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1.1. O6bweKknnHuueckune nccnegosanusa Kposu (General Clinical

Blood Tests)

KnuHuyeckun aHanms kposu: obwwimii aHanus, nevikogopmyna, CO3 (¢

MUWKPOCKOMNUEN Ma3ka KpoBM NpW HanM4mMm naTosiorM4ecknx coBuroB)

(Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula,

ESR (with Microscopic Examination of Blood Smear if Presence of
B03.016.002 1515 Pathologic Changes)) 940

O6wwmii aHanma kposu (OAK) (6e3 nerikoumTapHon dopmynbl n COJ)
B03.016.002 |5 (General Blood Analysis, without White Blood Cell (WBC) Count and 510

TpomboumnTbl, MUKpOCKONUS (MOACYET B OKpaLLEHHOM MasKe no

meTogy ®oHno) (Platelets, Microscopy (Manual Platelet Count (PLT
A12.05.120 TRO Count): Indirect Method by Fonio))* 400

JNenkouutapHas dopmyna (AnddepeHUnpoBaHHbIA NoacyeT

NENKOLMTOB, NerKouMTorpaMmmMa) C MMKPOCKONMEN Ma3ska KpOBU Mpwu

Hanuumu natonorunyeckmx casuros (Leucocyte Formula (Differential

White Blood Cell Count) with Microscopic Examination of Blood Smear
A12.05.121 119 if Presence of Pathologic Changes)* 690

JlerikounTtapHasa cdopmyna (auddepeHUnpoBaHHbIN noacyeT

NenKoLMTOoB, NnerkoumMTorpamma) ¢ 06a3aTenbHON «PyHHOM»

MuKpockonuen maska kposu (Leucocyte Formula (Differential White
A12.05.121 911 Blood Cell Count) with Manual Microscopic Examination of Blood 705
A12.05.123 150 PeTtukynoumnTtsl (Reticulocytes) 510

CO3 (ckopocTb ocegaHus apuTtpoumToB) (Erythrocyte Sedimentation
A12.05.001 139 Rate, ESR) 355

2.1. UmmyHoremaTtonorua (Immunohematology)
A12.05.005 93 "pynna kposwu (Blood Group, ABO) 520
A12.05.007.004|94 Pesyc-npuHagnexHocTs (pesyc-caktop) (Rh-factor, Rh) 520
A12.05.007 15RH Rh (C, E, ¢, e) Kell-cheHoTunuposanue (Rh C (E, c, e) Kell- 1330
A12.05.008 140 ANNovMMyHHble aHTUTena, Bkntoyas aHtutena Kk Rh-antureny (Anti 1180

3.1. OueHKa cBepTbiBaoLWEeN cucTembl KpoBu (Assessment of

Coagulation System)

AKTMBMPOBaHHOE YacTU4Hoe (napumnansHoe) TPoOMOOoNIacTMHOBOE

Bpems (AYTB (AlMNTB), kedanuH-kaonuHosoe BpeMs) (Activated
A12.05.039 1 Partial Thromboplastin Time, APTT) 425

MpoTpoMOuH (npoTpombuHoBoe Bpems, NB), MHO (MexayHapoaHoe

HopmanuaoBaHHoe oTHoweHue) (Prothrombin, Prothrombin Time, PT,
A12.30.014 2 International Normalized Ratio, INR) 555

®aktop VIl (aHTuremocpunbHbivi rmobynud A) (Antihemophilic Globulin
A09.05.188 1409 A, FVII) 1 440
A09.05.050 3 ®dunbpuHoreH (Fibrinogen, FG) 530
A09.05.047 4 AnTUTPOMOUH llI, % aktnBHocTM (AT Ill, Antithrombin I, % Activity) 815
A12.05.028 194 TpombuHoBoe Bpems (TB) (Thrombin Time, TT) 580
A09.05.051.001]|164 D-gumep (D-Dimer) 2135
A09.05.125 1263 MpoteunH C, % aktuBHocTu (Protein C, % Activity) 2710
A09.05.126 1264 MpoteuH S ceoboaHbin (Protein S, Free) 3635
A09.05.048 1153 Mna3smuHoreH (Plasminogen) 1110




"emocTasnorpamma (koaryrnorpamma), ckpuHuHr (Coagulation,

B03.005.004 OBC103 |Gemostaziogram, Screening) 1 840
"emocTasnorpamma (koarynorpamma) paclumpeHHas
B03.005.004 |[OBC109 [(Hemostasiogram (coagulogram), extended 5340
A12.06.030 190 BonuaHouHbin aHTukoarynsaHT (BA) (Lupus Anticoagulant, LA ) 1435
4.1. YrneBoapbl (Carbohydrates)
A09.05.023 16 mioko3sa (Glucose) 370
A09.05.102 17 ®pykTo3amuH (Fructosamine) 1045
MmuknposaHHbIn remornobuH HbA1C (HbA1C, Glycated Hemoglobin,
A09.05.083 18 GHB) 930
A09.05.207 215 Jlaktat (Lactate) 1 045
MOKO30-TONEePaHTHBIN TECT C ONpeaeSieHNEM TOKO3bl B BEHO3HON
KpOBW HaTOLLaK 1 nocre Harpysku yepes 2 yaca (2-Hour Oral Glucose
Tolerance Test, OGTT, Glucose Concentration (Fasting and 2 Hours
A12.22.005 T after Load), Venous Blood) 1120
MOKO30-TONEepaHTHBIN TECT C onpeaeneHmem rmoko3sbl n C-nentuga B
BEHO3HOW KPOBW HATOLLLAK U NOCne Harpy3ku Yyepes 2 vaca (2-Hour
Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein
A12.22.005 rrc Concentration (Fasting and 2 Hours after Load), Venous Blood) 1985
NoKko30ToNepaHTHbIV TECT Npu 6epemMeHHOCTH (Nnasma KpoBK)
(nepopanbHbIn rnoko3oTonepaHTHel TecT, I TT, O TT) Oral Glucose
Al12.22.005 MB-C Tolerance Test, Plasma, OGTT, Pregnancy 1290
Onpegenenve Bo3byauTenen oCcTpbIX peCnMpaTopHbIX BUPYCHbIX
nHdekumn yenoseka (OPBU): PHK pecnupaTopHO-CMHUUTMANBHOMO
Bupyca (human Respiratory Syncytial virus, hRSv),
meTanHeBmoBupyca(human Metapneumovirus, hMpv), BupycoB
naparpunna 1, 2, 3 n 4-ro tunos (human Parainfluenza virus 1-4,
A26.08.020.001|3318 hPiv), kopoHaBupycoB (human Coronavirus, pCov), pyHoBMpYCcOB 3020
4.2. lunuapl, "AMNONPOTEUHbI, anoaunonpoTteuHsl (Lipids)
A09.05.025 30 Tpurnuuepuabl (TT) (Triglycerides) 425
A09.05.026 31 XonectepuH o6wmn (XonectepuH) (Cholesterol Total) 420
XonectepuH JTNBIT (XonectepunH NMNonpoTENHOB BbICOKOW
nnotHocTu, JIMNBI, ?-xonectepuH) (High-Density Lipoprotein
A09.05.004 32 Cholesterol, HDL Cholesterol) 460
A09.05.028 1644 XonectepuH JIMHI (npsmon meton) Cholesterol LDL (direct) 475
XonectepuH JTTHI (XonectepyH NMNonpoTEUHOB HNU3KOW NIIOTHOCTY,
JINHI, ?-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL
A09.05.028 33 Cholesterol)* 435
XonectepuH JINMOHI (XonectepnH NMNonpoTENHOB OYEHb HU3KOW
nnotHocTtw, JINOHIT) (Very Low-Density Lipoprotein Cholesterol, VLDL
A09.05.028 218 Cholesterol) 790
A09.05.027 1071 JlunonpotewuH (a), JIMN (a) (Lipoprotein (a), Lp (a)) 1390
AnonunonpoTteunH A1 (AnonpoTteunH A1, ano A1) (Apolipoprotein A1,
A09.05.250 219 Apo Al) 830
A09.05.251 220 AnonunonpoteunH B (AnonpoTteunH B, ano B) (Apolipoprotein B, Apo B) 835
A09.05.129 1512BILE |>KenuyHble kucnoTbl (Bile Acids) 3155
4.3. benku u amuHokucnotbl (Proteins and Amino Acids)
A09.05.011 10 AnbbymuH (Albumin) 475
A09.05.010 28 O6wwmn 6enok (Protein Total) 415
A09.05.014 29 Benkosble dpakumm (Serum Protein Electrophoresis, SPE, SPEP)* 745
Onektpodopes 6enkoB Moun, onpegernenne Tuna npotenHypum (Urine
A09.05.014 1551 Protein Electrophoresis) 2110
Benok BeHc-[IXoHCca B MOYe, CKPUHUHT C NPUMEHEHMEM
UMMyHoMKCaLMK 1 KonnyecTseHHoe onpeaeneHve (Bence-Jones
A09.28.030.001|1552 Protein, Urine, Immunofixation, Quantification ) 2 495
Benok BeHc-[IxxoHca B Moye: MMMyHOMDUMKCaLMS, KONMMYECTBEHHOE
onpegenexHne, TMNMPoOBaHue kanna, namoéaa (Bence-Jones Protein,
A09.28.030.001|1553 Urine, Electrophoresis, Immunofixation, Kappa/Lambda Typing, 5120




CBoboaHble nerkme ueny MMMyHoOrnobynnHoB kanna n nsméaa

A09.05.106.005|1539 CbIBOPOTKM C pac4eToM MHAeKca kanna/namodaa 3 260
CeoboaHble nerkve ueny nMmyHornobynmHoB kanna v nambaa B moye
A09.28.030.003|1540 (Urine immunoglobulin free light chains (FLC) kappa and lambda) 2 505
A09.05.214 153 "omoumctenH (Homocysteine) 2 580
M-rpagueHT, TUNnupoBaHune. AnekTpodopes CbIBOPOTKU KPOBH,
NMMYHOMKCALMS C MaHEeNb aHTUCLIBOPOTOK (pasaenbHo K IgG, IgA,
IgM, kanna, nam6aa), konmdecTBeHHaa oueHka M-6ernka (M-Gradient,
Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with
A09.05.106.001|4051 Antisera (IgG, IgA, IgM, Kappa, Lambda), Quantification of M-Protein) | 4 945
M-rpagmeHT, CKpUHUHT. OnekTpodopes CbIBOPOTKM KPOBMU,
UMMYHOUKCALUS C MONMBANEHTHON aHTUCbIBOPOTKOW,
KonnyecTtBeHHas oueHka M-06enka (6e3 TunupoBanust) (M-Gradient,
Screening. Serum Protein Electrophoresis (SPEP), Immunofixation
A09.05.106 4050 with Polyvalent Antiserum, Quantification of M-Protein (without 3 395
4.4. OueHKa PpyHKumuu nouek (Assessment of renal function)
A09.05.020 22 KpeatnHuH (Creatinine) 420
KnyboukoBas gunbTpauus, pacyeT no dopmyne CKD-EPI -
kpeatuHuH (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI
B03.025.001 A0CKDEPI |Creatinine Equation) 390
A09.05.230 1525 LinctatnH C (Cystatin C) 1490
KnyboukoBas gounbTtpauus, pacyeT no dopmyne CKD-EPI — unctatnH
C (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C
B03.025.001 1526 Equation) 895
A09.05.017 26 MouesuHa (Urea) 415
A09.05.018 27 Moueas kucnota (Uric Acid) 420
4.5. MurmeHTb! (Pigments)
A09.05.021 13 BunnpybuH obwwmi (Bilirubin Total) 415
BunnpybuH npamoin (BunmpybuH KOHBIOrMPOBaHHbIW, CBA3aHHbIN)
A09.05.022.001|14 (Direct Bilirubin, DBIL, Conjugated Bilirubin ) 420
4.6. depmeHTbl (Enzymes)
AnaHnHamuHoTpaHcdepasa (AnAT, AIT, rmyTamuHo-
nupoBMHOrpagHas TpaHcamuHasa, ['MIT) (Alanine Aminotransferase,
A09.05.042 8 ALT, Serum Glutamic Pyruvic Transaminase, SGPT ) 385
AcnapTtatamuHoTpaHcdepasa (ACAT, ACT, rnytamuHo-
LLlaBeneBoOyKCyCcHas TpaHcamuHasa, ['LT)
A09.05.041 9 (Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic 385
A09.05.045 11 Anb@a-amunasa (?-amunasa, gnacrasa) (Alpha-Amilase, ?-Amylase) 525
Anbda-amunasa naHkpeatudeckas (P-nsodepMeHT amumnashbl)
A09.05.180 12 (Pancreatic ?-Amylase) 580
Mamma-rnytamuntpaHcnentugasa ([T T, rmyTamuntpaHcnenTugasa)
A09.05.044 15 (Gamma-Glutamyl Transferase, GGT) 410
KpeaTtuHkuHasa (KpeatuHdocdoknHasa, KK, KOK) (Creatine Kinase,
A09.05.043 19 CK, Creatine Phosphokinase, CPK) 630
KpeaTtuHkuHasa-MB (KpeatuHdocdoknHasa-MB, KK-MB, KPK-MB)
A09.05.177 20 (Creatine Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.)| 930
A09.05.173 23 Jlvnasa (Tpuaunnrnuueponauunrugponasa) (Lipase) 630
Nakratperngporenasa (J14r, L-nakrat, HAO+Oxkcugopenykrasa)
A09.05.039 24 (Lactate Dehydrogenase, LDH) 455
XonuHacTepasa (S-lNceBgoxonuHactepasa, XxonuHactepasa ll, S-X3,
A09.05.174 34 auunxonuHrugponasa) (Cholinesterase, Pseudocholinesterase, 495
A09.05.046 36 docdarasa wenoyHas (L) (Alkaline Phosphatase, ALP) 415
4.7. OueHKa COCTOAHUA UHKPETOPHOU U CeKpeTopHOU ¢-unn XKKT
(Assessment of endocrine and secretory functions of
gastrointestinal tract (Gl Tract))
A09.05.057 216 MactpuH (Gastrin) 2 260
A09.16.003 294 MencuHoreH | (Pepsinogen 1) 2 295
A09.16.003 295 MencwuHoreH Il (Pepsinogen 1) 2 295




