymmapHo (Anti-HCV
Total (IgG + IgM))*

755

321CB

Bupyc renatuta C, onpegenexve PHK B cbIBOPOTKE KPOBU, KA4ECTBEHHOE
(HCV RNA, Serum, Qualitative)*

1 050

3231

Bupyc renatuta C, onpegenerHne PHK B nnasme KpoBu, KONMMYeCTBEHHOE
(HCV RNA, Plasma, Quantitative)*

12 235

32410

Bupyc renatuta C, onpegenexve PHK B nnasme, reHOTMNMpoBaHue ¢
cybtunamm (Tunel 1 (cyétunel 1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA,
Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))*

1685




324

Bupyc renatuta C, konuyectBeHHoe onpeaenexHne PHK Bupyca n
reHoTunuposaHue (tTunel 1, 2, 3) (Hepatitis C Virus (HCV) RNA, Quantitative
PCR, Genotyping (Types 1, 2, 3))

4 640

323C-MJ1

Bupyc renatuta C (CITO), onpegenenue PHK B nnasme kposu,
konnyectBeHHoe (HCV RNA, Plasma, Quantitative)*

20 940

350CB

Bupyc renatuta C, onpegenerne PHK B cbiBopoTke kpoBu meTtogom MLP,
konnyectBeHHoe (HCV RNA, Serum, Quantitative, PCR)*

3785

3500CB

Bupyc renatuta C (BI'C), ynbTpadysctButensHoe onpegeneHne PHK BI'C
(Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR)

3 825

2447

UHTepnenknH-28B (UJ1-28B), reHoTunnpoBaHune (uccnegosaHve
reHeTUYEeCKMX MapKepoB, onpeaenstowmx 3pdeKTMBHOCTb NevYeHns
XpoHuyeckoro renatuta C nHtepdepoHom u pubasmpuHom) (Interleukin 28
Beta IL28B, Genotyping (Study of Genetic Markers Determining
Effectiveness of Treatment of Chronic Hepatitis C in Interferon and
Ribavirin))

1870

10.15. F'enatut D BupycHaa nHdekuua (supyc renatuta D, Hepatitis D
Virus, HDV)

1268

AHTuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM)

970

1269

AHTUTEena knaccos IgM u IgG k Bupycy renatuta D, cymmapHo (Anti-HDV
Total (IgG + IgM))

970

325CB

Bupyc renatuta D, onpegenenne PHK B ceiBopoTke kpoBu (HDV RNA,
Serum)*

980

10.16. Fenatut E BupycHaa nHdekuua (Bupyc renatuta E, Hepatitis E
Virus, HEV)

227

AHTUTEna knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

1090

228

AHTUTena knacca IgG k supycy renatuta E (Anti-HEV 1gG)

1105

10.17. Fenatut G BUpycHaa uidekuua (supyc renatuta G, Hepatitis G
Virus, HGV)

326CB

Bupyc renatuta G, onpegeneHue PHK B coiBopoTke kpoBu (HGV RNA,
Serum)*

1 050

10.18. F'epnec (repnec-eupycobl uenoseka 1 u 2 tunos, Herpes simplex
virus, HSV-1, HSV-2)

122

AHTuTena knacca IgG k Bupycy npoctoro repneca 1 n 2 Tunos (Anti-HSV-1, 2
19G)

845

1222

AHTuTena knacca IgG k Bupycy npoctoro repneca 1 tuna (Anti-HSV-1 1gG)

920

1223

AHTuTena knacca IgG k Bupycy npoctoro reprneca 2 tuna (Anti-HSV-2 1gG)

800

123

AHTuTena knacca IgM k Bupycy npoctoro reprneca 1 n 2 Tunos (Anti-HSV-1, 2
IgM)

800

4AVHSV

AHTUTEna knacca IgG, onpegeneHne aBugHOCTU K BUPYCY MPOCTOro reprneca
1 1 2 Tvnoe (Anti-HSV-1, 2 1gG, Avidity)

905

309BnT

epnecsupyc 1 n 2 Tunos, onpeaenerHve OHK B Boinote (HSV-1, 2 DNA,
Exudate)*

500

309rn3

epneceupyc 1 1 2 Tunos., onpegenenne JHK B cockobe anutenmanbHbix
kneTok KoHbloHKTMBBI (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells

)*

500

309koxk

epneceupyc 1 1 2 Tunos., onpegenenne JHK B cockobe anutenmanbHbix
knetok koxu (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells)*

510

309kp

"epnecsupyc 1 n 2 Tunos, onpeaenerHve OHK B BeHo3HoM kpoBu (HSV-1, 2
DNA, Blood)*

620

309moy

"epnecsupyc 1 n 2 Tunos, onpegenerve OHK B moue (HSV-1, 2 DNA,
Urine)*

500

309H0C

"epnecsupyc 1 n 2 Tunos, onpegenerHve [JHK B cockobe anutenmanbHbIX
kneTtok cnmaucton Hoca (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*

510




"epnecsupyc 1 n 2 Tunos, onpeaenerHvne JHK B cockobe anutenuanbHbIX

309poTt knetok potornotkn (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)* 510
epnecsupyc 1 n 2 Tunos, onpegenerHne HK B ceiBopoTke kposu (HSV-1, 2

309cB DNA, Serum)* 720
epnecsupyc 1 n 2 Tunos, onpegenerHve OHK B critoHe (HSV-1, 2 DNA,

309cnH Saliva)* 500
epnecsupyc 1 n 2 Tunos, onpeaenerHne JHK B CNIMHHOMO3roBOM XXMAKOCTU

309cmx (HSV-1, 2 DNA, Cerebrospinal Fluid)* 510
epnecsupyc 1 n 2 Tunos, onpegenerHve HK B cekpeTe npocTathl, 3sKynsTe

309cn (HSV-1, 2 DNA, Prostatic Fluid, Semen)* 505
"epnecsupyc 1 n 2 Tunos, onpegenerHve HK B cockobe anntenuanbHbIX
KneTok yporeHuTansHoro tpakta (HSV-1, 2 DNA, Scrape of Urogenital

309ypo Epithelial Cells)* 525
"epnecsupyc 1 n 2 Tunos, onpegenerne [HK B Bbinote, Tunposarnne (HSVA

3090BnT 1, 2 DNA, Exudate, Typing)* 610
epnecsupyc 1 n 2 Tunos, onpegenerne [HK B cockobe anntenmanbHbIX
KMEeTOK KOHBIOHKTMBBI, TunnposaHue (HSV-1, 2 DNA, Scrape of Conjunctiva

3090rn3 Epithelial Cells, Typing)* 610
"epnecsupyc 1 n 2 Tunos, onpegenerHne [JHK B cockobe anntenmanbHbIX
KNeTok Koxu, TunuposaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells,

3090kox Typing)* 610
"epnecsupyc 1 n 2 Tunos, onpegenexHve AHK B BeHO3HOM KpoBY,

3090kp TunupoBaHune (HSV-1, 2 DNA, Blood, Typing)* 720
epneceupyc 1 1 2 Tunos., onpegenenne JHK B moye, TunnposaHue (HSV-1,

3090mou 2 DNA, Urine, Typing)* 610
epnecsupyc 1 n 2 Tunos, onpegenerne [HK B cockobe anntenmanbHbIX
KNeToK Crnm3ucTon Hoca, tunupoBanue (HSV-1, 2 DNA, Scrape of Nasal

3090H0C Epithelial Cells, Typing)* 610
epnecsupyc 1 n 2 Tunos, onpegenerHne HK B cockobe anntenmanbHbIX
KneTok poTornoTku, Tunuposanne (HSV-1, 2 DNA, Scrape of Faucial

3090poTt Epithelial Cells, Typing)* 610
"epnecsupyc 1 n 2 Tunos, onpegeneHne HK B cbiBOpOTKE KPOBMU,

3090cB TunupoBaHue (HSV-1, 2 DNA, Serum, Typing)* 795
epnecsupyc 1 n 2 Tunos, onpeaenerHne AHK B critoHe, TunuposaHue (HSV-

3090cnH 1, 2 DNA, Saliva, Typing)* 610
epnecsupyc 1 n 2 Tunos, onpegeneHne JHK B CNIMHHOMO3roBOW XXUAKOCTH,

3090cmx TunupoBaHue (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)* 610
epnecsupyc 1 1 2 Tunos, onpegenenne JHK B cekpete npocTtaThl,

3090cn agkynare, tunuposaHune (HSV-1, 2 DNA, Prostatic Fluid, Semen, Typing)* 610
epnecsupyc 1 n 2 Tunos, onpegenexHne HK B cockobe anntenmanbHbIX
KNeToK yporeHuTansHoro Tpakta, tunupoaHue (HSV-1, 2 DNA, Scrape of

3090ypo Urogenital Epithelial Cells, Typing)* 610
10.19. F'epnec-Bupyc yenoseka 6 Tuna (Human herpesvirus 6, HHV-6)
276 AHTuTena knacca IgG k repnecsupycy venoseka 6 tuna (Anti-HHV-6 1gG) 945
352BnT "epnecsupyc 6 Tnna, onpegenexve OHK B Bbinote (HHV-6 DNA, Exudate)* 510
"epnecsupyc 6 Tnna, onpepenexHve OHK B BeHo3HoM kpoBu (HHV-6 DNA,
352kp Blood)* 640
352moy "epnecsupyc 6 Tnna, onpegenexHve JHK B moye (HHV-6 DNA, Urine)* 510
epnecsupyc 6 Tnna, onpeaenexHme OHK B cockobe anuTenumanbHbIX KIeTok

352Hoc cnuancton Hoca (HHV-6 DNA, Scrape of Nasal Epithelial Cells)* 510
epnecsupyc 6 Tnna, onpeaenexHve OHK B cockobe anuTenumanbHbIX KIeTok

352pot potornotkn (HHV-6 DNA, Scrape of Faucial Epithelial Cells)* 510
epnecsupyc 6 Tnna, onpegenexHne OHK B cbiBopoTke kpoBu (HHV-6 DNA,

352cB Serum)* 750

352cnH "epnecsupyc 6 Tuna, onpegenexue AHK B cnoHe (HHV-6 DNA, Saliva)® 510




352cmx

epnecsupyc 6 Tnna, onpeaenexne [HK B cnnHHomoaroeon xugkoctn (HHV-
6 DNA, Cerebrospinal Fluid)*

510

352cn

"epnecsupyc 6 Tvna, onpeaenerHne [JHK B cekpeTe npocTtathl, 38KynsaTe
(HHV-6 DNA, Prostatic Fluid, Semen)*

510

352ypo

epnecsupyc 6 Tnna, onpeaenexHve HK B cockobe anuTenuanbHbIX KNeTok
yporenntansHoro Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*

510

10.20. Fepnec-Bupyc Yenoseka 8 Tuna (Human herpesvirus 8, HHV-8)

277

AHTuTena knacca IgG k repnecsupycy venoseka 8 tuna (Anti-HHV-8 1gG)

990

10.21. ToHopen (roHOKOKK) (Neisseria gonorrhoeae)

30613

"oHokokk, onpeneneHne AHK B cockobe anutenuarnbHbIX KNeTok
koHbloHKTMBLI (Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial
Cells )*

490

306Mmoy

"oHokokk, onpegeneHne JHK B moye (Neisseria gonorrhoeae, DNA, Urine)*

490

306npk

"oHoKoKK, onpeaeneHune [JHK B cockobe anuTenuanbHbIX KNEeTOK CrM3NUCTON
npsamon knwku (Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial
Cells)*

490

306poTt

"oHokokk, onpeaenenne [HK B cockoGe anutenunanbHbIX KNEeTOK POTOrMOTKM
(Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*

490

306¢cuH

"oHokokk, onpeaeneHune JHK B cuHoBuanbHom xugkoctn (Neisseria
gonorrhoeae, DNA, Synovial Fluid)*

590

306¢cn

"oHokokk, onpeaeneHune [HK B cekpeTe npocTtatsl, asikynsite (Neisseria
gonorrhoeae, DNA, Prostatic Fluid, Semen)*

490

306ypo

"oHoKkoKK, onpeaeneHune JHK B cockobe anuTenuanbHbIX KNeTok
yporenntanbHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of Urogenital
Epithelial Cells)*

505

10.23. Aemoaekos (knew, gemopgeKkc, Demodex folliculorum, Demodex
brevis)

250

ViccnepoBaHue Ha Hanuuume knewa gemogekc (Demodex folliculorum,
Demodex brevis)

620

240

ViccnepoBaHue Ha Hanuuume knewa gemogekc (Demodex folliculorum,
Demodex brevis)

585

10.24. AunseHTepua amebHana, amebuas (Entamoeba histolytica)

235

AHTuTena knacca IgG k aHTureHam guseHtepuinHon amebbl (Anti-Entamoeba
histolytica 1gG)

1035

10.25. inseHTepua 6aKkTepuanbHas, wurennes, wurennbol (Shigella
flexneri, Shigella sonnei)

280

PIIA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA)

720

281

PIIA ¢ Shigella flexneri 6 (Shigella flexneri 6, IHA)

720

282

PIIA c Shigella sonnei (Shigella sonnei, IHA)

720

437YT1M

MoceB Ha NaTOreHHyto 1 YCNOBHO-NATOreHHY0 MUKPOdIIIOPY KULLEYHMKa
(Stool Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora,
Bacteria Identification)

1425

437YTIM-A

[MoceB Ha NATOreHHyI0 M YCITOBHO-NATOrEHHYI0 MUKPOIIOPY KULLEYHWKA C
onpeeneHvem YyBCTBUTENbHOCTM K aHTUMUKPOBHBLIM npenapatam (Stool
Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora.
Bacteria Identification and Antibiotic Susceptibility Testing)

1620

437YMNM-®

MoceB Ha NaTOreHHy U YCNOBHO-NATOreHHY MUKPOGIIOPY KULLEYHMKA C
onpegeneHnemM YyBCTBUTENBHOCTM K aHTUMMUKPOOHbLIM NpenapatamM U
bakTtepuodparam (Stool Culture with Bacteria Identification and
Antibiotic+Bacteriophage Susceptibility Testing)

1745

10.26. AudTepua (andTepuiiHaa nanouka) (Corynebacterium diphtheriae)

855

AHTuTena knacca IgG k audptepunHomy aHatokcuHy (Anti-Diphtheria Toxoid
19G)

1080




10.27. UepcuHum (nepcnHmnos, ncespotybepkynes) (Yersinia
enterocolitica)

AHTMTena knacca IgA k aHTureHam Yersinia enterocolitica (Anti-Yersinia

238 enterocolitica IgA) 940
AHTuTena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-Yersinia

239 enterocolitica 1gG) 940

286 PIIA ¢ Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 720
PIIA ¢ Yersinia enterocolitica cepotnna O:3 (Yersinia enterocolitica O:3,

284 IHA) 720
PIIA ¢ Yersinia enterocolitica cepotuna O:9 (Yersinia enterocolitica O:9,

285 IHA) 720
10.29. Kangmnpos, kKaHguaa (Candidiasis, Candida)

254 AnTtuTena knacca IgG k Candida albicans (Anti-Candida albicans IgG ) 935

6617 lNMneceHb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG ) 750

344BnT Kanagmpa, onpegenenne JHK B BeinoTe (Candida albicans, DNA, Exudate)* 490
Kangupa, onpegenenune IHK B cockobe anuTtenmnanbHbIX KNETOK KOXK

344kox (Candida albicans, DNA, Scrape of Skin Epithelial Cells)* 490

344mou4 Kangupa, onpegenenune IHK B moye (Candida albicans, DNA, Urine)* 490
Kangupa, onpegenenune IHK B cockobe anuTennanbHbIX KNETOK CM3UCTON

344npk npsamon kuwkm (Candida albicans, DNA, Scrape of Rectal Epithelial Cells)* 490
Kanavaa, onpegenenne HK B cockobe anntenuanbHbiX KNeTOK pOTOrfoTKN

344por (Candida albicans, DNA, Scrape of Faucial Epithelial Cells)* 490

344cnH Kanguga, onpegenenune [JHK B cnioHe (Candida albicans, DNA, Saliva)* 490
Kanampa, onpegenenne HK B cekpeTe npocrtatsl, askynsaTe (Candida

344cn albicans, DNA, Prostatic Fluid, Semen)* 490
Kangunpa, onpegenenune HK B cockobe anuTennanbHbIX KNeTok
yporenntaneHoro Tpakta (Candida albicans, DNA, Scrape of Urogenital

344ypo Epithelial Cells)* 510
10.30. Knewesoi aHuedanuT, BUpyc Knewesoro sHuedanurta (Flavivirus,
Tick-borne encephalitis virus)
AHTUTena knacca IgG k Bupycy knewesoro aHuedanuta (Anti-Tick-borne

267 Encephalitis Virus (TBEV) IgG) 895
AHTUTEena knacca IgM k Bupycy kneuiesoro sHuedanuta (Anti-Tick-borne

268 Encephalitis Virus (TBEV) IgM) 895
JlabopaTopHoe uccnegoBaHue knewa ans BoiseneHs PHK/OHK
BO3OyauTenen nHdekuun, nepearoLLmnxcs NKCOAOBbIMU KreLLamm:
KNELWEBOW SHLE®ANNT, BOPPENTMOS3 (EONE3HL NTAMA),
AHAMNA3MOS, 3PJIMXNO3 (Detection of pathogen DNA/RNA in ticks: Tick-
borne encephalitis Virus (TBEV), Borrelia burgdorferi s. I., Anaplasma

1227M Phagocytophillum, Ehrlichia muris/chaffeensis6 (RNA/DNA), PCR) 3710
VccnepoBaHue Knela: CKpUHUHTE (nabopaTopHoe uccriefoBaHue Krewa ans
BbisieneHns PHK/OHK Bo3byouTenen nHdekumi, nepeaarLwmnxcst
nkcogosbiMu knewamu: PHK Tick-borne encephalitis Virus (TBEV), OHK

374 Borrelia burgdorferi s. |.) (Study of Tick: Screening) 2015
10.32. Koknouw (Bordetella pertussis, Whooping Cough)

247 AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) 1070

245 AHTuTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis IgG) 1 095

246 AHTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) 1105
10.33. Kopb (Morbillivirus, Measles virus)

2500 AHTUTEena knacca IgG k Bupycy kopu (Anti-Measles 1gG) 1150
10.34. KpacHyxa (Rubella virus)

84 AHTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella IgG) 745




85

AHTuTena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM)

920

1142

AHTUTENa knacca IgG Kk aHTUreHam BUpyca KpacHyXu, BbIsIBNSEMblE METOAO0M
nmmyHobnottuHra (Anti-Rubella IgG, Immunoblot )

5965

3AVRUB

AHTUTEena knacca IgG k BUpycy KpacHyxu, onpegeneHune asugHoct (Anti-
Rubella IgG, Avidity)

1345

338CB

Bupyc kpacHyxu, onpegenenune [IHK B ceiBopoTke kpoBu (Rubella Virus,
DNA, Serum)*

980

10.37. Nlucrepunos, nuctepuu (Listeria monocytogenes, Listeriosis)

3114mou

Jluctepunm, onpegenenune JHK B moue (Listeria monocytogenes, DNA, Urine)*

630

3114HocC

Jlnctepum, onpegenenune JHK B cockobe anuTennanbHbIX KNETOK CrM3NCTON
Hoca (Listeria monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*

630

3114nn

Jlnctepum, onpegenenune OHK B nnasme kpoeu (Listeria monocytogenes,
DNA, Plasma)*

645

3114pot

Jlnctepuum, onpegenenue JHK B cockobe anuTenuanbHbIX KNETOK POTOrMOTKA
(Listeria monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*

630

3114cuH

Jlnctepuum, onpegenenue JHK B cnHoBmnaneHowm xunakoctu (Listeria
monocytogenes, DNA, Synovial Fluid)*

630

3114cmx

INuctepuun, onpegenenne JHK B cnnHHomo3roson xuakocTu (Listeria
monocytogenes, DNA, Cerebrospinal Fluid)*

585

10.38. lambanos,namb6aum (Giardia lamblia intestinalis)

234

AHTuTena knaccos IgM, IgG, IgA k aHTureHam nambnui, cymmapHo (Anti-
Giardia lamblia IgM, 1gG, IgA, Total)

925

10.40. Muko3bl (napasuTtapHble rpubbl — gepmatodputbl) (Skin and Nail
Mycoses)

995

Mukpockonnyeckoe nccregoBaHme Ha natoreHHble rpubel (Microscopic
examination for pathogenic fungi)

1040

1277

Mukpockonunyeckoe nccrnegoBaHme 1 NoceB Ha NaTOreHHble rpubsl
(Microscopic examination and Culture for pathogenic fungi)

2 095

10.41. MuKonnasameHHaa MHPeKuua, mmkonaasmos (Mycoplasma
genitalium, Mycoplasma pneumoniae, Mycoplasma hominis)
(Mycoplasmosis, Mycoplasma Infection)

302MOM

Mukonnasma (Mycoplasma hominis), onpegeneHue OHK B moye
(Mycoplasma hominis, DNA, Urine)*

495

302CI1

Mukonnaama (Mycoplasma hominis), onpegenenue OHK B cekpete
npocrtarthbl, askynate (Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*

495

302YPO

Mukonnaama (Mycoplasma hominis), onpegenexne OHK B cockobe
anuTenuanbHbIX KNeToK yporeHuTtanbHoro Tpakta (Mycoplasma hominis,
DNA, Scrape of Urogenital Epithelial Cells)*

510

308MOM

Mukonnasma (Mycoplasma genitalium), onpegenerue JHK B moue
(Mycoplasma genitalium, DNA, Urine)*

490

308cn

Mukonnaawma (Mycoplasma genitalium), onpegenenve OHK B cekpeTte
npocrarthl, asakynate (Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*

490

308ypo

Mukonnaawma (Mycoplasma genitalium), onpegenenve OHK B cocko6e
anuTenuanbHbIX KNeToK yporeHntanbHoro Tpakta (Mycoplasma genitalium,
DNA, Scrape of Urogenital Epithelial Cells)*

510

347mkK

Mwukonnasma (Mycoplasma pneumoniae), onpegenerue HK B mokpoTe
(Mycoplasma pneumoniae, DNA, Sputum)*

840

347nn

Mwukonnasma (Mycoplasma pneumoniae), onpegenerve JHK B nnasme
kpoBu (Mycoplasma pneumoniae, DNA, Plasma)*

640

347pot

Mukonnaama (Mycoplasma pneumoniae), onpegenexve OHK B cockobe
anuTenuanbHbIX KreTok potornotku (Mycoplasma pneumoniae, DNA, Scrape
of Faucial Epithelial Cells)*

680




347crH

Mukonnasma (Mycoplasma pneumoniae), onpegenenne HK B critoHe
(Mycoplasma pneumoniae, DNA, Saliva)*

640

179/80

AHTuTena knaccos IgM 1 IgG k Mycoplasma hominis (Anti-Mycoplasma
hominis IgM, IgG)

1370

179

AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis
IgM)

720

180

AHTtuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgG)

730

260

AHTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA)

920

181/82

AHTuTena knaccos IgM 1 IgG k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgM, IgG)

1490

181

AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgM)

780

182

AHTuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae 1gG)

795

1367

AHTUTEna knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgA)

790

10.42. MukpobuoueHo3 yporeHutanbHoro Tpakrta (Urogenital Tract
Microbiocenosis)

380

CKPUHMHT MUKpOdnopbl yporeHuTansHoro Tpakta. ®emodnop CKpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel
Femoflor Screen))

3 460

383

BoissneHune Bosbyautenen UMMM (7 + KBM), cockob anutennanbHbIX
KneTok yporeHuTansHoro Tpakta (Identification of Sexually Transmitted
Infections (STI) Pathogens, Scrape of Urogenital Epithelial Cells)*

3 345

386

ViccnenoBaHne broLeHo3a yporeHutansHoro Tpakra. emodnop 8.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 8))

2 595

372

ViccnenoBaHne broLeHo3a yporeHuTansHoro Tpakra. Pemodrop 16.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 16))

4 050

3022

BakrepuanbHbin BarmHo3 (Bacterial Vaginosis, BV)

2 475

3026

MHBNO®JIOP ? ycnoBHO-NaTOreHHble M1KOMMa3mbl YerioBeka
(yporenutanbHbIi ckpuHUHF) (INBIOFLOR ? Mycoplasma, Urogenital
Screening)

760

3027

YCnoBHO-NATOreHHbIE MUKOMMIa3Mbl, MOHUTOPUHI 3h(PEKTMBHOCTU NleYeHns
(Ureaplasma urealyticum) (Ureaplasma urealyticum, Effectiveness
Monitoring of Treatments)

500

3028

YCnoBHO-NaToreHHble MUKOMa3mMbl, MOHUTOPUHI 3O(PEKTUBHOCTM fle4YeHuns
(Ureaplasma parvum) (Ureaplasma parvum, Effectiveness Monitoring of
Treatments)

500

3029

YCnoBHO-NaToreHHble MMKOMNMa3mbl, MOHUTOPUHI 3hEKTUBHOCTY NieYeHUs
(Mycoplasma hominis) (Mycoplasma hominis, Effectiveness Monitoring of
Treatments)

500

3150YPO

AHgpodiop, uccnegoBaHve MUKPOMopbl YpOreHUTansHOro Tpakta My>X4ymH
B cockobe anuTenuarnbHbiX KNeToK yporeHUTanbHoro TpakTta
(Androflor®REAL-TIME PCR Detection Kit, the study of men’s urogenital
tract microbiocenosis in the epithelial scrapes from the balanus, urethra)

3 205

3250YPO

Angpodnop CkpuH, nccnegoBaHne MUKPOopbl yporeHMTanbHoro TpakTta
MYXXUYMH B cOCkoBe anuTenuanbHbIX KNeToK yporeHUTanbHoro TpakTta
(Androflor® Screen REAL-TIME PCR Detection Kit, the study of men’s
urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra)

2415

3020

MHBENO®JIOP - koMmnnekcHoe uccnegoBaHne MUKpOqoropsl
yporenntansHoro Tpakta (INBIOFLOR ? Comprehensive Study of Microflora
Composition of Urogenital Tract (UGT))

5 050

3023

Kangunpos, ckpuHuHr (Candidiasis, Screening )

480

3024

Kangupos, tunuposaHue (Candidiasis, Typing)

840




BoissneHune sosbyautenen UMMM (4 + KBM): onpeagenerve OHK Chlamydia
trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma

genitalium, JHK yenoseka (ldentification of Sexually Transmitted Infections
(STI) Pathogens, Chlamydia trachomatis DNA, Neisseria gonorrhoeae DNA,

3025 Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA ) 1690
3021 Kangunpos, ckpuHuHr n tunuposaHune (Candidiasis, Screening and Typing) 1385
Baktepougel, onpegenexue [HK B cockobe anuTenvanbHbIX KNeTok
yporeHutanbHoro Tpakta (Bacteroides spp., DNA, Scrape of Urogenital
396YPO Epithelial Cells)* 505
MobunyHkyc, onpegenerue IHK B cockobe anuTenuanbHbIX KNeTok
yporenntansHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital
397YPO Epithelial Cells) 485
JNaktobakTepun, onpegenerne [JHK B cockobe anutenmanbHbIX KNeTok
yporenntansHoro Tpakta (Lactobacillus spp., DNA, Scrape of Urogenital
345YPO Epithelial Cells)* 765
10.44. Onuctopxo3 (Kowauba gByycTKa, Opisthorchis felineus)
AHTuTena knacca IgG k aHtureHam onmuctopxuca (Anti-Opisthorchis felineus
230 IgG) 1145
10.45. OcTtpble KuweuHblie UHPeKumm (Acute Intestinal Infections)
33111KAIT  |OHTepoBupycel, onpenenenne PHK B kane (Enterovirus, RNA, Fecal) 765
OcTpble knweyHble nHdekumn, NMLUP-CKpUHUHT BoCbMUW BaKkTepuanbHbIX 1
BMPYCHbIX BO30yAMTEenemn ocTpbiX KMLWEeYHbIX MHdeKLMn B kane (Acute
33121KAJT  |Intestinal Infections, PCR, Fecal) 2 025
10.47. Napotut anugemundeckuii (Epidemic Parotitis, Mumps)
252 AHTUTEna knacca IgG k Bupycy anungemuyeckoro napotuta (Anti-Mumps 1gG) 1 005
AHTMTena knacca IgM k Bupycy anungemudeckoro napotuta (Anti-Mumps
253 IgM) 1015
10.50. PecnupatopHo-cMHUMTHANbHAA MHeKLUa (pecnupaTopHo-
CMHUUTUaNbHbINM BUpyc) (Respiratory Syncytial Virus, RSV)
AHTMTena knacca IgG k pecnmpaTopHO-CUHLMTUaNsLHOMy Bupycy (Anti-
248 Respiratory Syncytial Virus (RSV) 1gG) 1210
AHTUTEna knacca IgM k pecnupaTtopHO-CUHLMTManbHOMY Bupycy (Anti-
249 Respiratory Syncytial Virus (RSV) IgM) 1210
10.51. Pukketcmos, Tud cbinHou (pukKertcum) (Typhus, Rickettsia
prowazekii)
PITIA ¢ cbinHOTMO3HBIM AMarHOCTUKYMOM pukkeTcun MNposadeka (Rickettsia
283 prowazekii, IHA) 730
10.53. CanbmoHennbi (Tud 6plowHoM, napatud, canbmoHennes,
Salmonella spp.)
273 AnTtuTena k Salmonella typhi, PITA (Salmonella typhi Antibodies, IHA) 825
288 PIIA c Salmonella gr.A (Salmonella gr.A, IHA) 670
289 PIIA c Salmonella gr.B (Salmonella gr.B, IHA) 670
290 PIIrA c Salmonella gr.C (Salmonella gr.C, IHA) 670
292 PIIA c Salmonella gr.D (Salmonella gr.D, IHA) 670
293 AnTtuTena k Salmonella gr.E, PITI'A (Salmonella gr.E Antibodies, IHA) 670
287 PIIrA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA) 670
10.54. Cupunuc (Treponema pallidum, Syphilis)
Cudpunuc RPR — aHTukapamnonunuHoBbin TecT (Syphilis RPR (Rapid Plasma
69 Reagins), Anticardiolipin Test) 510
AHTuTena knaccos IgM u 1gG k Treponema pallidum, cymmapHo (Anti-
70 Treponema pallidum IgM, IgG, Total) 810
AHTuTena knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM
221 ) 1040
AHTuTena knacca IgG k Treponema pallidum, BbisiBnsiemble MeTOA0M
1205 nmmyHobnoTTuHra (Anti-Treponema pallidum IgG, Immunoblot ) 2720




bnepHas TpenoHema, onpenenerne [JHK B cockobe anutenmanbHbIX KNeTok
KOoHBbIOHKTUBBI (Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial

346rn3 Cells )* 500
bneaHas TpenoHema, onpeaenenune [HK B cockobe anMTenmnanbHbIX KNeTok