MencwuHorensl | 1 Il ¢ pacyeTom cooTHoweHus (MencuHoreH

A09.16.003 2111 I/MencuHoreH 1) (Pepsinogen I/Pepsinogen I, PG1/PG2) 2535
4.8. MapKepbl meTaboan3ama KocTHoi TKaHu (Bone Metabolism)
OcteokanbumH (KoctHbin Gla 6enok) (Osteocalcin, N-Osteocalcin,
A09.05.224 146 Bone Gla Protein, BGP) 1365
C-koHueBble TenonenTuapl konnarexHa | Tuna (6eta-CrossLaps, C-
TepmuHanbHbiv Tenonentua, CT) (Carboxyterminal Cross-linking
Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide,
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps,
A09.05.297 203 Type 1 Collagen, CT, b-CTx Serum) 1720
A09.28.064 147 OesokcunupuamHonuH (AMNWO) B moye (Deoxypyridinolinein, DPD, 2 350
N-TepMuHanbHbIM NponenTu npokonnareHa 1 odwwun (Procollagen
A09.05.296 204 Type 1 N-terminal Propeptide, PINP, Total) 2 475
4.9. AHTMOKCUAAHTHDI cTaTyc (Total Antioxidant Status, TAS)
AHTMOKCHaaHTHLIN cTaTyc (ObWMn aHTMOKCHaaHTHbIN cTaTtyc) (Total
B03.016.017.00/1500 Antioxidant Status, TAS) 6 520
4.10. ButamuHbl (Vitamins)
A12.06.060 117 ButamuH B12 (unaHokobanamuH, kobanamumH) (Cobalamin) 1270
A09.05.080 118 donuesas kucrnota (Folic Acid) 1375
AKTUBHbIV BUTamMuH B12 (MTonoTtpaHckobanamuH, Active-B12,
A12.06.060 1317B12 |Holotranscobalamin) 2015
Butamun K1 B cbiBopoTke (dounnoxmHoH) (Vitamin K1, Phylloquinone,
A12.06.060 877 Serum) 2980
A12.06.060 931 ButamuH A B cbiBopoTke (petunHon) (Vitamin A, Retinol, Serum) 2975
ButamuH E B cbiBopoTke (anbda-tokodepon) (Vitamin E, alpha-
A12.06.060 932 Tocopherol, Serum) 2975
A09.05.264.001|1581 Owmera-3 nHgekc (Omega-3 Index) 5700
B03.016.017 1587 XupHble kucnotel, npocuns (omera-3, -6, -9), nnasma 10 835
A12.06.060 1604 ButamuH B1 (TiamuH) 2975
A12.06.060 1609 Butamun B2 (pnbodnasuH) 2975
A12.06.060 1610 ButamuH B3 (HUkoTUHamung) 2975
A12.06.060 1608 ButamuH B5 (naHTOTEHOBas kucnota) 2975
A12.06.060 1605 ButamuH B6 (nupuaokcanbgocdar) 3135
A12.06.060 1611 Butamun B7, H (6noTtuH) 2930
A12.06.060 1606 ButamuH C (ackopbuHoBas kucnota) 2935
A12.06.060 1615 BeTa-kapoTuH 2945
A12.06.060 1614 PeTuHun nanemutar 2 825
25-OH ButamuH D o6wmi (25-OH Vitamin D Total, 25(0OH)D, 25-
A09.05.235 928 Hydroxycalciferol) 2525
A09.05.258 1676 KoaH3nm Q10 B kpoBu 4190
A09.05.192 1681 ManoHoBbI Ananbgerna 4190
4.11. HeopraHunueckue BewecTtsa (Inorganic Matters)
Kanun/HaTtpuin/Xnop B ceiBopoTke kposu (K+/Potassium, Na+/Sodium,
A09.05.030 39 CI-/Chloride, Serum) 570
A09.05.032 37 Kanbumn obwmn (Ca) (Calcium Total) 410
Kanbuun nonnsmposaHHbin (Ca2+, cBobogHbIn kanbumn) (lonized
A09.05.206 165 Calcium, Free Calcium) 710
A09.05.127 40 Marnui (Mg) B cbiBopoTke kpoBu (Magnesium (Mg), Serum) 465
A09.05.033 41 docdop Heopranudeckuii (P) (Phosphorus (P)) 415
A09.05.007 48 XKeneso (Fe) B cbiBOopoTKe kpoBu (lron (Fe), Serum) 415
JlaTeHTHas (HeHacbleHHas) )ene3ocssi3biBatoLasi CnocobHOCTb
cbiBopoTku kpoBu (JIPKCC, HXKCC) (Unsaturated Iron Binding
Al12.05.011 49 Capacity, UIBC) 475
4.12. Cneumdunyeckue 6enku (Specific proteins)
A12.06.015 42 AntuctpentonuanH-O (ACJI-O, ACJ10) (Antistreptolysin-O, ASO) 780
A09.05.009 43 C-peakTtuBHbIn 6enok (CPB) (C-Reactive Protein, CRP) 745
A09.05.009 1643 BbicokouyBcTBUTENBbHBIV C-peakTnBHbIN 6enok (kapamo) 745
A09.05.077 840 LiepynonnaamuH (Ceruloplasmin) 910




A09.05.079 841 "anTorno6uH (Haptoglobin) 990
Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, ?2-Macroglobulin,

A09.05.241 1210 A2M) 920
Anbda-1-aHTutpuncun (A1AT), koHueHTpaumsa (Alpha-1-Antitrypsin,

A09.05.073 1200A1AT |AL1AT, AAT, Concentration) 1970
Anbda-1-aHTutpuncun (A1AT), deHoTunuposaHue (Alpha-1-

A09.05.073 832A1A  |Antitrypsin, A1AT, AAT, Phenotyping) 3125

A09.05.008 50 TpaHcdheppuH (Cugepodunun) (Transferrin) 865

A09.05.076 51 ®epputnt (Ferritin) 935

A09.05.006 21 Mworno6ux (Myoglobin) 1490
HaTpuiypeTtundeckoro ropmoHa (B-tuna) N-koHueow nponentug (NT-
proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type

A09.05.256 1631 Natriuretic Peptide) 4 505

A09.05.193 157 TponoHuH-I (Troponin-I) 1700
Kapborngpat-gepumumtHbii TpaHcdeppuH (Carbohydrate-Deficient

A09.05.229 838 Trancferrin, CDT) 4 655
Kapborngpart -gemumTHbIN TpaHcdeppyH € anekTpodoperpaMmmon
(Carbohydrate-Deficient Transferrin with results on an

A09.05.229 839 electrophoregram (CDT)) 6 010

A09.05.007 1566 encnanH 25 (6noaktmneHbin) (Hepcidin 25, bioactive) 11 345
PactBopumble peuentopbl TpaHcdeppuHa (pTOP, Soluble Transferrin

A09.05.008 1595STFR |Receptor, STfR) 2520
4.13. OHKomapkKepbl (Tumor Markers)
MCA obwwun (MpocTaTndeckuin cneunruiecknii aHTUreH obLLmin)

A09.05.130 103 (Prostate-Specific Antigen Total, PSA Total) 995
OHKopuck MyXckol: npegcraTtensHas xenesa (Male oncologic risk:

A27.30.278 OBC69 prostate) 1590

B03.070.521 [2113 OueHka 3goposba npoctatsl (MCA obuw,., MNCA cB., -2proPSA, phi) 5285
PakoBo-ambpuoHaneHbin aHTureH (POA, kapuMHOOIMOPUOHANBHbLIN

A09.05.195 141 aHtureH) (Carcinoembryonic Antigen, CEA) 1225
CA-15-3 (YrneBogHbin aHtureH 15-3) (Carbohydrate Antigen CA-15-3,

A09.05.231 142 Cancer Antigen CA-15-3) 1250
CA-72-4 (YrneBogHbI aHTureH 72-4) (Carbohydrate Antigen CA-72-4,

A09.05.200 166 Cancer Antigen CA-72-4) 1730
CA-19-9 (YrneBogHbin aHtureH 19-9) (Carbohydrate Antigen CA-19-9,

A09.05.201 144 Cancer Antigen-Gl) 1230
LintokepatuHoBbivi coparmeHT (Cyfra 21-1, pbparmeHT untokepaTmHa
19) (Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19

A09.05.247 167 Soluble Fragments, Cyfra 21-1) 1840
CA-125 (YrneBogHbint aHTureH 125) (Carbohydrate Antigen CA-125,

A09.05.202 143 Cancer Antigen CA-125) 1220
HE4 (Benok 4 snugungumuca yenoseka) (Human Epididymis Protein 4,

A09.05.300 1281 HE4) 1795
OueHka pucka paka smdHukoB no anroputMy ROMA (Risk of Ovarian
Malignancy Algorithm, anropuTm pacyeTta pucka anutenvanbHOro paka
SAWYHUKOB) (ANS XeHLWwuH Ao meHonay3bl) (Risk of Ovarian Malignancy

A09.05.196 ROMA1 |Algorithm, ROMA (Before Menopause)) 2410
OueHka pucka paka smdHukoB no anroputMy ROMA (Risk of Ovarian
Malignancy Algorithm, anropuTm pacyeTta pucka anutenvanbHOro paka
SAWYHUKOB) (ANS XeHLWuH nocne meHonay3bl) (Risk of Ovarian

A09.05.196 ROMA2 Malignancy Algorithm, ROMA (After Menopause)) 2410
CA-242 (YrneBoaHbI aHTUreH 242, onyxonesbin mapkep CA-242)

A09.05.232 1280 (Carbohydrate Antigen CA-242, Tumor Marker CA-242) 1260
BeTa-2-mukpornobynuH (?-2-M1MKpornodyrmH) B CbIBOPOTKE KPOBM

A09.05.245 208 (Beta-2-Microglobulin, BMG, Serum ) 1715

A09.05.246 209 HenpoHcneundunyeckasn eronasa (HCE) (Neuron-Specific Enolase, 2 350

A09.05.227 946 XpomorpanuH A (Chromogranin A, CgA) 6 490

A09.05.219 1198 Bernok S100 (S100 Protein) 3530




SCC (AHTUreH nNIoOCKOKNeTo4YHOM KapumnHoMebl) (Squamous Cell

A09.05.298 1296 Carcinoma Antigen, SCCA, SCCAQ) 3000
UBC (AHTWreH paka MO4€BOro ny3blps, MCCieAoBaHME pacTBOPUMbIX
parmeHTOB UuTokepaTnHoB 8 1 18 B moue) (Urine Bladder Cancer

A09.28.054 1297 Antigen, Urine Bladder Cancer, UBC) 3160
Beta-2-mukpornobynuH (?-2-mukpornobynuH) B moye (Beta-2-

A09.28.003 225 Microglobulin, Urine) 1735

A09.05.119 171 KanbuntoHuH (Calcitonin) 1760

A09.30.002 92 Anbda-petonportenH (ADI) (a-Fetoprotein, AFP) 790
5.1. OueHKa ¢pyHKuuK runodpumsa (Assessment of Pituitary Function)
ALpeHOKOPTUKOTPOMHbLIN FOpMOH (AKTI, KOPTMKOTPONUH)

A09.05.067 100 (Adrenocorticotropic Hormone, ACTH) 1245

A09.05.066 99 ComaTtoTponHbIvi ropmoH (comatotponuH, CTIM) (Growth Hormone, 1040
ComatomeguH C (MHcynuHonogo6HbI doakTop 1) (Somatomedin C,

A09.05.204 174 Insulin-like Growth Factor 1, IGF-1) 1920
donnukynoctumynupytowmin ropmoH (®CI) (Follicle Stimulating

A09.05.132 59 Hormone, FSH) 815

A09.05.131 60 INotenHunsmpyrowmn ropmoH (J11) (Luteinizing Hormone, LH) 815

A09.05.087 61 MponakTtuH (Prolactin) 835

A09.05.087 6161 MakponponaktuH (Macroprolactin)* 1750
5.2. OueHKa GpyHKLUU WUTOBMAHOMN Kenesbl (Assessment of
Thyroid Function)

TupokcuH o6wmn (T4 obwmi, TeTpanogTUPOHUH o6wmn) (Total

A09.05.064 54 Thyroxine, TT4) 765

A09.05.063 55 TupokcnH cBoboaHbin (T4 ceoboaHbin) (Free Thyroxine, FT4) 760

A09.05.060 52 TpunogTnpornH o6wmn (T3 obwmn) (Total Triiodthyronine, TT3) 775

A09.05.061 53 TpunoaTnpoHuH ceoboaHein (T3 ceBoboaHbin) (Free Triiodthyronine, 765
TpuiiooTPOHWH peBepcuBHbIn (T3 peBepcuBHLIA, Reverse

B03.058.001 1612 Triiodthyronine). 7 815
TUpPOKCUHCBA3bIBAOLLAA CNOCOOHOCTL (MOrMNoLweHNe TUPEOUAHbIX
rOPMOHOB; MHAEKC CBA3bIBAHMSA TUPOKCMHA; MHOEKC CBOBOAHOro
TupokcuHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding

A09.05.097 196 Capacity, TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l) 1090

A09.05.117 197 TupeornobynuH (TI) (Thyroglobulin, TG) 1225
AHTUTEena Kk Tupeornobynuny (AT-TI) (Anti-Thyroglobulin

Al12.06.017 57 Autoantibodies, Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, 975
AHTUTEna Kk TupeoungHon nepokcmgase (AT-TIO, mrkpocomanbHble
aHTutena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal

A12.06.045 58 Antibodies, TPO Antibodies, TPOAb, Anti-TPO) 910
AHTUTEna K MUKpocomMarnbHon pakumn Tupeountos (AT Kk
MUKpOCOMaribHOMY aHTureHy Tupeounto, AT-MAIT, AMAT,

A12.06.017 198 TMpeounaHble aHTUMUKpocomarnbeHble aHTutena) (Anti-Thyroid 930
AHTuTeEna K peuentopam TTI (AT K peuenTopam TUPEOTPOIMHOro
ropmoHa B cbiBopoTKe kpoBu, AT-pTTT) (Thyroid-Stimulating Hormone
Receptor Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH

A12.06.046 199 binding inhibitor immunoglobulin, TBII) 2 200
TupeoTponHein ropmoH (TTI, TupotponuH) (Thyroid Stimulating

A09.05.065 56 Hormone, TSH) 710
5.3. OueHKa ¢pyHKUMM Kopbl HagnoyeyHukoB (Assessment of
adrenocortical function)

A09.05.135 65 Koptnson (M'mapokoptnaoH) (Cortisol, Hydrocortisone) 805
CeoboaHbIn kopTu3on, cytodHas Moua (Free Cortisol, Free

A09.28.035 178 Hydrocortisone, 24-Hour urine) 1320

A09.07.007 1508 Koptunson, cntoHa (Cortisol, Saliva) 1165

A09.05.069 205 AnbgoctepoH (Aldosterone) 1275
PeHnH (PeHnH nnasmbl kpoBu, npsmoe onpeaeneHue) (Direct Renin,

A09.05.121 206 Plasma) 1540

A09.05.069 1302ARR |AnbagoctepoH-peHuHoBoe cooTHolleHue (Aldosterone-Renin Ratio, 2275




5.4. OueHKa aHAporeHHoro ctatyca (Assessment of Androgen

A09.05.078 64 TectoctepoH (Testosterone) 795

A09.05.078.001|169 CeoboaHbin TectocTepoH (Free Testosterone) 1775

A09.05.150 168 OurnpgpotectoctepoH (OI'T) (Dihydrotestosterone, DHT) 2 055

A09.05.146 195 AngpocteHanoH (Androstenedione) 1945
AHgpocTeHauon rroKypoHua (AHAPOCTaHAMON FMOKYPOHNU)

A09.05.147 170 (Androstanediol Glucuronide, 3?-Androstanediol Glucuronid, 3?-diol G)| 2 050
HernapoannangpoctepoH-cynbdat (JOA-S04,

A09.05.149 101 Dehydroepiandrosterone sulfate, DHEA-S) 805

A09.05.148 1602 OerngpoanvaHapocTepOH (HEKOHBIOTMPOBAHHbIN) 1750

B03.016.022.00|156 17-keToctepongbl (17-KC) B move (17-Ketosteroids, Urine) 2 705

A09.05.139 154 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 1105
"noBynuH, ceasbiBatowmi nonosble ropmoHsbl (MCIMNTM) (Sex Hormone-

A09.05.160 149 Binding Globulin, SHBG) 865
5.5. 9cTtporeHbl u nporectuHbl (Estrogens and Progestins)

A09.05.154 62 Octpaguon (32) (Estradiol, E2) 800

A09.05.153 63 MporectepoH (Progesterone) 815
5.6. HectepounpHble perynsatopHbie ¢paKTopbl NONOBbIX Xenes
(Nonsteroidal Gonadal Factors)

AnTumionnepos ropmoH (AMI) (Anti-Mullerian Hormone, AMH,

A09.05.225 1144 Mullerian Inhibiting Substance, MIS) 2035

A09.05.203 1145 WHrmbuH B (Inhibin B) 1915
Tpodobnactuyeckun 6eta-1-rnukonpoTtenH (TBIM) (Trophoblastic beta-

A12.05.110 1158 1-Globulin, TBG) 765
5.7. MOHUTOPUHT bepeMeHHOCTU, bBuoXMmmnyeckme mapKepbl
coctoAaHuA naoaa (Monitoring of Pregnancy, Biochemical Markers
of Fetal Status)

XopuoHuyeckuii roHagoTponuH Yenoseka (XY, 6eta-XIM'Y, ?-Xry)

A09.05.090 66 (Human Chorionic Gonadotropin, HCG) 740
CeobogHbin ?-XIM'Y (cBobogHas ?-cybbeanHuLa XOpMoHUYECKoro
roHagoTtponuHa Yenoseka) (Free Human Chorionic Gonadotropin,

A09.05.090 189 Free HCG) 1090
MnaueHTapHbIV NakToreH (XopmoHMYeCcKUii COMaToMaMMOTPOMNUH)

(Placental Lactogen, PL, Human Placental Lactogen, hPL, Chorionic

A09.05.249 207 Somatomammotropin, CS, Human Chorionic Somatomammotropin, 1315
AccounnpoBaHHbIN ¢ 6epeMeHHOCTLI0 NpoTenH-A nnasmel (Pregnancy-

A09.05.161 161 Associated Plasma Protein-A, PAPP-A) 1265

A09.05.157 134 CBoboaHbin actpuon (Estriol Free, E3) 1035
5.8. OueHKa s3HAOKPUHHOK PYHKLIMM NOAKENYA04HHOI Kenesbl
(Assessment of Pancreatic Endocrine Function)

A09.05.056 172 WHeynuH (Insulin) 1 065

A09.05.205 148 C-nentug (C-Peptide) 960
OLueHKa UHCYNMHOPE3UCTEHTHOCTU: MMNoKo3a (HaToLLaK), UHCYMWH
(HaTowak), pacyeT nHagekca HOMA-IR (Insulin Resistance: Fasting
Glucose/Insulin, Homeostasis Model Assessment of Insulin

B03.058.007 11HOMA |Resistance, HOMA-IR) 1 340
5.9. buoreHHble amuHbl (Biogenic Amines, BA)

KaTexonamuHel (agpeHanuH, HopagpeHanvH, fodamMuH) B nnasme
kpoeu — KATENJT (Catecholamines: Epinephrine/Adrenaline,

A09.05.133 KATENJT |Norepinephrine/Noradrenaline, Dopamine, Plasma) 3245
KaTtexonamuHbl (agpeHanuH, HopagpeHanvH, godamuH) B Move
(Catecholamines: Epinephrine/Adrenaline,

A09.28.034 151 Norepinephrine/Noradrenaline, Dopamine, Urine) 3035
MeTabonuTbl KaTEXONAaMUHOB Y CEPOTOHUHA: BaHUNUNMUHAANeBas
kucnota (BMK), romoBaHunuHoBas kucnota (I'BK), 5-
okcumHponykcycHas kucnota (5-OUNYK) (Catecholamines and
Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA,

A09.28.034 950 Homovanillic Acid, HVA, 5-Hydroxyindoleacetic Acid, 5-HIAA) 4 900




MeTtaHedpuHbI (pakumnm) B CyTOYHON MoYe: MeTaHepuH,
HopmeTaHedpuH (Metanephrines, Fractinated, 24 Hours-Urine —

A09.28.034.001|1166 Metanephrine, Normetanephrine) 4075
KaTexonamuHel (agpeHanuH, HopagpeHanvH, 4oamMuH) B MoYve
(Catecholamines: Epinephrine/Adrenaline,
A09.28.034 152 Norepinephrine/Noradrenaline, Dopamine, Urine) 3000
A09.05.085 1270 'mctamuH B Nnnasme kposu (Histamine, Plasma) 3490
A09.05.124 993 CepoTOHUH B CbIBOPOTKE KpoBWM (Serotonin, Serum) 3185
5.10. Kanbuuii-peryampytowme ropmonbi (Calcium-regulating
hormones)
MapaTtupeonaHbin ropmoH (MapatropmoH, napaTtupwuH, MNTI)
A09.05.058 102 (Parathyroid Hormone, PTH) 1345
5.11. FTopmoHbI }Kuposoi TKaHu (Adipose Tissue Hormones)
A09.05.159 175 JlenTtuH (Leptin) 1 500
5.12. Perynauua sputponos3a (Regulation of Erythropoiesis)
A09.05.082 222 OpwutponoaTtuH (Erythropoetin) 1945
6.1. MukpoanemeHTbl B KPOBM (CbIBOPOTKA KPOBU, Lie/ibHAsA KPOBb)
(Microelements, Serum, Venous Blood)
OcHoBHbIe acceHUmanbHble (KM3HEHHO HEOOXOANMBIE)
MUKpO3reMeHThI B CbiBOPOTKe kpoBu (Essential Vital Elements,
A09.05.242 M31 Essential Trace Elements, Serum) 1785
TOKCMYHbIE MUKPO3MNEMEHTBI (TSKenble MeTansbl) B BEHO3HOW KPOBU
A09.05.242 M32 (Toxic Trace Elements, Toxic Heavy Metals, Venous Blood) 1785
MukpoanemeHTbl B CbIBOPOTKE KPOBM 1 BEHO3HOW KPOBU: CKPUHWUHT
A09.05.242 M33 (Trace Elements, Serum, Venous Blood: Screening) 4 565
A09.05.278.001|874 Kagmui (Cd) B ceiBopoTke kposu (Cadmium (Cd), Serum ) 1230
A09.05.271.001|863 KobanbT (Co) B cbiBOpoTKe KpoBwu (Cobalt (Co), Serum) 1230
A09.05.273.001|888 Megb (Cu) B ceiBopoTke kpoBu (Copper (Cu), Serum ) 1230
A09.05.270.001|892 MapraHey (Mn) B ceiBopoTke kpoBu (Manganese (Mn), Serum) 1230
A09.05.276.001|869 CeneH (Se) B cbiBopoTKe KkpoBu (Selenium (Se), Serum) 1230
A09.05.274.001|868 LinHk (Zn) B cbiBopoTKe KpoBw (Zinc (Zn), Serum) 1230
A09.05.272.001|893 Hukenb (Ni) B ceiBopoTke kpoBu (Nickel (Ni), Serum) 1230
A09.05.242 1111 3ornoTo (Au) B cbiBOpoTke kpoBu (Gold (Au), Serum) 1230
A09.05.277.001|873 MonubaeH (Mo) B ceiBopoTKe kposu (Molybdenum (Mo), Serum) 1230
A09.05.242 1118 Tannwi (TI) B ceiBopoTKe kposwm (Thallium (TI), Serum) 1230
A09.05.275.001|883 Mbiwbsik (As) B cbiBOpoTKe kpoBu (Arsenic (As), Serum) 1230
A09.05.117 1491 Wop B ceiBopoTke (lodine, serum) 1230
A09.05.278 1112 Kagmui (Cd) B BeHo3Hom kpoBu (Cadmium (Cd), Blood) 1230
A09.05.271 1113 KobanbT (Co) B BeHo3HoW kpoBu (Cobalt (Co), Blood) 1230
A09.05.273 1114 Megb (Cu) B BeHo3HoM kpoBu (Copper (Cu), Blood) 1230
A09.05.270 1115 MapraHey (Mn) B BeHo3HoW Kposu (Manganese (Mn), Blood) 1230
A09.05.272 1116 Hukenb (Ni) B BeHo3Hou kposu (Nickel (Ni), Blood) 1230
A09.05.276 1117 CeneH (Se) B BeHo3HoW kpoBwu (Selenium (Se), Blood) 1230
A09.05.274 1119 LinHk (Zn) B BEHO3HOM KpoBw (Zinc (Zn), Blood) 1230
A09.05.281.001|878 CsuHel (Pb) B BeHo3HoM kposu (Lead (Pb), Blood) 1230
A09.05.280.001|1141 PTyTb (Hg) B BEHo3HOM kpoBwu (Mercury (Hg), Blood) 1230
A09.05.086 814 Jintni (Li) B cbiBOpOTKe KpoBwm (Lithium (Li), serum) 1 365
6.2. MukpoanemeHTbl B Moue (Microelements, Urine)
OcceHumanbHble (KM3HEHHO HEOOXOAUMBIE) U TOKCUYHBIE
MukpoanemeHTbl B Mode (Essential Vital Elements, Toxic Trace
A09.28.060 M34 Elements, Urine) 3985
A09.28.083.001|1040 Kagmuii (Cd) B moye (Cadmium (Cd), Urine) 1230
A09.28.076.001|1034 KobanbT (Co) B moye (Cobalt (Co), Urine) 1230
A09.28.078.001|1035 Megb, moya, pasosas nopuus (Copper, random urine; Cu) 1230
A09.28.078 889 Megb (Cu) B cyTouHom moye (Copper (Cu), 24-Hours Urine) 1230
A09.28.075.001|1032 Mapraxey, (Mn) B moye (Manganese (Mn), Urine) 1230
A09.28.081.001/1038 CeneH ( Se) B moye (Selenium ( Se), Urine) 1230
A09.28.079.001]1036 LinHk (Zn) B Mmoye (Zinc (Zn), Urine) 1230




A09.28.077.001|894 Hukenb (Ni) B moye (Nickel (Ni), Urine) 1230
A09.28.061.001|895 CeuHel, (Pb) B moye (Lead (Pb), Urine) 1230
A09.28.085.001]|1042 PTyTb (Hg) B Moue (Mercury (Hg), Urine) 1230
A09.28.060 1074 Tannun (T1) B moye (Thallium (TI), Urine) 1230
A09.28.080.001|1037 Meiwbsk (As) B Mo4ve (Arsenic (As), Urine) 1230
A09.28.071.001|881 Antomunui (Al) B moue (Aluminum (Al), Urine) 1230
A09.28.060 1033 Xeneso (Fe) B moye (Iron (Fe), Urine) 1230
A09.28.065 1479 Wog (1) B moye (lodine (1), Urine) 1230
6.3. MuKpoanemeHTbl B Bosiocax (Microelements, Hair)
A09.01.007 M38 TokcryHble MMKPO3neMeHThbl B Boniocax (Toxic Trace Elements, Hair) 2420
ToKcu4yHbIe N acceHLManbHble MUKPO3anemMeHTbl B Borniocax (Toxic
A09.01.007 M39 Trace Elements, Essential Vital Elements, Hair) 4770
BonbLuUon CKpUHUHT anemMeHTHOro coctaea Bonoc (Elemental
A09.01.007 M310 Composition of Hair: Screening ) 8 480
A09.01.012.001|1004 Antomunni (Al) B Bonocax (Aluminum (Al), Hair) 1230
A09.01.008 1126 Bapwun (Ba) B Bonocax (Barium (Ba), Hair) 1230
A09.01.008 1127 Bepunnui (Be) B Bonocax (Beryllium (Be), Hair) 1230
A09.01.011.001|1001 Bop (B) B Bonocax (Boron (B), Hair) 1230
A09.01.008 1138 Banaguin (V) B Bonocax (Vanadium (V), Hair) 1230
A09.01.008 1128 BucmyT (Bi) B Bonocax (Bismuth (Bi), Hair) 1230
A09.01.008 1139 Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1230
A09.01.008 1129 "annui (Ga) B Bonocax (Gallium (Ga), Hair) 1230
A09.01.008 1130 "epmanunii (Ge) B Bonocax (Germanium (Ge), Hair) 1230
A09.01.007.001|1011 Xeneso (Fe) B Bonocax (Iron (Fe), Hair) 1230
A09.01.008 1125 3onoTo (Au) B Bonocax (Gold (Au), Hair) 1230
A09.01.008 1131 Wog (1) B Bonocax (lodine (1), Hair) 1230
A09.01.024.001|1019 Kagmum (Cd) B Bonocax (Cadmium (Cd), Hair) 1230
A09.01.007.001{1006 Kanun (K) B Bonocax (Potassium (K), Hair) 1230
A09.01.007.001|1007 Kanbuwnin (Ca) B Bonocax (Calcium (Ca), Hair) 1230
A09.01.017.001|1012 KobanbT (Co) B Bonocax (Cobalt (Co), Hair) 1230
A09.01.013.001|1005 KpemHun (Si) B Bonocax (Silica (Si) , Hair) 1230
A09.01.008 1132 JlaHTaH (La) B Bonocax (Lantanum 9La), Hair) 1230
A09.01.007.001{1000 Jintnia (Li) B BONocax (Lithium (Li), Hair) 1230
A09.01.007.001|1003 Marnuin (Mg) B Bonocax (Magnesium (Mg), Hair) 1230
A09.01.016.001/1010 MapraHey, (Mn) B Bonocax (Manganese (Mn), Hair) 1230
A09.01.019.001]|1014 Megb (Cu) B Bonocax (Copper (Cu), Hair) 1230
A09.01.023.001]/1018 Monu6aeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1230
A09.01.021.001|1016 Meiwbsk (As) B Bornocax (Arsenic (As), Hair) 1230
A09.01.007.001/1002 Hatpui (Na) B Bonocax (Sodium (Na), Hair) 1230
A09.01.018.001|1013 Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) 1230
A09.01.008 1136 Onogo (Sn) B Bonocax (Tin (Sn), Hair) 1230
A09.01.008 1134 MnatuHa (Pt) B Bonocax (Platinum (Pt), Hair) 1230
A09.01.026.001]1021 PTyTb (Hg) B BONnocax (Mercury (Hg), Hair) 1230
A09.01.008 1135 Pybuanii (Rb) B Bonocax (Rubidium 9Rb), Hair) 1230
A09.01.027.001|1022 CeuHel, (Pb) B Bonocax (Lead (Pb), Hair) 1230
A09.01.022.001|1017 CeneH (Se) B Bonocax (Selenium (Se), Hair) 1230
A09.01.008 1124 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1230
A09.01.008 1137 CtpoHuwmi (Sr) B Bonocax (Strontium (Sr), Hair) 1230
A09.01.025.001{1020 Cypbma (Sb) B Bonocax (Antimony (Sb), Hair) 1230
A09.01.008 1008 Tannwi (TI) B Borocax (Thallium (T1), Hair) 1230
A09.01.008 1133 docdop (P) B Bonocax (Phosphorus (P), Hair) 1230
A09.01.015.001|1009 Xpowm (Cr) B Bonnocax (Chromium (Cr), Hair) 1230
A09.01.020.001|1015 LinHk (Zn) B BOnocax (Zinc (Zn), Hair) 1230
A09.01.008 1140 Linpkonuin (Zr) B Bonocax (Zirconium (Zr), Hair) 1230
6.4. MukpoanemeHTbl B HOrtax (Microelements, Nails)
A09.01.007 M311 TokcuyHble MUKpPO3nemeHThl B HOITAX (Toxic Trace Elements, Nails) 2420
TokcuyHble N acceHUMarnbHble MUKPO3arieMeHTbl B HorTsx (Toxic Trace
A09.01.007 M312 Elements, Essential Vital Elements, Nails) 4770