346K0x koxu (Treponema pallidum, DNA, Scrape of Skin Epithelial Cells)* 500
BbnepHas TpenoHema, onpenenerne [IHK B moue (Treponema pallidum,

346Mmo4 DNA, Urine)* 500
bnepHaa TpenoHema, onpenenerHne AHK B otaensemom (Treponema

346014 pallidum, DNA, Secretion)* 500
BbnegHasa TpenoHema, onpegenexve OHK B cockobe anMTenmnanbHbIX KNeTok

346poTt potornoTku (Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)* 500
bnepgHas TpenoHema, onpegenerne [JHK B cbiBOpoTKe KpoBu (Treponema

346¢cB pallidum, DNA, Serum)* 730
bnegHas TpenoHema, onpegenenue [JHK B CAIMHHOMO3roBOW XNOKOCTH

346¢cMx (Treponema pallidum, DNA, Cerebrospinal Fluid)* 500
BbneaHasa TpenoHema, onpegenexHve OHK B cekpeTe npocTathl, 3gKynaTe

346¢n (Treponema pallidum, DNA, Prostatic Fluid, Semen)* 505
BbnegHasa TpenoHema, onpegenexve OHK B cockobe anuTenmnanbHbIX KNeTok
yporeHutanbHoro Tpakta (Treponema pallidum, DNA, Scrape of Urogenital

346ypo Epithelial Cells)* 505
10.56. Cton6HaK (Tetanus)
AHTuTena knacca IgG k ctonbHayHomy aHaTokcuHy (Anti-Tetanus toxoid

876 IgG) 1095
10.57. CTpenTOKOKKOBaA UHPEKLUMA (CTPEeNTOKOKKU rpynn A n B)
(Streptococcus group A, B, S. pyogenes, S. agalactiae) (Streptococcal
Infection)
CrpenTokokk, onpegenexne OHK B mokpoTte (Streptococcus spp., DNA,

348mkK Sputum)* 920
CrtpenTokokk, onpegenenune AHK B nnasme kposu (Streptococcus spp., DNA,

348nn Plasma)* 920
CtpenTokokk, onpegenenne [AHK B cockobe anutenmnanbHbIX KNeToK

348port potornoTku (Streptococcus spp., DNA, Scrape of Faucial Epithelial Cells)* 900
Crtpentokokk, onpegeneHne OHK B cnioHe (Streptococcus spp., DNA,

348crnH Saliva)* 900
MHeBmokokk, onpenenenune AHK B nnasme kposu (Streptococcus

331031 pneumoniae, DNA) 905

33103CJTH [MHeBmokokk, onpegenenve OHK B cntoHe (Streptococcus pneumoniae, DNA) 905
MHeBmokokk, onpegenenne AHK B cockobe anutenmnanbHbIX KNeToK

33103POT |poTornoTku (Streptococcus pneumoniae) 905
MHeBmokokk, onpenenenne OHK B MmokpoTe (Streptococcus pneumoniae,

33103MK DNA) 905
10.58. CtpoHrunonpos (Strongyloides stercoralis)
AHTuTena knacca IgG k aHTureHam ctpoHrunongosa (Anti-Strongyloides

1372 stercoralis 1gG) 1 095
10.59. T-numdoTtponHbin Bupyc (Deltaretrovirus, Human T-Lymphotropic
Virus, HTLV)
AHTuTena knacca IgG k T-numdoTponHomy BUpYCy Yenoseka tuna 1 un 2

1208 Tunos (Anti-HTLV-1, 2 IgG ) 960
10.60. ToKcokapo3 (Tokcokapa, Toxocara canis)

232 AHTuTena knacca IgG k aHTureHam Tokcokap (Anti-Toxocara IgG) 740
10.61. Tokconnasmo3s (Tokconnasma) (Toxoplasmosis, Toxoplasma gondii)

80 AnTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) 715

81 AHTUTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM) 915




1AVTOXO

AHTuTena knacca IgG k Toxoplasma gondii, onpegenenune aBugHoctn (Anti-
Toxoplasma gondii IgG, Avidity)

1580

335BnT

Tokconnasma, onpegenerne [HK B Bbinote (Toxoplasma gondii, DNA,
Exudate)*

500

335cB

Tokconnasma, onpegenerne [JHK B cbiBopoTke kpoBu (Toxoplasma gondii,
DNA, Serum)*

730

335cmxk

Tokconnasma, onpegenexHve AHK B CNMMHHOMO3roBOW XXMAKOCTU
(Toxoplasma gondii, DNA, Cerebrospinal Fluid)*

500

10.62. TpuxuHennes (tpuxmuHenna, Trichinella spiralis)

233

AHTuTena knacca IgG k aHtureHam TpuxmnHenn (Anti-Trichinella 1gG)

720

10.63. TpuxomoHuas (TpuxomoHaaa) (Trichomonas vaginalis,
Trichomoniasis)

261

AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis
I9G)

925

307mov

TpuxomoHaga, onpegeneHue OHK B moye (Trichomonas vaginalis, DNA,
Urine)*

495

307cn

TpuxomoHaga, onpegeneHue [IHK B cekpeTe npocTaThl, 3sKynaTe
(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)*

495

307ypo

TpuxomoHnaga, onpegenexve JHK B cockobe anutennanbHbIX KNeTok
yporeHutanbHoro Tpakta (Trichomonas vaginalis, DNA, Scrape of Urogenital
Epithelial Cells)*

510

10.64. Tybepkynes (MmkobaKktrepuu Ty6epkynesa) (Mycobacterium
Tuberculosis)

1266

AHTuTena knaccos IgM, IgA, 1gG k Mycobacterium tuberculosis, cymmapHo
(Anti-Mycobacterium tuberculosis IgM, IgA, IgG, Total)

2130

341BnT

MukobakTtepun TyGepkynesa, onpegenexue [HK B Beinote (Mycobacterium
tuberculosis, DNA, Exudate)*

635

341MK

MukobakTepun TyGepkynesa, onpegenexue HK B mokpoTe (Mycobacterium
tuberculosis, DNA, Sputum)*

920

341MHC

MukobakTepun TyGepkynesa, onpegenexHue JHK B MeEHCTpyanbHON KpOBM
(Mycobacterium tuberculosis, DNA, Menstrual Blood)*

635

341moy

MukobakTtepun TyGepkynesa, onpegenexue [HK B moye (Mycobacterium
tuberculosis, DNA, Urine)*

635

341cB

MukobakTepun TyGepkynesa, onpegenexue [HK B cbiBOpoTke KpOBU
(Mycobacterium tuberculosis, DNA, Serum)*

720

341cuH

MukobakTepun TyGepkynesa, onpegenexHue JHK B CMHOBMANbHOW XMOKOCTM
(Mycobacterium tuberculosis, DNA, Synovial Fluid)*

635

341cmx

MukobakTtepun TyGepkynesa, onpegeneHue JHK B cnuHHOMO3roBon
xuakocTtn (Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)*

635

341cn

MukobakTtepun TyGepkynesa, onpegeneHue [HK B cekpeTe npoctarthl,
agkynaTte (Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)*

635

10.65. Ypeannaamos (ypeannasmbli) (Ureaplasmosis, Ureaplasma spp.,
Ureaplasma urealyticum, Ureaplasma parvum)

264

AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgG)

845

265

AHTuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgA)

845

303movy

Ypeanna3ama (Ureaplasma urealyticum) (6uosap T-960), onpegenerve OHK
B moye (Ureaplasma urealyticum (T-960), DNA, Urine)*

495

303cn

Ypeanna3ama (Ureaplasma urealyticum) (6uosap T-960), onpegenerve OHK
B CekpeTe npocTathl, askynsaTe (Ureaplasma urealyticum (T-960), DNA,
Prostatic Fluid, Semen)*

495

303ypo

Ypeanna3ama (Ureaplasma urealyticum) (6uoap T-960), onpegenerve OHK
B COCKOGe anutenunarnbHbIX KNeToK yporeHuTanbHoro Tpakta (Ureaplasma
urealyticum (T-960), DNA, Scrape of Urogenital Epithelial Cells)*

495

342MO4

Ypeannasma (Ureaplasma parvum), onpegenexne [JHK B moue (Ureaplasma
parvum, DNA, Urine)*

485




342cn

Ypeannasma (Ureaplasma parvum), onpegenexne [JHK B cekpeTe npocrtarthl,
agkynate (Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

485

342ypo

Ypeannasma (Ureaplasma parvum), onpegenerne [JHK B cockobe
anuTenuanbHbIX KNeTok yporeHutanbHoro Tpakta (Ureaplasma parvum,
DNA, Scrape of Urogenital Epithelial Cells)*

485

343moy

Ypeanna3sma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenenne [HK B mo4ve (Ureaplasma urealyticum + Ureaplasma parvum,
DNA, Urine)*

500

343cn

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenexve [HK B cekpeTe npoctaThl, 3akynate (Ureaplasma urealyticum
+ Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

500

343ypo

Ypeanna3sma (Ureaplasma urealyticum + Ureaplasma parvum),
onpeaenexve [JHK B cockobe anuTenmarnbHbIX KNETOK YPOreHUTanbHoro
Tpakta (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Scrape of
Urogenital Epithelial Cells)*

510

10.66. XenukobaktepHaa nHpekuua (xenukobakrep) (Helicobacter pylori)

133

AnTtuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG)

880

176

AHTUTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM)

1115

177

AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA)

1080

1303HEL

13C-ypeasHbin gbixateneHbir Tect (13C-YOT, 13C-Urea Breath test, UBT).
BoissneHune nHdpekunm Helicobacter pylori

3025

3158XE/J

Xenukobakrep nunopu, onpegenerne HK B GuontaTte cnvancTon xenyaka
n/vnn aeeHaguaTunepctHom knwkm (Helicobacter pylori, DNA, Bioptates of
Gastric Mucosa and/or Duodenum, PCR)

950

10.67. XnamupuitHaa uHdekuma, xnamuamnos (xnammgum) (Chlamydiosis,
Chlamydia Infection, Chlamydia trachomatis, Chlamydophila pneumoniae)

105

AHTUTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis
I9A)

835

106

AHTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis
19G)

850

105/6

AHTuTena knaccos IgA 1 IgG k Chlamydia trachomatis, pasgensHo (Anti-
Chlamydia trachomatis IgA, IgG)

1675

188

AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis
IgM)

795

1495

AHTUTEna knacca IgG k 6enky Tennosoro woka (BTLW) Chlamydia
trachomatis (Anti-cHSP60 IgG)

1040

301BnT

Xnamugusa (Chlamydia trachomatis), onpegenexHve JHK B BbinoTe
(Chlamydia trachomatis, DNA, Exudate)*

485

301rn3

Xnamugus (Chlamydia trachomatis), onpegenenne OHK B cockobe
anuTenuanbHbIX KNEeToK KOHbIOHKTMBBLI (Chlamydia trachomatis, DNA, Scrape
of Conjunctiva Epithelial Cells )*

485

301mou

Xnamugusa (Chlamydia trachomatis), onpegenexve JHK B moye (Chlamydia
trachomatis, DNA, Urine)*

485

301npk

Xnamugusa (Chlamydia trachomatis), onpegenexnme OHK B cockobe
anuUTenuanbHbIX KNeToK cnuancTon npamoin kuwkun (Chlamydia trachomatis,
DNA, Scrape of Rectal Epithelial Cells)*

485

301pot

Xnamugus (Chlamydia trachomatis), onpegenenne OHK B cockobe
anuTenuanbHbiX krneTok potornoTtku (Chlamydia trachomatis, DNA, Scrape of
Faucial Epithelial Cells)*

485

301cuH

Xnamugusa (Chlamydia trachomatis), onpeaenexve OHK B cuHoBuansHom
xungroctn (Chlamydia trachomatis, DNA, Synovial Fluid)*

530

301cmx

Xnamugusa (Chlamydia trachomatis), onpegenexHve JHK B cninHHOMO3roBowm
xumakoctn (Chlamydia trachomatis, DNA, Cerebrospinal Fluid)*

485




Xnamungus (Chlamydia trachomatis), onpenenenve [HK B cekpeTte

301cn npocTtarthl, 3skynate (Chlamydia trachomatis, DNA, Prostatic Fluid, Semen)* 485
Xnamungus (Chlamydia trachomatis), onpegenenve OHK B cockobe
anuTenuanbHbIX KNEeTOK yporeHnTanbHoro Tpakta (Chlamydia trachomatis,

301ypo DNA, Scrape of Urogenital Epithelial Cells)* 505
AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila

183 pneumoniae IgA) 885
AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila

184 pneumoniae IgM) 810
AHTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila

185 pneumoniae 1gG ) 795
Xnamugusa (Chlamydia pneumoniae), onpegenenne OHK B MmokpoTe

349mk (Chlamydophila pneumoniae, DNA, Sputum)* 840
Xnamungusa (Chlamydia pneumoniae), onpegenenne AHK B nnasme kposu

349nn (Chlamydophila pneumoniae, DNA, Plasma)* 840
Xnamugusa (Chlamydia pneumoniae), onpegenexune JHK B cockobe
anuTenuanbHbIX kneTok potornotku (Chlamydophila pneumoniae, DNA,

349port Scrape of Faucial Epithelial Cells)* 735
Xnamumgus (Chlamydia pneumoniae), onpegenexue AHK B cntoHe

349crH (Chlamydophila pneumoniae, DNA, Saliva)* 735
AHTUTena knacca IgG k rmasHomy 6enky HapyxHon membpaHsl MOMP n
AHTUTEna knacca IgG Pgp3 (membpaHoaccoLuMmpoBaHHbIV NNasMULHbIN

1379 6enok) Chlamydia trachomatis 620
10.68. LinTomeranosupycHaa MHPEKLMA: BUPYC repneca 4enoseKa 5 tuna
(yuuromeranosupyc, LLMB) (Cytomegalovirus, CMV, Cytomegalovirus
Infection)

82 AHTuTena knacca IgG k untomeranosupycy (Anti-CMV IgG) 755

83 AHTUTEna knacca IgM k untomeranosupycy (Anti-CMV IgM) 940
AHTUTEna knacca IgG k uuTomeranosupycy, onpegenexHve asugHoctun (Anti-

2AVCMV CMV IgG, Avidity) 1 505

310BnT Lintomeranosupyc, onpegenenue [JHK B Beinote (CMV DNA, Exudate)* 490
Lintomeranosupyc, onpegeneHune HK B cockobe anutenmanbHbIX KNeTok

310rn3 koHbloHKTMBBLI (CMV DNA, Scrape of Conjunctiva Epithelial Cells )* 490
Lintomeranosupyc, onpegeneHune HK B cockobe anutenmanbHbIX KNeTok

310koxX koxun (CMV DNA, Scrape of Skin Epithelial Cells)* 490
Lintomeranosupyc, onpegeneHne JHK B BeHo3Hon kposu (CMV DNA,

310kp Blood)* 620

310mov Lintomeranosupyc, onpegenerue JHK B moye (CMV DNA, Urine)* 490
Lintomeranosupyc, onpegeneHune JHK B cockobe anutenmanbHbIX KNeToK

310HoC cnusucton Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)* 490
Lintomeranosupyc, onpeaeneHune JHK B cockobe anutenmanbHbIX KNeTok

310pot potornotkn (CMV DNA, Scrape of Faucial Epithelial Cells)* 490
LinTomeranosupyc,kadectBeHHoe onpegernerve [HK B cbiBOpoTKe KpoBU

310cB (CMV DNA, Serum)* 710

310crH Lintomeranosupyc, onpegenenune OHK B cnioHe (CMV DNA, Saliva)* 490
Lintomeranosupyc, onpegeneHune JHK B cnuHHomosrosom xugkoctn (CMV

310cmx DNA, Cerebrospinal Fluid)* 490
Lintomeranosupyc, onpegenenune [IHK B cekpeTte npocTathl, askynate (CMV

310cn DNA, Prostatic Fluid, Semen)* 490
Lintomeranosupyc, onpeaeneHune JHK B cockobe anutenmanbHbIX KNeTok

310ypo yporenntansHoro Tpakta (CMV DNA, Scrape of Urogenital Epithelial Cells)* 515
Lintomeranosupyc, konmyecteseHHoe onpeaenenune HK (Cytomegalovirus,

3156 DNA) B CbIBOPOTKE KPOBU 620

10.70. SnwTeiHa-bapp BMpycHaa MHPEKLUA: BUPYC repneca YesnoBeka 4
Tuna (Bupyc AnwreitHa-bapp) (Epstein-Barr Virus, EBV, EBV Infection)




351BnT

Bupyc OnwtenHa-bapp, onpeaenernve HK B Boinote (EBY DNA, Exudate)*

515

351kp

Bupyc OnwTtenHa-bapp, onpeaenerne [JHK B BeHo3HoM kpoBu (EBV DNA,
Blood)*

640

351moy

Bupyc OnwtenHa-bapp, onpeaenexHne JHK B moye (EBV DNA, Urine)*

510

351HoC

Bupyc OnwtenHa-bapp, onpeaenexHve JHK B cockobe anutenmanbHbiX
kneTtok cnmaucton Hoca (EBV DNA, Scrape of Nasal Epithelial Cells)*

510

351pot

Bupyc OnwtenHa-bapp, onpeaenexHve JHK B cockobe anutenmanbHbiX
knetok potornoTkn (EBV DNA, Scrape of Faucial Epithelial Cells)*

510

351cB

Bupyc OnwtenHa-bapp, kavyectseHHoe onpepeneHve [HK B cbiBopoTke
kpoeu (EBV DNA, Serum)*

720

351cnH

Bupyc OnwtenHa-bapp, onpeaenerne OHK B cnioHe (EBV DNA, Saliva)*

510

351cmx

Bupyc OnwtenHa-bapp, onpegenexHve JHK B CIMHHOMO3roBOM XXMAKOCTH
(EBV DNA, Cerebrospinal Fluid)*

510

351cn

Bupyc OnwtenHa-bapp, onpegenernne [JHK B cekpeTe npoctathl, 3aKynsate
(EBV DNA, Prostatic Fluid, Semen)*

510

351ypo

Bupyc Snwrtenna-bapp, onpegenenne JHK B cockobe anutenuanbHbix
KneTok yporeHuTansHoro Tpakta (EBV DNA, Scrape of Urogenital Epithelial
Cells)*

510

186

AHTUTEna knacca IgM k kancugHoMy aHTureHy Bupyca dnwrenHa-bapp (Anti-
EBV Viral Capsid Antigens (VCA) IgM )

875

187

AHTUTEna knacca IgG kK agepHoMy aHTUreHy Bupyca dnwteriHa-bapp (Anti-
EBV Nuclear Antigen (EBNA) 19G )

845

255

AHTUTEna knacca IgG Kk paHHeMy aHTUreHy Bupyca dnwTerHa-bapp (Anti-
EBV Early Antigen (EA) 1gG )

955

275

AHTUTEna knacca IgG K kancMgHoMy aHTUreHy Bupyca dnwterHa-bapp (Anti-
EBV Viral Capsid Antigens (VCA) IgG )

1 005

3511

Bupyc OnwTtenHa-bapp, konnyecteeHHoe onpeaeneHne OHK B cbiBOpoTke
kposu (EBV DNA, Serum)*

620

10.71. 9XMHOKOKKO3 (3XMHOKOKKM, Echinococcus spp.)

229

AHTuTena knacca IgG k aHTureHam axmHokokka (Anti-Echinococcus 1gG)

1015

11.1. Mukpobuonormueckne uccnenoBaHua: Hecneumpuyeckmne
BOCManAutenbHble 3a60n1eBaHUA pa3INUHbIX 0Kanusauuii (Microbiological
investigations)

456

OncbakTepunos knweynuka (Stool Culture)

2 320

456-0

OncbakTepunos knweyHrka, onpegeneHne 4yBCTBUTENbHOCTM K
6aktepuodparam (Stool Culture. Intestinal Bacterial Overgrowth,
Bacteriophage Efficiency Testing)

2615

447

WccneposaHue Ha BuoleHo3 Braranuwa, onpegeneHne YyBCTBUTENbHOCTU K
AHTMMMWKPOOBHbBIM M aHTUMUKOTUYECKMM NpenapaTtam (C MMKpOoCKonmen
HaTMBHOrO npenaparta, okpalwleHHoro no ['pamy) (Vaginal Biocenosis:
Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

2 295

445

Mukpockonuueckoe (6akTepuockonmMyeckoe) uccregoBaHve Maska,
okpaweHHoro no Npamy (Gram Stain. Bacterioscopic Examination of Smear)

760

440

MoceB Ha MuUKoMnasMbl, onpeaerieHne YyBCTBUTENbHOCTU K @HTUMUKPOOHBIM
npenapatam (Mycoplasma hominis Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1530

444

lMoceB Ha ypeanna3mbl, onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM
npenapatam (Ureaplasma spp. Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

1480

440/444

lMoceB Ha MuKoMnasMy 1 ypeannasmbl, onpeaeneHme YyBCTBUTENBHOCTU K
aHTMMUMKPOOHBLIM Npenapatam (Mycoplasma hominis Culture, Ureaplasma
spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

2185




452

lMoceB Ha aHa3pobHy MUKPOMIopy, onpeaeneHne YyBCTBUTENBHOCTHU K
aHTUMUKPOOHLIM NpenapaTtam (Anaerobic Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

2 040

474-A

MoceB paHeBOro oTAENAEMOro U TKaHeln Ha MUKpodbnopy, onpeaeneHne
YYBCTBUTENBHOCTU K aHTUMUKPOBOHBLIM NpenapaTtam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

1535

474-®

MoceB paHeBOro oTAENAEMOro U TKaHeln Ha MUKpodbnopy, onpeaeneHne
YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM NpenapaTtam 1 6aktepnodaram
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

1640

464-N

MoceB rpygHoro monoka Ha mukpodnopy (Breast Milk Culture. Bacteria
Identification)

1070

464-A

MoceB rpygHOro Mosoka Ha MUKpodbriopy, onpeaeneHe YyBCTBUTENbHOCTU K
aHTUMKUKPOOHBLIM NpenapaTtam (Breast Milk Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)*

1405

464-0

MoceB rpygHOro monoka Ha MUKpodbriopy, onpeaeneHe YyBCTBUTENbHOCTU K
aHTMMUKPOGHbBIM Npenapatam n bakrepuodaram (Breast Milk Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)*

1515

475-A

MoceB xenyn Ha MUKPOIIopy, onpeaerneHne YyBCTBUTENbHOCTU K
aHTMMUKPOGHbIM npenapatam (Bile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1445

467-A

[MoceB oTAENAEMOro BEPXHUX AbIXaTENbHbIX NyTeN Ha MUKpodriopy,
onpegeneHve YyBCTBUTENbHOCTM K aHTUMMKPOOHBLIM Npenapartam (ogHa
nokanu3aums) (Upper Respiratory Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1 660

467-®

[MoceB oTAENAEMOro BEPXHUX AbIXaTENbHbIX NyTeN Ha MUKpodriopy,
onpegerneHye YyBCTBMTENbHOCTM K aHTUMUKPOOHBIM NpenapaTtam u
baktepuodcharam (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

1810

441-A

MoceB MouKn Ha MUKpPOMNopy, onpedeneHne YyBCTBUTENBHOCTM K
aHTMMKKPOOHbIM Npenapatam (Urine Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1450

441-P

MoceB Moun Ha MUKpodbriopy, onpeaeneHne YyBCTBUTENbLHOCTM K
pacLIMPEHHOMY CMEKTPY aHTUMUKPOOHbIX npenapaToB (Urine Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

2 300

441-0

lMoceB Moun Ha MUKpodbriopy, onpeaeneHne YyBCTBUTENbLHOCTM K
aHTUMUKPOOHBIM Npenapatam n 6aktepunodaram (Urine Culture. Bacteria
Identification, Antibiotic susceptibility and Bacteriophage Efficiency Testing)*

1720

465-A

MoceB oToensemoro rnas Ha MUKPOQIIopy, onpeaeneHne YyBCTBUTENbHOCTH
K aHTUMUKPOOHbIM NpenapaTtam (Eye Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1610

465-P

NoceB oTgensiemMoro rnas Ha MUKpodopy, onpeaeneHme YyBCTBUTESbHOCTHU
K pacLUMpeHHOMY CMekTpy aHTUMUKPOOHbIX npenapatoB (Eye Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

2690

465-0

NoceB oToensiemMoro rnas Ha MUKpodopy, onpeaeneHne YyBCTBUTESNbHOCTU
K aHTUMUKPOGHBIM npenapatam n 6akrepuodaram (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

1745

446-A

MoceB Ha MUKpOdNopy OTAENAEMOro NosnoBbIX OPraHoB, onpeaeneHue
YyBCTBUTENBHOCTU K aHTUMMUKPOBHBLIM Npenapatam (Genitourinary Tract
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

1670

446-P

MoceB oTAENsiIEMOro NOMNoBbLIX OPraHoB Ha MUKPOGIOPY, onpeaeneHue
YYBCTBUTENBHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMMKPOOHbLIX NpenapaToB
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

2690




446-0

MoceB oTAENsiIEMOro NOMoBbLIX OPraHoB Ha MUKPOGIOPY, onpeaeneHue
YYBCTBUTENbHOCTU K aHTUMUKPOOHBLIM NpenapaTtam v 6aktepuodaram
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)*

1645

473-A

lMoceB oTAENAEMOro yLien Ha MUKpodgoiopy, onpeaeneHne
YYBCTBUTENBHOCTU K aHTUMUKPOOHBIM Npenapatam (Ear Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

1735

473-®

[MoceB oTaensemMoro yien Ha MUKpodnopy, onpeaeneHne
YYBCTBUTENBHOCTU K aHTUMUKPOOHBLIM Npenapatam u 6aktepuodaram (Ear
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage
Efficiency Testing)*

1895

477-A

[MoceB NyHKUMOHHOIO Matepuana Ha MUkpodhnopy, onpegeneHune
YYBCTBUTENBHOCTU K aHTUMUKPOOHBIM Npenapatam (Punctate Fluid Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

1565

472-A

[MoceB MOKPOTLI M TPaxeobpoHXMarnbHbIX CMbIBOB HA MUKPOIIOpY,
onpegerneHne YyBCTBMTENbHOCTM K aHTUMUKPOGHBIM NpenapaTtam u
MuKpockonuer maska (Sputum and Tracheobronchial washings Culture.
Bacteria Identification and Antibiotic Susceptibility Testing, Microscopy)*

1610

481

AgeHoBupyc (Adenovirus), AMapenHbll CUHAPOM, aHTUTEHHbIN TeCT
(Adenovirus. One Step Rapid Immunochromotographic Assay)

1290

484

Xenukobaktep nunopu (Helicobacter pylori), aHtureHHbin Tect (Helicobacter
pylori. One Step Rapid Immunochromotographic Assay)

1215

438-A

MoceB kpoBM 1 BUOXMAKOCTEN HA adpOBHY0 1 aHaspobHyo MUKpodnopy,
onpegerneHve YyBCTBMTENbHOCTM K aHTUMUKPOBHBIM npenapatam (Blood
Culture, Biofluids Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1995

402

Kamnunobakrep, AnapenHbli CUHOPOM, BbISIBIIEHWE aHTUreHa B Kare,
nmmyHoxpomartorpacumsa (Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool)

1250

403

["oHopes, BbisiBNeHWe aHTureHa, MMMmyHoxpomatorpacus (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay)

1015

405

JlernoHenna, BbISIBEHWE aHTUreHa B MoYe, MMMYyHOXpomaTorpagus
(Legionella pneumophila, One step rapid immunochromotographic assay,
antigen, urinae)

1735

407

Xnamuaun, BbiBNIeHNe aHTUreHa B Maskax yporeHMTanbHoro TpakTa,
nmmyHoxpomaTtorpadusa (Hexagon Chlamydia, One step rapid
immunochromotographic assay, antigen)

3 665

408

IMHEBMOKOKK, BbISIBIEHME aHTUreHa B MoYe, MMMYyHoXpomMaTorpadus
(Streptococcus pneumoniae, One step rapid immunochromotographic assay,
antigen, urinae)

1885

409

OHTepoBUpYC, BbIIBNEHNE aHTUreHa B kane, MMMyHoXpomatorpadus
(Enterovirus, One step rapid immunochromotographic assay, antigen, stool)

1300

411

PecnupaTtopHo-cuHunTHaneHei Bupyc (PC-mHekums), BoisBneHne
aHTUreHa, uMmMyHoxpomartorpacdus (Respiratory Syncytial Virus, RSV, One
step rapid immunochromotographic assay, antigen)

1105

453

lMoceB ruHekonorM4yeckoro maTepuana Ha nuctepun (Listeria
monocytogenes, nnuctepunos) (Listeria monocytogenes Culture. Bacteria
Identification)

1080

460

Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcruHnos, onpegenexHune
YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM NpenapaTam (Yersinia enterocolitica,
Stool Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

1565

461

Moces kana Ha kamnunobaktep (Campylobacter spp.) (Campylobacter spp.,
Stool Culture. Bacterial Identification)

1565

462

Moces Ha knocTpuamm (Clostridium difficile, nceBgomembpaHo3HbIN KONNT)
(Clostridium difficile Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

1565




463

PotaBupyc (Rotavirus), gnaperiHbin CMHOPOM, aHTUreHHbIn TecT (Rotavirus
Direct Detection by Latex Agglutination)

885

466

lMoceB Ha BeTa-reMonUTUYECKNn CTPENTOKOKK rpynnbl A (Streptococcus
group A, Streptococcus pyogenes) (Streptococcus pyogenes Culture.
Bacteria Identification)

970

469

Moces Ha gudpteputo (Corynebacterium diphtheriae Culture)

1105

470

lMoceB oTaensiemoro poTornoTki Ha 6opaetennel (Bordetella
pertussis/parapertussis, koknow/napakoknioww) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification)

1775

471

[MoceB Ha MEHWHIOKOKKW, onpeaeneHe YyBCTBUTENLHOCTU K
aHTUMKUKPOOHBLIM nNpenapaTam (Neisseria meningitidis Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1 060

482

Kpuntocnopuguun napeym (Cryptosporidium parvum), anapemnHbii CUHAPOM,
aHTureHHbIn Tect (Cryptosporidium parvum. One Step Rapid
Immunochromotographic Assay)

1245

483

Nambnun (Giardia liamblia), avaperHbi cMHAPOM, aHTUreHHbI TecT (Giardia
liamblia. One Step Rapid Immunochromotographic Assay)

1175

485

UccneposaHuve Ha knweyHyto nanodky (Escherichia coli O157:H7,
3LLEepUXMo3), AnapenHbIn CUHAPOM, aHTUreHHbl Tect (Escherichia coli
0157:H7. One Step Rapid Immunochromotographic Assay)

2175

487

CTpenToKokK rpynnbl A, aHTUTEHHbIN TeCT (OTAeNnAemMoe pOTOrfoTKN)
(Streptococcus Group A. One Step Rapid Immunochromotographic Assay)