BonbLuUo CKpUHUHT 3n1eMeHTHOro coctaea Horten (Elemental

B03.070.499 M313 Composition of Nails: Screening ) 8 480
A09.01.008 1076 AntomunHni (Al) B HorTsix (Aluminum (Al), Nails) 1230
A09.01.008 1080 Bapui (Ba) B HorTax (Barium (Ba), Nails) 1230
A09.01.008 1081 Bepunnwuii (Be) B HorTsax (Beryllium (Be), Nails) 1230
A09.01.008 1079 Bop (B) B HorTsix (Boron (B), Nails) 1230
A09.01.008 1120 Banagun (V) B HorTsix (Vanadium (V), Nails) 1230
A09.01.008 1082 Bucmyt (Bi) B HorTsix (Bismuth (Bi), Nails) 1230
A09.01.008 1121 Bonbdpam (W) B HorTsix (Tungsten, Wolframium (W), Nails) 1230
A09.01.008 1089 Mannui (Ga) B HorTax (Gallium (Ga), Nails) 1230
A09.01.008 1090 "epmannii (Ge) B Hortax (Germanium (Ge), Nails) 1230
A09.01.008 1088 XKeneso (Fe) B HorTax (Iron (Fe), Nails) 1230
A09.01.008 1078 3onoTo (Au) B HorTax (Gold (Au), Nails) 1230
A09.01.008 1092 Wog (1) B HorTsix (lodine (1), Nails) 1230
A09.01.008 1084 Kagmui (Cd) B HorTsix (Cadmium (Cd), Nails) 1230
A09.01.008 1093 Kanun (K) B HorTax (Potassium (K), Nails) 1230
A09.01.008 1083 Kanbumn (Ca) B Hortax (Calcium (Ca), Nails) 1230
A09.01.008 1085 KobGanbT (Co) B Hortsax (Cobalt (Co), Nails) 1230
A09.01.008 1107 Kpemnui (Si) B HorTsax (Silica (Si), Nails) 1230
A09.01.008 1094 JlanTaH (La) B HorTsix (Lantanum (La), Nails) 1230
A09.01.008 1095 JNutun (Li) B HorTax (Lithium (Li), Nails) 1230
A09.01.008 1096 Maruui (Mg) B HorTax (Magnesium (Mg), Nails) 1230
A09.01.008 1097 MapraHey, (Mn) B HorTsax (Manganese (Mn), Nails) 1230
A09.01.008 1087 Megb (Cu) B HorTax (Copper (Cu), Nails) 1230
A09.01.008 1098 MonnbaeH (Mo) B Hortax (Molybdenum (Mo), Nails) 1230
A09.01.008 1077 Mbiwbsik (As) B Hortax (Arsenic (As), Nails) 1230
A09.01.008 1099 Hatpuii (Na) B HorTax (Sodium (Na), Nails) 1230
A09.01.008 1100 Hukenb (Ni) B Hortax (Nickel (Ni), Nails) 1230
A09.01.008 1108 Ornogo (Sn) B HorTax (Tin (Sn), Nails) 1230
A09.01.008 1103 MnatuHa (Pt) B HorTax (Platinum (Pt), Nails) 1230
A09.01.008 1091 PTyTb (Hg) B HorTsix (Mercury (Hg), Nails) 1230
A09.01.008 1104 Pybuanii (Rb) B HorTax (Rubidium (Rb), Nails) 1230
A09.01.008 1102 CsuHel (Pb) B Hortax (Lead (Pb), Nails) 1230
A09.01.008 1106 CeneH (Se) B HorTsix (Selenium (Se), Nails) 1230
A09.01.008 1075 Cepebpo (Ag) B HorTax (Silver (Ag), Nails) 1230
A09.01.008 1109 CTtpoHumi (Sr) B HorTax (Strontium (Sr), Nails) 1230
A09.01.008 1105 Cypbma (Sb) B Hortax (Antimony (Sb), Nails) 1230
A09.01.008 1110 Tannui (TI) B HorTax (Thallium (T1), Nails) 1230
A09.01.008 1101 docdop (P) B Hortax (Phosphorus (P), Nails) 1230
A09.01.008 1086 Xpowm (Cr) B Hortax (Chromium (Cr), Nails) 1230
A09.01.008 1122 LInHk (Zn) B HOrTax (Zinc (Zn), Nails) 1230
A09.01.008 1123 Linpkonun (Zr) B HorTsix (Zirconium (Zr), Nails) 1230
7.1. NeKapcTBeHHbIt moHUTOpUuHr (Drug Monitoring)
A09.05.035 88 ®eHobapbutan (JllomuHan) (Phenobarbitalum) 4110
A09.05.035 89 ®enutonH (OudpenunH, dunantnH) (Phenytoin) 3920
Banbnpoesas kucnota (QenakuH, Konsynekc) (Acidum Valproicum,
A09.05.035 90 Depakin, Convulexs) 2 260
A09.05.035 91 Kap6amasenuH (PunnencuH, Terpeton) (Carbamazepine, Tegretol) 3 660
A09.05.035 274 LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 3 465
Takponumyc (Agsarpad, Nporpad, MNpoTonuk, Takpocen) (FK506,
A09.05.035 1353 Advagraf, Prograf, Protopic, Tacrosel) 3285
TepudnyHomug, nedonyHomug (metabonut) (Teriflunomide,
A27.30.290 1377TER |Leflunomide metabolite) 4 285
A09.05.035 917 JNlamoTpumxkuH (Lamotrigine) 4 580
A09.05.035 1271 JleBetnpauetam (Levetiracetam, Keppra®) 4 580
8.1. Knnnunueckue tectbl (Clinical Tests)
AHanus moun o6wmn (AHann3 Mo4dM obLLMI C MUKPOCKONWEN ocaaka)
B03.016.006 |116 (Complete Urinalysis, Microscopic Examination) 460




VccnegoBaHne mouun no metoay Heumnoperko (Nechiporenko’s Urine

B03.016.014 |272 Test) 570
Kanbuuin moun, kayecTBeHHbIN TecT (npoba Cynkosuya) (Sulkowitch

A09.28.012 401 Urine Calcium Test) 325
8.2. buoxumma moum (cytouHas akckpeums) (Urine Biochemistry
(Daily Excretion))

A09.28.003.001|95 AnbbymuH, cyTouHast moda (Albumin, 24-Hour urine) 610
AnbbymuH, pasoBas nopumsi MoYM (C KpeaTUHUHOM U pac4yeToM
anbbymMuH/kpeaTUHMH oTHoLeHus) (Albumin, random urine, with

A09.28.003.001|95110 creatinine and albumin/creatinine ratio calculation, UACR) 995

A09.28.011 109 'noko3a, cytoyHasa moya (Glucose, 24-Hour urine) 370

A09.28.006 110 KpeatnHuH, cytouHas moda (Creatinine, 24-Hour urine) 410
Mpoba Pebepra (KnupeHc 3HOOreHHOro KpeaTuHMHa, CKOPOCTb

A12.28.002 96 kny6oukoson duneTtpauun) (Glomerular Filtration Rate, GFR)* 500
AmMuriasa B MoYe CyTOYHOW MW NOPLIMOHHON 32 U3MEpPEHHOE BpeEMS

A09.28.027 108 (Anbtha-ammnasa, guacrtasa moum) (Amylase, 24-Hour or Timed Urine)| 490

A09.28.009 111 MoueBunHa, cytodHas moya (Urea, 24-Hour urine) 400

A09.28.010 112 MoueBas kucrnota, cytouHasa moya (Uric Acid, 24-Hour urine) 400

A09.28.003.002{97 O6wmn 6enok, cytoyHasa mo4a (Protein Total, 24-Hour urine) 435

A09.28.012 113 Kanbuwmin (Ca), cytodHaa moda (Calcium (Ca), 24-Hour urine) 405
Kanui (K), Hatpui (Na), cytouHas mova (Potasium (K), Sodium (Na),

A09.28.014 114 24-Hour urine) 420

A09.28.026 115 ®occop (P), cytouHasa moda (Phosphorus (P), 24-Hour urine) 465

A09.28.018 1458 Okcanartbl, cytovHas moda (Oxalates, 24-Hour urine) 1920
Kanbuui, pasoBasi nopuus Mo4uun (C KpeaTMHMHOM U pacyeToMm
Kanbuui/kpeaTuHuH oTHoweHus) (Calcium, random urine, with

A09.28.012 110113 creatinine and calcium/creatinine ratio calculation) 245
Benok, pasoBas nopuus Mo (C KpeaTMHNMHOM U pacyeToMm
HOpPMarnu3oBaHHOTO Mo KpeaTUHWHY nokasatens) (Protein, random

A09.28.003 97110 urine, with creatinine and protein/creatinine ratio calculation) 335
MarHui, cytodHas moda (cyTtodHas akckpeuwms), (Magnesium, 24 h

A09.28.060 1318 urine excretion) 410
Marnuii, pazoBas nopuusi Mo4m (C KpeaTUHMHOM U PacyYeToM
MarHun/kpeaTtuHnH oTHowweHus) (Magnesium, random urine, with

A09.28.060 1318110 |creatinine and magnesium/creatinine ratio calculation) 650
docdop, pazoBasa nopumns Mo4m (C KpeaTUHUHOM N pacyeToMm
HOpManu3oBaHHOro No KkpeaTuHWMHY nokasatens) (Phosphorus, random

A09.28.026 115110 urine, with creatinine and phosphorus/creatinine ratio calculation) 365
MoueBas kncnota, pa3oBas NopLMs MOYU, C KPEATUHMHOM N PAcYETOM

A09.28.010 112110 HOPMarnn30BaHHOIO MO KpeaTUHUHY NOK-NnsA 365
OueHka prcka kaMHeobpa3oBaHuWs - NIMTOrEeHHbIE CyOCTaHUUM MoYN,

CYTOYHasi Mova (KanbLmin, MarHuin, gocdop, okcanaTbl, MoveBas

A09.28.060 OBC110 |kucrnoTa, KpeaTHUH CYTOYHON MOYM C pacyETOM CYTOYHOM 3460
8.3. MNMcuxoaKTuBHbIe BewecTBa B moye (Psychoactive Substances,

Urine)

HapKoTuku 1 NCUXOTPOMHbIE BELLECTBA - CKPUHMHT (KOMMIIEKCHbIN
aHanM3 Mo4u Ha onvaTbl, ameTamH, MeTaM@eTaMm1H, KOKauH,
KaHHabuHounapbl 1 nx metabonutel) (Drugs and Psychotropic
Substances Screening: Opiates, Amphetamines, Methamphetamine,

A09.28.055.001|JIMC Cocaine, Cannabinoids, Cannabinoid Metabolites, Urine) 4 345

A09.28.055.001|902 KanHabuHouabl (MapuxyaHa) B mode (Cannabinoids (Marijuana), 2 505

A09.28.055.001]|925 Onuatbl (MopdumH/reponH) B move (Opiates (Morphine/Heroin), 2 275

B03.016.018 |898 BapbuTypaTtbl B Moye (Barbiturates, Urine)* 2 505

A09.28.059.004|982 OTtanon (ankoronb) B move (Ethanol (Alcohol) Urine)* 2 285




«BpegHble npuBbIYKkNY (AHaNM3 MOYM Ha HUKOTUH, MCUXOTPOMHbIE U
HapKOTMYECKNE BELLECTBA, MCUXOaKTUBHbIE NEKapCTBEHHbIE
npenapaTbl (HUKOTWH; NCUXOTPONHbLIE N HAPKOTUYECKME BELLEeCTBa,
NCUXOaKTUBHbIE NekapCTBeHHbIe npenapatsl) (Pernicious Habits:

A09.05.211 9950 Nicotine, Drugs, Psychostimulants and Psychotropic Substances, 4 450
8.4. UccnepgoBaHue noyeuHoro KamHs (Study of Kidney Stone)
AHann3 xmMm4yeckoro coctaBa MoYeBbIX (MOYEYHbIX) KAMHEN METOOOM
PEHTreHoCTPYKTYpHOro aHanumsa (Compositional Analysis of Urine
A09.28.018 1265 (Kidney) Stones, infrared spectrometry, X-ray diffraction analysis) 5480
AHanmn3 xMMM4eCcKoro coctaBa Mo4YeBbIX (MOYEYHbIX) KAMHEN METOLOM
nHcppakpacHon cnektpomeTpum (Compositional Analysis of Urine
A09.28.018 1565MOK |[(Kidney) Stones, infrared spectrometry) 4 845
9.1. UccnepgoBaHua Kana (Examinations of Feces, Stool
B03.016.010 |158 Konporpamma (Koprogramma, Stool) 950
CopaeprkaHuve yrneBoAoB B Karne (pegyumpyloLme BellecTsa B Kane)
A09.19.012 236 (Stool Sugars, Reducing Substances, Fecal) 1010
VMccnepoBaHuve kana Ha CKpbITyO KpoBb, 6eH3nanHoBas npoba
A09.19.001 240 (Occult Blood Feces Analysis) 575
CkpbITast KpoBb B karne (KornopekTarbHble KpOBOTEYEHMS),
KOnm4ecTBeHHbIN uMmmyHoxnmmdeckun metog FOB Gold (Quantitative
A09.19.001 2401 Immunochemical Fecal Occult Blood, Test FOB Gold) 1525
A09.19.010 162 Onacrasa 1 (O1), naHkpeaTnyeckasi anactasa 1 (Elastase 1, E1) 3535
B03.019.012 |1533A1AT |Anbda-1-aHTutpuncuH B kane (Alpha-1-Antitrypsin, Feces) 2 350
A26.05.016 15920CC |OctatoyHasa ocmonsapHOCTh cTyna (Stool osmotic gap) 1790
A09.19.013 1338 KanbnpotektuH doekanbHbivi (Fecal Calprotectin) 4 285
AHanus kana Ha sanua rensMmHTOB (sinua rmmuctos) (PRO Stool,
A26.19.011 1594 Helminth Eggs) 670
MccnegoBaHme Ha aHTepobunos (anua octpuu), wnatens (Enterobiasis,
A26.01.017 16010CT |Spatula) 620
VMccnepoBaHme Ha sHTepobuos (snua octpuu), TamnoH (Enterobiasis,
A26.20.006 1600CT [Swab) 615
A26.19.011 159MPO |AHanus kana Ha npocTtenwmne (PRO Stool) 690
10.1. AaeHoBupycHaa uHdpekuma (Adenovirus Infection)
A26.06.005 242 AHTUTEna knacca IgA k ageHosupycy (Anti-Adenovirus IgA) 1055
A26.06.005 241 AHTuTena knacca IgG k ageHoBupycy (Anti-Adenovirus 1gG) 1055
10.2. Ackapmupgos (Ascariasis)
AHTuTena knacca IgG k aHTureHam ackapuvg (Anti-Ascaris lumbricoides
A26.06.121 237 IgG) 1325
10.5. boppenuo3s (6onesHb Nlaiima) (Borreliosis, Lyme Borreliosis,
Lyme Disease, LD)
AHTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi
A26.06.011.002|243 IgG) 1090
AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi
A26.06.011.001|244 IgM) 1090
AHTuTena knacca IgM k Borrelia burgdorferi, BbisiBnsieMble MeTogom
A26.06.011 1191 BectepH-6nota (Anti-Borrelia burgdorferi IgM, Western Blot (WB)) 3125
Boppenuu, onpegeneHue OHK B cnHoBmnaneHom xunakoctu (Borrelia
A26.05.053 3112CWNH [burgdorferi, DNA, Synovial Fluid)* 650
Boppenuu, onpegeneHue OHK B cnMHHOMO3roBown xuakoctu (Borrelia
A26.05.053.001|3112CMX |burgdorferi, DNA, Cerebrospinal Fluid)* 660
10.6. BetpAHaa ocna: sBMpyc repneca YesioBeKa 3 TMna
(onoacbiBatowmit nnwaii) (Varicella-Zoster Virus, VZV, Chickenpox,
AHTUTena knacca IgG Kk BUpYCYy BETPSIHOM OCMbl U OMNOSIChbIBAOLLIErO
A26.06.084.001]|256 nnwas (Anti-Varicella-Zoster Virus 1gG, Anti-VZV 1gG) 1105
AHTUTena knacca IgM k Bupycy BeTpsiHOM OCMbl U OMOSIChIBAOLLENO
A26.06.084.002|257 nnwas (Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM) 1225