1225

488

CTtpenTokokk rpynnbl B, aHTureHHsin TecT (Streptococcus Group B. One Step
Rapid Immunochromotographic Assay)

1215

454-T1

MoceB Ha GeTa-reMonMTUYECKUI CTPENTOKOKK rpynnbl B (Streptococcus
group B, Streptococcus agalactiae) (Streptococcus agalactiae Culture.
Bacteria Identification)

885

442

Moces Ha gpoxkenogobHble rpmnbdbl (pogos Candida, Cryptococcus) ¢
onpegeneHnemM YyBCTBUTENbHOCTM K aHTUMMUKOTMYECKUM npenapaTtaM (Yeast
Culture. Identification and Antimycotic Susceptibility testing)

1080

454-A

MoceB Ha GeTa-reMonMTUYECKUI CTPENTOKOKK rpynnbl B (Streptococcus
group B, Streptococcus agalactiae), onpegeneHne 4yBCTBUTENBHOCTU K
aHTUMUKPOOHBLIM NpenapaTam (Streptococcus agalactiae Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1255

457-T1

lMoceB Ha naToreHHyt kuwedHyto cdnopy (Stool Culture (Salmonella spp.,
Shigella spp.). Bacteria Identification)

1030

457-®

lMoceB Ha NaTOreHHyo KULWEYHy oropy, onpeaeneHne YyBCTBUTENbHOCTH K
aHTMMMKPOOHBIM Npenapatam un 6akrepuodaram (Stool Culture, Salmonella
spp., Shigella spp. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)

1945

458-A

MoceBs Ha kuweyHyto nanoyky (Escherichia coli 0O157:H7, awepuxmos),
onpegeneHve YyBCTBUTENbHOCTM K aHTUMUKPOBOHBLIM Npenapartam
(Escherichia coli 0157:H7 Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

1260

458-0

MoceB Ha knweyHyto nanouky (Escherichia coli O157:H7, awepuxnos),
onpegerneHve YyBCTBMTENbHOCTM K aHTUMUKPOOHBIM npenapaTtam u
6akTepuodparam (Escherichia coli O157:H7 Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

1375

459-A

MoceB Ha 3onoTnCTbIN cTadmnoKOKK (Staphylococcus aureus), onpegenexnvne
YYBCTBUTENBHOCTU K aHTUMMKPOBHbLIM NpenapaTtam (Staphylococcus aureus
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

1225

459-T1

MoceB Ha 3onoTUCTbIN cTadnnokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria ldentification)

1 005




459-0¢

MoceB Ha 3onoTnCThIN cTadmnokokk (Staphylococcus aureus, onpegenexue
YyBCTBUTENBHOCTU K aHTUMUKPOBOHLIM NpenapaTtam 1 6aktepmnodaram
(Staphylococcus aureus Culture. Bacteria ldentification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)

1325

466-A

lMoceB Ha BeTa-reMonUTUYECKNn CTPENTOKOKK rpynnbl A (Streptococcus
group A, Streptococcus pyogenes), onpegeneHne 4yBCTBUTENbHOCTU K
aHTUMKUKPOOHbIM NpenapaTtam (Streptococcus pyogenes Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1245

468-A

MoceB Ha 30N0TUCTbIN CTAUNOKOKK (METULIMNINNH-PE3UCTEHTHbIN
3onoTtuctbin ctadunokokk, MP3C) (Staphylococcus aureus), onpeaenexHue
YYBCTBUTENMBHOCTU K aHTUMUKPOBHBIM Npenapartam (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1340

468-11

lMoceB Ha 30M0TUCTbIN CTAUNOKOKK (METULMNITNH-PE3NCTEHTHbIN
3onoTtuctbin ctacpumnokokk, MP3C) (Staphylococcus aureus) (Staphylococcus
aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture.
Bacteria Identification)

1080

468-0

lMoceB Ha 30M0TUCTBIN CTAaUNOKOKK (METULIUIITMH-PE3NCTEHTHbIV
3onoTtuctbin ctacumnokokk, MP3C) (Staphylococcus aureus), onpeaenexHve
YYyBCTBUTENBHOCTU K aHTUMUKPOBOHLIM NpenapaTtam 1 6aktepmnodaram
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)

1370

457-A

MoceB Ha NaTOreHHyto KMLLIEeYHYo ropy, onpeaeneHne YyBCTBUTENbHOCTY K
aHTMMMKPOOHBIM Npenapatam (Stool Culture (Salmonella spp., Shigella spp.).
Bacteria Identification and Antibiotic Susceptibility Testing)

1410

12.1. KomnneKcHble uUMMyHoorudeckue uccnegosanua (Comprehensive
Immunological Examination)

192

MmmyHornornyeckoe obcnegoBaHue pacmpenHoe (Immunological Survey
Extended)

13 130

191

MmmyHornornyeckoe obcnegoBaHue ckpuHuHrooe (Immunological Survey,
Screening)

8 060

1310

daroyutapHas aktTuBHOCTb nenkoumTtoB (Phagocytic Activity of Leucocytes)

1720

4192

deHoTUNMpPOBaHNE NUMEOLMTOB (OCHOBHbIE cybnonynsumnm) — CD3, CD4,
CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3, CD4, CD8, CD19,
CD16, CD56)

4 430

4193

CD4+ T-numdountsbl, % 1 abcontoTHoe konumdecTBo (T-xennepbl, CD4+ T-
cells, Percent and Absolute)

2755

4194

B-numdpountsl, % n abcontoTHoe konmdecTtBo (CD19+ numdounTsl, B-cells,
Percent and Absolute)

2 865

1311

AktnBupoBaHHble numdoumnTel (CD3+HLA-DR+, CD3-HLA DR+) (Activated
Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)*

3 505

1312

CnocobHocTb numdoumnToB K aktuBaumm (Lymphocyte Activation Ability)

4 200

1235

Linpkynupytoime nMmmyHHble komnnekcbl (LK) obwue (Circulating Immune
Complexes (CIC) Total)

1400

449

MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopest), onpegeneHue
YYBCTBUTENBHOCTY K aHTUMUKPOOHbBIM npenapatam (GC, Neisseria
gonorrhoeae Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1 060

12.2. UmmyHornobynuHbl obwue (Immunoglobulins, Total)

45

MmmyHornobynuHel knacca A (Immunoglobulin A, IgA)

490

46

WmmyHornobynuHel knacca M (Immunoglobulin M, IgM)

490

47

MmmyHornobynuHel knacca G (Immunoglobulin G, 1gG)

490

12.3. Cneunduueckue 6enku (Specific Proteins)

948

Do03nHOGUNBHLIN KaTUOHHBIM 6enok (Eosinophil Cationic Protein, ECP)

1335




12.4. KomnoHeHTbl KomnaemeHTa (Complement Components)

KoMnoHeHTbI cucteMbl komnnemeHta C3, C4 (Complement components C3,

193 C4) 1115
1315C3 C3 KomnoHeHT cuctembl komnnemeHta (Complement Component C3) 595
1316C4 C4 KomnoHeHT cuctembl komnnemeHta (Complement Component C4) 595
Cucrtema KOMMneMeHTa: oueHKa yHKLUMOoHanbHoM aktBHocTn (CH50)
1534 (Functionality Test of Complement (CH50)) 1620
836 Wurmbutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH) 2 385
12.5. LutoKkuHbl (Cytokines)
210 UnTtepnenkmn-1? (U1-17?) (Interleukin 1 Beta, IL-1) 2 350
211 WuTepnenknH-6 (U11-6) (Interleukin 6, IL-6) 2 460
212 UnTtepnenkmn-8 (M11-8) (Interleukin 8, IL-8) 2 350
213 WutepnenkmH-10 (MJ1-10) (Interleukin 10, IL-10) 2 350
dakTop Hekposa onyxonu-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?,
214 Cachectin) 2 475
13.1. UHTepdepoHoBbIN cTaTyc (Interferon Status)
1043 VccnepoBaHne nHtepdepoHoBoro ctatyca (Study of Interferon Status) 6 605
13.2. UHTepdepoHOBbIN cTaTyC (4 NOKa3aTensa) c onpeaeneHnem
YyBCTBUTENIbHOCTU K NpenapaTtam uHtepdepoHa (Interferon Status (4
Parameters))
1044 WHrapoH (Ingaron) 2 615
1047 PeadepoH (Reaferonum) 2 615
13.3. UHTeppepoHOBbIN cTaTyC (4 NOKa3aTens) c onpeaeneHnem
YYBCTBUTE/NILHOCTU K MHAYKTOPam uHTepdepoHa (Interferon Status (4
Parameters))
1050 AmMmKcrH (Amixin) 2 615
1051 Karouen (Kagocel) 2615
1052 Heoswup (Neovir) 2 615
1054 Linknodgepon (Cycloferonum) 2615
13.4. UnTepdepoHoOBbIN cTaTyC (4 NOKa3aTensa) c onpeaeneHnem
YyBCTBUTE/NILHOCTU K UMMYHOMOAyAsaTopam (Interferon Status (4
Parameters))
1055 Manaeut (Galavit) 2615
1064 M3onpnHo3uH (Isoprinosine) 2615
1057 WUmmyHan (Immunal) 2 615
1058 MmyHodaH (Imunofan) 2 615
1059 MmmyHomakc (Immunomax) 2615
1066 WmyHopuke (Imunorix) 2 615
1060 Jlvkonug (Licopid) 2615
1148 Manasup (Panavir) 2615
1061 MonnokcmagoHun (Polyoxidonium) 2 615
1062 TaktneuH (Tactivinum) 2615
1063 TumoreH (Thymogen) 2615
14.1. CuctemHble 3aboneBaHna coeguHUTenbHoli TkaHu (Connective-
Tissue Diseases, CTDs)
AHTUsOepHble aHTuTena (AAA, aHTUHYKNeapHble aHTuTena), CKpUHUHE (Anti-
125 Nuclear Antibodies, ANA, Screening) 1390
AHTuTena knacca IgG k gsycnupaneHon HatueHon OHK (aHtn-gcAHK IgG,
126 aHTK-[HK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA IgG) 1220
AHTUHYKnNeapHbli daktop, HEp-2 cybetpat (AH®, TUTpbI, aHTUHYKNeapHble
aHTUTENna MeToAO0M HeNpsAMOon MMMyHooopecLieHLMn Ha npenapaTtax HEp-
2-knetok) (Antinuclear Antibodies, ANA, Hep-2 Substrate, ANA-Hep2,
1267 Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers) 1635




1586ADN

AnTtuTena k acHK B cbiBOpOTKE KpOBU, NOATBEPXKAAIOLLMI TECT C
ncnonb3oBaHueM cybctpata Crithidia luciliae, IgG, meTogom Henpsimon
nmmyHodntoopecueHumm (Crithidia luciliae indirect fluorescent test (CLIFT))

1380

825

AHTuTena knacca IgG k akcTparupyeMoMy HykneapHomy aHtureHy (QHA)
(Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-
RNP)

1335

826

lMaHenb aHTUHYKNeapHbIX aHTUTEN Npu cknepoaepmunmn (pasaenbHoe
onuncaHune aHtuTten k aHtureHam Scl-70, CENP-A, CENP-B, RP11, RP155,
dpunbpunnsapuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52),
nmmyHobnoT (Scleroderma (Systemic Sclerosis) Antibody Panel: Anti-Scl-70,
CENP-A, CENP-B, RP11, RP155, donbpunnapud, NOR9O, Th/To, PM-
Sc100, PM-Scl75, Ku, PDGFR, Ro-52, Immunoblotting)

4 650

827

AHTVHyKNeapHble aHTuTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[la), SS-A
(52 kda), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone,
Nucleosome, Rib P, AMA-M2, Jo-1 aHTureny), ummyHoonot (ANA: Anti-Sm,
RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA,
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1,
Immunoblotting)

4090

956

AHTUTEna knacca IgG K Hykneocomam (aHTUAgEepPHbIE aHTUTENa), CKPUHWUHT
(Anti-Nuclear Antibodies, ANA, 1gG, Screening)

1445

4059

CkpuHuHr 6onesHer coegnHuTenbHom Tkann (AT k QHA, aHTUHYKNeapHbIv
dakTop (AH®D))

2575

4060

CuncteMHas kpacHas BonyaHka, oocnegosanue (AT Kk Hykneocomam, AT K
kapguonunuHy, 1gG; AT k kapguonunuHy, IgM; aHTUHYKNeapHbIA hakTop
(AH®))

5160

4061

OnddeperHumansHasa guarHoctuka CKB 1 gpyrmx peBMaTnyeckmx
3aboneBaHuin (AT K HyKIeocomam, aHTUHYKneapHbIn daktop (AH®D))

2 685

4069

Mpodunb «CnctemHas kpacHas BonyaHka (CKB), MOHUTOPUHT aKTUBHOCTM
(aHTn-gc-OHK IgG, C3, C4 komMnoHeHTLI koMnnemMeHTa)» (Systemic lupus
erythematosus (SLE) profile, activity monitoring (anti-double-stranded DNA
IgG, C3 and C4 complement components) )

1965

14.2. AntndochonunugHbliii cuHagpom (Antiphospholipid Syndrome, APS)

137/138

AHTuTena knaccos IgM u IgG k dbocdonmnuagam (Anti-Phospholipid
Antibodies, APA, IgM, IgG)

1 360

966/74

AHTuTena knaccos IgG u IgM k docdatugnncepuny (Anti-
Phosphatidylserine, 1gG, IgM)

2140

967

AHTUTena knaccos IgA, IgM, 1gG k kapguonunuHy, ckpuHuHr (Cardiolipin
Antibodies IgA, IgM, 1gG, aCL, Screening)

1430

968

AHTUTEena knacca IgA k kapguonunuHy (Anticardiolipin IgA, aCL IgA)

1680

969

AHTuTena knacca IgG k kapguonunuHy (Anticardiolipin IgG, aCL IgG)

1445

997

AHTUTEena knacca IgM k kapgunonunuHy (Anticardiolipin IgM, aCL IgM)

1425

1284

AHTUTEna knaccos IgG, IgA, IgM k 6eTa-2-rnnkonpotenHy 1, cymmapHo (Anti-
?2-Glycoprotein 1 Antibodies, anti-?2-GP1, IgG, IgA, IgM, Total)

1420

1341

AHTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, 1gG)

1745

1342

AHTuTEena knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, IgM)

1745

4062

AT k kapguonunuHy, I1gG, IgM

2 460

4063

[narHoctrka BTOpu4HOro aHtudoconunmuagHoro cungpoma (AH®, AT k
kapavonunuHy, IgG, IgM)

3 895

4064

AHTUdOCHONMNUAHBIA CUHOPOM, Pa3BEPHYTOE CEPONOrM4YecKoe
uccrnegoBanne (AH®; AT k kapguonunuHy, 1gG, IgM; AT k beTa-2-
rIMKOMpPOTENHY 1)

5180

14.4. PeBmaTouAHbIM apTpuT, nopaxkeHusa cycrasos (Antiphospholipid
Syndrome, APS)

1204

AHTUTENa K LMKNuyeckomy umtpynnuHuposaHHomMy nentugy (ALLIT) (Anti-
Cyclic Citrullinated Peptide, anti-CCP)

1900




965

AHTuTena knacca IgG k kepaTuHy (AHTUKepaTUHOBbIE aHTUTENa, AKA,
AHTUdunarrpuHosble aHTutena, A®A) (Anti-Keratin Antibodies, AKA, Anti-
Filaggrin Antibodies, AFA, 1gG)

2 585

1332

AHTuTena knacca IgG k moguunmpoBaHHOMY LIUTPYNNIMHUPOBAHHOMY
BUMeHTUHY (aHTU-MLLB) (Anti-Mutated Citrullinated Vimentin Antibodies, Anti-
MCV, Anti-Modified Citrullinated Vimentin Antibodies, Anti-Sa Antibodies,
IgG)

1790

1333

PesmartougHbin cpaktop, IgA (PO IgA; Rheumatoid Factor, RF, IgA)

1360

808

KpncTtannbl B Ma3ke CMHOBUANbHOW XXWOKOCTM (MOHOYpaT HaTpus,
nupodgocaart kanbums) (Synovial Fluid Smear, Crystals)

2 005

1536

OnvromepHbIn MaTpuKcHbIN 6enok xpsiwa (Human Cartilage Oligomeric
Protein, COMP)

3015

44

PesmatongHbin dpaktop (P®) (Rheumatoid Factor, RF)

695

14.5. BackynuTbl u nopaxkeHusa nodek (Vasculitis and Renal Lesions)

807

AHTUTena knacca IgG k 6asanbHon membpaHe knybo4vkoB noyek (aHTn-bMK)
(Glomerular Basement Membrane Antibodies, Anti-GBM, IgG)

1985

970

AHTuTena knacca IgG k umtonnasme Hentpodumnos (AHLA) (Anti-Neutrophil
Cytoplasmic Antibodies, ANCA, 1gG)

3170

812

AHTuTena knaccos IgG, IgA, IgM k kneTkam cocyamcToro aHaoTenus
(HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, AECA, IgG, IgA, IgM,
Total)

2 085

822

AHTUTEna knaccos IgG, IgA, IgM k peuenTopy docdonunasel A2 (PLAZR),
cymmapHo (Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, 1gG,
IgA, IgM, Total)

3 640

823

AHTuTena knacca IgG k muenonepokcugase (aHTn-MPO) (Myeloperoxidase
Antibody, MPO)

1 445

837

AHTuTena knacca IgG k C1q daktopy komnnemeHta (Anti-Complement 1q
Antibodies, Anti-C1q, 1gG)

2 020

955

AHTuTena knacca IgG k npoteuHase-3 (aHTU-PR-3) (Anti-Proteinase-3
Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG)

1445

821

MaHenb aHTUTEN K aHTUreHam aHTUHENTPOMUIbHBIX aHTUTEN (NaHenb
aHTureHos AHLA), IgG (Anti-Neutrophil Cytoplasmic Antibodies, ANCA, 1gG,
Panel)

3 550

4065

JunarHocTrka rpaHynemMaTo3HbIX BaCKyrnMTOB (aHTUHYKeapHbIn hakTop
(AH®), AT « untonnasme Hentpocdunos (AHUA/PANCA, cANCA), 1gG)

3730

4066

OwnarHocTtuka BbicTponporpeccupytollero rnomepynoHedputa (AT K
6asanbHoM MembpaHe knybo4kos noyek, AT K LumMTonnasme HemTpodunos
(AHUA/pANCA, cANCA), IgG)

4 080

4067

[unarHoctvka ayTOMMMYHHOIO NOPaXXeHUs NOYeEK (aHTUHYKNeapHbIn hakTop
(AH®), AT k 6asanbHo membpaHe knyboukoB novek, AT Kk uutonnasme
HenTpodunos (AHLUA/pANCA, cANCA), IgG)

5500

14.6. AyTOUMMYHHbIE 3HAOKPUHOMNATUMN: CaxapHbIX guabet 1-ro Tmna
(Autoimmune Endocrinopathies: Diabetes mellitus type 1)

201

AHTUTEna knacca IgG k 6eTa-kneTkam nogkenynovHom xenesbl (Anti-Islet
Cell Antibodies, Islet Cell Autoantibodies, ICA)

1675

202

AHTUTEna knacca IgG k rnytamatgekapbokcunase (aHTn-GAD) (Anti-GAD
Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, IgG)

1950

202CMX

AHTuTEna k GAD (rnytamaTtgekapbokcunase), IgG, nuksop (Anti-GAD
(glutamic acid decarboxylase), IgG, CSF)

2275

200

AHTuTena knacca IgG k nHcynuHy (Insulin Autoantibodies, 1AA, 1gG)

1285

1285

AHTUTEna K Tupo3suHdocdatase (IA-2) (Islet Antigen 2 Antibodies, Anti-lIA2
Antibodies, 1A-2 Ab, Tyrosine Phosphatase Antibodies)

1980

1286

AHTUTENA K aHTUreHam KneTok NopkenyaoyHom xenessl GAD/IA-2,
cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid Decarboxylase-65,
GAD and Insulinoma Antigen 2 (Tyrosine Phosphatase, |1A2, ICA-512)
Autoantibodies, Total)

1965




14.8. AyTouMmMyHHbIe 3HAOKPMHONATUN: NOPaAXKEHME HAaANOYEYHUKOB,
ayToMMMyHHasA natonorua roHag (Autoimmune adrenal and gonadal
insufficiency)

1209

AHTuTena knaccos IgA, IgM, I1gG K TkaHM sindHMKa (aHTMOBapuarnbHble
aHTuTena), cymmapHo (Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)

2270

1287

AHTuTena knaccos IgA, IgM, IgG k cTepomanpoayunpyoLwmMM KreTkam
HagnoyeyvHuka (ACIIK), cymmapHo (Anti-Steroidal Cell Antibodies, StCAb,
Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG, Total)

1575

1290

AHTuTena knaccos IgA, IgM, IgG k cTepomanpoayuupyoLLIMM KIeTKam Sndka,
cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal
Cell Antibodies, Testicular StCAb, Steroidal Cell Autoantibodies, SCA against
Testis, IgA, IgM, 1gG, Total)

1885

1291

AHTUTENa K CTEPOMANPOOYLUPYIOLLMM KIeTKaM penpoayKTUBHbIX TKAHEWN
(Reproductive tissue steroid-producing cells Antibodies)

3 320

14.9. AytoummyHHble 3a6oneBaHunA Koxu (Autoimmune Skin Diseases)

809

AHTuTena knacca IgG k 6a3aneHon membpaHe koxun (Basement Membrane
Zone Antibodies, BMZ, 1gG )

2 515

813

AHTUTEna knacca IgG k gecmocomam anugepmmca (Desmoglein Antibodies,
Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies, IgG)

2515

1298

AHTUTena knacca IgG k gecmornenHy-1 (Desmoglein 1, DSG1 Antibodies,
19G)

2600

1330

AHTUTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous
Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, IgG)

2515

1331

AHTUTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous
Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, IgG)

2640

4054

Mpodpunb «OuarHoctuka 6ynnesHeix gepmato3oB (AT kK gecMocoMam
annaepmunca, AT k 6azanbHon membpaHe koxu)» (Bullous Dermatosis
Diagnostics profile (antibodies to epidermis desmosomes, antibodies to skin
basal membrane))

4590

14.10. AyTOMMMYHHbIE NOPAXKeHUA }KeNyA04YHO-KULLEYHOro TPaKTa.
Uennakusa (Autoimmune Disorders of Gastrointestinal Tract (Gl Tract,
GIT). Coeliac Disease)

972

AHTuTena knaccos IgA 1 1gG kK SHOOMU3UIO (aHTUSHAOMU3UNHBIE aHTUTENa,
ABMA), cymmapHo (Anti-Endomysial Antibodies, Anti-EMA, IgA, IgG, Total)

1 600

810

AHTUTena knacca IgA K aHaOMU3NIO (aHTUIHAOMU3UIHBIE aHTUTena, ASMA)
(Anti-Endomysial Antibodies, Anti-EMA, I1gA)

1620

805

AHTuTena knaccos IgA, 1gG, IgM k napueTanbHbIM KneTkam xenyaka
(AMKXK), cymmapHo (Gastric Parietal Cell Antibodies, GPA, Anti-Parietal cell
antibodies, APCA, IgA, 1gG, IgM, Total)

1905

971

AHTuTena knaccos IgA 1 IgG k peTukynuHy, cymmapHo (Anti-Reticulin
Antibodies, ARA, IgA, 1gG, Total)

1740

270

AHTuTEna knacca IgG k geamnampoBaHHbIM NenTugam rmmagmHa (Anti-
Deaminated Gliadin Peptide, Anti-DGP, 1gG)

1235

271

AHTUTENa knacca IgA K feaMnanpoBaHHbIM nenTuaam rmmagmHa (Anti-
Deaminated Gliadin Peptide, Anti-DGP, I1gA)

1235

1282

AHTMTEna knacca IgA K TkaHeBoW TpaHcrnoTammHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, I1gA)

1 340

1283

AHTuTena knacca IgG k TkaHeBoM TpaHcrntotammnHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, 1gG)

1 340

817

AHTuTena knacca IgG k BHyTpeHHeMy dakTopy Kactna (Anti-Intrinsic Factor,
IFAD, Intrinsic Factor Antibodies, IgG)

1885

1335

AHTUTEna knacca IgG k caxapomuueTam (anarHoctuka 6onesHun Kpona) (Anti
Saccharomyces Cerevisiae Antibodies, ASCA, 1gG )

1390

1336

AHTMTEna knacca IgA k caxapomuueTam (guarHocTuka 6onesnn KpoHa) (Anti-

Saccharomyces Cerevisiae Antibodies, ASCA, IgA )

1390




1337

AHTuTena knacca IgA k umtonnasme Hentpodumnos (AHLA) (Anti-Neutrophil
Cytoplasmic Antibodies, ANCA, 1gA)

1430

944

[narHocTrka ayToMMMYHHOTO naHkpeaTtuTta u gpyrux lgG4-
accouunnpoBaHHbIx 3abonesaHui (Diagnosis of Autoimmune Pancreatitis and
other IgG4-Related Diseases)

2 305

4055

CepopguarHocTvika ayTOMMMYHHOTO racTpuTa 1 nepHULmno3Hon aHemmm (AT K
napveTanbHbIM KneTkam xenyaka; AT k BHyTpeHHemy dakTopy KacTtna)

3430

4056

CepopuarHoctuka 6onesnn KpoHa un Hecneundumnyeckoro S3BeHHOro konuta
(HAK) (AHLLA/pANCA, cANCA, 1gG; AHLIA/ANCA, IgA; ASCA, IgG, IgA)

5990

4057

Llennakus, ceponormnyeckuii CkpuHuHr (AT k aHgomusmio, IgA; AT k
JeamMnanpoBaHHbIM NenTugam rmmaguHa, 1gG; IgA obuu.)

2920

4058

Llennakus, ceponormnyeckas guarHoctuka (AT k sHgomumauio, IgA; AT k
TKaHEeBOW TpaHcrinyTammHase, IgA, IgG; IgA obu,.)

4 360

15306KK

AHTuTena knaccos IgA 1 IgG k 6okanoBuAHbIM KNeTKaM KULWEYHWKa,
cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, IgG, Total)

2 295

1531AALIK

AHTuTena knaccos IgG un IgA k GP2 aHTureHy LeHTpoaumnHapHbIX KNeTok
nomxenynoyHon xxenesbl (Anti-GP2)

2 165

1532AIMK

AHTUTENA K auMHapHbIM KneTkam noaxenyao4vHon xenesol, IgG n IgA
CYMMapHO (aHTuTena K 9K30KPUHHOW YacTu NOMKENyAOoYHON Xenesbl,
Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies, PAB)

1380

14.11. AyTomMmMyHHble nopaxkeHua nedyeHn (Autoimmune Liver Diseases)

804

AHTUTEna knaccos IgA, 1gG, IgM k MuToxoHApPUSAM (AHTUMUTOXOHAPUANbHLIE
aHTutena, AMA), cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, 1gG,
IgM, Total)

1995

806

AHTuTena knaccos IgA, IgG, IgM k rmagkon myckynatype, CyMmMapHO
(Smooth Muscle Antibodies, SMA, Anti-Smooth Muscle Antibodies, ASMA,
IgA, 1gG, IgM, Total)

1915

819

AHTUTENa K MMKpOCOMaM MneyeHu 1 noyek, cymmapHo IgA+igG+IgM (anti-liver
kidney microsomal antibody, anti-LKM, IgG+IlgM+ IgA)

1910

1288

MaHenb aHTMTEN kNacca IgG npyn ayToOMMMYHHBIX 3aboneBaHuax nedexHmn (AT
K aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP,
SSA/R0-52), ummyHobnoT (Autoimmune Disease Liver Panel: AMA-M2, M2-
3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52, 1gG,
Immunoblotting)

3970

1289

AHTUTena knacca IgG k acmanornMkonpoTenHOBOMY peLenTopy (aHTu-
ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor, Anti-ASGPR,

IgG)

1885

14.12. AyToMmMMyHHble HeBpoaoruyeckue sabonesaHusa (Autoimmune
Neurological Disoders)

936

AHTuTena knaccos IgA, IgG, IgM k akBanopuHy 4, cymmapHoO (auMarHocTuka
HenpoonTukomuenuta, NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4,
Neuromyelitis Optica, NMO, IgA, IgG, IgM, Total)

3180

937

AHTuTena knacca IgG k ckeneTHbiM Mbiwuam (ACM) (Anti-Skeletal Muscle
Antibodies, AStMA, IgG)

1555

938

AHTUTena knaccos IgG u IgM k raHrnmosngam (navH-6not: GM1; GM2-GM3-
GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b, cynbdaTtnasl),
cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b Antibodies, Anti-
Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

6 000

939

Mwuo3auTt-cneumdmyHble aHTUTENa knacca IgG (nanH-6not: Mi-2, Ku, PM-Scl
100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (R052)) (Myositis-Specific Panel)

4 650

803

AHTUTENa K aueTunxonmHoBomy peuentopy (AXP, AnarHocTvka MyacteHun),
cymmapHo (Acetylcholine Receptor Antibodies, Anti-AChR, Total)

5790




AHTUHenpoHaneHble aHTuTena knacca lgG (nanH-6not: Hu (ANNA1), Yo-1
(PCA1), CV2, Ma2, Ri (ANNAZ2), amcpundunsnH) (Anti-Neuronal Antibodies,

953 Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), Amphiphysin)) 5515
AHTtuTena knacca IlgG NMDA (N-meTtun-D-acnapTat) rinytamaTtHomMy
954 peuentopy B cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies IgG) 4 650
AntuTena k NMDA rnytamatHoMy peuenTtopy, IgG, onpeaeneHve B NMKBope
954CMX (aHTn-NMDAR IgG, N-methyl-D-Aspartate Receptor Antibodies, CSF) 4 885
OnwuroknoHanbHbin |[gG B nukBope (LepebpocnmHanbHOM XXMOKOCTU) 1
4049 cbiBopoTke kpoeu (Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum) 5020
CeobogHble nerkve uenm nmmyHornobynmHoB Kanna v nambaa B nMkeope
1541 (Cerebrospinal Fluid Concentration of Immunoglobulin Free Light Chains) 2 305
AHTUTENa K MnenuHy IgG, metog HenpsiMon MMMyHodntoopecLeHumun (Anti-
1538 myelin antibody, IgG, IF) 1775
AHTuTena k LGI1 n CASPR2 (KOMMNOHEHTBI KOMMIEKCa KanvesblX KaHamnoB),
IgG, cbiBopoTka kpoBu (VGKC-associated proteins LGI1 and CASPR2
1581CB antibodies, serum) 6 725
AHTuTena k LGI1 n CASPR2 (KOMMNOHEHTBI KOMMIEKCa KanvesblX KaHamnoB),
1581CMX  |IgG, nukeop (VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF) 6 725
AHTVHeNpoHarbHble aHTUTENa, IgG, metoa Henpsamom
nmmyHodnyopecueHumm (Neuronal antibodies, 19G, Indirect
1584AN immunofluorescence (IIF)) 3 605
AHTUTERNa K MblLEeYHO-Ccrneundmnyeckon TMpo3uHkuHase (aHTM-MuSK) B
1585MUSK |cbiBopoTke KpoBu, (Muscle-specific tyrosine kinase (MuSK) antibody) 5975
KomnnekcHoe uccnegoBaHune Ans UCMONb30BaHUS B AUarHOCTUKe
paccesiHHOro ckrneposa: onpegeneHne onuroknoHansHoro IgG (nukeop,
1537 CbIBOPOTKA) U CBOBOAHBIX NErkmx Lenen MmMyHornobynmHoB (NnKeop) 5 965
14.13. AytoummyHHble 3aboneBaHusa nerkux u cepaua (Autoimmune Lung
Diseases, Autoimmune Heart Diseases)
AHTUTena knacca IgG k cepageyvHon myckynaType (Muokapay),
815 aHTMMMOKapamanbHble aHTuTena (Anti-Heart Antibodies, IgG) 1500
AKTMBHOCTb aHMMOTeH3uH-NpeBpaLlatoLlero pepmeHTa (Al1P) cbiIBOPOTKM
844 kpoBwu (Angiotensin Converting Enzyme, ACE, Serum) 2 635
BocnanuteneHble Mnokapauonatum (AT k mutoxoHapusam (AMA), AT k
4068 cepgeyHon Myckynartype) 3 100
14.14. UmmyHHble TpombouutoneHuun (Immune Thrombocytopenia, ITP)
AHTUTEna knacca k IgG TpomboumTam, Henpsimown TecT (Platelet Antibodies
973 IgG, Indirect) 3750
15.1. Annepronorunyeckue nccneposaHusa, TexHonorna ImmunoCAP
(Allergy examination, ImmunoCAP technology)
6804E1 Kowka, nepxotsb (e1) IgE, ImmunoCAP 890
6803E5 Cobaka, nepxotb (€5) IgE, ImmunoCAP 1 090
6805F2 Monoko koposbe (f2) IgE, ImmunoCAP 1145
6809T3 Bbepesa (t3) IgE, ImmunoCAP 1145
6817D1 Knew, gomatuHer noinun / D. pteronyssinus (d1) IgE, ImmunoCAP 1145
6818D2 Knew, gomawHen nbinm / D. farina (d2) IgE, ImmunoCAP 1145
6819H1 HomawHsas neink (Greer Labs.) (h1) IgE, ImmunoCAP 1145
6825H2 HOomawHsas neinb (Hollister —Stier) (h2) IgE, ImmunoCAP 1145
6830M6 Alternaria alternata (m6) IgE, ImmunoCAP 1145
6831M3 Aspergillus fumigatus (m3) IgE, ImmunoCAP 1145
6832M1 Penicillium notatum (P.chrysogenum) (m1) IgE, InmunoCAP 1145
6834M2 Cladosporium herbarum (m2) IgE, ImmunoCAP 1145
6835G6 Tumodpeeska nyrosas (g6) IgE, ImmunoCAP 1145
6836F1 Anunbin 6enok (f1) IgE, ImmunoCAP 1145




6837F75 Anunbin xenTtok (f75) IgE, ImmunoCAP 1145
6861E85 Kypuua, nepo (e85) IgE, ImmunoCAP 1145
6824E213 Monyran, nepo (€213) IgE, ImmunoCAP 1145
6874W6 MonbiHb 0BbikHOBEHHAs (W6) IgE, ImmunoCAP 1145
6880F3 Tpecka atnaHTnyeckas (f3) IgE, ImmunoCAP 1145
6920W5 MonbiHb ropbkas (w5) IgE, ImmunoCAP 1145
6869F4 Muwenunua (f4) IgE, ImmunoCAP 1145
6870F93 Kakao (f93) IgE, ImmunoCAP 1145
6871F14 CoeBble 606kl (f14) IgE, ImmunoCAP 1145
6872F13 Apaxuc (f13) IgE, ImmunoCAP 1145
6873F83 Msico kypuupl (f83) IgE, ImmunoCAP 1145
6875F49 Abnoko (f49) IgE, ImmunoCAP 1145
6877F92 BaHaH (f92) IgE, ImmunoCAP 1145
6878F27 loBaguHa (f27) IgE, ImmunoCAP 1145
6879F45 Opoxokn nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 1145
6881F25 Momugop (f25) IgE, ImmunoCAP 1145
6882F33 AnenbcuH (f33) IgE, ImmunoCAP 1145
6884F7 Ogec (f7) IgE, ImmunoCAP 1145
6886F11 peunxa (f11), IgE, ImmunoCAP 1145
6887F35 Kaptodpens (f35) IgE, ImmunoCAP 1145
6888F225 |ToikBa (f225) IgE, ImmunoCAP 1145
6889F208 Jlumon (f208) IgE, ImmunoCAP 1145
6890F44 3emngHuka, KnybHuka (f44) IgE, ImmunoCAP 1145
6891F31 Mopkosb (f31) IgE, ImmunoCAP 1145
6892F9 Puc (f9) IgE, ImmunoCAP 1145
6893F26 CeuHuHa (f26) IgE, ImmunoCAP 1145
6894F24 KpeseTka (f24) IgE, ImmunoCAP 1145
6896F17 ®yHayk (f17) IgE, ImmunoCAP 1145
6898F84 Kuen (f84) IgE, ImmunoCAP 1145
6903F210 AHaHac (f210) IgE, ImmunoCAP 1 145
6908171 Komap (i71) IgE, ImmunoCAP 1145
6911C1 MennumnnuH G (c1) IgE, ImmunoCAP 1145
6917K82 Natekc (k82) IgE, ImmunoCAP 1145
6919E81 Osua, anutenun (€81) IgE, ImmunoCAP 1090
6807F78 KaszeunH, monoko (nBos d8) (f78) IgE, ImmunoCAP 2 655
6806F76 Anbda-naktansoymuH (nBos d4) (f76) IgE, ImmunoCAP 2 655
6808F77 Beta-nakrornobynuH, (nBos db) (f77) IgE, ImmunoCAP 2 655
6848F232 OBanbbymuH, anbbyMuH anyHbii, nGal d2 (f232) IgE, ImmunoCAP 2 655
6849F233 Osomykong, nGal d1 (f233) IgE, ImmunoCAP 2 655
6851K208 JInzouum sanua, nGal d4 (k208) IgE, ImmunoCAP 2 655
6822MX2 Cwmecb annepreHos nneceHn (mx2) IgE, ImmunoCAP 1735
6914FX5 Cwmecb getckmx nuwesbix annepreHoB (fx5) IgE, ImmunoCAP 1735
6820HS Cwmecb annepreHoB gomatuHen nbinuv (Hollister-Stier) (hx2) IgE, ImmunoCAP 1735
6821TX9 Cwmecb annepreHos nbinblbl gepeBbes (tx9) IgE, ImmunoCAP 1 680
6838W X1 Cwmecb annepreHoB nbifbLbl COpHbIX Tpae (wx1) IgE, ImmunoCAP 1735
6868GX1 Cwmech nbinbLbl paHHeuseTywmnx nyroeblx Tpas (gx1) IgE, ImmunoCAP 1 680
6823MX1 Cmecb annepreHoB nnecHesbix rpnbkoB (mx1) IgE, ImmunoCAP 1460
6883CF Cwmecb nuwesbix annepreHos (fx15) IgE, ImmunoCAP 1735
6802PH Phadiatop ImmunoCAP, IgE 3575
68107215 Bepesa 6opogasyaTas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP 2 655
68117221 bepesa 6opogasuaTtas, rBet v2, rBet v4 (t221) IgE, ImmunoCAP 2 655
6812G213 |Tumodeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImnmunoCAP 2 655
6813G214 |TumodpeeBka nyroeas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 2 655
6814W230 |AmMb6po3us Bbicokasi, nonbiHonucTHasd, nAmb a1 (w230) IgE, ImmunoCAP 2 655
6815W231 |lMNonbiHb 06bIkHOBEHHas, nArtvl (w231) IgE, ImmunoCAP 2 655
6816W233 |lNonbiHb 06bIkHOBEHHas, nArtv3 (w233) IgE, ImmenoCAP 2 765
6841E94 Kowka, rFel d1 (e94) IgE, ImmunoCAP 2 655
6843E101 Cobaka, rCan f 1 (e101) IgE, ImmunoCAP 2 655




6844E102 Cobaka, rCan f 2 (e102) IgE, ImmunoCAP 2625

6846M229 |Alternaria alternate, rAlt a 1 (m229) IgE, ImmunoCAP 2 655

6847E204 Bbl4nin CbIBOPOTOYHbLIVM anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP 2 655

6855F353 Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 2 655

6801PI Phadiatop Infant InmunoCAP, IgE 3045
15.2. UmmyHornobynut E obwunii (IgE, Total)

MmmyHorno®ynuHel knacca E (o6wwun IgE, nmmyHornobynuH E obwnin)

67 (Immunoglobulin E Total, IgE Total) 805
15.3. OnpeaeneHue cneunduueckux IgE: KomnaekcHbie annepronaHenu
(Determination of Specific IgE: Comprehensive Allergy Panels)

665 MaHenb pasHble anneprexsl, IgE (Panel Different Allergens, IgE) 10 740

670 MaHenb negmatpudeckas, IgE (Pediatric Panel, IgE) 11 490

666 MaHenb pecnupatopHble annepreHsbl, IgE (Respiratory Panel, IgE) 10 990
15.4. OnpepgeneHune cneundpuueckux IgE: nuwesble annepreHbl
(Determination of Specific IgE: Food Allergens)

669 MaHenb nuweBble anneprexsbl, IgE (Food Allergy Panel, IgE) 13 080
Cwmecb nuweBbIx annepreHoB 1: anenbcuH, 6aHaH, s6noko, nepcuk, IgE
(FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach,

637 IgE)* 2 295
Cwmech nNuLEeBbIX annepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, IgE (FP50
(F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple,

638 IgE)* 2 295
Cwmecb nuweBbIX annepreHoB 3: CBMHUHA, KYPMHOE MSICO, FOBSIAMHA,
6apaHuHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken

639 Meat, Lamb, IgE)* 2 295

677 AHaHac, IgE (Pineapple, IgE, F210) 795

998 AnenbcuH, IgE (Orange, IgE, F33) 795

611 Apaxwuc, IgE (Peanut, IgE, F13) 795

676 BbaHaH, IgE (Banana, IgE, F92) 795

673 BapaHwvHa, IgE (Lamb, IgE, F88) 795

649 BbeTta-nakrornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 795

645 oBsavHa, IgE (Beef, IgE, F27) 795

636 penindpyr, IgE (Grapefruit, IgE, F209) 795

650 KaszeuH, IgE (Casein, IgE, F78) 795

642 Kanycta koyaHHas, IgE (Cabbage, IgE, F216) 795

646 Kaptoderns, IgE (Potato, IgE, F35) 795

654 Kuen, IgE (Kiwi Fruit, IgE, F84) 795

634 Kny6Huka, IgE (Strawberry, IgE, F44) 795

608 Koposbe monoko, IgE (Milk, IgE, F2) 795

614 Kpabel, IgE (Crab, IgE, F23) 795

615 KpeseTku, IgE (Shrimp, IgE, F24) 795

675 Matnro, IgE (Mango, IgE, F91) 795

617 Mopkosb, IgE (Carrot, IgE, F31) 795

648 OBcaHas myka, IgE (Oat, IgE, F7) 985

632 Mekapckune gpoxokn, IgE (Baker's Yeast, IgE, F45) 795

674 Mepcuk, IgE (Peach, IgE, F95) 795

655 MueHble gpoxoku, IgE (Brewer’s Yeast, IgE, F403) 795

647 Mpoco, IgE (Common Millet, IgE, F55) 795

610 MweHnyHasa myka, IgE (Wheat, IgE, F4) 795

652 Pwuc, IgE (Rice, IgE, F9) 795

644 CeuHuHa, IgE (Pork, IgE, F26) 795

619 Cenbgepen, IgE (Celery, IgE, F85) 795

612 CoeBble 606bI, IgE (Soybean, IgE, F14) 795

616 Tomarsl, IgE (Tomato, IgE, F25) 795

609 Tpecka, IgE (Codfish, IgE, F3) 795

643 ToikBa, IgE (Pumpkin, IgE, F225) 795




613 dyHayk, IgE (Hazelnut, IgE, F17) 795

653 Abnoko, IgE (Apple, IgE, F49) 795

607 Anunbin 6enok, IgE (Egg White, IgE, F1) 795

618 Anunbin xentok, IgE (Egg Yolk, IgE, F75) 795
15.5. OnpeaeneHue cneunduyeckux IgE: 6biToBbIE annepreHbl
(Determination of Specific IgE: Household Allergens)

Cwmecb annepreHos nneceHu: Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE (MP1 (M1,
M2, M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium

602 herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)* 2 295

623 lNMneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 1070

624 MNMneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) 795

625 MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 795

627 MNMneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 795

631 HDomawHsas neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1) 1 040
Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides

621 pteronyssinus, IgE, D1) 1160
Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE,

622 D2) 1160
15.6. OnpepgeneHune cneundpuueckux IgE: annepreHbl X KUBOTHbIX
(Determination of Specific IgE: Allergens of Animal Origin)

Cwmecb annepreHoB AOMaLUHWX rPbI3YHOB: 3NUTENNIA MOPCKON CBUHKM,
3ANMTENUIN KPONuKa, anuTenni xoMsika, Kpbica, Mbiwb, IgE (EP70 (E6, E82,
E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit Epithelium,

1070 Hamster Epithelium, Rat, Mouse, IgE)* 2 295

605 Kowka, IgE (Cat Dander-Epithelium, IgE, E1) 895

606 Cobaka, IgE (Dog Epithelium, IgE, E2) 795

620 TapakaH, IgE (Cockroach, IgE, 16) 795

660 Mopckas ceuHka, anutenun, IgE (Guinea Pig Epithelium, IgE, E6) 795

662 Osua, snutenun, IgE (Sheep Epithelium, IgE, E81) 795

663 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 1 305
15.7. OnpeaeneHue cneyundudeckux IgE: annepreHbl NbiNAbLbl pacTeHUM
(Determination of Specific IgE: Allergens of Plant Pollen)

Cwmecb annepreHoB TpaBhbl: eXa cOopHas, OBCAHHMLA NyroBasl, POXb
MHoOroneTHsis, Tumocpeeska, MaTnuK nyroeon, Ige (GP1 (G3, G4, G5, G6,
G8), Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial Rye Grass,

600 Timothy Grass, June Grass (Kentucky Bluegrass), IgE)* 2220
Cwmecb annepreHoB TpaBbl: KONOCOK OYLUMCTbINA, POXXb MHOTONETHSS,

TumModpbeeBKa, poXb KynbTUBUPOBaHHasi, byxapHuK wepctucTbiv, IgE (GP3
(G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass, Perennial Rye

601 Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)* 2 295
Cwmecb annepreHoB gepeBbeB: OfbXa, newmHa obbikHOBEHHas, uBa, bepesa,
ayb, IgE (TP9 (T2, T4, T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow,

603 Birch, Oak, IgE)* 2 295
Cwmecb annepreHoB COpHOW TpaBbl: aMOPO3USA MOSTbIHHOMUCTHAS, NOSbIHb
06bIKHOBEHHas, MOOOPOXHUK, Mapb benas, YepTononox pycckui, IgE (WP1
(W1, W6, W9, W10, W11), Weed Panel: Common Ragweed, Mugwort,

604 English Plantain, Lamb's Quarters, Russian Thistle, IgE)* 2 295

657 Bbepesa, nbinbua, IgE (Birch, IgE, T3) 795

640 Tononb, IgE (Cottonwood, IgE, T14) 1035

656 TumodpeeBka, nbinbua, IgE (Timothy Grass, IgE, G6) 1315

658 MonbiHb 0ObIKHOBEHHas, NbinbLa, IgE (Mugwort, IgE, W6) 795
15.8. OnpepgeneHune cneundpuueckux IgE: npodpeccnoHanbHble annepreHol
(Determination of specific IgE: professional allergens)

628 NaTekc, IgE (Latex, 1gG, K82) 795




15.9. OnpeaeneHue cneumpuyeckunx IgG: nuwesble annepreHsol
(Determination of Specific IgG: Food Allergens)

Cwmecb nuweBbIx annepreHoB 1: anenbcuH, 6aHaH, s10moko, nepcuk, IgG
(FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach,

6612 IgG)* 2 295
Cmecb nuLeBbIX annepreHoB 2: k1K, MaHro, 6aHaH, aHaHac, IgG (FP50
(F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple,
6611 IgG)* 2 295
Cwmecb nNuweBbIX annepreHoB 3: CBMHUHA, KYpPMHOE MSICO, FOBSIAMHA,
bapanuHa, IgG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken
6613 Meat, Lamb, IgG)* 2 295
231ALL AHTuTena knacca IgG Kk naHenu nNuLeBbIX annepreHos 18 790
6672 AHaHac, IgG (Pineapple, 1gG, F210) 795
6667 AnenbcuH, IgG (Orange, IgG, F33) 1 040
6645 Apaxwuc, 1gG (Peanut, IgG, F13) 795
6671 BbaHaH, IgG (Banana, 1gG, F92) 795
6668 BapanwuHa, IgG (Lamb, IgG, F88) 795
6601 Beta-nakrornobynuH, IgG (Beta Lactoglobulin, 1gG, F77) 795
6654 lNoBagnHa (F27), annepreH-cneundudeckue IgG (Beef, IgG, F27) 795
6666 MpenndpyT (F209), annepreH-cneuundumdeckue IgG (Grapefruit, IgG, F209) 795
"peyHeBas myka (F11), annepren-cneundudeckne IgG (Buckwheat, IgG,

6644 F11) 795
6602 KasewnH (F78), annepren-cneundudeckume IgG (Casein, IgG, F78)) 795
KanycTa ko4aHHas (F216), annepren-cneundudeckne 1gG (Cabbage, 1gG,

6649 F216) 795
6657 Kaptodensb (F35), annepren-cneunduyeckme IgG (Potato, IgG, F35) 795
6608 Kuen (F84), annepreHn-cneuncundeckme IgG (Kiwi Fruit, IgG, F84) 795
6659 KnybHuka (F44), annepren-cneundunyeckme IgG (Strawberry, IgG, F44) 795
6648 Koposbe monoko (F2), annepren-cneuncudeckue IgG (Milk, IgG, F2) 795
6652 KpeseTku (F24), annepren-cneundudeckue 1gG (Shrimp, 19G, F24) 795
KypuHoe msco (F83), annepreH-cneuunduyeckne IgG (Chicken Meat, IgG,

6603 F83) 795

6609 JlumoH (F208), annepren-cneumdudeckue IgG (Lemon, IgG, F208) 795

6670 Matro (F91), annepren-cneunduyeckme 1gG (Mango, 19G, F91) 795

6656 Mopkosb (F31), anneprex-cneumdundeckue IgG (Carrot, IgG, F31) 795

6661 OsBcsaHas myka (F7), annepreH-cneumnduyeckue IgG (Oat, 19G, F7) 955
Mekapckune apoxokn (F45), annepreH-cneundudeckme IgG (Baker's Yeast,

6664 IgG, F45) 1040
6669 Mepcuk (F95), annepren-cneumdguyeckue IgG (Peach, I1gG, F95) 795
MueHble apoxokn (F403), annepreH-cneundudeckme IgG (Brewer’s Yeast,

6610 IgG, F403) 795
6660 Mpoco (F55), annepreH-cneunduyeckne 1IgG (Common Millet, IgG, F55) 795
6658 MweHunyHasn myka (F4), annepreH-cneunduyeckne IgG (Wheat, 19G, F4) 795
6605 Pwuc (F9), annepren-cneuuduyeckune 1gG (Rice, 1gG, F9) 795
6653 CeuHuHa (F26), anneprex-cneuundmyeckue IgG (Pork, 19G, F26) 795
6646 CoeBble 606bI (F14), annepreH-cneuundudeckue IgG (Soybean, IgG, F14) 795
6607 Tomarsbl (F25), annepren-cneundudeckue IgG (Tomato, IgG, F25) 795
6655 Tpecka (F3), annepreH-cneuudumyeckue IgG (Codfish, 1gG, F3) 795
6650 TeikBa (F225), annepreH-cneuyuduyeckne IgG (Pumpkin, 1gG, F225) 795
6647 ®dyHayk (F17), annepreH-cneuyudpumyeckue IgG (Hazelnut, IgG, F17) 795
6665 LWokonap (F105), anneprex-cneumncunyeckue IgG (Chocolate, IgG, F105) 1 040
6606 Abnoko (F49), annepreH-cneuudpuyeckue IgG (Apple, 1gG, F49) 795
6643 Anunbin 6enok (F1), annepren-cneundundeckme IgG (Egg White, 1gG, F1) 795
6662 Anunbin xentok (F75), annepren-cneunduyeckme IgG (Egg Yolk, 1IgG, F75) 795




MonekynapHo reHeTu4eckoe nccriegoBaHne npu pake Tena matku (MSl,

5511 POLE) 10 650

5512 BbisiBnenune tpaHcnokauun EML4ALK, ROS1 n mytaumii B reHe MET 14 805

7313 KapuoTtun nnoga (abopTHbI maTepuan) 22 040
OueHka cocTosIHUS MMKpOoBUoLLeHO3a TONCTOro K1LLeYHMKa, 16 nokasartenen
(HopModoriopa, ycnoBHo-natoreHHast conopa) metogom lNLP.

3347 KOJNOHO®JIOP-16 (meTabonmam) 5040
OueHka cocTosiHMS MMKpOOMoLLeHO3a TONCTOro Kuwe4vHnka, 16 nokasarenen
(HopModornopa, ycnoBHO-NaToreHHasi u natoreHHasi goriopa) metogom lLP.

3348 KOJTOHO®JIOP-16 (6rnoueHo3) 5 040
CKpVHUHroBOE 1ccrneaoBaHne HanpaBneHHble Ha BbisBneHne metogom lMNLP
BO30yaMTENENn KNLWeEeYHbIX NapasnTo3oB (Nsambnmosa, amebnasa,

3349 ©nacToUMCTHOM MHBA3MK1, KpMNTOCNOPMAMO3a, U3ocnopo3sa). [NpoTo-CkpuH 2 685
"enbMo-ckpuH. CkpuHuHroBoe lMLP-uccnegosaHue Bo3dyguTenen
rensMMHTO30B (3HTepobnosa, ackapmnaosa, oudunnoboTpmnosa,

3355 OMNMCTOPX03a, TEHN03a) 2 565

777722 MyTtaumn B reHe POLE 9190

777723 MyTaumm B reHe IDH2 12 880

777724 MyTtauwmm B reHe IDH1 12 880

777725 Mytauus PIK3CA 12 880

777727 Onpepgenexnne metnnmposaHms reHa MGMT 12 880
OnpepeneHne pacnpocTpaHeHHbix MyTauuii reHoB BRCA1,BRCA2 npu pake

560 MOJIOYHOM XXenesbl N ANYHNKOB B BroncunHom matepuane 7 590

562 Onpepenenne mytaumii B 18,19.20, 21 ak3oHax reHa EGFR 9 335

574 OnpepgenexHne MukpocaTennuTHon HectabunbHocTn (MSI) 7 235

577 Onpepgenenne nepectpoek reHa ALK 8 245

578 OnpepeneHne nepectpoek reHa ROS1 8 245
15.10. Onpeaenexue cneymndpudeckux IgG: 6biToBble annepreHbl
(Determination of Specific IgG: Household Allergens)

Cwmecb annepreHos nnecenu: Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG (MP1 (M1,
M2, M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium

6619 herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, 1IgG)* 2295
MneceHb Penicillium notatum (M1), annepreH-cneundudeckme 1gG

6614 (Penicillium notatum, IgG, M1) 795
MneceHb Cladosporium herbarum (M2), annepreHn-cneundudeckme IgG

6615 (Cladosporium herbarum, IgG, M2) 795
MneceHb Alternaria tenuis (M6), annepren-cneuundmyeckue IgG (Alternaria

6618 tenuis, 1gG, M6) 795
Knew, Dermatophagoides pteronyssinus (D1), annepreH-cneundudeckme 1gG

6632 (Dermatophagoides pteronyssinus, IgG, D1) 795
Knew, Dermatophagoides farinae (D2), anneprex-cneundmyeckune IgG

6633 (Dermatophagoides farinae, IgG, D2) 795
MneceHb Aspergillus fumigatus (M3), annepren-cneunduyeckme 1gG

6616 (Aspergillus fumigatus, 19G, M3) 835
15.11. OnpepeneHune cneundunyeckux IgG: annepreHbl X KUBOTHbIX
(Determination of Specific IgG: allergens of Animal Origin)

Kowka, anutenun (E1), anneprex-cneunduyeckme IgG (Cat Dander-

6638 Epithelium, 19G, E1) 795
Cobaka, anutenun (E2), annepren-cneunduyeckme IgG (Dog Epithelium,

6639 IgG, E2) 795
16.1. CeeToonTUuecKkoe uccnegosaHue cnepmartosongos (Optical Study of
Spermatozoa)

WccneposaHue dparmeHTaumm OHK B cnepmatosomaax metogom TUNEL
595 (Sperm DNA Fragmentation, TUNEL) 9990




16.2. dN1eKTPOHHO-MUKpPOCKONUuecKoe uccneaosaHue cnepmol (Electron-
Microscopic Study of Sperm)

594

OneKTPOHHO-MMKPOCKONMYecKkoe nccnegosaHue cnepmartosongos (OMUC)
(Electron-Microscopic Study of Sperm)

14 900

16.3. AHTMCnepmanbHble aHTUTena (Antispermatozoal Antibodies)

597

MAR-TecT, IgA (KonnyecTBeHHOE onpeaeneHne Hann4ns/oTCyTCTBUS
aHTUCNepmManbHbIX aHTUTEN kracca A ¢ UCNONb30BaHMEM NaTEKCHbIX YacTuL,
Ha noeepxHocTu cnepmarto3ounaoB) (MAR-test — Mixed Antiglobulin Reaction,

IgA)

1745

598

MAR-TecT, IgG (konuuecTBeHHOE onpeaeneHne Hanumunus/oTcyTCTBUS
aHTUcnepmManbHbIX aHTUTenN krnacca G ¢ UCNONb30BaHMEM NATEKCHbIX YacTuLy
Ha noeepxHocTu cnepmarto3ounaoB) (MAR-test — Mixed Antiglobulin Reaction,

19G)

1745

224

AHTUTENa aHTUCNepMarbHble B cnepme (Anti-Spermatozoa Antibodies, ASA,
Semen)

1545

223

AHTWUTENA aHTUCNepManbHble B CbiIBOPOTKe KpoBu (Anti-Spermatozoa
Antibodies, ASA, Serum)

1595

17.1. XupKocTHasa uuTonorua, okpawmsaHue no NanaHukonay (Liquid-
Based Cytology, LBC, Pap-Test)

518

YKnpgkoctHas umTtonorus. Lintonornyeckoe ncenegosaHme buomatepumana
LUEeNKM MaTku (oKpawmeaHue no NanaHukonay, TexHonorus ThinPrep ®)*

2 000

17.2. OkpawwusaHue no ManaHuKonay ? Pap-tect (Papanicolaou Stain)

517

LinTonornyeckoe nccnegosaHne buomarepuana LWenku MaTku
(okpawwmBaHue no ManaHukonay, Pap-tect) (Cytological Examination: Cervix,
Pap-test)

3 380

519

Lintonornyeckoe uccnegosaHune 6nomarepumana cockoboB ByrbBbl U
Bnaranvwa, Kpome Lierku maTku (okpawmsaHue no ManaHukonay, Pap-TecT)

1645

17.3. OKpawmBaHue no PomaHoBcKkomy-Tmmse (Romanowsky-Giemsa
Stain)

500

LinTonornyeckoe nccrnegoeaHne matepuara, nony4eHHoro npu
XUPYPrMyYeckMx BMeLLaTenbCTBax 1 ApYrmx CPOYHbIX MCCNEeLOBaHUSIX
(Cytological Examination of Material Obtained during Surgical Procedures
and Other Urgent Research)

1240

502

WccnepoBaHue cockoboB 1 0TNEYaTKOB C MOBEPXHOCTU KOXM U CIIN3UCTbIX
(Examination of Scrapings and Prints of Skin and Mucous Membranes)

1240

503

WccnepoBaHve cockobOB M OTNEYATKOB OMyXorein 1 onyxonenogobHbIxX
obpasoaHun (Examination of Scrapings and Prints Tumor and Tumor Like
Formations)

1240

5043H[1

VccnepgoBaHme aHgockonmdeckoro matepmana (Examination of Endoscopic
Material)

1240

504CBP

VMccnegosaHus NpombiBHbIX Bog 6poHxoB (ccnegoBaHue CMbIBOB C
6poHxoB) (Examination of Bronchial Washouts)

1240

505

ViccnegoBaHmne COCKOOOB LLEKN MaTKM U LepBMKanNbHOMo KaHana
(Examination of Scrapings: Cervix and Cervical Canal )

1240

5056

LinTonormnyeckoe nccnegoBaHue anmTenus WENKN MaTku ¢ onucaHnem no
TepMuHonornyeckon cucteme betecaa (The Bethesda System ? TBS)
(Cytological Examination of Cervical Epithelium with Description on The
Bethesda System, TBS)

1240

506ACT1

WccneposaHve acnvparta us nonocty maTkm (Masku) (Examination of Uterine
Aspiration )

1240

506BMC

WMccneposaHve otneyatka ¢ BHyTpuMaToyHoun cnnpanu (BMC) (Examination
of Imprint Intrauterine Device, 1UD)

1240

507MOM

WccnegosaHve moun (Examination of Urine)

1240

507MXE

UccneposaHuve BbiaeneHnin U3 MonoyHon xenessl (Examination of Breast
Discharge)

1240




507T3C

ViccnegoBaHme TpaHccydaToB, 3KccyaaToB, cekpeToB (Examination of
Transudates, Exudates, Secrets)

1240

508

WccnepoBaHne mokpoThl (Examination of Sputum)

1240

509MXE

WMccneposaHve nyHKTaToB MONOYHOM xenesbl (Examination of Punctates:
Breast)

1240

509KOX

WccneposaHue nyHkTaToB KOXM (Examination of Punctates: Skin)

1240

510

ViccnegoBaHme NyHKTAToOB ApYrMx opraHoB 1 TkaHen (Examination of
Punctates: Other Organs and Tissues)

1240

5106

LinTonornyeckoe nccnegoBaHue nyHKTaTa LWMTOBUMOHOW Xernesbl C
onucaHuem no TepMuHonornyeckon knaccudpmkauum betecaa (The Bethesda
System for Reporting Thyroid Cytopathology (TBSRTC), Fine-Needle
Aspiration (FNA))