10.7. BUM-uHdekuma (Bupyc mmmyHoaedpuumuta yenoseka) (Human
Immunodeficiency Virus, HIV)




A26.06.049.001

68

AHTtuTena k BUY 1 n 2 n antured BUY 1 n 2 (HIV Ag/Ab Combo)

715

A26.05.021

3102

Bupyc ummyHogeduumTa Yenoseka tvna 1, ka4eCTBeHHOe
onpegenerne PHK (Human immunodeficiency virus, quality, RNA) B

4 155

10.8. BMY-uHdeKuma, nanunnomaBupycHasa nHdekuma (Bupyc
nanunnombl yenoseka) (Human papillomavirus, HPV, HPV

A26.21.008.001

311c-npk

Bupyc nanvnnombl YernoBeka BbICOKOTO OHKOrEHHOTO pUCKa, CKPUHWUHT
14 Tvnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenexne [JHK B cockobe anutenmanbHbIX KINETOK CIIN3NCTON
npsmoni knwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types
(16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

1385

A26.21.008.001

311c-por

Bvpyc nanmnnomMel YenoBeka BbICOKOrO OHKOTE@HHOMO PUCKa, CKPUHWHT
14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenexne JHK B cockobe anmTennanbHbIX KNeToK POTOrNoTKN
(HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

1385

A26.21.008.001

311c-ypo

Bupyc nanvnnombl YernoBeka BbICOKOTO OHKOrEHHOTO pUCKa, CKPUHWUHT
14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenexve HK B cockobe anuTenmanbHbIX KNeTok
yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)

1385

A26.21.008.001

312¢-ypo

Bupyc nanvnnombl YenoBeka BbICOKOTO OHKOrEHHOTO pUcka,
onpegenexve OHK 16 n 18 Tunos + KBM B cockobe anutenmanbHbIX
KneTok yporenutansHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 2 Types (16, 18))

780

A26.21.008.001

313c-ypo

Bupyc nanvnnombl YenoBeka BbICOKOrO OHKOreHHOro pucka,
reHoTunuposaHue OHK 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52,
56, 58, 59, 66, 68 + KBM B cockobe anutenmanbHbIX KNEToK
yporenuntansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

2215

A26.21.008.001

399C-YPO

Bupyc nanvnnomel YenoBeka HU3KOro OHKOreHHOro pucka,
onpegenerne OHK 3 Tunoe: 6, 11, 44 + KBM B cockobe
anuTenuanbHbIX KNeTok yporeHuTansHoro Tpakta (HPV DNA, Scrape
of Urogenital Epithelial Cells, 3 Types (6, 11, 44))

825

A26.21.008.001

399C-npk

Bupyc nanvnnomel YenoBeka HU3KOr0 OHKOreHHOro pucka,
onpegenerne OHK 3 Tunoe: 6, 11, 44 + KBM B cockobe
anuUTenuanbHbIX KNEeToK cnuancton npsamon kuwkn (HPV DNA, Scrape
of Rectal Epithelial Cells, 3 Types (6, 11, 44))

825

A26.21.008.001

399C-poT1

Bupyc nanvnnomel 4enoBeka HU3KOr0 OHKOreHHOro pucka,
onpegenexne OHK 3 Tnnos: 6, 11, 44 B cockobe anuTenuanbHbIX
knetok potornotkn (HPV DNA, Scrape of Faucial Epithelial Cells, 3

825

A26.21.008.001

374C-YPO

Bupyc nanunnomel Yyenoseka, onpegenerne AHK 4 Tunos: 6, 11, 16,
18 + KBM B cockobe anuTenmarnbHbIX KNETOK YPOreHUTanbHOro Tpakta
(HPV DNA, Scrape of Urogenital Epithelial Cells, 4 Types (6, 11, 16,
18) Screening )

875

A26.21.008.001

377C-YPO

OudpdepeHunposanHoe onpeaenerne AHK BMY (Bupyc nanunnomesl
yenoseka) 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,
68 + KBM B cockobe anuTenuanbHbIX KNETOK yporeHUTansHoro Tpakra
(HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

2750

A26.21.008.001

391C-YPO

Bupyc nanunnomel Yyenoseka, onpegenenue JHK 21 tuna: 6, 11, 16,
18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 +
KBM B cockobe anuTenumarnbHbIX KIETOK YPOreHUTanbHOro TpakTa
(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16,
18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82))

3 455

10.9. TapaHepennes (rapgHepenna) (Gardnerella vaginalis)

A26.20.030.001

305mou4

"apaHepenna, onpegeneHve JHK B moye (Gardnerella vaginalis,
DNA, Urine)*

530

A26.20.030.001

305cn

"appHepenna, onpegenexve HK B cekpeTe npocTtathl, 38KynsTe
(Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)*

530




A26.20.030.001

305ypo

apaHepenna, onpegenexve HK B cockobe anuTenmarnbHbIX KIeTok
yporeHutanbHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of
Urogenital Epithelial Cells)*

550

10.10. FreabmuHTO3 (Helminthiasis)

A09.05.054

297

AHTUTENna K aHTUreHam Hemartog pozga Anisakis IgG

1000

A26.06.120

299

AHTuTEna k aHtureHam Kntarnckon asyyctku Clonorchis sinensis IgG

1265

10.12. FTenatut A BUpycHaa uHdeKuua (Bupyc renatuta A, Hepatitis
A Virus, HAV)

A26.06.034.002

71

AHTuTena knacca lgG k Bupycy renatuta A (Anti-HAV IgG)

970

A26.06.034.001

72

AHTuTena knacca IgM k Bupycy renatnta A (Anti-HAV IgM)

1310

A26.05.030.001

328CB

Bupyc renatuta A, onpegenenune PHK B cbiBopoTke kpoBu (HAV RNA,
Serum)*

1140

10.13. Fenatut B BupycHaa nndekuua (supyc renatura B, Hepatitis
B Virus, HBV)

A26.06.036.001

73

HBs-aHTureH Bupyca renatuta B (HBs-aHTuUreH, noBepxHOCTHbIN
aHTUreH BUpyca renaTtuta B, «aBcTpanuinckuiny aHTureH),
kayecTtBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen, Qualitative)

630

A26.06.035

74

HBe-aHTWreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg)

1035

A26.06.039

75

AHTuTena knaccos IgM u IgG k HB-core aHTureHy Bupyca renaturta B,
cymmapHo (Anti-HBc IgM, IgG, Antibodies to Hepatitis B Core Antigen;
HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))

940

A26.06.039.001

76

AHTUTEna knacca IgM k HB-core aHTureny Bupyca renatuta B (Anti-
HBc IgM Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies

1215

A26.06.038

77

AHTUTEna Kk HBe-aHTureHy Bupyca renatmuta B (Anti-HBe, HBeAb)

960

A26.06.040.002

78

AHTuTena k HBs-aHTtureny supyca renatuta B (Anti-HBs, HBsADb)

1100

A26.06.036.002

87

HBs-aHTureH Bupyca renatuta B (HBs-aHTuUreH, noBepXHOCTHbIN
aHTUreH Bupyca renaTtuta B, «aBcTpanunckumn» aHTureH),
konuyecTtBeHHbIn TecT (HBsAg, Hepatitis B Surface Antigen,

1765

A26.05.020.001

319CB

Bupyc renatuta B, onpegenenvne [JHK B cbiBOpOTKE KPOBW,
kayectBeHHoe (HBV DNA, Serum, Qualitative)*

1110

A26.05.020.002

320CB

Bupyc renatuta B, onpegenenune [IHK B cbiBOpOTKe KpoBMY,
konnyectseHHoe (HBV DNA, Serum, Quantitative)*

5215

10.14. Fenatut C BupycHasa nHeKkuuma (Bupyc renaturta C, Hepatitis
C Virus, HCV)

A26.06.041.001

79

AHTuTena knaccos IgM u I1gG « Bupycy renatuta C, cymmapHo (Anti-
HCV Total (IgG + IgM))*

895

A26.05.019.001

321CB

Bupyc renatuta C, onpegenerue PHK B cbiBOpoTKe KpOBM,
kayectBeHHoe (HCV RNA, Serum, Qualitative)*

1215

A26.05.019.003

324111

Bupyc renatuta C, onpegenerve PHK B nna3me, reHoTunMpoBaHue ¢
cyotunamm (Tunel 1 (cy6tunsl 1a u 1b), 2, 3) (Hepatitis C Virus (HCV)
RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2,

1825

A26.05.019.003

324

Bupyc renatuta C, konuyectseHHoe onpeaenerHne PHK Bupyca u
reHoTunupoBaxue (Tunbl 1, 2, 3) (Hepatitis C Virus (HCV) RNA,
Quantitative PCR, Genotyping (Types 1, 2, 3))

5015

A26.05.019.002

350CB

Bupyc renatuta C, onpegenerHne PHK B cbIBOPOTKE KPOBU METOAOM
MUP, konuyecteeHHoe (HCV RNA, Serum, Quantitative, PCR)*

4 095

A26.05.019.001

3500CB

Bupyc renatuta C (BI'C), ynbTpadysctButensHoe onpegeneHne PHK
BI'C (Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR)

4135

A27.30.120

2447

WHTepnenknH-28B (UJ1-28B), reHoTunnpoBaHue (uccnegosaHve
reHeTMYeCKMX MapKkepoB, onpeaensowmx 3PEKTUBHOCTb NeYeHNs
XpoHuyeckoro renatuta C uHtepdepoHom n pubaBMprHOM)
(Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers
Determining Effectiveness of Treatment of Chronic Hepatitis C in
Interferon and Ribavirin))

2 025

10.15. Fenatut D BupycHaa nHdekuua (Bupyc renatuta D, Hepatitis
D Virus, HDV)

A26.06.043.001

1268

AHTuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM)

1110




A26.06.043.002

1269

AHTuTena knaccos IgM u IgG k Bupycy renatuta D, cymmapHo (Anti-
HDV Total (IgG + IgM))

1050

A26.05.023.001

325CB

Bupyc renatuta D, onpegenerne PHK B cbiBopoTke kpoeu (HDV RNA,
Serum)*

1 060

10.16. Fenatut E BupycHas uHdekuma (Bupyc renatuta E, Hepatitis
E Virus, HEV)

A26.06.044.001

227

AHTuTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

1180

A26.06.044.002

228

AHTUTena knacca IgG k supycy renatuta E (Anti-HEV 1gG)

1195

10.17. Fenatut G BupycHaa uHdekuua (supyc renatuta G, Hepatitis
G Virus, HGV)

A26.05.026.001

326CB

Bupyc renatuta G, onpegenenue PHK B coiBopoTke kpoBu (HGV RNA,
Serum)*

1140

10.18. Fepnec (repnec-Bupycbl YenoseKa 1 u 2 Tunos, Herpes
simplex virus, HSV-1, HSV-2)

A26.06.045

122

AHTuTena knacca IgG k Bupycy npocTtoro repneca 1 n 2 Tunos (Anti-
HSV-1, 2 IgG)

990

A26.06.045.001

1222

AHTUTena knacca IgG k Bupycy npoctoro reprieca 1 tuna (Anti-HSV-1
19G)

995

A26.06.045.002

1223

AHTUTEna knacca IgG k Bupycy npoctoro repreca 2 tuna (Anti-HSV-2
19G)

930

A26.06.045.003

123

AHTUTEna knacca IgM k Bupycy npoctoro repneca 1 u 2 Tunos (Anti-
HSV-1, 2 IgM)

920

A26.06.046.002

4AVHSV

AHTuTena knacca IgG, onpegeneHve aBuaHOCTM K BUPYCY NPOCTOro
repneca 1 u 2 Tunos (Anti-HSV-1, 2 1gG, Avidity)

980

A26.01.024.001

309BnT

"epneceupyc 1 1 2 Tunos., onpegenenne OHK B Beinote (HSV-1, 2
DNA, Exudate)*

540

A26.26.012.001

309rn3

epnecsupyc 1 n 2 Tunos, onpegenernne [HK B cockobe
anuTenuarnbHbIX KNEeTOK KOHboHKTUBLI (HSV-1, 2 DNA, Scrape of
Conjunctiva Epithelial Cells )*

650

A26.01.024.001

309kox

epnecsupyc 1 1 2 Tunos, onpegenenne JHK B cockobe
anuTenuanbHblX KrneTok koxu (HSV-1, 2 DNA, Scrape of Skin

650

A26.05.035.001

309kp

epnecsupyc 1 1 2 Tunos, onpegenenne JHK B BeHo3HON kpoBu (HSV-
1, 2 DNA, Blood)*

670

A26.28.023.001

309mou

epnecsupyc 1 1 2 Tunos, onpegenenne AHK B moyve (HSV-1, 2 DNA,
Urine)*

650

A26.08.017

309H0C

epnecsupyc 1 1 2 Tunos, onpegenenne JHK B cockobe
anuTenuanbHblX KrneTok cnusncton Hoca (HSV-1, 2 DNA, Scrape of

650

A26.08.017

309port

epnecsupyc 1 1 2 Tunos, onpegenenne JHK B cockobe
anuTenuanbHblX KrneTok potornotku (HSV-1, 2 DNA, Scrape of Faucial

630

A26.05.035.001

309cB

epnecsupyc 1 1 2 Tunos, onpegeneHne JHK B cbiBOPOTKE KPOBU
(HSV-1, 2 DNA, Serum)*

780

A26.08.017

309¢cnH

"epnecsupyc 1 1 2 Tunos, onpegenexune AHK B cntoHe (HSV-1, 2
DNA, Saliva)*

630

A26.23.008.001

309cmx

"epnecsupyc 1 n 2 Tunos, onpegenerHne JHK B cCNMHHOMO3roBon
xungkoctn (HSV-1, 2 DNA, Cerebrospinal Fluid)*

650

A26.05.035

309¢n

"epnecsupyc 1 n 2 Tunos, onpegenerHve [JHK B cekpeTe npocrtarthl,
agkynaTte (HSV-1, 2 DNA, Prostatic Fluid, Semen)*