1240

512

LinTonormnyeckoe nccnegosaHne cockoba (Maska) Cnmancton o60mnovkm
nonocTtu Hoca (oaHa nokanusaums) (Cytological Examination: Scrapings
(Smear) of Nasal Mucous Membrane (1 Localization))

1240

514

WMccnenoBaHue aHAOCKONMYECKOro MaTepuana Ha Hanudune Helicobacter
pylori (Examination of Endoscopic Material: Presence of Helicobacter pylori)

2825

17.4. KoHcynbTauma rotoBbix npenapatos (Cytological Examination of
Early Stained Slides with Cytological Smear)

5000

KoHcynbTaumsi roToBbIX LIMTONOMMYECKMX NpenapaToB (04HO CTEKIIO0)
(Consultation of Finished Cytological Preparations (1 Glass))

500

18.1. F'Mcronornyeckne nccnenosaHUA C OKpawMBaHUEM reMaToKCUINH-
3o3unHom (Histology, hematoxylin and eosin stain (H&E stain, HE stain))

511

"'mcTonornyeckoe nccnegoBaHme GuoncunHoro Matepunana u
MaTepwuana,nosydeHHOro Npu XMpyprumyecknx
BMeLlaTenbCTBax(3HAOCKOMUYECKOro MaTepuana;TKaHew >XeHCKON NOoroBON
CUCTEMBI;KOXWN,MATKMX TKAHEW;KPOBETBOPHON 1 NMMMOUAHON TKAaHEN;KOCTHO-
XPALLEBOW TKaHN)*

3290

534

BuoncuiiHas gnarHocTnka gepmaTosoB - Moponornyeckoe nccnegoBaHune
G1onTaToB B LEeNsx AMarHoCTMKM 3aboneBaHuin Koxn (Kpome
HoBooGpa3oBaHui) (Pathology of skin biopsyes)*

2415

524

MacTput, accounnpoBaHHbln ¢ Helicobacter pylori (ructonoruveckun
npocduns) (Helicobacter pylori Associated Gastritis)*

5105

516

McToxumuyeckoe uccneposanune Helicobacter pylori (cnuab) (Helicobacter
pylori, Mucus, Histochemical Study)*

2 655

5110

KoHcynbTaums rotToBbIX rMCTONOrMyeckux npenapaTtos (1 ctekno + 1 6nok)
(Consultation of Finished Histological Preparations (1 Glass + 1 Block))

1470

18.2. UmmyHorucroxmmuueckue uccnegosaHma (Immunohistochemical
Examination)

PLUIM-I

MIMMYHOTMCTOXUMMNYECKUI CKPUHWHT paka LWenkn MaTkn — nccnegosaHme
OBYX MapkepoB AN paHHeEN ANarHOCTUKN AMCNNAasnumn C BbICOKON CTENEHbIo
pucka o3nokadectenenus: p16INK4a + Ki-67 (bnomatepuman
dmKCMpOBaHHbIV B hopmanvHoBom bydepe)

9590

PLM-B

MIMMYHOTMCTOXUMUNYECKUI CKPUHWHT paka LWenkn MaTkn — nccnegosaHme
OBYX MapkepoB AN paHHeEN ANarHOCTUKN AMCNNAasnumn C BbICOKON CTENEHbIo
pucka o3nokayectenexus: p16INK4a + Ki-67 (buomatepuan,
dmkcupoBaHHbIV B napaduHoBom 6noke) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a
+ Ki-67, Immunohistochemical Screening (Fixed Biomaterial in Paraffin
Block))

9 590

PMX-I"

Pak MonouHow xenesbl — KOMMMAEKCHbIN UMMYHOMMCTOXUMUYECKUI NPpodUsb
(bnomatepuan, mkcMpoBaHHbIN B hopmanuHoBom bydepe) (Breast Cancer,
Immunohistochemistry, IHC (Formalin-Fixed Biomaterial))

19 075




PMX-b

Pak MonouHow xenesbl — KOMMMAEKCHbIN UMMYHOTMCTOXUMUYECKUI NPpodusb
(bnomatepuan, ukcMpoBaHHbIN B napadmHoBom 6noke) (Breast Cancer,
Immunohistochemistry, IHC (Paraffin-Embedded Tissue Block))

19 075

525

PeLenTopbl kK 3CTporeHaMm 1 NPorecTepoHy, MUMMYHOTMCTOXMMUYECKOE
nccneposaHue (Estrogen and Progesterone Receptors,
Immunohistochemical Study)*

8 095

5251

PeLenTopbl kK acTporeHam 1 NPorecTepoHy, MIMMYHOTMCTOXMMUYECKOE
nccnegoBaHue (buomaTtepwman, OUKCUPOBaHHbLIV B NapadnHOBOM Grioke)
(Estrogen and Progesterone Receptors, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

8 095

511X

Ki-67 (MIB-1) akcnpeccusi, UMMYHOrMCTOXUMMWYECKOE UCCreoBaHNe: oLeHKa
nponudepaTnBHON akTUBHOCTM No akcnpeccum Ki-67 (buomaTtepwman,
dmkcmpoBaHHbIV B (hopmanuHoBoM bydepe) (Ki-67 (MIB-1) Expression,
Assessment of Proliferative Activity by Expression Ki-67,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

6 415

5222I'X

Ki-67 (MIB-1) akcnpeccusi, UMMYHOrMCTOXUMWYECKOE UCCIeJ0BaHNE: OLeHKa
nponudepaTMBHON akTMBHOCTM No akcnpeccun Ki-67 (buomatepman,
dmkcmpoBaHHbI B napaduHoBom 6noke) (Ki-67 (MIB-1) Expression,
Assessment of Proliferative Activity by Expression Ki-67,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

6 415

5112UX

HER2/neu akcnpeccus, HER2-ctatyc, MMMYHOrMCTOXMMUYECKOE
nccrneposanue, UMX (buomatepuan uUKCMpoBaHHbIN B hopmManmHoBOM
oydepe) (HER2/neu Expression, HER2 Status, Immunohistochemical Study
(Fixed Biomaterial in Formalin Buffer))*

7930

530FISH

Onpegenenne HER2 craTtyca onyxonu MeTogom MMmyHOyopecLeHTHON
rmbpugusauum in situ (FISH) (Determination of HER2 Status of Tumor,
Fluorescence In Situ Hybridization)

35 085

532UIX

Pak npepcratenbHoM xenesbl — KOMMIIEKCHOE MMMYHOTMCTOXUMUYECKOE
uccregoBaHue ¢ OLEeHKOM akcnpeccun: anbga-metunaumn-KoA-paLemassl
(P504S, AMACR), untokepaTMHOB BbICOKOrO MOMeKyrnsipHoro Beca (347E12),
benka p63 (Prostate cancer — complex immunomorphological examination
using assessment of the expression AMACR, high molecular weight
cytokeratin (34?E12), p63)*

13 330

533UIX

Pak npepcratenbHoM xenesbl — KOMMIIEKCHOE MMMYHOTMCTOXUMUYECKOE
uccrnegoBaHue ¢ OLEeHKOM akcnpeccun: anbga-metunaumn-KoA-paLemassl
(P504S, AMACR), untokepaTMHOB BbICOKOrO MOMeKyrnspHoro Beca (347E12),
6enka p63 (Prostate cancer — complex immunomorphological examination
using assessment of the expression AMACR, high molecular weight
cytokeratin (34?E12), p63)

13 330

5113UMX

HER2/neu akcnpeccus, HER2-ctatyc, UMMYHOrMCTOXMMUYECKOE
nccnegosanue, UMX (buomatepuan, UKCMpOBaHHbIN B naparnHOBOM
6noke) (HER2/neu Expression, HER2 Status, Immunohistochemical Study
(Fixed Biomaterial in Paraffin Block))

7930

5114UT'X

MIMMyHOrMCTOXMMMYECKas AMArHOCTUKA XPOHUYECKOrO SHAOMETpUTA —
BbISiBNEHME nnasmaTtnyeckux knetok (CD138) (bnomartepuan,
dhmkcmpoBaHHbI B hopmanuHoBom 6ydepe) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Formalin Buffer))*

6 320

5115UMX

MMMyHOrMCTOXMMMYECKasd AMarHOCTUKa XPOHUYECKOro aHAoOMEeTpuUTa —
BbISIBIIEHME NnasmaTunyeckmx knetok (CD138) (buomatepuan,
dmkcmpoBaHHbIv B napaduHoBom 6noke) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Paraffin Block))

6 320

5116UMX

VIMMYHOTMCTOXMMUYECKOE UCCIeAoBaHMe Mapkepa paHHe AMarHOCTUKK
AMcnnasny ¢ BbICOKOW CTEMeHblo pucka o3nokavecterieHnsa: p16INK4a
(bnomatepuan, ukcMpoBaHHbIN B popmanuHosom Bydepe) (Early
Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

5570




5117UMX

MIMMyHOMMCTOXMMUYECKOE MCCNeAoBaHne MapKkepa paHHen AMarHOCTUKM
Aucnnasnm ¢ BbICOKOW CTENEHbIO pucka oarnokavecTeneHuns: p16INK4a
(bnomatepuan, pukcmpoBaHHbIN B napadmHoBomM 6noke) (Early Diagnosis
Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

5570

5118UMX

UmmyHornctoxmmmdeckoe (UIMX) nccneposaHue: gmarHocTuka
numconponudepaTnBHbIX 3aboneBaHuin (bnomartepuan, 3akoYeHHbIN B
napadguHoBbIn 6nok) (Immunohistochemical diagnosis of lymphoproliferative
diseases (Tissue Embedded in Paraffin Block))

34 475

5119UMX

UmmyHornctoxmmmdeckoe (UIMX) nccneposaHue: gmarHocTuka
numconponudepaTuBHbIX 3aboneeaHui (bromartepuan, QUKCUPOBAHHLIN B
dopmanuHosom Bydepe) (Immunohistochemical diagnosis of
lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*

34 475

5120U1X

UmmyHornctoxmmmdeckoe (UIMX) nccnegosaHue: AMarHOCTUKa rmcToreHesa
MeTacTasoB Npu HeyCTaHOBIIEHHOM NEPBUYHOM O4vare (CNeKkTp MapKepoB Ans
BbISIBIIEHWS TKAHEBOW NpUHaanexHoctn) (bromatepman, 3akmnioyYeHHbIV B
napaduHosbIv 65110K) (Immunohistochemical diagnosis in cancer metastasis
of unknown primary origin (Tissue Embedded in Paraffin Block))

34 475

5121MX

UmmyHornctoxmmmdeckoe (UIMX) nccnegoBaHue: AMarHOCTUKa rmcToreHesa
MeTacTasoB MNpu HeyCTaHOBIIEHHOM NEePBUYHOM O4vare (CNeKkTp MapKepoB Ans
BbISIBIIEHWS TKAHEBOW NpuHaanexHocTtun) (brnomatepman, UKCMPOBAHHLIN B
dopmanuHosom Bydepe) (Immunohistochemical diagnosis in cancer
metastasis of unknown primary origin (Fixed Biomaterial in Formalin Buffer))*

34 475

535

OnddepeHumanbHasa gMarHoCTUKa MenaHoMbl, MMMYHOTMCTOXMMUYECKOE
(UIX) nccnegosaxue, oueHka akcnpeccun S-100, Melan A (MART-1), HMB-
45, SOX-10 (IHC verification of malignant melanoma using assessment of
the expression S-100, Melan A (MART-1), HMB-45, SOX-10)*

38 745

536

OnddepeHunansHasa gnarHoctuka MenaHoMbl, UMMYHOTMCTOXMMUYECKOE
(MIX) nccneposaHue, oueHka akcnpeccun S-100, Melan A (MART-1), HMB-
45, SOX-10 (IHC verification of malignant melanoma using assessment of
the expression S-100, Melan A (MART-1), HMB-45, SOX-10)

38 745

537

MmmyHornmcToxmmmdeckoe nccnegosanue (1 mapkep): yrounsowee UIMX-
nccnegoBaHve ¢ Mcnonb3oBaHvem 1 aHtTutena (Mapkepa)

5450

19.1. UuTtoreHeTuueckue uccneaosaHus (Cytogenetic Examination)

7811

WccneposaHuve kapnoTtuna (KONMYecTBeHHbIE U CTPYKTYPHbIE aHOManmm
xpomocom) (Karyotype)

8 850

7312

WccnepnosaHue kapuoTtuna (KonmyecTBeHHbIE U CTPYKTYPHbIE aHoMarnum
XPOMOCOM) C 06A3aTeNnbHON Bblaayel kKapuorpambl

9335

20.1. OHKorematonoruuyeckue uccnegosaHua (Oncohematological
Examination)

777731

LintoreHeTnyeckunn aHanma KneTok KOCTHOro moara (kapmotun) (Cytogenetic
analysis of bone marrow (karyotype))

8 570

777732

AHanns xumepHoro reHa BCR/ABL - 1(9;22), onpepenenne tuna
TpaHckpunta BCR/ABL reHa - MNMUP, kavecTts. (Analysis of chimeric gene
BCR-ABL - 1(9;22), assessment of the BCR-ABL gene transcript type, PCR,
gualitative)

3 950

777733

AHanns oTHocuTenbHom akcnpeccum reHa BCR/ABL -konnyectBeHHas RQ
MupP (NMUP B peansHom BpemeHu, konudy.) (Analysis of the BCR/ABL relative
expression, RQ-PCR, quantitative)

5 660

777741BCL

WccnepoBaHne mytaumoHHoro ctatyca BCR-ABL reHa (MeTof npsMoro
cekBeHnpoBaHus no CaHrepy) (BCR-ABL1 Mutation Analysis using direct
Sanger sequencing, qualitative)

9 795

777734

AHanns xumepHoro reHa BCR-ABL (FISH, konun4.) (Analysis of chimeric
gene BCR-ABL, FISH, quantitative)

10 490




AHanns nepectpoek reHa FGFR1 (FISH, konun4.) (Analysis of gene

777735 rearrangements FGFR1 (FISH, quantitative)) 10 490
AHanns nepectpoek reHa PDGFR?(FISH, konuny.) (Analysis of gene

777736 rearrangements PDGFR? (FISH, quantitative)) 10 490
AHanns xumepHoro reHa FIP1L1/PDGFR?(FISH, konny.) (Analysis of

777737 chimeric gene FIP1L1/PDGFR? (FISH, quantitative)) 10 490
AHanns mytaumni B 12 sk3oHe JAK2 reHa (IMLUP, kay.) (Analysis of JAK2 Exon

777738 12 mutations (PCR qualitative)) 5 660
AHanns mytauumm u geneuun B reHe MPL (IMLP, kay.) (Analysis of MPL gene

777739 mutations, deletions, (PCR qualitative)) 5 660
AHanus mytauun, geneuunn, nHcepumii B reHe CALR (MLUP, ka4.) (Analysis of

777740 CALR gene mutations, deletions, insertions, PCR, qualitative) 5 660
KapunoTtun oHkoremaTonornyeckuii (Karyotype, Hematologic Disorders,

777769KQ |Peripheral Blood) 7 855
AHanns xumepHoro reHa PML/RAR? -t(15;17) (MUP, kay.) (Analysis of

777742PML |chimeric gene PML/RAR? -1(15;17) (PCR, qualitative)) 2 755
AHanus xumepHoro reHa RUNX1/RUNX1T1 -1(8;21) ( MUP, ka4.) (Analysis of

777743RUN |chimeric gene RUNX1/RUNX1T1 -1(8;21) (PCR, qualitative)) 2 755
AHanns xumepHoro reHa CBF?/MYH1- inv(16),t(16;16) (INLUP, ka4) (Analysis

777744CBF |of chimeric gene CBF?/MYH1- inv(16),t(16;16) (PCR, qualitative)) 2 755
AHanus nepectpoek 5 xpomocomsl (FISH, konny.) (Analysis of chromosome

777753Q5 |5 rearrangements (FISH, quantitative)) 11 015
AHanus nepectpoek 7 xpomocomsl (FISH, konny) (Analysis of chromosome 7

777748Q rearrangements (FISH, quantitative)) 11 015
AHanns nepectpoek MLL rena (FISH, konu4.) (Analysis of MLL gene

777749MLL |rearrangements (FISH, quantitative)) 11 015
AHanus nepectpoek 3q (FISH, konuy.) (Analysis of 3q rearrangements

7777473Q |(FISH, quantitative)) 11 015
AHanus geneuun 12p (FISH, konwny.) (Analysis of 12p deletion (FISH,

777751P guantitative)) 11 015
Ananus geneuun 20q (FISH, konwny.) (Analysis of 20q deletion (FISH,

777752Q20 |quantitative)) 11 015
AHanns xumepHoro reHa MLL/AF4 -t(4;11) (MUP, kay.) (Analysis of chimeric

777745MLL |gene MLL/AF4 -t(4;11) (PCR, qualitative)) 2 755
AHanus xumepHoro reHa E2A/PBX1 - 1(1;19) (MNUP, kay.) (Analysis of

777746E2A |chimeric gene E2A/PBX1 - t(1;19) (PCR, qualitative)) 2 755
AHanns geneummn TP53 rena (FISH, konuy.) (Analysis of TP53 gene deletion

777791TP53 |(FISH, quantitative)) 10 500
AHanns geneummn TP53 rena (FISH, konuy.) (Analysis of TP53 gene deletion

777754TP53 [(FISH, quantitative)) 11 755
AHanns nepectpoek IGH reHa (FISH, konuny.) (Analysis of IGH gene

777755IGH |rearrangements (FISH, quantitative)) 11 015
AHanus TpaHcnokauum t(4;14)(p16;932) (FISH, konny.) (Analysis of

777756TH [translocation t(4;14)(p16;932) (FISH, quantitative)) 10 500
AHanus TpaHcnokaumm t(11;14)(q13;932) (FISH, konu4.) (Analysis of

777757TQQ |[translocation t(11;14)(q13;932) (FISH,quantitative)) 11 015
AHanua moHocomumn, geneunmn 13 xpomocomsl — (del(13), -13) (FISH, konuny.)
(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

777792DEL |(FISH,quantitative)) 10 500
AHanns moHocomuu, geneumm 13 xpomocomsbl — (del(13), -13) (FISH, konuy.)
(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

777758DEL |(FISH,quantitative)) 11 015
AHanus TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis of

777793IGH [translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 10 500
AHanus TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis of

777759IGH [translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 11 015
AHanns nepectpoek ATM rena (FISH, konu4.) (Analysis of ATM gene

777761ATM [rearrangements (FISH, quantitative)) 11 755




777762Q12

AHanns Tpucommm 12 xpomocomsl (+12) (FISH, konun4.) (Analysis of
chromosome 12 trisomy (FISH, quantitative))

11 015

777774TQQ

AHanns Bcex cneumdunyeckmx adbeppauuin Ha napacgmHOBbIX cpe3ax
(rncToFISH, konuny.) (Analysis of all specific aberrations on paraffin slides
(FISH Histology, quantitative))

15 665

777790TQ

AHanns TpaHcnokauum t(11;14)(q13;932) Ha napadunHOBbLIX cpe3ax
(rmcToFISH, konuy.) (Analysis of translocation t(11;14)(q13;932) on paraffin
slides (FISH Histology, quantitative))

15 665

777763TQQ

AHanus TpaHcnokaumm t(11;18)(q21;921) (FISH, konuny.) (Analysis of
translocation t(11;18)(g21;g21) (FISH, quantitative))

11 015

777764BCL

AHanns nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konny.) (Analysis of
BCL- 6 gene rearrangements (der(3)(q27) (FISH, quantitative))

11 015

777771BCL

AHanns nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napadunHOBbLIX cpe3ax
(TucToFISH, konuy.) (Analysis of BCL- 6 gene rearrangements (der(3)(q27))
on paraffin slides (FISH Histology, quantitative))

15 665

777765MYC

AHanus nepectpoek MYC rena ( 1(8;14)(924;932)-1(2;8)(p11;924), t(8
;22)(924;911)) (FISH, konun4.) (Analysis of MYC gene rearrangements
(1(8;14)(q24,932)-1(2;8)(p11;924), t(8 ;22)(924;q11) (FISH, guantitative))

11 015

777766TQQ

AHanus TpaHcnokaumm t(2;5)(p23;935) (FISH, konny.) (Analysis of
translocation t(2;5)(p23;935) (FISH, quantitative))

10 000

777772TPQ

AHanus TpaHcnokaumm t(2;5)(p23;935) Ha napadmHoBbIX cpesax (rmcToFISH,
konwnd.) (Analysis of translocation t(2;5)(p23;q35) on paraffin slides (FISH
Histology, quantitative))

14 920

777767BCL2

AHanus nepectpoek BCL2 reHa
t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(q21;911) (FISH, konn4.) (Analysis
of BCL2 gene rearrangements
1(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(q21;911) (FISH, quantitative))

11 015

777773BCL2

AHanns nepectpoek BCL2 reHa Ha napadumHoBbix cpe3ax (rmctoFISH,
konun4.) (Analysis of BCL2 gene rearrangements on paraffin slides (FISH
Histology, quantitative))

15 665

7262S1-PH

Mapkep pa3BuTus Ph’-HeraTMBHbIX XPOHUYECKMX MUeNonponndepaTMBHbIX
3aboneBaHui (XMI13): kayecTBEHHasi OLEHKa HannMumMs CoMaTnyeCcKom
myTauumn 617F reHa JAK2 (Marker of Ph-negative Chronic Myeloproliferative
Disorders (cMPD): qualitative assessment of presence of gene JAK2 617F
somatic mutation)

3 665

21.2. O6pas xn3Hu u reHeTnueckune dpakropsl (Lifestyle and Genetic
Factors)

11001

Moprotoska k onepauum (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation
for Surgery (Genes MTHFR, MTRR, MTR, F2, F5))

9 440

110IT1/63

MoaroTtoBka k onepauun (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus
pe3ynbTaToB BpayoM-reHeTukom) (Preparation for Surgery (Genes MTHFR,
MTRR, MTR, F2, F5) (without Description))

8 390

21.3. PenpoayKtusHoe 3gopoBbe (Reproductive Health)

7252AZFI|

HapyweHus cnepmaToreHesa, 6 mapképos (Mukpoaeneunn nokyca AZF)
(Spermatogenesis disorders (6 AZF))

3705

725263

HapyweHus cnepmaToreHesa, 6 mapképos (Mukpoaeneunn nokyca AZF)
(6e3 onucaHusa pesynbTaToB reHETUKOM)

2995

10911

>KeHckoe b6ecnnogme n ocrnoxHeHne 6epemeHHocTu (rersl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD, HLA lI; kapnoTtun) (Female Infertility,
Pregnancy Complication (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA Il; Karyotype))

31 850

108IM

Xouy cTaTb MamoW: OCroXxHeHus 6epemeHHocTH (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD))

25235

108IT1/63

Xouy cTaTb MamoWu: ocrnoxHeHus 6epemeHHocT (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (6e3 onvcaHusi pe3ynbTaToB Bpa4oM-
reHeTmkom) (Want to Become a Mother: Pregnancy Complications (Genes
F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))

24 135




13111

CKMOHHOCTb kK TpOM603aM nNpu 6epeMeEHHOCTU: MUHUMarbHas naHesnb (reHbl
F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5))

3035

131IT1/63

CKIMOHHOCTb kK TpOMO03aM nNpu 6epemMeHHOCTU: MUHMMarbHas naHenb (reHbl
F2, F5) (6e3 onucaHua pesynbtatoB Bpadom-reHeTrkom) (Thrombotic
Tendency in Pregnancy: Minimum (Genes F2, F5) (without Description))

2 615

14001

MpuBbLIYHOE HEBLIHALLMBAHWE GEPEMEHHOCTU, B T. Y. CKIIOHHOCTb K
Tpom0bo3am npu 6epeMeHHOCTU: paclumpeHHas naHenb (reHsl MTHFR,
MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic Tendency in
Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

9 440

140IT1/63

MprBbIYHOE HEBbIHALLMBaHME BGEPEMEHHOCTH, B T. Y. CKITOHHOCTb K
Tpom0bo3am npu 6epeMeHHOCTU: paclumpeHHas naHenb (reHsl MTHFR,
MTRR, MTR, F2, F5) (6e3 onncaHus pesynbTatoB BPa4OM-reHETUKOM)
(Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

8 390

13711

BoO3HUKHOBEHWE M30MMPOBaHHbLIX MOPOKOB pa3BuTus y nrnoaa (reHsl MTHFR,
MTRR, MTR) (Isolated Malformations in Fetus (Genes MTHFR, MTRR,
MTR))

5240

1371 T1/B3

BoO3HUKHOBEHWE M30MMPOBaHHbLIX MOPOKOB pa3BuTus y nrnoaa (reHsl MTHFR,
MTRR, MTR) (6e3 onucaHus pesynstatoB Bpadyom-reHeTukom) (Isolated
Malformations in Fetus (Genes MTHFR, MTRR, MTR) (without Description))

4 400

14111

TpomboTuyeckne ocroxHEHUs Npyu CTuMynaunm osynsunm (reHsl F2, F5)
(Thrombotic Complications of Ovulation Induction (Genes F2, F5))

3035

1411T1/63

TpomboTU4ecKne oCroXXHEHUSA NpY CTUMYNALKMK oBYnAunn (reHsl F2, F5)
(6e3 onucaHua pesynbtatoB BpadoM-reHeTnkom) (Thrombotic Complications
of Ovulation Induction (Genes F2, F5) (without Description))

2 615

10711

Myxckoe 6ecnnogue (reHbl AR, CFTR; AZF-pervoH; kapmoTun) (Male
Sterility (Genes AR, CFTR; AZF-Region; Karyotype))

34 545

1461

"eHeTnyeckne cakTopbl Myxckoro 6ecnnogus (reHsl AR, CFTR; AZF-
pernoH) (Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-Region))

34 545

7661l

HapylweHus cnepmaToreHesa: paclwmpeHHas naHens (AZF-pernoH)
(Impairment of Spermatogenesis: Full Panel (AZF-Region))

13 190

766163

HapyLieHns cnepmaToreHesa: paclumpeHHasi naHens (AZF-pervoH) (6e3
onuncaHus pesynbTaTtoB Bpadom-reHeTukom) (Impairment of
Spermatogenesis: Full Panel (AZF-Region) (without Description))

12 350

118IT1/63

OnacHocTb Npu npueme oparbHbIX KOHTpauenTneoB (reHbl F2, F5) (6es
onucaHusa pesynbtaTtoB Bpadom-reHeTukoM) (Risk of Oral Contraceptives,
OCs (Genes F2, F5) (without Description))

2615

12001

O6meH conueson kucnotsl (reHsl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

5240

1201 T1/B3

O6meH conueson kucnotbl (reHsl MTHFR, MTRR, MTR) (6e3 onucaHus
pe3ynbTaToB Bpavom-reHeTukom) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR) (without Description))

4 400

118IM1

OnacHocTb Npu Npueme oparnbHbIX KOHTpauenTneoB (reHbl F2, F5) (Risk of
Oral Contraceptives, Ocs (Genes F2, F5))

3 035

21.4. HLA-TunnpoBaHue u pesyc-¢pakrop (HLA (Human Leukocyte
Antigens) Typing and Rh factor)

7821RH

Onpepenenune pesyc-daktopa (Rh factor Definition)

8 570

7207TPOI

OnpepeneHune reHotuna pesyc-pakropa (RH factor Genotype)

13725

720763

OnpepeneHune reHoTuna pesyc-cdaktopa (6e3 onncaHusi pesyrnbTaToB
Bpayom-reHeTnkoM) (Genotype of RH factor Definition (without Description))

13 295

3314GR

Pesyc-caktop nnoaa. Beisisnenune reHa RHD nnoaa B kposu matepu (RHD
gene of the fetus in the mother's blood)

8 460




7831HL

TunumpoaHue reHoB cuctembl HLA Il knacca (reHsl DRB1, DQA1, DQB1)
(System Human Leukocyte Antigen (HLA) Class I, Typing (Genes DRB1,
DQAL, DQBL1))

9 230

1334

MonekynapHo-reHeTuyeckoe nccnegosaHme HLA-B27 (Molecular Genetic
Testing HLA-B27)

2 685

21.5. Cuctema ceeptbiBaHuA Kposu (Blood-Clotting Sequence)

11411

Tpombo3bl: paclumpeHHas naHens (reHsl F2, F5, MTHFR, MTRR, MTR)
(Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR))

9 440

114IT1/63

Tpomb6o3bI: paclumpeHHas naHens (reHsl F2, F5, MTHFR, MTRR, MTR) (6e3
onucaHus pesynbTaTtoB Bpadom-reHeTnkoM) (Thrombosis: Advanced Panel
(Genes F2, F5, MTHFR, MTRR, MTR) (without Description))

8 390

191

PaclwmnpeHHoe nccnegoBaHne reHoB CUCTEMbI reMocTtasa (reHbl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study
of Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1))

12 590

19IT1/63

PaclumpeHHoe nccnegoBaHue reHoB cucTeMbl remoctasa (reHbl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHus
pesynbTaToB Bpavyom-reHeTkoM) (Extended Study of Hemostatic System
(Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGBS3, F7, PAI-1)
(without Description))

10 490

12311

Tpombo3bl: cokpaleHHas naHens (reHsl F2, F5) (Thrombosis: Minimum
(Genes F2, F5))

3035

123IT1/63

Tpombo3bl: cokpalleHHas naHenb (reHbl F2, F5) (6e3 onucaHusa pesynstaTos
Bpavom-reHeTmkoM) (Thrombosis: Minimum (Genes F2, F5) (without
Description))

2615

12511

®ubpuHoreH (reH FGB) (Fibrinogen (Gene FGB))

2 875

1251T1/63

®ubpuHoreH (reH FGB) (6e3 onucaHus pesynbTaTtoB Bpa4OM-reHEeTUKOM)
(Fibrinogen (Gene FGB) (without Description))

2 560

13811

MnepromouuctenHemusa (reHel MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR))

5240

138IT1/63

'nepromounctemHemus (reHsl MTHFR, MTRR, MTR) (6e3 onucaHus
pe3ynbTaToB Bpayom-reHeTukom) (Hyperhomocysteinemia (Genes MTHFR,
MTRR, MTR) (without Description))

4 400

12211

'neparperauust pomboumToB (reHel ITGA2, GP1BA) (Platelet
Hyperaggregation (Genes ITGA2, GP1BA))

2 405

122IT1/B3

M'neparperauus TpomboumnToB (reHbl ITGA2, GP1BA) (6e3 onucaHus
pe3ynbTaToB Bpadom-reHeTukom) (Platelet Hyperaggregation (Genes ITGA2,
GP1BA) (without Description))

2090

72011

TpomboumnTapHbiv peuenTtop cmnbpuHoreHa (reH ITGB3) (Platelet Fibrinogen
Receptor (Gene ITGB3))

1230

720163

TpomboumnTapHbii peuenTtop cmbpuHoreHa (reH ITGB3) (6e3 onucaHus
pe3ynbTaToB BpayoMm-reHeTukom) (Platelet Fibrinogen Receptor (Gene
ITGB3) (without Description))