650

A26.21.009.001

309ypo

epnecsupyc 1 n 2 Tunos, onpegenexnne [JHK B cockobe
anuTenuanbHbIX KNeTok yporeHntanbHoro Tpakta (HSV-1, 2 DNA,
Scrape of Urogenital Epithelial Cells)*

620

A26.01.024.001

3090BnT

"epnecsupyc 1 n 2 Tunos, onpegenexve OHK B BbiNoTe, TUNMpoBaHue
(HSV-1, 2 DNA, Exudate, Typing)*

660

A26.26.012.001

3090rn3

epneceupyc 1 1 2 Tunos., onpegenenne OHK B cockobe
3NUTENMarnbHbIX KIMETOK KOHBbIOHKTMBbI, TUNupoBaHue (HSV-1, 2 DNA,
Scrape of Conjunctiva Epithelial Cells, Typing)*

660

A26.01.024.001

3090kox

epnecsupyc 1 n 2 Tunos, onpegenexnne [JHK B cockobe
anuTenuanbHbIX KNeToK Koxu, TunuposaHue (HSV-1, 2 DNA, Scrape

of Skin Epithelial Cells, Typing)*

660




"epnecsupyc 1 n 2 Tunos, onpegenexHve HK B BeHO3HOM KpoBy,

A26.05.035.001|3090kp TunupoBaHue (HSV-1, 2 DNA, Blood, Typing)* 780
"epnecsupyc 1 n 2 Tunos, onpegenedne AHK B move, TUnnposaHune
A26.28.023.001|3090mo4  [(HSV-1, 2 DNA, Urine, Typing)* 660
epnecsupyc 1 n 2 Tunos, onpegenexnne [JHK B cockobe
anuUTenuanbHbIX KNEeTOK CNM3NCTON Hoca, TunmposaHue (HSV-1, 2
A26.08.017 3090Hoc |[DNA, Scrape of Nasal Epithelial Cells, Typing)* 660
epnecsupyc 1 n 2 Tunos, onpegenexHne [AHK B cockobe
3NUTEnManbHbIX KNETOK pOTOrnoTku, TunupoeaHme (HSV-1, 2 DNA,
A26.08.017 3090pot |Scrape of Faucial Epithelial Cells, Typing)* 660
"epnecsupyc 1 n 2 Tunos, onpegenexHve HK B cbIBOpOTKE KpOBY,
A26.05.035.001|3090cB TunupoBaHue (HSV-1, 2 DNA, Serum, Typing)* 860
"epneceupyc 1 n 2 Tunos, onpegenexHne OHK B cntoHe, TMnMpoBaHue
A26.08.017 3090cnH  [(HSV-1, 2 DNA, Saliva, Typing)* 660
"epnecsupyc 1 n 2 Tunos, onpegenexHne JHK B CNMHHOMO3roBowu
A26.23.008.001|3090cmx  [xugkoctn, Tunuposanmne (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)*| 660
"epneceupyc 1 n 2 Tunos, onpegenexHne [JHK B cekpeTe npocTaThl,
A26.21.009.001|3090cn agkynaTe, TunupoBaHue (HSV-1, 2 DNA, Prostatic Fluid, Semen, 660
epnecsupyc 1 n 2 Tunos, onpegenerdne [HK B cockobe
anuTenuarnbHbIX KNETOK YporeHUTansHoro Tpakra, Tunuposaxue (HSV-
A26.21.009.001|3090ypo |1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)* 660
10.19. Fepnec-Bupyc yenoseka 6 Tuna (Human herpesvirus 6, HHV-
A26.06.047.001|276 AHTuTena knacca IgG k repnecsupycy 4Yenoseka 6 Tuna (Anti-HHV-6 1020
"epnecBupyc 6 Tuna, onpegenexune OHK B Beinote (HHV-6 DNA,
A26.30.018.001|352BnT Exudate)* 550
epnecBupyc 6 Tuna, onpegenexune AHK B BeHo3HoM kposu (HHV-6
A26.05.033.001{352kp DNA, Blood)* 690
A26.30.018.001|352mo4 "epneceupyc 6 Tuna, onpegenexue AHK B moye (HHV-6 DNA, Urine)* 550
"epnecsupyc 6 Tnna, onpeaenexHme [JHK B cockobe anuTenuanbHbIX
A26.08.060.001|352H0C knetok cnmancton Hoca (HHV-6 DNA, Scrape of Nasal Epithelial 550
epnecsupyc 6 Tnna, onpepenexHme [HK B cockobe anuTenuanbHbIX
A26.08.060.001|352poT knetok potornoTku (HHV-6 DNA, Scrape of Faucial Epithelial Cells)* 550
"epnecsupyc 6 Tuna, onpegenexue HK B ceiBopoTke kposu (HHV-6
A26.05.033.001|352cB DNA, Serum)* 815
A26.07.008 352cnH "epnecsupyc 6 Tnna, onpegenexve JHK B cntoHe (HHV-6 DNA, 550
"epnecsupyc 6 Tnna, onpegenexHve JHK B CIMHHOMO3roBOWN XUOKOCTH
A26.23.016.001|352cmx (HHV-6 DNA, Cerebrospinal Fluid)* 550
"epnecsupyc 6 Tnna, onpepeneHve OHK B cekpeTe npocTaThl,
A26.30.018.001|352cn agkynaTte (HHV-6 DNA, Prostatic Fluid, Semen)* 550
"epneceupyc 6 Tuna, onpegenexue [HK B cockobe anutenmanbHbIxX
KneTok yporeHutansHoro tpakta (HHV-6 DNA, Scrape of Urogenital
A26.30.018.001|352ypo Epithelial Cells)* 550
10.20. Fepnec-Bupyc yenoseka 8 Tuna (Human herpesvirus 8, HHV-
A26.06.047.001|277 AHTuTeEna knacca IgG k repnecsupycy 4yenoseka 8 Tuna (Anti-HHV-8 1070
10.21. FloHopes (roHOKOKK) (Neisseria gonorrhoeae)
"oHokokk, onpeaeneHune JHK B cockobe anutenmanbHbIX KNeTok
koHblOHKTMBBI (Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva
A26.26.024.001|306IMM3 Epithelial Cells )* 505
"oHokokk, onpepgeneHune JHK B moye (Neisseria gonorrhoeae, DNA,
A26.28.015.001|306mou Urine)* 505
"oHokoKK, onpeaeneHue [JHK B cockobe anuTenuanbHbIX KNeTok
cnusucton npsamon kuwkun (Neisseria gonorrhoeae, DNA, Scrape of
A26.21.001 306npk Rectal Epithelial Cells)* 530
"oHokokk, onpeaeneHune JHK B cockobe anuTtenmanbHbIX KNeTok
potornoTku (Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial
A26.08.067 306poT Cells)* 530
"oHokokk, onpeaeneHune [OHK B cnHoBuanbHom xugkoctn (Neisseria
A26.04.001 306¢cuH gonorrhoeae, DNA, Synovial Fluid)* 610




A26.21.024

306c¢n

["oHOKOKK, onpegeneHve HK B cekpeTe npocTaThl, 3aKkynaTe
(Neisseria gonorrhoeae, DNA, Prostatic Fluid, Semen)*

505

A26.21.001

306ypo

"oHoKOKK, onpeaeneHune [JHK B cockobe anuTenuanbHbIX KNeTok
yporeHutansHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of
Urogenital Epithelial Cells)*

565

10.23. Jemopekos (knew, aemopekc, Demodex folliculorum,
Demodex brevis)

A26.01.018

250

VccnepoBaHue Ha Hanuume knewa gemoaekc (Demodex folliculorum,
Demodex brevis)

670

A26.01.018

2411

ViccnepoBaHne Ha Hanuuume knewa gemogekc (Demodex folliculorum,
Demodex brevis)

635

10.24. AuseHTepua amebHan, amebuas (Entamoeba histolytica)

A26.06.026

235

AHTUTEena knacca IgG k aHTUreHam gmseHtepuinHon amebol (Anti-
Entamoeba histolytica I1gG)

1120

10.25. inseHTtepun 6aKTepuanbHas, wurennes, wurennbi (Shigella
flexneri, Shigella sonnei)

A26.06.098

280

PITA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA)

780

A26.06.098

281

PITA c Shigella flexneri 6 (Shigella flexneri 6, IHA)

780

A26.06.097

282

PITA c Shigella sonnei (Shigella sonnei, IHA)

780

A26.19.086

437Y1M

lMoceB Ha NATOreHHy0 M YCITOBHO-NATOrEHHYH MUKPOdIopy
knweyHmka (Stool Culture, Pathogenic Intestinal and Conditionally
Pathogenic Microflora, Bacteria Identification)

1540

A26.19.008

437YIMM-A

[MoceB Ha NATOreHHy M YCIIOBHO-NATOrEHHY MUKPOIIopy
KMLLEYHMKa C onpeaeneHnemM YyBCTBUTENBHOCTM K aHTUMUKPOOHbIM
npenapatam (Stool Culture, Pathogenic Intestinal and Conditionally
Pathogenic Microflora. Bacteria Identification and Antibiotic

1750

A26.19.008

437YTM-

[MoceB Ha NATOreHHy 1 YCrOBHO-NATOrEHHY MUKPOIIopy
KMLLEYHMKa C onpeaeneHnemM YyBCTBUTENBHOCTM K aHTUMUKPOOHbIM
npenapatam u 6aktepmnodaram (Stool Culture with Bacteria
Identification and Antibiotic+Bacteriophage Susceptibility Testing)

1885

10.26. AndTtepusa (gudrtepuinHaa nanouka) (Corynebacterium
diphtheriae)

A26.06.104

855

AHTuTena knacca IgG k gudtepunHomy aHatokcuHy (Anti-Diphtheria
Toxoid 1gG)

1170

10.27. UepcuHumn (MepcuHmnos, ncesaotybepkynes) (Yersinia
enterocolitica)

A26.06.093

238

AHTUTena knacca IgA k aHtureHam Yersinia enterocolitica (Anti-
Yersinia enterocolitica IgA)

1015

A26.06.093

239

AHTuTena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-
Yersinia enterocolitica IgG)

1015

A26.06.094

286

PII'A ¢ Yersinia pseudotuberculosis (Yersinia pseudotuberculosis

780

A26.06.093

284

PIIA ¢ Yersinia enterocolitica cepotnna O:3 (Yersinia enterocolitica
0:3, IHA)

780

A26.06.093

285

PIIA ¢ Yersinia enterocolitica cepotna O:9 (Yersinia enterocolitica
0:9, IHA)

780

10.29. KaHaunpo3, KaHgmpa (Candidiasis, Candida)

A26.06.006

254

AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans 1gG )

1010

B03.002.004

6617

MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG )

815

A26.20.048

344BnT

Kangupa, onpegenenune HK B BeinoTe (Candida albicans, DNA,
Exudate)*

530

A26.20.048

344kox

Kangupa, onpegenenune OHK B cockobe anuTennanbHbIX KNETOK KOXK
(Candida albicans, DNA, Scrape of Skin Epithelial Cells)*

530

A26.20.048

344mou4

Kangupa, onpegenenue IHK B moye (Candida albicans, DNA, Urine)*

530

A26.20.048

344npk

Kangupa, onpegenenune [JHK B cockobe anuTenuanbHbIX KNeTok
cnusucton npamont kuwku (Candida albicans, DNA, Scrape of Rectal
Epithelial Cells)*

530

A26.20.048

344port

KaHanga, onpegenenne OHK B cockobe anutennanbHbIX KNeTok
potornoTkm (Candida albicans, DNA, Scrape of Faucial Epithelial

530




A26.20.048

344cnH

Kanguga, onpegenenue [JHK B cntoHe (Candida albicans, DNA,

530

A26.21.044.001

344cn

Kangupa, onpenenenue AHK B cekpeTte npocTathl, askynate (Candida
albicans, DNA, Prostatic Fluid, Semen)*

530

A26.20.048

344ypo

Kananga, onpegenenne HK B cockobe anutennanbHbIX KNeTok
yporenutansHoro Tpakta (Candida albicans, DNA, Scrape of
Urogenital Epithelial Cells)*

550

10.30. KneweBoi 3HUedanut, BUpyc Knew,esoro sHuedpanuta
(Flavivirus, Tick-borne encephalitis virus)

A26.06.088.002

267

AHTuTena knacca IgG k Bupycy kneweBoro sHuedanuta (Anti-Tick-
borne Encephalitis Virus (TBEV) IgG)

970

A26.06.088.001

268

AHTuTena knacca IgM k Bupycy kneweBoro sHuedanuta (Anti-Tick-
borne Encephalitis Virus (TBEV) IgM)

970

A26.05.054

1227M

JlTabopaTopHoe uccnegoBsaHue knewa ans BoiseneHus PHK/OHK
BO3OyauTenen nHekuun, nepegaroLmnxcs UKCOAOBbIMU KrneLLamm:
KNELWEBOW SHLE®ANNT, BOPPENNO3 (EONE3HL NTAMA),
AHAMJTA3MO3, SPJIMXNOS (Detection of pathogen DNA/RNA in
ticks: Tick-borne encephalitis Virus (TBEV), Borrelia burgdorferi s. 1.,
Anaplasma Phagocytophillum, Ehrlichia muris/chaffeensis6
(RNA/DNA), PCR)

4010

A26.04.012.001

370

ViccnegoBaHue krela: CKpMHUHE (nabopaTopHoe uccneaoBaHue
knewa ans eoiseneHns PHK/OHK Bo3byauTenen nHgpekunn,
nepegatowmxcsa nkcogosbimu knewamm: PHK Tick-borne encephalitis
Virus (TBEV), OHK Borrelia burgdorferi s. I.) (Study of Tick: Screening)

2120

10.32. Kokntow (Bordetella pertussis, Whooping Cough)

A26.06.103

247

AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis
I9A )

1160

A26.06.103

245

AHTuTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis
19G)

1185

A26.06.103

246

AHTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis
IgM)

1195

10.33. Kopb (Morbillivirus, Measles virus)

A26.06.056.001

2500

AHTuTena knacca IgG k Bupycy kopu (Anti-Measles 1gG)

1245

10.34. KpacHyxa (Rubella virus)

A26.06.071.001

84

AHTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella 1gG)

805

A26.06.071.002

85

AHTuTEena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM)

995

A26.06.071

1142

AHTuTena knacca IgG k aHTUreHam BMpyca KpacHyxu, BbisiBNsemMble
meTogom ummyHobnotTuHra (Anti-Rubella 1IgG, Immunoblot )

6 455

A26.06.071.003

3AVRUB

AHTuTena knacca IgG k BUpYyCYy KpacHyxu, onpeaeneHne aBuaHoOCTH
(Anti-Rubella 1gG, Avidity)

1450

A26.07.010

338CB

Bupyc kpacHyxu, onpegenenune AHK B cbiBopoTke kposu (Rubella
Virus, DNA, Serum)*

1140

10.37. NIuctepunos, aucrepuum (Listeria monocytogenes, Listeriosis)

A26.05.037.001

3114mou4

Jluctepuu, onpegeneHue OHK B moye (Listeria monocytogenes, DNA,
Urine)*

680

A26.05.037.001

3114HoC

Jlnuctepuu, onpegenenune OHK B cockobe anuTenmnanbHbIX KNeTok
cnmsuncton Hoca (Listeria monocytogenes, DNA, Scrape of Nasal
Epithelial Cells)*