1745

21.6. bone3Hu cepgua u cocypos (Heart and Blood Vessel (Cardiovascular)
Diseases)

12911

ApTepuanbHas runepTeHsusi, nonHas naHens (reHsl ACE, AGT, NOS3)
(Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3))

8 790

1291 T1/B3

ApTepuanbHas runepTeHaus, nonHas naHens (reHsl ACE, AGT, NOS3) (6es
onuncaHus pesynbTaTtoB Bpadom-reHeTukom) (Arterial Hypertension: Full
Panel (Genes ACE, AGT, NOS3) (without Description))

8 180

12111

ApTepuarnbHas runepTeH3us, CBA3aHHas C HapyLUEHUSMKY B
peHvHaHrnoteH3nHosou cucteme (reHol ACE, AGT) (Arterial Hypertension,
Renin-Angiotensin System Disorder (Genes ACE, AGT))

2 405

1211T1/B3

ApTepuanbHasi runepTeH3ns, cBA3aHHasi C HapyLeHUsiMU B
peHuHaHrnoTeHsnHoBon cucteme (reHol ACE, AGT) (6e3 onucaHus
pe3ynbTaToB BpayoMm-reHeTukom) (Arterial Hypertension, Renin-Angiotensin
System Disorder (Genes ACE, AGT) (without Description))

2090




7611l

ApTepuanbHas runepTeH3uns, CBA3aHHas C HapyleHnsmu B pabote
aHpoTtenuansHon NO-cuHTasel (reH NOS3) (Arterial Hypertension,
Endothelial NO-Synthase Disturbance (Gene NOS3))

2 005

761163

ApTepuanbHasi rmnepTeH3unsl, CBA3aHHasi C HapyLleHusimu B paboTe
aHgoTenuanbHon NO-cuHTasbl (reH NOS3) (6e3 onncaHusi pe3ynbtaToB
Bpayvom-reHeTukoMm) (Arterial Hypertension, Endothelial NO-Synthase
Disturbance (Gene NOS3) (without Description))

1575

21.7. bonesHu XenyaouHo-KMLIEYHoro TpakTa (Gastrointestinal Diseases)

11711

BonesHb KpoHa (reHel DLG5, NOD2, OCTN1, OCTNZ2) (Crohn's Disease
(Genes DLG5, NOD2, OCTN1, OCTN2))

11 675

21.8. bonesHu LeHTPaNbHOI HepBHOM cuctembl (Central Nervous System
(CNS) Diseases)

7641B-AP|

Puck 6onesHun Anburevimepa (AnonunonpoteuH E (ApoE). BeisiBneHune
nonnmopduama e2?e3?e4)

3335

1231

myTaTtvoH obwmi

3 600

21.9. OHKonoruveckue 3abonesaHus (Cancer Diseases)

15411

HacnegcteeHHble crniydan BRCA-accouumnpoBaHHOro paka y My»XK4YuH: pak
rPyAHOW, NogKenyaoYHON, NpeacTaTenbHOM Xxenes, pak anyek (reHbol
BRCAL, BRCAZ2) (Hereditary Breast Cancer In Men: Cancer of Breast,
Pancreatic, Prostate, Testicular Cancer (Genes BRCAL, BRCA2))

4190

1541T1/63

HacnepcteeHHble crniydan BRCA-accoummnpoBaHHOro paka y MyX4nH: pak
rpygHoOn, Noaxenyao4HoW, NnpeactaTenbHOW xernes, pak audek (reHbl
BRCA1, BRCA2) (6e3 onncaHus pesynbTaToB BpavyOM-reHETUKOM)
(Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic, Prostate,
Testicular Cancer (Genes BRCA1, BRCA?2) (without Description))

3770

7260

Mapkep pa3sutusa Ph’-HeratMBHbIX XpOHUYECKMX MUenonponMdepaTnBHbIX
3aboneBanuit (XMI13): kKonmyecTBEHHOE ONpeaeneHne COOTHOLLEHNS
HOpMarnbHOro 1 MyTaHTHoro annenen 617V/617F reHa JAK2 (Marker of Ph-
negative Chronic Myeloproliferative Disorders (cMPD): quantification of wild-
type and mutant allelic ratio of gene JAK2 617V/617F)

11 340

124171

HacnenctBeHHble cnyvan paka MOMOYHOM Xenesbl U/ SUHHUKOB (FeHbI
BRCA1, BRCA?2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2))

6 195

1241T1/B3

HacnepncTtBeHHble criydan paka MOMOYHON Xenesbl N/nnv SNYHUKOB (reHbl
BRCA1, BRCA2) (6e3 onncaHusi pe3ynbTaToB Bpa4YOM-reHETUKOM)
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2)
(without Description))

5145

1244171

HacnepgcTteeHHble criydan paka MOnoYvHon xenesbl n/unu andHnkos BRCA1,
BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian Cancer )

9 965

21.10. HapyweHusa ob6meHa Bewects (Metabolic Disease, Metabolic
Disturbance)

15311

Ocrteonopos: nonHas naHensb (reHsl CALCR, COL1A1, VDR) (Osteoporosis:
Full Panel (Genes CALCR, COL1A1, VDR))

8 295

153IT1/B3

Octeonopo3s: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (6e3 onucaHus
pe3ynbTaToB Bpavom-reHeTukom) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDR) (without Description))

7 245

7691

JlakTasHas HegocTaTtoyHocTh (reH MCMG6) (Adult Lactase Deficiency (Gene
MCM®6)

1975

21.11. dapmaKkoreHeTuKa (Pharmacogenetics)




14211

UHrnbutopsl AlN®, dnysactatuH, 6nokartopsl perentopos ATII.
lMporHo3npoBaHne HedPONPOTEKTMBHOIO 3ddekTa nHrnomntopos AP npum
HegmabeTnyeckmx 3aboneBaHusx. leHeTU4eckne mapkepbl 3PDEKTUBHOCTH
aTeHosnona npv apTepuarnbHOW MMNepPTEH3NN C rMnepTpodmnen Nesoro
xenygouka unm tepanun doriysactatMHOM NMpu uiieMmyeckor 6onesHu
cepgua. OnpegeneHune HanMynst NONMMOPM3MOB reHa aHrMOTEH3NH-
npespaLuatoero oepmenTa (reH ACE) (ACE Inhibitors, Fluvastatin, ATII
Receptor Blockers. Forecasting Renoprotective Effect of ACE Inhibitors in Un1
Diabetic Diseases. Genetic Markers of Effectiveness of Atenolol in
Hypertension with Left Ventricular Hypertrophy or Fluvastatin Therapy in
Ischemic Heart Disease. Detection of Polymorphisms of Gene of Angiotensin-|
Converting Enzyme (Gene ACE))

2 405

7261D-CY

JlosapTtaH/vpbecapTaH. [eHeTU4eCKUn MapKep pucka HapyLleHuin
MeTabonuama 6nokaTopoB peLenTopoB aHrMoTeH3nHa ll: nosaptaHa u
npbecapTaHa no TMny ocnabneHns 1 yCuneHus nx rmnoTeH3MBHOIO
OEencTBuUSA, COOTBETCTBEHHO. OnpeaeneHne Hanmyunga nonmumMmopdn3mMoB reHa
uutoxpoma CYP2C9 (Losartan/Irbesartan. Genetic Marker of Risk of
Metabolic Disorders Blockers of Receptors of Angiotensin Il, Losartan and
Irbesartan Type of Weakening and Strengthening their Hypotensive Action,
Respectively. Detection of Polymorphisms of Cytochrome CYP2C9)

2015

14811

MeToTpekcart. _l'eHeTn4eckue MmapKkepbl NOBLILLEHHOMO pUCcKa pasBuTKA
NoBOYHbIX peakumin Npu NpMeme MeToTpekcata Ha PoHe NeyeHns
peBmaTomgHoro aptputa. Metotpekcat: HapylweHue metabonmama
donveson kucnoTel. OnpegeneHne HanMuus NONMMopPdU3MOB reHOB
hbepmeHTOB peakumn donatHoro umkna (Methotrexatum. Genetic Markers of
Increased Risk of Development of Adverse Reactions in Taking Methotrexate
for Treatment of Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of
Folic Acid. Determining Presence of Polymorphisms of Genes of Enzymes of
Folate Cycle Reactions, Genes MTHFR, MTRR, MTR)

5240

7261C-CY

HecTtepovgHble NpoTUBOBOCNANUTENbHbIE NpenapaThbl. [eHeTn4Yeckun
MapKep MOBLILLIEHHOIO pMUcka pa3BuTUS NOBOYHLIX peakumin B hopme
Xenyoo4HbIX KpoBoTeyeHun npu npueme HIBI (MbynpodeH, TeHOKCKKam,
HanpPOKCeH, HO He AMKNodeHak) No TUMY BO3HUKHOBEHUS XenyaodHbIX
KPOBOTEYEHWI, CBSA3AaHHbIX C HApYLLUEHNEM UX MeTabonmama. OnpegenexHue
Hanm4umsa nonumopduamos reHa untoxpoma CYP2C9 (Nonsteroidal Anti-
Inflammatory Drugs. Genetic Marker of Increased Risk of Adverse Reactions
in Form of Intestinal Bleeding in Taking NSAID (Ibuprofen, Tenoxicam,
Naproxen, not Diclofenac) by Type of Gastro Bleeding Associated with
Violation of their Metabolism. Detection of Polymorphisms of Cytochrome
CYP2C9)

2015

7261B-CY

CynboHUNMoYeBMHa 1 ee NPOM3BOAHbIE: _XIloprnponamMug, Tornasamuma,
rmmbeHknamug n Tondytamua. FeHeTUYecKnin Mapkep pyucka pas3BuTus
HexxenaTenbHbIX NIeKapCTBEHHbIX PeakLMii No TUMY rMNorinkeMmMmn npu
npuemMe nepopanbHbIX CaxapOCHWXaLWMUX CpeacTB, CBA3aHHbIX C
HapylweHuem nx metabonmama. OnpegeneHne HanUUUSa NONMMOPU3MOB
reHa umtoxpoma CYP2C9 (Sulfonylurea and Derivatives: Chlorpropamide,
Tolazamide, Glibenclamide and Tolbutamide. Genetic Marker of Risk of
Adverse Drug Reactions by Type of Hypoglycemia in Taking Oral
Hypoglycemic Agents, Associated with Violation of Metabolism. Detection of
Polymorphisms of Cytochrome CYP2C9)

2015

7259BETA

BbeTta-agpeHobnokaTopbl. [eH CYP2D6. ®apmakoreHeTuka (beta-Adrenergic
Blockers. Gene CYP2D6)

7 340

21.12. Cuctema AeTOKCMKaLMU KCEHOBMOTUKOB M KaHLLeporeHoB
(Detoxification System of Xenobiotics and Carcinogens)

7259

Lintoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

7 340




7261CYI

Lintoxpom CYP2C9 (ren CYP2C9) (Cytochrome CYP2C9 (Gene CYP2C9))

2015

21.13. Ycnyru Bpaya-reHeTuKa (Services of Physician-Geneticist)

14600P1

OnuncaHne pe3ynbTaToB reHeTn4eckoro Tecta 1 kateropmm cnoxHoctn (NeNe
720163, 761163, 701463, 125I'T1/B3, 720763) (Genetic Test Results:
Description of the 1-st Category Complexity)

610

14610P2

OnucaHune pe3ynbTaToB reHeTUYecKoro Tecta 2 kateropum cnoxHoctn (NeNe
118IT1/B3, 1211 T1/B3, 123IT1/B3, 1311 TI/B3, 1411 T1/B3, 115I'T1/B3,

1241 T1/B3, 1541 T1/B3) (Genetic Test Results: Description of the 2-nd
Category Complexity)

1230

14620P3

OnucaHue pe3ynbTaToB reHeTuyeckoro Tecta 3 kateropum cnoxHoctn (NeNe
122IT1/B3, 1291 T1/B3, 1201 T1/B3, 137IT1/B3, 138I'T1/B3, 153IT1/B3,
110IT1/B3, 114IT1/B3, 140IT/B3, 766163, 725863, 134[T1/63, 135IT1/B3,
136[T1/B3) (Genetic Test Results: Description of the 3-rd Category
Complexity)

2435

14630P4

OnucaHune pe3ynbTaToB reHeTudeckoro Tecta 4 kateropum cnoxHocTn (NeNe
1441T1/B3, 143IT1/B3, 139I'TI/B3, 145I'T1/B3, 108IT1/B3, 19I'T1/B3) (Genetic
Test Results: Description of the 4-th Category Complexity)

5490

22.1. HacneacTBeHHble MOHOreHHble 3a601eBaHuA U COCTOAHUA
(Hereditary Monogenic Diseases)

12611

OcHoBHble HacneacTBeHHble 3aboneBanns (reHel CFTR, GJB2, PAH, SMN)
(Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN))

33 495

7803ABCA

AbunoTtpodms cetyaTku, Tun ®panyeckett (bonesns LWTaprapara 1-ro
Tuna). Mownck Yactbix myTaumn B reHe ABCA4, u. m. (Stargardt Disease 1,
STGD1, Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

13 295

7624SLC

AkpoaepmaTuT aHTeponaTnyeckuin. NMouck mytauuin B reHe SLC39A4, m.
(Acrodermatitis Enteropathica, Gene SLC39A4, Mut.)

31815

7804TYR

AnbO6UHM3M rnasokoxHbl TMn 1A. MNownck myTaumi B reHe TYR, M. (Albinism
Oculocutaneous Type IA, Gene TYR, Mut.)

22 930

7881RPS

AHemuna JanimoHaa-bnekdena. MNouck mytauuin B reHe RPS19, m. (Diamond-
Blackfan Anemia 1, DBA1, Gene RPS19, Mut.)

22 930

7107

ApTporpunos guctanbHbli (cuHgpom ®pumena-Lengona). MNonck yacTbx
myTaumn B reHe MYH3, 4. m. (Arthrogryposis Distal Type 2A, Gene MYH3,
Freq. Mut.)

13 295

7905FRDA

Atakcns ®pugpenxa. Nonck mytaumn B reHe FXN, m. (Friedrich Ataxia, Gene
FXN, Mut.)

22 930

7808FRDAI

Atakcns ®pugpenxa. MNownck yacTtbix myTtauun B reHe FXN, 4. m. (Friedrich
Ataxia, Gene FXN, Freq. Mut.)

6 080

7108

AtenocTeoreHes (aucnnasua ge na Wanens). MNownck myTaumi B reHe
SLC26A2, m. (Atelosteogenesis Il, De la Chapelle Dysplasia, Gene
SLC26A2, Mut.)

25 200

7109LEI

ATtpodms 3putenbHoro Hepaa Jlebepa. Nonck YacTbix MyTaLui B
muToxoHgpuaneHon OHK, 12 u. m. (Leber Hereditary Optic Neuropathy,
LHON, Mitochondrial DNA, 12 Freq. Mut.)

18 520

76100HKI

ATtpodms 3putenbHoro Hepaa Jlebepa. [Nonck YacTbix MyTauun B
muToxoHapuansHon OHK, 3 u. m. (Leber Hereditary Optic Neuropathy, LHON,
Mitochondrial DNA, 3 Freq. Mut.)

8 325

77610PA1

ATpodus 3puTENBHOrO HEpBa C rIyxoTon. MoncK MyTaLun B «ropaunx»
yyactkax reHa OPA1, «ropsy.» yy. m. (Optic Atrophy With Or Without
Deafness, Ophthalmoplegia, Myopathy, Ataxia And Neuropathy, Gene OPA1,
Hot-Point Mut.)

12 660

7706 TNFRSH

AyTOMMMYHHbIN nuMdonponudepaTnBHbIi CUHAPOM. [ouck MyTauuin B reHe
TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene
TNFRSF6, Mut.)

31815

7705TNFRS

AyTOMMMYHHbIN NTuMdonponudepaTuBHbIA cMHAPOM. [lonck myTauuin B
«rops4dnx» yyactkax reHa TNFRSFG6, «ropsy.» yy. M. (Autoimmune
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point Mut.)

9 325

7770GRN

Adpasusa nepsuyHasa nporpeccupytowtas. MNonck mytaumi B reHe GRN, m.
(Aphasia Primary Progressive, Gene GRN, Mut.)

25 200




7809FGFR3|

AxoHgponnasus. lNMounck Yactbix myTaumi B reHe FGFR3, 4. M.
(Achondroplasia, Gene FGFR3, Freq. Mut.)

14 555

7709BEST

BonesHb becta. NMounck Bcex n3BecTHbIX MyTauui B reHe BEST1, m. (Best
Vitelliform Macular Dystrophy, All Known Mutations, Gene BEST1, Mut.)

39 565

7810ATP7BI

Bones3Hb BunbcoHa-KoHoBanoea, reH ATP7B y.m.

8 915

7812PANK2

BbonesHb MannepeopgeHa-LUnatua. MNMonck YacTteix Mmytauuin B reHe PANK2,
4. M. (Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2,
Freq. Mut.)

9 325

7813PRNP

BonesHb NepctmanHa-LUTpeyccnepa-LLenHkepa. MNonck myTauun B reHe
PRNP, M. (Gerstmann-Straussler Disease, Gene PRNP, Mut.)

17 260

7775PTEN

BonesHb KoyaeHa. MNonck mytaumi B reHe PTEN, m. (Cowden Syndrome 1,
Gene PTEN, Mut.)

35 785

7814PRNP

BonesHb Kpentudenbara-Akoba. MNonck mytaumii B reHe PRNP, m.
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.)

17 260

7776PTEN

BonesHb JlepmuTT-Ayknoc. MNonck mytaumn B reHe PTEN, m. (Lhermitte-
Duclos Syndrome, Gene PTEN, Mut.)

35 785

7816NDP

BonesHb Hoppw. MNounck mytaumn B reHe NDP, m. (Norrie Disease, Gene
NDP, Mut.)

13 295

7818CSTB

BbonesHb YHbeppuxTa-flyHnadopra. MNMouck mytauun B reHe CSTB, m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB,
Mut.)

17 260

7817CSTB

bonesHb YHdbeppuxTa-JlyHadopra. MNMouck Yactbix MyTaumi B reHe CSTB, u.
M. (Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene
CSTB, Freq. Mut.)

8 570

7819ABCA4

BbonesHb WTaprapara. MNouck yacteix mytaumm B reHe ABCA4, y. m.
(Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

13 295

7820ROR2

Bpaxvpaktunus tun B1. Mouck mytaumii B reHe ROR2, m. (Brachydactyly
Type B1, Gene ROR2, Mut.)

17 260

7992NTR

BpoxageHHas HevyBCTBUTENBHOCTL K 60nun ¢ aHrmgposom. Mouck mytauui B
reHe NTRK1, m. (Congenital Insensitivity To Pain With Anhidrosis, CIPA,
Gene NTRK1, Mut.)

47 690

7711ADAMTS

eneodusnyeckasa aucnnasms. Monck mytaumi B reHe ADAMTSL2, m.
(Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.)

70 940

7822B

"emodpunus. MNMounck mytaumn B reHe dakrtopa IX npu remocpunum B, m.
(Hemophilia B, Gene Factor 1X, Mut.)

29170

7989MVK

Mmnep-lgD cnHgpom. Nounck myTauum B «ropaymx» ydactkax reHa MVK,
«ropsay.» yd. M. (Hyper-IgD Syndrome, Gene MVK, Hot-Point Mut.)

10 495

7778MVK

M'vnep-IgD cuHgpoMm. Mounck mytauun B reHe CD40LG, m. (Hyper-IgD
Syndrome, Gene CD40LG, Mut.)

39 565

7823CD

'vnep-IgM cungpom. Mouck mytaumn B reHe CD40LG, m. (Hyper-IgM
Syndrome, Gene CD40LG, Mut.)

22 930

7898SCN4A

"'MnepkanueMmnyecknin nepuogndecknuin napanuy. Nouck mytauun B 3k3o0Hax
13 n 24 rena SCN4A, M. (Hyperkalemic Periodic Paralysis Type 2, Exons 13,
24 Gene SCN4A, Mut.)

20475

7603SCN4A

Mnokanunemmnyeckuin nepuoauyeckun napanuy. Nouck mytauuin B 3k3oHax
12, 18 n 19 rena SCN4A, M. (Hypokalemic Periodic Paralysis Type 1, Exons
12, 18, 19 Gene SCN4A, Mut.)

17 260

7126

M'Mnodocatemuyecknii BUTaMuH D-pe3nCTeHTHBIN paxmT (MOYEYHbIN
doccaTHbIn gnabert). Mouck mytauuin B reHe PHEX, m. (Hypophosphatemic
Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

77 930

7906FGFR3|

MmnoxoHaponnaswus. MNonck yacTtbix MmyTauun B reHe FGFR3, u. m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

14 555

7784HNF1B

"MomepyoumMTO3 NoYek runonnacTuyeckoro Tnna. Movck MyTauuii B reHe
HNF1B, m. (Renal Cysts And Diabetes Syndrome, Gene HNF1B, Mut.)

34 080

7128

JeduumnT KapHUTUHA CUCTEMHBIN NEPBUYHBLIN. [lonck MyTaumi B reHe
SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD, Carnitine
Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.)

39 565




7129

IOnacTtpodmdeckas gucnnasus. MNMouck mytauun B reHe SLC26A2, M.
(Diastrophic Dysplasia, Gene SLC26A2, Mut.)

25 200

7927BSCL

OuctanbHaa moTopHas HenponaTtua Tvn V. MNMouck mytauun B reHe BSCL2, m.
(Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

29170

7131IGI

OnctanbHas cnvHanbHas ammoTpodust BpoXKaeHHasi ¢ napanuyom
anadparmbl. Mouck mytauuin B reHe IGHMBP2, m. (Distal Spinal Muscular
Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

60 860

7132

OnctanbHasa cnvHaneHas ammoTpodus BpoXKAEeHHast HEMPOrpeccupyoLLas.
Mounck myTauuin B «ropsumnx» ydactkax reHa TRPV4, «ropsay.» yy. m. (Distal
Spinal Muscular Atrophy Congenital Non-Progressive, Gene TRPV4, Hot-
Point Mut.)

17 260

7604KRT2

WxTnos oynnesHbin. Mounck mytauun B reHe KRT2, m. (Ichthyosis Bullosa Of
Siemens, Gene KRT2, Mut.)

29170

7133

VIxTno3 BynbrapHbin. [Nounck Yactbix MyTaumi B reHe FLG, 4. m (Ichthyosis
Vulgaris, Gene FLG, Freq. Mut.)

12 660

7829TGM1

MxTno3 namennsapHbIi. MNMouck Bcex M3BECTHLIX MyTauui B reHe TGM1, m.
(Autosomal Recessive Congenital Ichthyosis, ARCI 1, All Known Mutations,
Gene TGM1, Mut.)

37 680

7140

KocTHas reteponnasms nporpeccupytowas. Movck mytaumn B reHe GNAS, m.
(Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.)

35 785

7141

KpaHunomeTtadumsapHasa gucnnasms. lNonck mytaumi B «ropsumx» ydactkax
reHa ANKH, «ropsa4.» y4. m. (Craniometaphyseal Dysplasia, Gene ANKH,
Hot-Point Mut.)

13 295

7142

KpaHnomeTtadmsapHas gucnnasus. lNounck mytaumin reHa ANKH, m.
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.)

47 690

7143

KpaHuocuHocTos. MNonck myTtaumin B reHe TWIST1, m. (Craniosynostosis
Type 2, Gene TWIST1, Mut.)

17 260

7717TMSX2

KpaHunocuHocTos. Nonck myTaumin B reHe MSX2, m. (Craniosynostosis Type
2, Gene MSX2, Mut.)

13 295

7834LMNA

Jlunoguctpousa cemertHasa yactudHas. lNonck Mmytauumm B «ropsyvmx
yyacTtkax» reHa LMNA, «ropsd.» y4. m. (Familial Partial Lipodystrophy 2,
FPLD 2, Gene LMNA, Hot-Point Mut.)

14 985

7835LMNA

Jinnognctpodusa cemenHasa yactnyHas. Nouck mytauun reHa LMNA, m.
(Familial Partial Lipodystrophy 2, Gene LMNA, Mut.)

39 565

7720LMNA

MangubynoakpansHas gucnnasusa ¢ nunoguctpoduen. lNMouck mytauni B
ak3oHax 8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia, Exons 8, 9 Gene
LMNA, Mut.)

9 325

7605MVK

MeanoHoBas auugypus. MNouck mytauuin B reHe MVK, m. (Mevalonic
Aciduria, Gene MVK, Mut.)

39 565

7908DIA1

MeTtremornobuHemusi, CYB5R3 m. (Methemoglobinemia, Gene CYB5R3,
Mut.)

31815

7836DIA1

MeTtremornoburemusi, CYB5R3 y.m. (Methemoglobinemia, Gene CYB5R3,
Freq. Mut.)

8 570

7147

MwoknoHuyeckasa anctoHus. MNonck mytaumi B reHe SGCE, m. (Myoclonic
Dystonia, Gene SGCE, Mut.)

47 690

7838DMPKI

MwuoTtoHudeckasn guctpodus. Mouck yacTbix MyTauuin B reHe DMPK, u. M.
(Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.)

4715

7148

MwuoTtoHusa TomceHa-bekkepa. MNouck yactbix MmyTaumi B reHe CLCN1, u. m.
(Myotonia Congenita, Gene CLCN1, Freq. Mut.)

13 295

7791l

MykoBucumaos. lNMouck Yacteix Mytaumi B reHe CFTR, u. m. (Cystic Fibrosis,
Gene CFTR, Freq. Mut.)

21 800

79720NCI

MebiweyHas auctpodpusa OioweHHa/bekkepa. Nouck geneunin u gynnukauui B
reHe guctpocduHa

9 150

7701XI

MbiweyHasa auctpodusa OioweHHa-bekkepa. JlanoHmsauunsa X-xpoMocomsl y
aesoyek (Duchenne Muscular Dystrophy, X-Lyonization, Girls)

14 875

7934FKTN

MebiweyHas auctpodus, Tmn dykyama. MNouck mytauuin B reHe FKTN, m.
(Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.)

47 690




7163

MbiweyHas guctpodma dmepu-Opendyca. Mouck mytauun B reHe FHL1, m.
(Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.)

31815

7999LMNA

MbiwevHas guctpodua dmepu-Opendyca. Mouck mytauun B reHe LMNA, m.
(Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.)

39 565

7935

MbiweyHas guctpodums dmepu-Opendyca. MNonck myTauun B reHe amepuHa
npu X-cuenneHHon popme, M. (Emery-Dreifuss Muscular Dystrophy, X-
Linked Gene Emerine, Mut.)

17 260

7936TRIM

HaHuam MULIBRAY. MNMouck mytauun B reHe TRIM37, m. (Muscle-Liver-Brain-
Eye, Gene TRIM37, Mut.)

13 295

7903SRY

HapyweHuns getepmunaumm nona. Mowuck mytaumm reHa SRY, m. (Disorders
Sex Determination, Gene SRY, Mut.)

9 325

7846SRYI

HapyweHus getepmuHaumm nona. AHanns Hanuums reHa SRY, m. (Disorders
Sex Determination, Analysis Gene SRY, Mut.)

12 315

7902PMP

HacnepcrteseHHasa HenponaTus ¢ NOABEPXKEHHOCTbIO Napanuyy ot
caasneHus. Mouck mytauun B reHe PMP22, M. (Hereditary Neuropathy with
Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)

20475

7952PMP

HacnepcTteeHHas HevponaTtus ¢ NOABEPXEHHOCTLIO Napanuyy ot
cAaBneHus. AHanma Yvcna konuv reHa PMP22 (Hereditary Neuropathy with
Liability to Pressure Palsies, HNPP, Gene PMP22, Copy Number Variation)

6 385

7725C1INHI

HacnencTBeHHbIN aHIMOHEBPOTMYECKUIA oTek. Nonck mytaumii B reHe C1NH,
M. (Hereditary Angioedema Type |, Gene C1NH, Mut.)

30 430

7847ALX4

HesapalieHune pogHuykoB. Nonck myTauumii B reHe ALX4, m. (Parietal
Foramina, PFM, Gene ALX4, Mut.)

20475

7961GJB2I

HelipoceHcopHas HecnuHapoMarbHasl TYroyxoCTb, MOWCK YacTbiX MyTauui B
reHe GJB2

7 245

7963GJB2I

HeﬁpoceHcopHaﬂ HecMHapomMalribHaaA TyroyxocCTb, NOSHbIN aHanM3 reHa
GJB2

13 295

7910ELA2

HentponeHus. MNonck mytaumi B reHe ELA2, M. (Neutropenia Severe
Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.)

22 930

7849NPHP1

HedpoHodpTuna. MNMomnck mytauun B reHe NPHP1, M. (Nephronophthisis 1,
NPHP1, Gene NPHP1, Mut.)

18 775

7166

HedpoTtunueckun cungpom. MNMouck mytaumn B reHe NPHS1, M. (Nephrotic
Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

70 940

7167

HedpoTunueckuin cungpom. MNMouck mytauun B reHe NPHS2, m. (Nephrotic
Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

31815

7997SCN

HopmMokanuemuyeckuin nepuoamyeckmii napanuy. lNovck Mytauum B 3K30He
13 rena SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13 Gene
SCN4A, Mut.)

9 325

7957RABPN

OkynodapuHreansHas MbilleyHas aucTpodus. Nonck YyacTbix MyTaumn B
reHe RABPN1, 4. M. (Oculopharyngeal Muscular Dystrophy, OPMD, Gene
RABPN1, Freq. Mut.)

3810

7958TCIRG

OcTeoneTpos peLeccuBHbI (MpamopHas 6onesHb kocTen). Mounck YacTbix
myTtauun B reHe TCIRG1, 4. m. (Osteopetrosis Autosomal Recessive 1,
OPTB1, Gene TCIRG1, Freq. Mut.)

8 570

7168

OcTteoneTpos peLeccuBHbIn (MpamopHasa 6onesHb kocten). MNMouck myTauuin
B reHe TCIRG1, M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene
TCIRG1, Mut.)

47 690

7727HPGD

MepBur4yHas runepTpoduyeckas octeoapTponaTtus (NaxmgepmonepmocTos).
Mownck mytaumn B reHe HPGD, m. (Hypertrophic Osteoarthropathy, Primary,
Autosomal Recessive, 1, Gene HPGD, Mut.)

29170

7728BMPR

MepBuyHasn neroyHas runepteHaus. MNouck mytauuin B reHe BMPR2, M.
(Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.)

59 600

7851MEFVI

Mepuoamnyeckasa 6onesHb. MNonck mytaumn B reHe MEFV, m. (Familial
Mediterranean Fever, FMF, Gene MEFV, Mut.)

40 825

7012MEI

Mepuropmnyeckas 6onesHb. MNonck yacTbix myTauun B reHe MEFV, 4. m.
(Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.)

7635

7853RP2

MNMurmeHTHasa gereHepaums cetyatku. MNouck mytaumin B reHe RP2, M.
(Retinitis Pigmentosa, Gene RP2, Mut.)