680

A26.05.037.001

3114nn

Jiuctepuun, onpegenenue [JHK B nna3me kposu (Listeria
monocytogenes, DNA, Plasma)*

695

A26.05.037.001

3114por

Jlnuctepuum, onpegenenue [JHK B cockobe anuTenuanbHbIX KNeTok
potornoTku (Listeria monocytogenes, DNA, Scrape of Faucial
Epithelial Cells)*

680

A26.05.037.001

3114cuH

Jluctepuu, onpegeneHue OHK B cnHoBmnanbHom xunakoctu (Listeria
monocytogenes, DNA, Synovial Fluid)*

680

A26.23.017.001

3114cmx

Jluctepuu, onpegeneHue OHK B cnmHHOMO3roBown xuakoctu (Listeria
monocytogenes, DNA, Cerebrospinal Fluid)*

670

10.38. NIam6nuno3,nambamm (Giardia lamblia intestinalis)




A26.06.032

234

AHTuTena knaccoe IgM, 1gG, IgA k aHTuUreHam nambénun, cymmapHo
(Anti-Giardia lamblia IgM, IgG, IgA, Total)

1000

10.40. Muko3bl (napasuTapHble rpubbl — aepmatodputbl) (Skin and
Nail Mycoses)

A26.01.015

995

Mwukpockonuyeckoe nccrnefoBaHue Ha naToreHHble rpubsl
(Microscopic examination for pathogenic fungi)

1125

A26.09.024

1277

Mwukpockonuyeckoe nccrnefoBaHue 1 NOCeB Ha NaToreHHble rpubhbl
(Microscopic examination and Culture for pathogenic fungi)

2 200

10.41. MukonnasmeHHaa HPeKuua, mukonnasmos (Mycoplasma
genitalium, Mycoplasma pneumoniae, Mycoplasma hominis)
(Mycoplasmosis, Mycoplasma Infection)

A26.28.018.001

302MOM

Mukonnaama (Mycoplasma hominis), onpegenexve HK B moye
(Mycoplasma hominis, DNA, Urine)*

535

A26.21.022

302CT1

Mukonnaama (Mycoplasma hominis), onpegenenue HK B cekpete
npocrarthl, askynate (Mycoplasma hominis, DNA, Prostatic Fluid,
Semen)*

535

A26.21.032.001

302YPO

Mukonnaama (Mycoplasma hominis), onpegenexve OHK B cockobe
anuTenuanbHbIX KNeTOK yporeHnTansHoro Tpakta (Mycoplasma
hominis, DNA, Scrape of Urogenital Epithelial Cells)*

550

A26.28.017.001

308MO4

Mukonnaama (Mycoplasma genitalium), onpeaenenvne JHK B moye
(Mycoplasma genitalium, DNA, Urine)*

530

A26.20.027.001

308cn

Mukonnaama (Mycoplasma genitalium), onpegenenve OHK B cekpeTte
npoctathkl, askynate (Mycoplasma genitalium, DNA, Prostatic Fluid,
Semen)*

530

A26.21.031.001

308ypo

Mukonnaama (Mycoplasma genitalium), onpegenenve OHK B cockobe
anuTenuanbHbIX KNeTOK yporeHnTansHoro Tpakta (Mycoplasma
genitalium, DNA, Scrape of Urogenital Epithelial Cells)*

585

A26.09.006

347MK

Mukonnasma (Mycoplasma pneumoniae), onpegenenne [HK B
mokpoTte (Mycoplasma pneumoniae, DNA, Sputum)*

905

A26.28.018.001

347nn

Mukonnasma (Mycoplasma pneumoniae), onpegenenvne [HK B
nnasme kposu (Mycoplasma pneumoniae, DNA, Plasma)*

690

A26.21.031.001

347por

Mukonnasma (Mycoplasma pneumoniae), onpegenenvne [HK B
cockobe anuTenuanbHbIX KneTok potornoTtku (Mycoplasma
pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*

735

A26.08.014

347crH

Mukonnasma (Mycoplasma pneumoniae), onpegenenune HK B critoHe
(Mycoplasma pneumoniae, DNA, Saliva)*

690

A26.06.057

179/80

AHTuTena knaccos IgM 1 IgG k Mycoplasma hominis (Anti-
Mycoplasma hominis IgM, 1gG)

1440

A26.06.057

179

AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma
hominis IgM)

780

A26.06.057

180

AHTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma
hominis IgG)

790

A26.06.057

260

AHTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma
hominis IgA)

995

A26.06.057

181/82

AHTuTena knaccos IgM 1 1IgG k Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgM, 1gG)

1565

A26.06.057

181

AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgM)

845

A26.06.057

182

AHTuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae 1gG)

860

A26.06.057

1367

AHTuTena knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae 1gA)

855

10.42. MukpobuoLeHOo3 yporeHuTanbHOro Tpakra (Urogenital Tract
Microbiocenosis)

A26.20.032

380

CKPUHUHT MUKpONopbl yporeHnTanbHoro Tpakta. ®emodnop CKpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel
Femoflor Screen))

3 745




B03.014.036

383

Boisisrnienne Bo3byagutenen UMMM (7 + KBM), cockob snutenmnanbHbIX
kneTok yporeHuTansHoro TpakTa (ldentification of Sexually Transmitted
Infections (STI) Pathogens, Scrape of Urogenital Epithelial Cells)*

3 615

A26.20.032

386

VccnepoBaHne BroLeHo3a yporeHutaneHoro Tpakra. emodnop 8.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor

2 960

A26.20.032

372

ViccnepoBaHne BroLeHo3a yporeHutaneHoro Tpakra. demodriop 16.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor

4 385

A26.20.032

3022

BakrepuanbHbin BarnHo3 (Bacterial Vaginosis, BV)

2680

B03.014.033

3026

MHBUNO®JIOP ? ycnoBHO-NaToOreHHble MUKOMIa3Mbl YeNoBeKa
(yporenutanbHbin ckpuHuHr) (INBIOFLOR ? Mycoplasma, Urogenital
Screening)

825

B03.014.034

3027

YCNoBHO-NAaTOreHHbIE MUKOMMa3Mbl, MOHUTOPUHT 3OPEKTUBHOCTMN
neyenuns (Ureaplasma urealyticum) (Ureaplasma urealyticum,
Effectiveness Monitoring of Treatments)

540

B03.014.035

3028

YCNOBHO-NATOreHHbIE MUKOMMAa3Mbl, MOHUTOPUHT 3dOheKTMBHOCTU
neyenus (Ureaplasma parvum) (Ureaplasma parvum, Effectiveness
Monitoring of Treatments)

540

A26.09.006

3029

YCnOBHO-NATOreHHblE MUKOMMAa3Mbl, MOHUTOPUHI 3hPeKTUBHOCTU
neyenus (Mycoplasma hominis) (Mycoplasma hominis, Effectiveness
Monitoring of Treatments)

540

A26.21.036

3150YPO

AHZpodnop, uccnegoBaHMe MUKPOopbl YporeHTanbHoro Tpakra
MY>XUYMH B COCKOGE anuTenmnanbHbiX KNeToK yporeHUTanbHoro Tpakta
(Androflor®REAL-TIME PCR Detection Kit, the study of men’s
urogenital tract microbiocenosis in the epithelial scrapes from the

3 595

A26.21.036

3250YPO

AHgpodnop CKpuH, nccnegoBaHve MUKpOhriopbl YpOreHUTansHoro
TpaKkTa My)X4MH B cockobe anuTenuarbHbIX KNeTOoK YporeHUTanbHoro
TpakTa (Androflor® Screen REAL-TIME PCR Detection Kit, the study
of men’s urogenital tract microbiocenosis in the epithelial scrapes from
the balanus, urethra)

2 890

B03.014.032

3020

MHBNO®JIOP - komnnekcHoe ncecnegosaHve MUKpodropbl
yporenutansHoro Tpakta (INBIOFLOR ? Comprehensive Study of
Microflora Composition of Urogenital Tract (UGT))

5 465

A26.06.006

3023

Kangupos, ckpuHuHr (Candidiasis, Screening )

520

A26.21.055

3024

Kangmpos, TunuposaHune (Candidiasis, Typing)

905

B03.014.012

3025

BeissneHue Bo3dyautenen UMMM (4 + KBM): onpegenenve OHK
Chlamydia trachomatis, Neisseria gonorrhoeae, Trichomonas
vaginalis, Mycoplasma genitalium, OHK yenoseka (ldentification of
Sexually Transmitted Infections (STI) Pathogens, Chlamydia
trachomatis DNA, Neisseria gonorrhoeae DNA, Trichomonas vaginalis
DNA, Mycoplasma genitalium DNA, Human DNA )

1830

A26.21.055

3021

Kangunpos, ckpuHuHr 1 TunuposaHue (Candidiasis, Screening and

1500

A26.30.040

396YPO

Bakrepounabl, onpepenexHve OHK B cockobe anuTenumanbHbIX KIeTok
yporeHutanbHoro Tpakta (Bacteroides spp., DNA, Scrape of
Urogenital Epithelial Cells)*

545

A26.30.039

397YPO

MobwunyHkyc, onpegenexme OHK B cockobe anuTenunanbHbIX KNeTok
yporenutaneHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of
Urogenital Epithelial Cells)

575

A26.05.008.001

345YPO

JlaktobakTepun, onpenenerne [JHK B cockobe anutenmanbHbIX KNeToK
yporeHutanbHoro Tpakta (Lactobacillus spp., DNA, Scrape of
Urogenital Epithelial Cells)*

920

10.44. Onucropxos (Kowauba AByycTka, Opisthorchis felineus)

A26.06.062

230

AHTuTena knacca IgG k aHTureHam onuctopxuca (Anti-Opisthorchis
felineus 1gG)

1235

10.45. OcTpblie KuweuHblie MHGeKuum (Acute Intestinal Infections)

A26.19.072.001

33111KAJ

OHTeposupycel, onpeaenenne PHK B kane (Enterovirus, RNA, Fecal)

920

10.47. Napotut anugemuyeckuii (Epidemic Parotitis, Mumps)

A26.06.112.001

252

AHTuTEena knacca IgG k Bupycy snugemuyeckoro napotuta (Anti-
Mumps IgG)

1085




AHTuTEna knacca IgM k Bupycy anngemmnyeckoro napotuta (Anti-

A26.06.112.002|253 Mumps IgM) 1095
10.50. PecnupaTopHo-CUHLUMTUANBbHAA UHeKLMA (pecnupaTopHo-
CUHUMUTUANbHbIN BUpYc) (Respiratory Syncytial Virus, RSV)
AHTuTena knacca IgG k pecnmpaTopHO-CMHUUTUaNsHoMy Bupycy (Anti-
A26.06.067 248 Respiratory Syncytial Virus (RSV) IgG) 1310
AHTuTEna knacca IgM k pecnupaTtopHoO-cUHUMTManbLHOMy Bupycy (Anti-
A26.06.067 249 Respiratory Syncytial Virus (RSV) IgM) 1310
10.51. PukkeTtcnos, Tud cbinHoii (pukketcum) (Typhus, Rickettsia
prowazekii)
PIIA ¢ cbINHOTUPO3HBIM ANAarHOCTMKYMOM PUKKETCUI MpoBayeka
A26.06.118 283 (Rickettsia prowazekii, IHA) 790
10.53. CanbmoHennsb! (T 6prowHoi, napatud, canbmoHennes,
Salmonella spp.)
A26.06.077 273 AHTuTena k Salmonella typhi, PITA (Salmonella typhi Antibodies, IHA) 890
A26.06.073 288 PIIrA ¢ Salmonella gr.A (Salmonella gr.A, IHA) 725
A26.06.073 289 PINIA c Salmonella gr.B (Salmonella gr.B, IHA) 725
A26.06.073 290 PIIA ¢ Salmonella gr.C (Salmonella gr.C, IHA) 725
A26.06.073 292 PINIA c Salmonella gr.D (Salmonella gr.D, IHA) 725
A26.06.073 293 AnTtuTena k Salmonella gr.E, PTI'A (Salmonella gr.E Antibodies, IHA) 725
A26.06.073 287 PINI'A c Salmonella O-komnnekc (Salmonella O-antigens, IHA) 725
10.54. Cupunauc (Treponema pallidum, Syphilis)
Cwndunnc RPR — aHTukapguonunuHosbein Tect (Syphilis RPR (Rapid
A26.06.082 69 Plasma Reagins), Anticardiolipin Test) 550
AHTuTena knaccos IgM u IgG k Treponema pallidum, cymmapHo (Anti-
A26.06.082.002|70 Treponema pallidum IgM, IgG, Total) 930
AHTuTena knacca IgM k Treponema pallidum (Anti-Treponema
A26.06.082 221 pallidum IgM ) 1125
Onpepgenenne aHtuTten knacca M (IgM) k Treponema pallidum,
A26.06.082 1206 UMMYHOOMOT 2 940
AHTuTena knacca IgG k Treponema pallidum, BbisiBrisiemMble METOAOM
A26.06.082 1205 nMMmyHobnoTTuHra (Anti-Treponema pallidum IgG, Immunoblot ) 2940
BnegHas TpenoHema, onpegenexHve [HK B cockobe anuTenumanbHbIX
KneTok KoHbIOHKTUBLI (Treponema pallidum, DNA, Scrape of
A26.21.013 346rns3 Conjunctiva Epithelial Cells )* 540
BnepgHas TpenoHema, onpegenexue [HK B cockobe anuTenvanbHbIX
A26.21.013 346kox kneTtok koxu (Treponema pallidum, DNA, Scrape of Skin Epithelial 540
BnegHas TpenoHema, onpegeneHve JHK B moue (Treponema
A26.21.013 346mou4 pallidum, DNA, Urine)* 540
BnegHas TpenoHema, onpegenexHve JHK B otaensemom (Treponema
A26.21.013 34601 pallidum, DNA, Secretion)* 540
BnepHas TpenoHema, onpegenexue JHK B cockobe anuTenvanbHbIX
kneTtok potornoTku (Treponema pallidum, DNA, Scrape of Faucial
A26.21.013 346pot Epithelial Cells)* 540
BbnegHas TpenoHema, onpeaenernune [JHK B cbiBOpoTKE KpOBU
A26.21.013 346¢cB (Treponema pallidum, DNA, Serum)* 790
bnegHasa TpenoHema, onpeaenerHne JHK B cnmHHOMO3roBomn
A26.21.013 346¢cmx xungkoctn (Treponema pallidum, DNA, Cerebrospinal Fluid)* 540
BnegHas TpenoHema, onpepenexve [JHK B cekpeTe npocTaThl,
A26.21.013 346¢n agkynarte (Treponema pallidum, DNA, Prostatic Fluid, Semen)* 545
BnegHas TpenoHema, onpegenexve [JHK B cockobe anuTenumanbHbIX
KneTok yporeHuTansHoro Tpakta (Treponema pallidum, DNA, Scrape
A26.21.013 346ypo of Urogenital Epithelial Cells)* 545
10.56. CtonbHsaK (Tetanus)
AHTUTEna knacca IgG kK ctonbHsA4YHOMY aHaTokcuHy (Anti-Tetanus
A26.06.105 876 toxoid 1gG) 1250




10.57. CTpenTOKOKKOBaA UHPEKLMA (CTPenTOKOKKU rpynn A u B)
(Streptococcus group A, B, S. pyogenes, S. agalactiae) (Streptococcal
Infection)