19 205




7176

MukHogusocTo3s. MNouck myTtaumn B reHe CTSK, m. (Pyknodysostosis, PKND,
Gene CTSK, Mut.)

25 200

7998FLCN

IMHeBMOTOpPAKC NEPBUYHBIV CMOHTaHHbIN. [Monck myTaumii B reHe FLCN, m.
(Primary Spontaneous Pneumothorax, PSP, Gene FLCN, Mut.)

47 690

7636SHH

Monunaaktunusa. MNouck mytaumi B reHe SHH, m. (Polydactyly, Gene SHH,
Mut.)

13 295

7730GLI3

Monunapaktunua. Mouck mytaumi B reHe GLI3, m. (Polydactyly, Gene GLI3,
Mut.)

70 940

7180

Mporepuna XaTtumHcoHa-Ivndopaa. MNMonck mytaumin B reHe LMNA, m.
(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.)

39 565

7183

lNceBaokcaHTOMa anactmnyeckast. [onck yacTtbix myTauun B reHe ABCCB6, u.
M. (Pseudoxanthoma Elasticum, Gene ABCCB6, Freq. Mut.)

9 325

7759LPIN

Pabgomunonua (MmornobuHypus). MNMownck mytaumn B reHe LPIN1, m.
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1, Mut.)

77 930

7185

PetnHowmnanc. MNMounck mytauun B reHe RS1, M. (Retinoschisis 1 X-Linked
Juvenile, RS1, Gene RS1, Mut.)

25 200

7799TNFR

CewmenHas nepuoanyeckas nmxopagka. lNouck mytauuin B reHe TNFRSFIA,
M. (TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA,
Mut.)

16 895

7916PRF

CemenHbI remodaroumTapHbii niumdorncTnounTos. Nonck mytaumi B reHe
PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

22 930

7917STX

CemenHbI remodparoumTapHbii niumdorncTnoumnTos. Nonck mytaumi B reHe
STX11, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STX11,
Mut.)

17 260

7915STXB

CemelHbIn remodarouuTapHbii numdorncTnoumnTos. MNMouck Mmytauuim B reHe
STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STXBP2,
Mut.)

47 690

7914UNC

CemenHbI remodparoumTapHbii niumdorncTnoumnTos. Nonck mytaumi B reHe
UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D,
Mut.)

70 940

7914UNC1

CemelHbIn remodarouuTapHbin NmgorncTounTos. Nounck YacTbiX MyTaummn
B reHe UNC13D, u. m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
UNC13D, Freq. Mut.)

8 570

7798RET

CemenHbI MeoynnspHbIA pak WATOBUAHOM xenesbl. [onck myTauun B
3k30Hax 5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer, Exons 5, 8
Gene RET, Mut.)

13 295

7797CIAS1

CewmeliHbIn xonogosow aytoBocnanuTenbHbln cuHapom NLRP3 m. (Familial
Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.)

47 690

7858NGFB

CeHcopHas nonuHerponatusi, NGF m. (Hereditary Sensory and Autonomic
Polyneuropathy, Gene NGF, Mut.)

20 475

7733CIAS1

CwuHgpom CINCA, reH NLRP3 M. (Chronic Infantile Neurologic Cutaneous
Articular, Gene NLRP3, Mut.)

47 690

7186

Cungpom TAR. Mounck mytaumn B reHe RBM8A, m. (Thrombocytopenia-
Absent Radius Syndrome, TAR-Syndrome, Gene RBM8A, Mut.)

25 200

7859FGD1

Cungpom Aapckora-CkoTtTa (thaumorenHntansHasa amcnnasms). MNounck
myTauun B reHe FGD1, m. (Aarskog-Scott Syndrome, Faciodigitogenital
Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)

57 710

7187

Cungpom Anbctpoma. Nonck mytaumi B «ropsumxy ydactkax reHa ALMS1,
«ropsy.» yd. M. (Alstrom syndrome, Gene ALMS1, Hot-Point Mut.)

17 260

7861KCNJ2

Cungpom AHgepceHa. MNouck mytaumii B reHe KCNJ2, m. (Andersen-Tawil
Syndrome, Gene KCNJ2, Mut.)

20 475

7913FGFR

Cungpom AHTnn-bukcnepa. Nouck mytaumii B ak3oHe 9 reHa FGFR2, m.
(Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.)

9 325

7862FGFR2

CwvHgpom Anepa (akpouedanocuHgaktunums). Nonck YacTbix MyTauun B reHe
FGFR2, 4. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.)

16 085

7863PRPS1

Cungpom ApTta. Nonck mytaumii B reHe PRPS1, m. (Art's Syndrome, Gene
PRPS1, Mut.)

29170




7796PTEN

Cungpom BaHasH-Parnu-PyBanbbaka. MNonck mytaumii B reHe PTEN, m.
(Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.)

35 785

7703FLCN

Cungpom Bepta-Xora-[btoba (BXM). Mownck mytauun B reHe FLCN, m. (Birt-
Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.)

47 690

7189

Cwungpom BoyaHa-KoHpaam (BKC, uepebporenatopeHasnbHbI CUHOPOM).
Mounck mytauun B rene EMG1, m. (Bowen Conradi Syndrome, BCS, Gene
EMG1, Mut.)

24 795

7734BCS

Cungpom BeepHcTaga (cMHApoM Kyp4yaBblx Bonoc). [Nonck mytaumi B reHe
BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.)

20 475

7866PAX3

Cungpom BaapaeHbypra. MNMouck mytauun B reHe PAX3, m. (Waardenburg
Syndrome, WS, Gene PAX3, Mut.)

31815

7867EDNRB

Cungpom BaappeHbypra-Llaxa. MNouck mytaunii B reHe EDNRB, m.
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

29170

7190

Cungpowm BaH pep Byaa. MNownck mytaumi B reHe IRF6, m. (Van der Woude
Syndrome, Gene IRF6, Mut.)

35 785

7868WAS

CwvHppowm Buckotta-Ongpuya (CBO). MNownck mytaumi B reHe WAS, m.
(Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

29170

7785PHOX2H

CvHapom BpoXAeHHOW LeHTpanbHon runoseHTunsaumm (CBLUIN). Mownck
yacTbix MyTauui B reHe PHOX2B, 4. M. (Congenital Central Hypoventilation
Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

8 570

7192

CwvHgpowm MepmaHckmn-INygnaka (AnbOMHU3M rnaso-KoXHbIV C
remMopparm4eckum anaTe3oM U NMrMeHTaumnen peTrukyno-aHaoTenmanbHbIX
kneTok). MNonck yactbix myTauun B reHe HPS1, 4. m. (Albinism
Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

13 295

7869GLI3

CwvHpgpowm [Mpevira (cemenHbin runeptenopuam). Nonck mytaumn B reHe GLI3,
M. (Greig Syndrome, Gene GLI3, Mut.)

70 940

7737RAB27

CwuHpgpowm Mpucuennu. MNownck mytaumn B reHe RAB27A, M. (Griscelli
Syndrome, Gene RAB27A, Mut.)

22 930

7738FGFR

Cungpom [xekcoHa-Bencca. MNonck mytaumii B ak3oHe 9 reHa FGFR2 u
ak30He 7A reHa FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9 Gene
FGFR2, Exon 7A Gene FGFR1, Mut.)

13 295

7194

CwuHpgpom XKy6epa (CXK). AHanma yncna konuii reHa NPHP1 (Joubert
Syndrome, Cerebelloparenchymal Disorder IV, CPD IV, Classic Joubert
Syndrome, Joubert Syndrome type A, Joubert-Boltshauser Syndrome, Pure
Joubert Syndrome, Gene NPHP1, Mut.)

18 775

7195

CuHgpom KapnieHTepa (akpoLedanononMcnuHaakTunuga BToporo tuna).
Mounck mytauun B rene RAB23, m. (Carpenter Syndrome, Gene RAB23,
Mut.)

29170

7768GJB2

CwvHapowm kepatuta-uxtnosa-tyroyxoctu (KNO-cuHgpom). Mouck mytaunii B
reHe GJB2, m. (Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome,
Gene GJB2, Mut.)

13 295

7198

Cungpom Knunnensa-®enns (CMHOpPOM KOpOTKoW wen). MNonck mytauumi B
reHe GDF6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.)

17 260

7739ERCC6

Cungpom KokkenHa. Nonck mytaumii B reHe ERCC6, M. (Cockayne
Syndrome, Gene ERCC6, Mut.)

77 930

7199

Cungpom Koctenno. MNouck mytauun B reHe HRAS, m. (Costello Syndrome,
Gene HRAS, Mut.)

9 325

7202

Cungpom Kodpduna-Noypu (CKI). MNMouck mytaumin B reHe RPS6KA3, M.
(Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

77 930

7740PAX3

CuHapom kpaHuodpaLmanbHOM AMCMOPUN-TYrOyXOCTU-YNbHAapHON
aesvaumm kucten. MNonck mytaumii B reHe PAX3, M. (Craniofacial-Deafness-
Hand Syndrome, CDHS, Gene PAX3, Mut.)

31815

7010UGI

CwvHppowm Kpurnepa-Hansipa (CKH, cemenHas xentyxa). [omck mytauun B
reHe UGT1, m. (Crigler-Najjer Syndrome, Gene UGT1, Mut.)

20 515

7760FGFR3

CwvHgpowm Kpy3soHa ¢ YyepHbIM akaHTo30M. Monck myTauuin B ak3oHe 10 reHa
FGFRS3, m. (Crouzon Syndrome with Acanthosis Nigrican, CAN, Exon 10
Gene FGFR3, Mut.)

9 325




Cwungpom KpysoHa. Mownck mytaumi B 3k3oHax 7 u 9 reHa FGFR2, m.

7964FGFR2 [(Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut.) 13 295
Cungpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene

7794CIAS1 [NLRP3, Mut.) 47 690
Cungpom Makneopga. MNMouck mytauun B reHe XK, m. (McLeod Syndrome,

7204 Gene XK, Mut.) 20 475
CuHgpom MoyaT-BunbcoH. MNonck mytaumii B reHe ZEB2, m. (Mowat-Wilson

7743ZEB2 |Syndrome, Gene ZEB2, Mut.) 59 600
Cwungpom HuiimereH, NBN 4.m. (Nijmegen Breakage Syndrome, NBS, Gene

7872NBS1l |NBN, Freq. Mut.) 8 325
CvHOpoMm HorTer-HagKomneHHka (octeoHuxogucnnasus). Nonck mytauni B
reHe LMX1B, m. (Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene

7213 LMX1B, Mut.) 29170
Cungpom Ocnepa-PaHaro-Bebepa (HacneacTBeHHas remopparnyeckas
TeneaHrnakrasus). Nonck mytaumii B reHe ENG, m. (Rendu-Osler-Weber

7215 Disease, Gene ENG, Mut.) 35 785
CwvHpgpowm Mannuctepa. MNMouck mytaunii B reHe TBX3, m. (Pallister W

7874TBX3 |Syndrome, Gene TBX3, Mut.) 29 170
CwvHpgpowm Mannuctepa-Xonna. MNMouck mytaunii B reHe GLI3, m. (Pallister-Hall

7744GLI3 Syndrome, Gene GLI3, Mut.) 70 940
CuHapom noakoneHHoro ntepurmyma. lNonck mytaumii B reHe IRF6, m.

7217 (Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.) 35 785
Cwungpom lMapanddepa. Mounck myTauuin B 3k3oHax 7, 9 reHa FGFR2 n
ak30He 7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2,

7745FGFR |Exon 7A Gene FGFR1, Mut.) 17 260
Cungpom Petta. Mounck mytaumm B rene MECP2, m. (Retts Syndrome, Gene

7218MEI MECP2, Mut.) 15 195
Cungpom CeTpe-YHotaeHa. Nouck mytauun B reHe TWIST1, m. (Saethre-

7219 Chotzen Syndrome, Gene TWIST1, Mut.) 17 260
CwvHgpom Cunbsepa. MNMouck mytauun B reHe BSCL2, m. (Silver Syndrome,

7220 Gene BSCL2, Mut.) 29170
Cungpom CumncoHa-Ionabu-bemens. MNouck mytaunii B reHe GPC3, m.

7221 (Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3, Mut.) 31 815
CvHgpom Cmuta-llemnu-Onuua (CNOC). Mouck mytauui B reHe DHCR7, m.

7877DHCRY7 |(Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.) 35 785
CuHgpom TecTukynsapHon demmHusauunm (CT®, cuHapom Moppuca). Nouck

7879AR myTauun B reHe AR, M. (Testicular Feminization Syndrome, Gene AR, Mut.) 39 565
CwvHpgpowm Tpuuepa-KonnuHsa-®panyeckeTtn (MaHgnbyno-daumnansHbin
ansocto3s). MNMounck mytaumn B reHe TCOF1, m. (Treacher-Collins Syndrome,
Franceschetti-Klein Syndrome, Mandibulofacial Dysostosis without Limb

7747TCOF1 |Anomalies, Gene TCOF1, Mut.) 77 930
CvHgpom Xunnens-JiuHgay (uepebpo-peTMHo-BrCLEPanbHbIA aHIMOMaTOo3).
Mownck mytaumm B reHe VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von

7984VHL Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Mut.) 17 260
CvHgpom Xunnens-JliuHaay (uepebpo-peTMHO-BUCLIEPANbHBIA aHIMOMATO3).
Onpegenenne 4icna konui reHa VHL, m. (Von Hippel-Lindau Syndrome,
VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Copy

7973VHL Number Variation Gene VHL, Mut.) 18 775
Cungpowm LWsaxmaHa-Adanmonaa. MNouck myTtauuin B reHe SBDS, m.

7223 (Shwachman-Diamond Syndrome, Gene SBDS, Mut.) 22 930
CuHgpom LWsaxmaHa-Aanmonaa. MNouck yactbix MyTaumm B reHe SBDS1, u.

7224 M. (Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.) 9 325
Cungpom 3nepca-fdanno, tTun VI. Mownck yacTeix myTauuin B reHe PLOD, u. M.

7911PLODI |(Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq. Mut.) 14 555
CuHgpom 3ckobapa. NMounck mytauun B reHe CHRNG, m. (Escobar

7750CHRNG [Syndrome, Gene CHRNG, Mut.) 31815




79941GHMB

CnnHanbHast ammoTpodmsa ¢ napanuyom guadparmel. [lonck mytaumii B reHe
IGHMBP2, m. (Spinal Muscular Atrophy (SMA) with Diaphragmatic Paralysis,
Gene IGHMBP2, Mut.)

59 600

7996AMU

CnuHanbHas ammoTtpodms Tunel 1, 11, IIl, IV. Onpegenenne yncna Konum reHa
(Spinal Muscular Atrophy, SMA, Type |, II, 1ll, IV, Copy Number Variation)

7 235

7228

CnnHanbHas amuotpodpmsa Tunel |, 1, I, 1V. Monck mytaumit B reHe SMN1, m.
(Tonbko Npu Hanuuum ogHom konum reHa) (Spinal Muscular Atrophy, SMA,
Type |, II, 1ll, IV, Gene SMN1, Mut. (Only Presence One Gene Copy) )

31815

7976ARI

CnnHanbHo-6ynbbapHasi ammoTpodms KeHHeawn. MNouck YacTbix MyTauui B
reHe AR, 4. M. (Kennedy Spinal and Bulbar Muscular Atrophy, Gene AR,
Freq. Mut.)

4715

7788ATXNY

CnnHouepebennsapHas atakcus. [Nonck yacTtbix myTauun B reHe ATXN7, u.
M. (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

8 570

7787ATXN8

CnnHouepebennsapHas atakcus. [Nonck yacTtbix myTauun B reHe ATXNS, u.
M. (Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.)

8 570

7978PRNP

CnoHrnodopmMHas aHuedanonatus ¢ HeMPONCUXUYECKUMU NPOSIBIIEHUSMMU.
Mounck mytauun B reHe PRNP, M. (Spongiform Encephalopathy with
Neuropsychiatric Features, Gene PRNP, Mut.)

17 260

7230

CnoHannokocTanbHbIN an3ocTo3s. Nouck mytauuin B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

29170

7979TRAP

CnongunoanudgusapHasa aucnnasusa (C3M). MNMouck myTaunii B reHe
TRAPPC2, m. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene
TRAPPC2, Mut.)

20 475

7980PRPS1

CynepaktnHocTb boccopubosnnnmpodocdar cuHTeTasbl. [onck mytaumm
B reHe PRPS1, m. (Phosphoribosylpyrophosphate Synthetase Superactivity,
PRS Superactivity, Gene PRPS1, Mut.)

29170

7638TRPS

TpuxopuHodanaHreanbHbI cuHapoM. MNMouck mytauun B reHe TRPS1, M.
(Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.)

39 565

7238

TpomboumnToneHns BpoxgeHHas. Nonck mytaumn B reHe MPL, m. (Congenital
Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL, Mut.)

31815

7885PRNP

PaTtanbHasa cemeriHas MHCOMHUS. Mouck myTauui B reHe PRNP, m. (Fatal
Familial Insomnia, FFI, Gene PRNP, Mut.)

17 260

7888PAH

®eHunkeToHypus. MNonck mytaumni B reHe PAH, m. (Phenylketonuria, PKU,
Gene PAH, Mut.)

47 690

7781l

®eHnnkeToHypus. MNonck YyacTbix myTaumm B reHe PAH, 4. m.
(Phenylketonuria, PKU, Gene PAH, Freq. Mut.)

20 035

7240

dubpogmcnnasusa occuduympytowas nporpeccupytoLlas. Nownck mytaumn B
«ropsaumnx» yqactkax reHa ACVR1, «ropsad.» yy. M. (Fibrodysplasia Ossificans
Progressiva, FOP, Gene ACVR1, Hot-Point Mut.)

20 475

7241

dubpogmcnnasmsa occuduympyrowas nporpeccupytoLas. MNMonck mytaumi
6e3 «ropsiumx» ydactkoB reHa ACVR1, 6e3 «ropsay.» y4. m. (Fibrodysplasia
Ossificans Progressiva, FOP, Gene ACVR1, without Hot-Point Mut.)

29170

7786RMRP

XoHgpogucnnasua metagpusapHas, Tun Mak-Kbtocuka. Nouck mytauum B
reHe RMRP, m. (Metaphyseal Chondrodysplasia, McKusick Type, Gene
RMRP, Mut.)

9 325

7244

XoHapoaucnnasusa TodevHas KoHpaau-XioHepmaHa. [Nonck myTtaunii B reHe
EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome,
Gene EBP, Mut.)

20 475

7245

XoHapokanbumHo3. MNMouck mytauun B reHe ANKH, M. (Chondrocalcinosis,
Calcium Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.)

47 690

7815HDI

Xopes 'eHTUHIrToHa. Mounck yacTbix MyTauui B reHe IT15, u. m. (Chorea
Huntington, Gene IT15, Freq. Mut.)

4 400

7889CHM

Xopoungepemusi. MNMouck mytauun B reHe CHM, m. (Choroideremia, CHM,
Gene CHM, Mut.)

59 600




7890CYBB

XpoHu4deckas rpaHyrnemarto3Hasa 6onesHb. Mouck mytauun B reHe CYBB, m.
(Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.)

47 690

7891BTK

X-cuenneHHasa arammarnodynuHemus. Mownck mytaumi B reHe BTK, m. (X-
Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

70 940

7981BIRC4

X-cuenneHHbi numdonponudepaTuBHbIN CUHAPOM (O6onesHb [yHkaHa,
cuHgpom lNyptuneo), XIAP M. (X-Linked Lymphoproliferative Syndrome, XLP,
Gene XIAP, Mut.)

31815

7982SH2

X-cuenneHHbI numconponudepaTuBHbIN cuHapom (6onesHb [yHkaHa,
cvHapom MypTtuneo). Mouck mytauun B reHe SH2D1A, m. (X-Linked
Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

20475

7894FRMD7

X-CLIEMNEHHbIN MOTOPHbIN HUCTarM. Nonck mytaumii B reHe FRMD7, m. (X-
Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

47 690

7983IL2RG

X-CLIEMMEHHbIN TSHKEbIN KOMOMHMPOBAHHbLIN MMMYHOA4eMumMT. Monck
myTaumn B reHe IL2RG, m. (X-Linked Severe Combined Immunodeficiency,
Gene IL2RG, Mut.)

20 475

7757ERCC6

LlepebpookynodaumockeneTHbln cuHapom. MNMouck mytauui B reHe ERCCB6,
M. (Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCCS,
Mut.)

77 930

7896EXT1

OK30CTO3bl MHOXECTBEHHbIE. Nonck mytaumii B reHe EXT1, M. (Multiple
Exostoses, Gene EXT1, Mut.)

47 690

7895EXT?2

OK30CTO3bl MHOXECTBEHHbIE. Nonck Mmytaumii B reHe EXT2, m. (Multiple
Exostoses, Gene EXT2, Mut.)

59 600

7758NDP

OkccyaaTuBHas BUTPEOXopeopeTuHanbHas anctpodus. Nonck mytauui B
reHe NDP, m. (Familial Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

13 295

7897EDA

OKTogepManbHasi aHrmgpoTmnyeckast gucnnasms. Nomck Mmytauum B reHe
EDA, m. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

31 815

7883GJB6

OkTogepMarnbHas rugpotudeckas gucnnasus. lNovck mytaumn B reHe GJB6,
M. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

13 295

7248

OnudusapHas gucnnasms, MHoXecTBeHHasi. [onck YacTbix MyTauuin B reHe
COMP, 4. M. (Multiple Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

8 570

7249

OnndusapHas gucnnasud, MHoXecTBeHHas. [lonck mytaumii B reHe
SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

25 200

7985ALOX

OpuTpoaepmMus BpOXAEHHas UXTUO3Has (HebynnesHas). MNouck mytaunii B
reHe ALOXE3, m. (Nonbullous Congenital Ichthyosiform Erythroderma,
NBCIE, Gene ALOXE3, Mut.)

56 760

7987LOX12

OpuTpoaepmMus BpOXAEHHas UXTno3Has (HebynnesHas). MNounck mytauni B
reHe LOX12B, m. (Nonbullous Congenital Ichthyosiform Erythroderma,
NBCIE, Gene LOX12B, Mut.)

37 680

7986TGM1

OpuTpoaepmMus BpOXAEHHas UXTUO3Has (HebynnesHas). MNouck mytauuii B
reHe TGM1, m. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE,
Gene TGM1, Mut.)

37 680

7901GJB3

Oputpokepartogepmus. MNMonck mytauun B reHe GJB3, m.
(Erythrokeratodermia, Gene GJB3, Mut.)

13 295

7899GJB4

Oputpokepartogepmus. MNMovck mytauun B reHe GJB4, m.
(Erythrokeratodermia, Gene GJB4, Mut.)

13 295

7250

OpUTPOLMTO3 pELIECCUBHBIN (CEMENHAasi HAaCNeACTBEHHAs! NONULUTEMUS).
Mownck mytaumm B reHe VHL, m. (Autosomal Recessive Erythrocytosis, Gene
VHL, Mut.)

17 260

7900VHLI

OpUTPOLMTO3 peLleCCUBHBIN (CEMeNHasi HacneACTBEHHAs NoNUUUTEMUS).
Mownck yacTbix myTaumn B reHe VHL, 4. M. (Autosomal Recessive
Erythrocytosis, Gene VHL, Freq. Mut.)

9830

7004MRI

CemenHbI MegynnsipHbIA pak WMTOBUAHOM xenesbl (3k30Hbl 10, 11, 13, 14,
15 reHa RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15
Gene RET))

24 190

7006A2I

CuHAPOM MHOXECTBEHHOW SHAOKPUHHON Heonnasuu 2A tuna (3k30Hsb! 10, 11
reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene
RET))

14 555




7005B2I

CuHOPOM MHOXECTBEHHOWN 3HOOKPMHHOM Heonnasum 2B Tuna (reH RET)
(Multiple Endocrine Neoplasia Type 2B (Gene RET))

9830

7802CYI

AppeHoreHuTanbHbIi cuHapom (AIC). MNonck YacTbix MyTauun B reHe
CYP210HB, 9 u. m. (Congenital Adrenal Hyperplasia (CAH), Gene
CYP210HB, 9 Freqg. Mut.)

11 875

7779HFEI

HacnepncteeHHbIN remoxpomaTos, | Tun (reH HFE) (Hemochromatosis Type
1 (Gene HFE))

2930

7003UGI

CwuHppom XKunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1))

4135

23.1. OnpeaeneHune 6MONOrMYECKOro poAcCTBa B CEMbe: OTL,OBCTBA U
matepuHcrtea (Definition of Biological Relationship: Paternity and
Maternity)

BP3/5

CpouHoe ycTaHoBMneHne 61onormiyeckoro poACTBa Ansi OAHOro U3 poauTenen
npu 6eccnopHom poactee gpyroro (3 ven.) (Urgent Establishment of
Biological Relationship for One Parent at Indisputable Relationship of
Another (3 Persons))

33 665

BP3/20

YcTaHoBneHve 6nonornyeckoro poacTea Ansi OAHOMO U3 poauTenen npu
6eccnopHom poactee apyroro (3 yen.) (Establishment of Biological
Relationship for One Parent at Indisputable Relationship of Another (3
Persons))

25 235

BP2/5

Cpo4yHoe ycTaHoBneHne 61Monormyeckoro poAacTea Ansi O4HOro U3 poauTtenem
npw otcyTcTBum gpyroro (2 yen.) (Urgent Establishment of Biological
Relationship for One Parent in Absence of Another (2 Persons))

33 665

BP2/20

YcTaHoBneHve 6nonornyeckoro poacTea Ansi OAHOIO U3 poaUTENen npu
otcyTtcTBum gpyroro (2 yen.) (Establishment of Biological Relationship for
One Parent in Absence of Another (2 Persons))

18 155

BP/O0Tr1

[JononHuTenbHbIN y4acTHUK UcCrefoBaHus (pebeHoK unu maTte nnu otew)
(Additional research participant (child or mother or father))

8 810

24.1. HacnepctBeHHble 60n1e3HU 0bMmeHa BeLecTB y
HOBOPOXKAEHHDbIX/CKPUHUHT «MaTouka» (Hereditary Metabolic Disorders
in Newborns. Newborn Screening "HEEL")

HBO1

CkpuHuHr HoBopoxaeHHbIX «MATOYKA» (Newborn Screening "HEEL")*

7 705

HBO2

"a3oBas xpomaTorpadcums obpasuoB Mouun (opraHuyeckue aumnaypum) (Gas
Chromatography of Urine (Organic Aciduria))

12 930

7060

OnpepgeneHne akTMBHOCTN BMOTMHUAA3bI (HE4OCTaTOYHOCTb BUOTUHMAA3bI)
(Biotin-Dependent Carboxylases Activity (Biotinidase Deficiency))

6 365

7061

B3XXX-MC-MC opranunyeckumx kncnot (cykumHunaueToH) (HPLC-MS/MS
Organic Acids (Succinylate))

4 925

7040

YacTas myTtaums B reHe BTD (HegocTtaTouHoCTb GBrotuHmMaassl) (BTD
(Biotinidase Deficiency) Gene, Freq. Mut.)

7415

7041GCDH

YacTtasa myTtauua B reHe GCDH (rnytaposas aungypus Tun 1) (GCDH
(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria, Type 1))

6 365

7042

MonHebIn aHann3 reHa GCDH (rnytaposas auugypusa tvun 1) (GCDH (Glutaryl-
CoA Dehydrogenase) Gene (Glutaric Aciduria, Type 1))

52 060

7048

YacTtasa myTtauusa B reHe HADHA (HegoctaToOuHOCTb ANMHHOLLENoYeYHou 3-
rngpokcmaumn-KoA-gerngporeHassl) (HADHA Gene, Freq. Mut. (Long-Chain
3-Hydroxyacyl-Coa Dehydrogenase (LCHAD) Deficiency))

6 365

7052

YacTtasa mytauusa B reHe ACADM (HegoCcTaTOYHOCTb CpeaHeLenoyYeyHom
aervaporeHasbl xupHbIx kucnot MCAD) (ACADM Gene, Freq. Mut. (Medium-
Chain Acyl-CoA Dehydrogenase (MCAD) Deficiency))

6 365

7055

MonHein aHann3 reHa OTC (HeAOCTaTOMHOCTb OPHUTMHTPaHCKapOammnashbl)
(OTC Gene (Ornithine Transcarbamylase (OTC) Deficiency))

48 060

7056

YacTble myTaumu B reHe FAH (tupoanHemus tun |) (FAH Gene, Freq. Mut.
(Tyrosinemia, Type 1))

11 615




MonHein aHanns reHa FAH (TupoanHemuns Tun |) (FAH Gene (Tyrosinemia,

7057 Type 1)) 63 060
YacTtuuHbih aHanms reHa ASS (umtpynnuHemus) (ASS Gene, Freq. Mut.

7058 (Citrullinemia)) 12 060
26.1. Ona peten (For children)

OueHka MMMYHHOrO OTBeTa k AeTckum nHdekumsim (Pediatric Infections:

OBC47 Immune Response) 7670
3nopoBbivi pebeHok: ans geten ot 0 go 14 net (Healthy Child: for Children

OBC89 from O to 14 Years) 1690
26.2. Ona xeHwmH (For women)
lMporpamma CKpuHUHra paka wenkn maTtkn — onpegenexme JHK BIMY n
LMTONOrMyecKoe uccrnenoBaHme cockoba LWerkn MaTkm U LepBrKanbHOro

2019 KaHana MeTo0oM XXMAKOCTHOW uuTonorum* 2 250

OBC95 VIP-o6cnenoBaHne ans xeHwumH (VIP-Survey for Women) 27 145
YKeHcKkuin ropMmoHanbHbIN Npodnsb: ANCHYHKLMS ASUYHUKOB, HapyLLeHUs
MeHcTpyanbHoro uukna (Female Hormonal Profile: Ovarian Dysfunction,

OBC80 Menstrual Irregularities) 7 330

OBC70 OHkopuck xeHckui: wenka matkn (Women's Oncorisk: Cervix ) 4190
Mpobnembl HEBbIHALLMBAHMWS: ayTOMMMYHHbIN Npodunb (Miscarriage:

OBC81 Autoimmune Profile) 7 780

OBC82 OueHka aHgporeHHoro ctatyca (Assessment of Androgen Status) 3140
MnaHupoBaHne 6epeMeHHOCTU: AMarHOCTUKa YPOreHUTanbHbIX MHAEKUNIA

OBC88 (Pregnancy Planning: Diagnosis of Urogenital Tract Infection (UTI)) 4 560
Xo4y cTaTb MamoW: KoMnnekcHoe obcnegosBaHve Npu NNaHMpoBaHUK
6epemeHHocTn (Want to Become a Mother: Pregnancy Planning,

OBC83 Comprehensive Survey) 15 390
ObC84 TORCH-uHgekunm (ToRCH-Infections) 6 290
BepemenHocTb: |l TpumecTp (14-28 Hegenwn) (Pregnancy: Second Trimester
OBC86 (14-28 Weeks)) 1690
BepemenHocTb: Il TpumecTp (o1 29-30 Hegenb) (Pregnancy: Third Trimester
OBC87 (29-30 Weeks) ) 8 040
OBC121 MoarotoBka k 6epemeHHOCTU: 6a30BLIN 17 860
OBC122 MoproTtoBka kK 6GEPEMEHHOCTU: OLleHKa BUTAMUHHOIO cTaTtyca 6 810
OBbC123 MoarotoBka kK 6€peMeHHOCTU: CKPbITLIN AednumnT xenesa 2 370

26.3. OAna myKumH (For men)

OBC96 VIP-o6cnenosanve ans myxynt (VIP-Survey for Men) 25 560
26.4. ExxeropHble npodpunaktuiyeckne obcnegosanmsa (Annual preventive
examinations)

ExxerogHoe npodumnaktudeckoe obeneposanume (nocne 40 net) (Annual

OBC46 Check-Up after 40 Years of Age) 9980
340poB Tbl — 340pOBa CTpaHa: exerogHoe npogunakTmyeckoe
obcneposaHue (go 40 net) (Healthy You - Healthy Country: Annual Check-

OBC79 Up up to 40 Years of Age) 7 370
Broxumus kposu: paclumpeHHbIn npoduns (Serum Biochemistry: Extended

OBC73 Profile) 7 345

OBC74 BroxmmMus kpoBu: MMHUManbHbIM Npoduib (Serum Biochemistry: Minimum) 4 500
26.5. CnopTtusHblie npodpunu (Sport Profiles)

CIOPT1 Supersport ba3zoBblii 4125

CrnoPT2 Supersport OnTumanbHbIn 10 245

CloOPT3 Supersport MpoaBuHYTbIN 18 160
26.7. OueHKa pUcKa pa3BuTUA 3aboneBaHUA cepaevyHO-COCYAUCTOM
cuctembl (Cardiovascular disease risk assessment)

MpodunakTrka 3aboneBaHnii cepaLa 1 CoCyaoB M UX OCINOXHEHUN

OBC51 (Preventing Heart and Blood Vessel Diseases ) 5410

OBC53 JivnngHeIi npodune: pacwmpenHbin (Lipid Profile: Extended ) 4 890

OBC54 JiunugHei npodune: ckpuHuHr (Lipid Profile: Screening) 1530




26.8. AnarHocTuKa aHtudocponmnmuaHoro cuHgpoma (Diagnosis of
antiphospholipid syndrome (APS))

AHTUdOoCHOoNUNMAHLIN cuHapom (APC), nabopaTopHble KpUTEPUU

OBC55 (Antiphospholipid Syndrome, APS) 5360
26.9. lnarHoCcTUKa COCTOAHMUA XKeNya0U4HO-KULeyHoro TpakTa (Diagnosis
of gastrointestinal tract (Gl Tract))

[narHocTtvka uenuakumn: HenepeHocuMocTb 6enka 3nakoB (rnoTeHa) (Coeliac

OBC62 Disease: Gluten Intolerance ) 8 550

FACTP "actponaHens (GastroPanel) 5280
26.10. OueHka pyHKuMM neveHun (Assessment of liver function)

OBC56 O6cnepoBaHme neyveHun: paclumpeHHoe (Survey of Liver: Extended ) 5735
OBC57 O6cnegoBaHue neveHn: ckpuHUHE (Survey of Liver: Screening) 2140
CKPUHWHI ayTOMMMYHHOTO nopaxeHus nedexun (Autoimmune Liver Disease:

OBC59 Screening) 8 890
26.12. OueHka pyHKuUMM noyek (Assessment of renal function)

OBC60 O6cnepoaHune noyek: pacumpeHHoe (Survey of Kidneys: Extended ) 4430

OBC61 O6cnepgoBaHue novek: ckpuHUHF (Survey of Kidneys: Screening) 1 865
26.13. FTocnutanbHble uccnepgosanua (Hospital Examination)
ocnuTtanu3aumsa B TepaneBTuyeckui ctaumoHap (Hospitalization in

OBC77 Therapeutic Hospital) 8 050

OBC78 JTabopaTopHbIN XMpypruyeckuin npodunb 10 930

OBC106 JlTabopaTopHbIV XMpyprudeckuii Nnpodunb paclUMPEHHbIN 12 875
26.14. OmnarHocTuKa 3aboneBaHuii coeguHUTeNbHOM TKaHK (Diagnosis of
connective tissue diseases (disorders of connective tissue))

Bonu B cyctaBax: pacwmpeHHoe obcnegosaHme (Joint Pain: Extended

OBC63 Survey) 12 340

OBC64 ApTpuTbl Npu peBmaTnyecknx 3abonesannsax (Rheumatic arthritises) 4030

OBC64MOD |Bbonu B cyctaBax: ckpunuHr (Arthralgia: screening test) 6 590

OBC120 Moparpa 1540

OBC125 PesmaTouaHbl apTput (Rheumatoid arthritis). 4410
26.15. inarHocTuKa caxapHoro guabeta (Diagnosis of diabetes)

OBC65 KoHTpone guabeta: pacumperHbin (Diabetes Control: Extended) 6 570

OBC66 KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening) 1140

OBC67 [Onabet: ayroummyHHble mapkepsbl (Diabetes: Autoimmune Markers) 4950
26.16. fluarHoCcTMKa U KOHTPOJIb Tepanum octeonopo3a (Diagnosis and
monitoring therapy for osteoporosis)

OBC71 HwnarHoctuka octeonoposa (Diagnosis of Osteoporosis) 5170
OueHka meTabonunama KOCTHOWM TKaHU M pUCKa OCTEOoMNOopOo3a: pacLUMpPeHHOEe
obcnepoaHue (Metabolic bone and osteoporosis risk evaluation:

OBC124 comprehensive examination). 7 850
26.17. OueHKa GyHKLUUM WMTOBUAHOMN XKenesbl (Assessment of thyroid
function)

LLinToBmaHas xxenesa: paclumpeHHoe obcnenosarue (Thyroid Gland:

OBC75 Extended Survey) 3590

OBC76 LnToBmaHas xenesa: ckpuHuHr (Thyroid Gland: Screening) 2090
26.18. UHdeKuun, nepegasaemblie NoaoBbiMm nyTém (Sexually transmitted
infections (STI))

OBC90 BWM, cudpmnuc, renatutel B n C (HIV, Syphilis, Hepatitis B, C) 3060
WccnenoBaHue komnnekcHoe «Cekc B 60mnbLLIOM ropoae: 6 MHgekumi
(ananwus kposun)» (Comprehensive Study «Sex in City: 6 Infections (Blood

OBC91 Test)») 6 230
WccneposaHme komnnekcHoe «Cekc B 6onbLliom ropoge: 14 nHdgekuni +
Ma3ok Ha mukpodnopy» (Comprehensive Study «Sex in City: 14 Infections +

OBbC92 Smear on Flora») 8 350
WccnenoBaHne komnnekcHoe «Cekc B 6onbLUoM ropoge: 12 nHdekummn +
KBM (yporenuTtanbHbIi cockod)» (Comprehensive Study «Sex in City: 12

OBC105 Infections (Urogenital Scraping)») 5540




VccnepnoBaHue komnnekcHoe «Cekc B 6onbLiomM ropoge: 8 nHdekuni +
Ma3ok Ha mukpodonopy» (Comprehensive Study «Sex in City: 8 Infections +

OBC93 Smear on Flora») 5230
26.19. NMpo6nemobi Beca (Weight Problems)
Mpobnembl Beca (nepBryHOE 0b6cnefoBaHne 300pOBbsi NALUEHTOB C

OBCY%4 HapyweHusmu Beca) (Weight Problems: Primary Survey) 6 050
Mepen aneTon: MuHMManbHoe obecnegosaHue (Survey Before Diet: Minimum

OBC107 ) 3290
Mepen aveTon: gononHuTensHoe obcnegosaHue (Survey Before Diet:

OBC108 Additional ) 10 920
26.20. OueTbl (Diets)

OBC112 BereTapuaHupbl 5315

OBC113 lMuTaHne, NcknoyaroLLee KpacHoe MsSCo 1890

OBC114 BenkoBas gveTta 6 370
26.22. Anneprua (Allergy)

OBC98 Anneprusi Ha XXMBOTHBIX, Nblfb, NreceHb (Allergy to Animals, Dust, Mold) 12 540

OBC99 Anneprus Ha nuwiesble npoaykTol (Food Allergy) 15 550

OBC100 Anneprusi Ha nneceHb (Mold Allergy) 4 050

OBC101 Anneprus Ha pacteHus (Plant Allergy ) 10 390
26.23. Fematonoruyeckue uccnegosaHua (Hematological Examination)

OBC68 OwnarHoctuka aHemuii (Diagnosis of Anemia) 6 120
26.24. KpacoTa Koxu, Bonoc u Hortei (Beauty of skin, hair and nails)

OBC118 KpacoTta 3gopoBow koxu (Healthy skin beauty) 4160
CwvnbHble Bonockl, Kpenkme Hormu, 6apxaTtHas koxa (Strong hair and nails,

OBC119 velvet skin) 5 050
HoBble nccnepoBaHus

FACTP978 [lacTponaHenb co cTumynsuuen 6 710
AHapodnop, nccnegosaHme MMKPOGopbl YpOreHUTanbHOro Tpakta My>4uH

3152 B 3AKynsTe 3110
AHgpodnop, nccnegosaHme MMKPOdopbl YpOreHUTanbHOro Tpakta My>K4uH

3153 B CEeKpeTe npeacraTernbHOM Xenesbl 3110
AHgpodnop CkpuH, nccnegosaHve MUKPOopbl YpOreHnTansHoro Tpakta

3253 MY>XYMH B CekpeTe npeacraTenbHOM xernesbl 2230

1700 NpokanbUNTOHWH 3125

1593 YKenuHble KUCNOThI B CTyne 3 905
Onpegenenve nona nnoga. BeisBneHne Y-xpoMocoMbl nnoga B KPOBU

3316 matepu (Y-chromosome of the fetus in the mother's blood) 6 275
Bupyc rpunna A/B, kadectseHHoe onpegenexve PHK (Influenza virus A/B,

3317 quality, RNA) 1880
PasgenbHoe onpepeneHue TokcmHa A n TokcmHa B Clostridium difficile B
kane, aHTureHHbIn Tect (Toxin A and B Clostridium difficile. One step rapid

486/479 immunochromotographic assay) 1525
Bupyc renatuta C: reHoTunupoBaHue no reHotunam 1-6 (BI'C, onpenenexHune

1688 reHotunos 1-6, HCV Genotyping) 2 855
AHTUTENa K KopoHaBupycy SARS-CoV-2 (HykneokancugHomy 6enky), 1gG,

1637 9660TT 755

1645 MenaToHuH 3075

1641 AHTUTEna K kopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 1 040

7650 MonekynapHo-reHeTu4eckast AMarHoCTUKa paka npeacraTenbHON Xenesbl 6 415

1634 MnavueHTapHbI hakTop pocTa (Placental growth factor, PIGF) 4525
®akTop IX, aktuBHoCTb % (thakTop Kpmctmaca, aHTureMounbHbIn hakTop

1410 «B») 1 600

1412 AHTU-Xa, akTUBHOCTb % 2 005

1413 dakTop BoH BunnebpaHaa, aHTureH % 2 415

1646 KnyboukoBas unbtpaumus (pCKP negnatp., dhopmyna Lesapua 2009) 335

1603 ButamuH 1,25-gurngpokcn D3 3785

1633 OBeponMmyc 3960




JlTabopaTopHoe uccnegoBaHue knewa ans BoiserneHus HK Bo3dbyguTtens
B6oppenuosa (bonesHu Jlanma) (Detection of pathogen DNA in ticks: Borrelia

270 burgdorferi s. 1.) 1975
4HOT NASH-FibroTest 21290
Oo3nHOUNbHLIN HelpoTokenH B cTyrne (Fecal Eosinophil derived
1594 Neurotoxin; EDN, stool) 4 480
1597 XVMOTpUNCUH B CTyne,akTuBHOCTb (Chymotrypsin activity in Stool) 2185
Crteatokput ctyna (OnpegeneHne cogepxaHus xupa B kane MeToaom
1599 KMcnoTHoro cteatokputa; Fecal Fat; Acid Steatocrit) 1610
AHTUTENa, KONNYecTBEHHbIE, K cnavikoBomy (S) 6enky SARS-CoV-2, IgG
1659 (Anti-SARS-CoV-2, spike (S) protein, IgG, quantitative) 1575
1596 3oHynuH dekanbHbln (Zonulin, stool; Fecal zonulin) 6 760
OBC154 Broxmmus kposu: 6a30BbIN Npodunb 2890
580 OLGA-system(6uoncumnHbin (>kenynok) 4 260
Mukpockonmyeckoe MccnegoBaHue MoYm Nocre maccaxa npeacrarenbHom
1169 xenesbl 700
Mpsamown aHTUrMobyNMHOBEIN TecT, nonucneundunyHbin (MAIT, npavas
npo6a Kymbca, Direct Antiglobulin Test, DAT, Direct Coombs Test
999 Polyspecific) 1 350
7653 AHanns mytaummn B reHe BRAF (V600E) (MLUP, kay) 7 655
OBC127 JIunuaHeI npounb He-HaToLWaK paclUMpeHHbIN 3905
OBbC128 JInnnaHbIi Npodnnb He-HaTOLAaK CKPUHWUHT 1530
OBC129 Beranbl. NMpoduns "MuHnmansHbIR" 9 640
OBC130 Beranbl. Mpoduns "basoBbin” 11 780
OBC131 Beranbl. Mpoduns "PaclumpeHHbIn" 20 860
OBC155 Mpodpunb «ExxerogHas npodunakTrka» 1320
OwnarHoctuka nocTtkoBmaHoro cuHgpoma (Diagnosis of Post-COVID-19
OBC172 syndrome) 8 740
CIKA1 JlabopaTopHasa AvarHoCTuKa rmnepaaHgporeHeMmm 4530
CIKA2 OueHka ropMoHarnbHOro ctatyca npu HapyLeHUM MeHCTpyarbHOro Limkna 2 765
OBC156 ButamuH [ n mnHepanbHbi 06MeH 4 140
3032 PaclwunpeHHoe nccnegoBaHne MUKPOdNopbl yporeHUTanbLHoro Tpakra 3220
3033 CKpVHUHroBoe nccrnegoBaHne MMKpodiopbl YpoOreHUTanbHoro Tpakta 2735
KnuHnyeckun aHanmna kposu: obLmin aHanus, nenkocgopmyna (c
5/119 MUWKpPOCKONUen Maska KpoBM NpW HanmM4mMm naTonorm4ecknx CoBmro) 795
OnpepneneHne 0CMOTUYECKON pe3ncTeHTHOCTH aputpoumTtos (Osmotic
1600 fragility (OF) test, RBC) 2185
1618 OnekTpodopes remornodbuHa (Hemoglobin Electrophoresis) 4 480
1670 AHTuTEna Kk 6eta-2-rnukonpoTenHy, IgG (Anti-beta-2-glycoprotein, 1gG) 1565
1671AB2M |AHTuTena k 6eta-2-rnvkonpoTtemnHy, IgM (Anti-beta-2-glycoprotein, IgM) 1690
6706 MaHenb pasHble anneprexb 1 5 300
6707 [MaHenb pasHble anneprexsbl 2 5100
1881 Anneprounn ALEX2 (Allergy Explorer 2), 300 anneprotectoB 25 095
7643 Cungpom MapTtuH-benn (reHogmnaHocTMKa CuHApOMa NTOMKOM X XPOMOCOMBI) 7 025
7645 MyTtauwmu B reHe LDLR 14 160
7646 MyTtaumm B reHe PCSK9 12 880
AHTUTENa K kopoHaBupycy SARS-CoV-2, IgM (kavyecTBeHHOE onpeaeneHne)
1641/59 n IgG (konuuyecTtBeHHoe onpeaeneHune) (Anti-SARS-CoV-2, IgM/IgG) 2 450
OBbC164 ButamuH D n MmuHepanbHbIi 06meH (IMepekpecTok) 3110
1689 AMMHOKMCNOTHI B Nasme KpoBu 5030
1690 AMUHOKUCNOTHI B Nniasme KpoBsu, 48 nokasatenen 9 755
1675 PeMHaHTHBIN X0necTepuH HaTolak (NpoayKT —Npodunb); 830
1685 PemHaHTHBIN XonecTepuH He HaTowak (MpoaykT —npodusb) 830
JlTabopaTopHoe uccnegoBaHue knewa ans soigsneHus PHK Bupyca
350 knewiesoro aHuedanuta (Tick-borne encephalitis Virus, TBEV, RNA) 1290




MaTtonoroaHaToMuyeckoe UccrenoBaHne onepaLmMoHHOro matepuana (o 6-

51104 TV napaguHOBbIX BNOKOB) 4180
lMaTonoroaHaTomMmnyeckoe nccnegoBaHve onepaumoHHOro Mmatepuarna
51105 (6onee 6-Tn napacrHOBbLIX 6NOKOB) 4180
OBC171 'MnoroHagn3m y My>4nH 6 190
Kapaunopuck, CKpUHUHI-NEW — C BKITIOYEHNEM BbICOKOYYBCTBUTENBHOIO
TPOMOHWMHA U HaTpuIypeTmyeckoro ropMoHa (B-tuna) N-koHueBoro
OBC173 nponentuaa 8 490
>KeHckuint ropMoHanbHbIn Npodunb: HapyLLeHWs MEHCTPYarbHOro Lukna,
OoBC187 CKPUHUWHT 3700
OBC85NEW |BbepemeHHoCTb: 1-1 TpumecTp (1-13 Hegenu) unu 1-n BU3NT 11150
Cnepmorpamma (ViccnepoBaHue agkynaTa ¢ OLeHKON Mopdhonorum no
5999 Kptorepy) 3350
OBC202 AHanuabl onsi cnpaBku B 6accenH 1120
CrepongHbivi npodune B crntoHe (TectocTepoH, ermapoannaHgpoCTEepOH,
AHgpocTeHamoH, Koptuson, KoptnsoH, 3ctpaawnon, lNporectepoH, 17-OH-
1577 NpOrecTepoH) 8 075
PRS1-INV  [MpeHaTanbHbin ckpuHuHr PRISCA 1 2195
PRS2-INV  |IMpeHaTanbHbi ckpuHUHr PRISCA 2 1565
LinTonormnyeckoe n MMMyHOLMTOXMMUYECKOE UCCNEAOBaHME C Mapkepamm
p16INK4a un Ki-67 ona noareepxaeHnsa gucnnasnm B Maskax Crim3ancton
547N LIENKN MaTKK 9870
NapsoBupyc B19 (Parvovirus B19)
3324CB Mapsosupyc B19, onpegenenne OHK (cbiBopoTKa) 840
Bapuuenna-3octep supyc (Varicella-Zoster virus)
Bupyc Varicella-Zoster, onpegenenne HK B ceiBopoTke kposwu (Varicella
3215CB ZosterVirus, DNA, serum) 510
Bupyc Varicella-Zoster, onpegenenne JHK B cockobe anutenmanbHbIx
3215KOX  |knetok koxm (Varicella Zoster Virus, DNA, scrape of skin epithelial cells) 475
Bupyc Varicella-Zoster, onpeaenenne OHK B critoHe (VaricellaZosterVirus,
3215CIH DNA, saliva) 475
Hosble uccneposaHusa 2024
HeunHBasvBHbIN NpeHaTanbHbI TecT (HUMMT) - ctTaHgapTHasa naHenb
2HUNT (Noninvasive Prenatal Testing (standart)) 30 345
HewnHBasmBHbIV NnpeHaTanbHbi TecT (HUMMT) - paclumpeHHas naHenb
SHUNT (Noninvasive Prenatal Testing (advanced)) 38 900
HeunHBasnBHbIN NpeHaTanbHbii TecT (HUMT 6a3oBbin) (Non-Invasive
AHANT Prenatal Test (base)) 26 145
Bbepesa 6opogasuaTas, rBet v1 (1215), IgE (Birch, Betula verrucosa, rBet v1
6027Ab (t215), IgE) 795
6031AB HomawHsas neinb (Hollister —Stier) (h2), IgE 795
6044Ab Ap ocwl naTtHucTom (i2), IgE 795
6046Ab Komap (i71), IgE 835
6048Ab MeHnumnnuH V (c2), IgE 835
6049Ab Orypeu (f244), IgE 795
6050Ab6 Asokapo (f96), IgE 795
6052Ab Monoko ko3be (f300), IgE 795
6055Ab6 Abpukoc (f237), IgE 795
6056Ab Buwhs (f242), IgE 795
6058Ab ManpapwvH (f302), IgE 795
6059A6 baknaxaH (f262), IgE 795
6060Ab Bpokkonu (f260), IgE 795
6061AB YecHok (f47), IgE 795
6062Ab6 Mpubbl (LamnuHboHbI) (f212), IgE 795
6063Ab6 MopconHeyHnk (w204), IgE 795
6064Ab Pomawka (w206), IgE 795
Cwmecb nuweBbix annepreHoB (fm5) (An4HbIM ©6emnoK, MONTOKO KOPOBbE,
6068AB Tpecka, nieHuua, apaxumc, coesble 606bl), IgE 1 865




Cwmecb nuweBbix annepreHoB (fm24) (Tpecka, KpeBeTKU, MUAMM, TYHEL,

6074Ab nococs), IgE 1865
Cwmecb annepreHoB NbifbLbl AepeBbeB (paHHee LuBeTeHne) (tm5) (onbxa
6085Ab cepasi, nelumHa, Bs3, UBa, TONomMb TpexrpaHHbin), IgE 1865
6088Ab BuHorpag (f259), IgE (Grape (f259), IgE) 1155
6090Ab JNococb/cemra (f41), IgE (Salmon (f41), IgE) 1155
6092Ab6 Ckymbpus (f206), IgE (Mackerel (f206), IgE) 1155
6093Ab Kambana (f254), IgE (Plaice (f254), IgE) 1155
6095Ab6 KokocoBhbin opex (f36), IgE (Coconut (f36), IgE) 1125
6096Ab "peukun opex (f256), IgE (Walnut (f256), IgE) 1155
6103Ab6 Coip Yeppep (f81), IgE 830
6104Ab Cblp ¢ nneceHbio (f82), IgE 830
6107Ab6 TyHey, (f40), IgE 830
6108Ab Kykypysa (f8), IgE 830
6109A6 Cnuea (f255), IgE 830
6119Ab Umbupsb (f270), IgE 830
6098Ab daconb 6enas (f15), IgE (White bean (f15), IgE) 1155
6099Ab Obinsa (f87), IgE (Melon (f87), IgE) 1155
6100Ab Poxb (f5), IgE (Rye (f5), IgE) 1090
6159A6 KypuHoe msco (f83), IgE 830
6144Ab6 Candida albicans (m5), IgE 830
6148Ab LWokonag (f105), IgE 830
6122A6 Exa cbopHas (g3) IgE (Dactylis glomerata (g3), IgE) 830
6124Ab OscsHuua nyroeas (g4), IgE (Festula elatior (g4), IgE) 1145
6126Ab MsaTnuk nyroeon (g8), (IgE Poa pratensis (g8), IgE) 830
6164Ab MonbiHb ropbkas (Artemisia absinthium) (w5), IgE 830
6166Ab Mepbs BonHMCTOrO Nonyraviyvka (e78), IgE 830
6150Ab JlumoH (f208), IgE 830
6152Ab Ipeva (f11), IgE 830
6182Ab6 Onbxa cepas (t2), IgE (Alnus incana (12), IgE) 830
6183Ab NewwuHa obbikHOBeHHas (14), IgE (Corylus avellana (t4), IgE) 830
6184Ab MopopoxHuk (w9), IgE (Plantago lanceolata (w9), IgE) 830
OBC196 Ctpecc 9 490
OcTpble knweyHble nHdekuun. Onpegenenne PHK BupycHbix Bo3byauTtenen
KnweYHbIX MHdekuun (Potasupyc A, Actposupyc, Hoposupyc G |,
33127KAN1  |Hoposupyc G Il) B kane 1500
OcTpble kMweyHble nHekuun. OnpeaeneHne 6aktepmanbHbIX U BUPYCHbIX
BO3OyauTEnewn kuweYHblx nHgekumii (Kamnunobakrep(tepmodunsHas
rpynna),lWurennesl n AWK, CanbmoHennel, AgeHosupyc F, Potasupyc A,
33128KAJT  |Actposupyc, Hoposupyc G |, Hoposupyc G Il) B kane 3150
HoBble uccneposanuna 2024_2
Broxmmmyeckuii CKpUHUHE 1-ro TpumecTpa 6epemMeHHOCTY Ans NporpaMMbl
ASTRAIAL1 |AcTpans 3 665
WccnepoBanne PAPP-A u cB. ?-XI'Y B 11-14 Hegenb 6epeMeHHOCTU C
ASTRAIA2 |pac4eToM pUCKOB XPOMOCOMHbIX aHoManuii B nporpamme ASTRAIA 4410
WccnepoBanne PAPP-A u cB. ?-XI'Y B 11-14 Hegenb 6epeMeHHOCTU C
pacyeToOM pUCKOB XPOMOCOMHbIX aHOManui, 3agepXky pocTa nnoaa,
ASTRAIA3 |npexgeBpeMeHHbIX pogos, npeaknamncum B nporpamme ASTRAIA 4410
WccneposaHne PAPP-A u cB. ?-XI'Y n PIGF B 11-14 Hegenb 6epeMeHHOCTH
C pac4eTOM PMCKOB XPOMOCOMHbIX aHOMarnun, 3agepXku pocta nnoaa,
npexaneBpeMeHHbIX POLAOB, MHAMBUAYaANbLHOIO pyUcka NpeaknamMncum B
ASTRAIA4 |nporpamme ASTRAIA 7770
UccneposaHne TREC 1 KREC ans anarHoctukm ummyHogedpuuuntos (TREC
1576 and KREC analysis for immunodeficiency diagnostics) 6 315
1301 MperHeHonoH 4035
1399 BankomuumH (Vancomycin) 3875
VccnenoBaHus coctaBa MMKpPOBMOThI KULLEYHUKa y feten metogom MNLP,
398 OnTtepodinop fetn 7 610




1546 Bpyuenna-IgA (Brucella, IgA) 725
1548 Bbpyuenna-lgG (Brucella, 1gG) 870
Bupyc ummyHogeduunta yenoseka, tun 1 (BUY-1), onpegenerHne PHK
(kon.) B cbiBOpOTKE KpoBUM (Human immunodeficiency virus, HIV-1, RNA,
339 quality, Serum) 8 390
Bupyc nanunnomsl yenoseka (BIMY), soisenenne OHK (ckpuHuHr 14 Trnos
BIMY BbICOKOro oHKOreHHoro pucka - 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59, 66 1 68 TnNoB, c auddepeHynansHbIM onpeaeneHem 16 n 18 Tunos,
3011 TecT-cucrema Peanbect BINY OHkoCKpuH. 1460
Anti-Opisthorchis felineus IgM (aHTutena knacca IgM k aHTUreHam Kolladben
1563 aByycTku Opisthorchis felineus) 950
6010 PecnupatopHasa naHens PROTIA Allerqy-Q (64 annepreHa) 8 915
6005 CT1adnnoKOKKOBbIN 3HTEPOTOKCUH A, IgE 1105
6006 CT1acnnoKoKKOBbIN SHTEPOTOKCUH B, IgE 1105
6011 Atonnyeckas naHens PROTIA Allerqy-Q 7 235
6008 Cwmecb nueBbix annepreHoB 15: anenecuH, 6aHaH, s6noko, nepcuk, IgE 2175
6002W1 Ambposus (w1), IgE (Ambrosia (w1), IgE) 830
Creuudmyeckne nmmyHornobynuHel knacca G (IgG) K NULLEBLIM aHTUreHaMm:
1880 Food Xplorer (FOX). (Specific IgG to food antigens: Food Xplorer (FOX)). 25 085
Cwmecb annepreHoB AOMaLUHWX IPbI3YHOB: 3NUTENNIA MOPCKON CBUHKM,
3ANMTENUIN KPONuKa, anuTenni XxoMsika, Kpbica, Mblwb, IgE (EP70 (E6, E82,
E84, E87, E88), Rodents Panel: Guinea Pig Epithelium, Rabbit Epithelium,
1070Ab Hamster Epithelium, Rat, Mouse, IgE) 1670
'cTonornyeckoe nccnegoBaHme GONCUMHOIO Matepuana:
[dobpokayeCcTBEHHbIE OMYXOMM KOXM Pa3HbIX fiokanusauni SCHOro reHesa
(nanunnomsl, HeBYCbI, 6bopoaaBku)(]
Cockobbl LiepBuMKanbHOro kaHana u nonoctun maTku (6e3 gucnnasum) 1
nokanunsauwms!;
[obpokadecTBeHHbIE 3aboneBaHMs MOTOYHOM xernesbl 6e3 ancnnasmm
51103 (PKB,pnbpoageHoma), MNnayeHTa 3980
MmcTonornyeckoe nccneposanme | K (cockob m3 LepsukanbHOro kaHana,
5001l nonun Wewkn MaTtky, Nonvn Braranviia, bmonTtart Bnaranuiia) 734
MmcTonornyeckoe nccneposanme Il K (cocko® 13 nonoctu maTky, nonunbl
Tena matku, GuonTar LWerkn MaTku, GuonTar BynbBbl, KOHOUOMbI,
5002II nanunmnoMbl, NyNoBWHA, NAaueHTa, NNnogHble 060I04KN) 639
ctonornyeckoe nccnegosanue Il K (Lwerika maTkv, MaToYHblE TPyOb,
ANYHUKKN, KNCTbI SUYHWKOB, NapaoBapuarnbHble U napaTybapHble KUCTbI,
5003llI MWUOMAaTO3HbIE Y3Ibl) 858
'mctonornyeckoe ncenegosaxme IV K (matka, werika MaTkv, MaTOYHbIE
50041V TPYObI, ANYHMKM, 6ONBLION CanbHUK B Pa3fNYHbIX COYETaHNAX) 870
MonekynapHo-reHeTuyeckoe nccnegosanmne npu GIST-onyxonsx (cKIT,
5502 PDGFRa) 17 990
77802 Mcopwuas, TunnposaHne HLA-Cw6 4190
77800 BbonesHb bexyeTa, TINMpoBaHne HLA B51 4025
7021 InarHocTtuka 6eta-Tanaccemmm u remornobuHonaTui (reH HBB) 11 455
HewnHBasmeHbI npeHaTanbHbii TecT (HAMT Makcumym) (Non-Invasive
6HNNT Prenatal Test (Maximum)) 44 900
Mukpockonmyeckoe UccneaoBaHue cekpeTa npeacTaTernbHON Xenesbl
1168 (okpacka no PomaHoBckomy) 725