A26.20.021

348mk

CTtpentokokk, onpenenenne HK B mokpoTte (Streptococcus spp.,
DNA, Sputum)*

995

A26.20.049

348nn

CTtpenTokokk, onpegenenne AHK B nnasme kposu (Streptococcus
spp., DNA, Plasma)*

995

A26.20.049

348port

CtpenTtokokk, onpegeneHmne AHK B cockobe anutenuanbHbIX KNeTok
potornoTku (Streptococcus spp., DNA, Scrape of Faucial Epithelial

975

A26.20.049

348cnH

Ctpentokokk, onpegenenne [AHK B cntoHe (Streptococcus spp., DNA,
Saliva)*

975

A26.05.046.001

3310311J1

MHeBmokokk, onpenenenune AHK B nnasme kposu (Streptococcus
pneumoniae, DNA)

980

A26.05.046.001

33103CJIH

MHeBmokokk, onpeneneHue OHK B cnoHe (Streptococcus
pneumoniae, DNA)

980

A26.05.046.001

33103POT

MHeBmokokk, onpegenerve OHK B cockobe anuTenmnanbHbIX KNeTok
potornoTku (Streptococcus pneumoniae)

980

A26.05.046.001

33103MK

MHeBmokokk, onpenenenne AHK B mokpoTe (Streptococcus
pneumoniae, DNA)

980

10.58. CtpoHrunounaos (Strongyloides stercoralis)

A26.06.123

1372

AHTuTena knacca IgG k aHTureHam cTpoHrunongosa (Anti-
Strongyloides stercoralis IgG)

1185

10.59. T-numdoTtponHbii Bupyc (Deltaretrovirus, Human T-
Lymphotropic Virus, HTLV)

A26.06.087

1208

AHTuTena knacca IgG k T-numdoTponHomy BMpycy Yyenoseka Tuna 1 un
2 TynoB (Anti-HTLV-1, 2 1gG )

1040

10.60. ToKkcokapos (TokcoKkapa, Toxocara canis)

A26.06.080

232

AHTuTena knacca IgG k aHTureHam Tokcokap (Anti-Toxocara IgG)

800

10.61. Tokconnasmo3s (Tokconnasma) (Toxoplasmosis,Toxoplasma
gondii)

A26.06.081.001

80

AHTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii

805

A26.06.081.002

81

AHTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii

1040

A26.06.081.003

1AVTOXO

AHTuTena knacca IgG k Toxoplasma gondii, onpegeneHne aBugHocTu
(Anti-Toxoplasma gondii IgG, Avidity)

1710

A26.05.013

335BnT

Tokconnasma, onpegenerHne HK B Beinote (Toxoplasma gondii,
DNA, Exudate)*

540

A26.05.013.001

335cB

Tokconnasma, onpegenerHne AHK B cbiBopoTke kpoBu (Toxoplasma
gondii, DNA, Serum)*

790

A26.23.024.001

335cmxk

Tokconnasma, onpegenexHve HK B CNMMHHOMO3roBOWM XXMAKOCTH
(Toxoplasma gondii, DNA, Cerebrospinal Fluid)*

650

10.62. TpuxuHennes (tpuxuHenna, Trichinella spiralis)

A26.06.079

233

AHTuTena knacca IgG k aHtureHam TpuxmnHenn (Anti-Trichinella 1gG)

780

10.63. TpuxomoHuas (TpuxomoHaga) (Trichomonas vaginalis,
Trichomoniasis)

A26.06.015

261

AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas
vaginalis 1gG)

1 000

A26.28.016.001

307mou

TpuxomoHaga, onpegenenue JHK B moye (Trichomonas vaginalis,
DNA, Urine)*

540

A26.20.026

307¢cn

TpuxomoHaga, onpegeneHue [HK B cekpeTe npocTathl, 39KynaTe
(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)*

520

A26.20.026.001

307ypo

TpuxomoHaga, onpegenenune [JHK B cockobe anuMTenuanbHbIX KNeTok
yporeHutanbHoro Tpakta (Trichomonas vaginalis, DNA, Scrape of
Urogenital Epithelial Cells)*

575

10.64. Ty6epKynes (mukobaktepum Ty6epKynesa) (Mycobacterium
Tuberculosis)

A26.06.057

1266

AHTUTena knaccos IgM, IgA, 1I9G k Mycobacterium tuberculosis,
cymmapHo (Anti-Mycobacterium tuberculosis IgM, IgA, 1gG, Total)

2 300




A26.23.004.001

341BnT

MwukobakTepumn Tybepkynesa, onpegeneHue [1HK B BbinoTe
(Mycobacterium tuberculosis, DNA, Exudate)*

685

A26.09.002.001

341MK

MukobakTepum Tybepkynesa, onpegenenue [JHK B mokpoTte
(Mycobacterium tuberculosis, DNA, Sputum)*

995

A26.05.008.001

341MHC

MukobakTepumn Tybepkynesa, onpegenenue [JHK B MeHcTpyanbHom
kposu (Mycobacterium tuberculosis, DNA, Menstrual Blood)*

685

A26.28.028.001

341moy

MukobakTepum Tybepkynesa, onpeaenexue [JHK B moye
(Mycobacterium tuberculosis, DNA, Urine)*

685

A26.05.008.001

341cB

MwukobakTepum Tybepkynesa, onpeaeneHue [JHK B cbiIBOpOTke KpOBU
(Mycobacterium tuberculosis, DNA, Serum)*

775

A26.04.003.001

341cuH

MukobakTepumn Tybepkynesa, onpegeneHune [JHK B cmHoBmansHom
xumakocTtn (Mycobacterium tuberculosis, DNA, Synovial Fluid)*

685

A26.23.004.001

341cmx

MwukobakTepumn Tybepkynesa, onpegeneHue [JHK B CMMHHOMO3roBoi
xuakocTtn (Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)*

685

A26.21.017.001

341cn

MukobakTepum Tybepkynesa, onpeaeneHue [JHK B cekpeTe npocTaThl,
agkynaTte (Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)*

685

10.65. Ypeannasmo3s (ypeannasmbli) (Ureaplasmosis, Ureaplasma
spp., Ureaplasma urealyticum, Ureaplasma parvum)

A26.06.015.003

264

AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgG)

910

A26.06.015.001

265

AHTUTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgA)

910

A26.28.019.001

303movy

Ypeanna3ama (Ureaplasma urealyticum) (6noBap T-960), onpegeneHue
IOHK B moye (Ureaplasma urealyticum (T-960), DNA, Urine)*

535

A26.21.023.001

303cn

Ypeanna3ama (Ureaplasma urealyticum) (6noBap T-960), onpegeneHue
[OHK B cekpeTe npocTaThl, asgkynate (Ureaplasma urealyticum (T-960),
DNA, Prostatic Fluid, Semen)*

535

A26.21.033.001

303ypo

Ypeanna3sma (Ureaplasma urealyticum) (6nosap T-960), onpegeneHue
OHK B cockobe anuTennanbHbIX KNETOK YpOreHUTanbHoro Tpakra
(Ureaplasma urealyticum (T-960), DNA, Scrape of Urogenital Epithelial
Cells)*

535

A26.28.019.001

342MOM

Ypeannasma (Ureaplasma parvum), onpegenerune JHK B moue
(Ureaplasma parvum, DNA, Urine)*

525

A26.21.023.001

342cn

Ypeanna3sma (Ureaplasma parvum), onpegenexve HK B cekpeTte
npoctarthl, asakynate (Ureaplasma parvum, DNA, Prostatic Fluid,

525

A26.21.033.001

342ypo

Ypeanna3sma (Ureaplasma parvum), onpegenerne [JHK B cockobe
anuTenuarnbHbIX KNeTok yporeHuTarnbHoro Tpakta (Ureaplasma
parvum, DNA, Scrape of Urogenital Epithelial Cells)*

525

A26.28.019.001

343moy

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenexve JHK B moue (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Urine)*

540

A26.21.023.001

343cn

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenexve HK B cekpeTe npocTtaTthl, askynsaTe (Ureaplasma
urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

540

A26.21.033.001

343ypo

Ypeanna3sma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenexne HK B cockobe anuTenmanbHbIX KIeTok
yporeHutaneHoro Tpakta (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Scrape of Urogenital Epithelial Cells)*

550

10.66. XenukobakrepHasa uHdpekuua (xennkobakrep) (Helicobacter
pylori)

A26.06.033

133

AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori

955

A26.06.033

176

AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori

1205

A26.06.033

177

AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori

1170

A07.16.006

1303HEL

13C-ypeasHbii gbixatenbHein TecT (13C-YOT, 13C-Urea Breath test,
UBT). BoisiBneHne nHdekumm Helicobacter pylori

3 245

A26.16.001.001

3158XEJ

Xenukobakrep nunopu, onpegenerne [JHK B 6buontaTte crnvaucron
xenyaka w/vnu aseHaauatmnepcTHom kuwku (Helicobacter pylori,
DNA, Bioptates of Gastric Mucosa and/or Duodenum, PCR)

1225




10.67. XnamupgumHaa uHPeKkuma, xnammamnos (xnammaum)
(Chlamydiosis, Chlamydia Infection, Chlamydia trachomatis,
Chlamydophila pneumoniae)

A26.06.018.001

105

AHTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgA)

900

A26.06.018.003

106

AHTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgG)

920

A26.06.016

105/6

AHTuTena knaccos IgA 1 IgG k Chlamydia trachomatis, pasgensHo
(Anti-Chlamydia trachomatis IgA, IgG)

1760

A26.06.018.002

188

AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgM)

885

A26.06.018.003

1495

AHTuTena knacca IgG k 6enky Tennosoro woka (bTLW) Chlamydia
trachomatis (Anti-cHSP60 IgG)

1125

A26.04.009.001

301BnT

Xnamuaus (Chlamydia trachomatis), onpepenenne JHK B BbinoTe
(Chlamydia trachomatis, DNA, Exudate)*

525

A26.26.007.001

301rn3

Xnamugusa (Chlamydia trachomatis), onpegenenvne [HK B cockobe
anuTenuanbHbIX KNETOK KOHbIOHKTUBLI (Chlamydia trachomatis, DNA,
Scrape of Conjunctiva Epithelial Cells )*

525

A26.28.014.001

301moy

Xnamugus (Chlamydia trachomatis), onpegenenve OHK B mouye
(Chlamydia trachomatis, DNA, Urine)*

525

A26.19.028.001

301npk

Xnamugusa (Chlamydia trachomatis), onpegenenve [HK B cockobe
anuUTenManbHbIX KNETOK cnuancton npamon kuwku (Chlamydia
trachomatis, DNA, Scrape of Rectal Epithelial Cells)*

525

A26.08.066.001

301por

Xnamugusa (Chlamydia trachomatis), onpegenenvne [HK B cockobe
anuTenuanbHbIX kneTok potornotku (Chlamydia trachomatis, DNA,
Scrape of Faucial Epithelial Cells)*

525

A26.04.009.001

301cuH

Xnamugus (Chlamydia trachomatis), onpegenenve OHK B
crHoBmranbHow xugkoctn (Chlamydia trachomatis, DNA, Synovial

570

A26.04.009.001

301cmxk

Xnamugus (Chlamydia trachomatis), onpegenenve OHK B
cnMHHomoa3roeon xugkoctn (Chlamydia trachomatis, DNA,
Cerebrospinal Fluid)*

525

A26.21.020

301cn

Xnamugusa (Chlamydia trachomatis), onpepenexve OHK B cekpeTte
npoctarthl, askynate (Chlamydia trachomatis, DNA, Prostatic Fluid,
Semen)*

525

A26.21.007.001

301ypo

Xnamugusa (Chlamydia trachomatis), onpegenenvne OHK B cockobe
anuTenuanbHbIX KNEeTOK yporeHuTansHoro Tpakta (Chlamydia
trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*

570

A26.06.016

183

AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae IgA)

960

A26.06.016

184

AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae IgM)

875

A26.06.016

185

AHTuTena knacca IgG k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae 1gG )

860

A26.09.016

349MmK

Xnamugusa (Chlamydia pneumoniae), onpegenexune JHK B MokpoTe
(Chlamydophila pneumoniae, DNA, Sputum)*

905

A26.05.012.001

349nn

Xnamugusa (Chlamydia pneumoniae), onpegenexne AHK B nnasme
kposu (Chlamydophila pneumoniae, DNA, Plasma)*

905

A26.08.066.001

349por

Xnamugusa (Chlamydia pneumoniae), onpegenexune JHK B cockobe
anuTenuanbHbiX krneTok potornotku (Chlamydophila pneumoniae,
DNA, Scrape of Faucial Epithelial Cells)*

795

A26.09.016

349crnH

Xnamugua (Chlamydia pneumoniae), onpenenenve AHK B critoHe
(Chlamydophila pneumoniae, DNA, Saliva)*

795

A26.30.038

1379

AHTUTEna knacca IgG k rmaBHomy 6enky HapyxHon membpaHbl MOMP
n AHtuTena knacca IlgG Pgp3 (membpaHoaccounmpoBaHHbIN
nnasmuaHein 6enok) Chlamydia trachomatis

670

10.68. LiuTomeranoBupycHasa MHPEKLUA: BUPYC repneca 4esoBeKa 5
Tuna (yuutomeranosupyc, LUMB) (Cytomegalovirus, CMV,
Cytomegalovirus Infection)




A26.06.022.001|82 AnTuTena knacca IgG k yutomeranosupycy (Anti-CMV 1gG) 865
A26.06.022.002|83 AHTuTena knacca IgM k uutomeranosupycy (Anti-CMV IgM) 1080
AHTuTena knacca IgG k uutomeranosupycy, onpeaeneHe aBugHoCTm
A26.06.022.003|2AVCMV [(Anti-CMV IgG, Avidity) 1665
A26.23.009.001|310BnT Lintomeranoeupyc, onpegenexune JHK B Beinote (CMV DNA, 530
Lintomeranosupyc, onpegenexue JHK B cockobe anuTenuanbHbIX
A26.30.015.001|310rn3 knetok koHbtoHkTUBBLI (CMV DNA, Scrape of Conjunctiva Epithelial 565
Lintomeranosupyc, onpegenexue JHK B cockobe anuTenuanbHbIX
A26.30.015.001|310kox knetok koxu (CMV DNA, Scrape of Skin Epithelial Cells)* 565
Lintomeranosupyc, onpegenexue OHK B BeHo3Hon kposu (CMV DNA,
A26.05.017 310kp Blood)* 670
A26.28.009.001|310mou4 Lintomeranosupyc, onpegenerue JHK B moye (CMV DNA, Urine)* 565
Lintomeranoeupyc, onpegenenune [JHK B cockobe anuTenuanbHbIX
A26.08.058.001|310H0C knetok cnmaucton Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)* 565
Lintomeranoeupyc, onpegenenune [JHK B cockobe anuTenuanbHbIX
A26.08.058.001|310poT knetok potornotkn (CMV DNA, Scrape of Faucial Epithelial Cells)* 550
LinTomeranosupyc,ka4yectBeHHoe onpeaenerne [JHK B cbiBopoTKe
A26.05.017 310cB kpoBu (CMV DNA, Serum)* 765
A26.08.058.001|310cnH Lintomeranoeupyc, onpegeneHne JHK B crntoHe (CMV DNA, Saliva)* 565
Lintomeranosupyc, onpegeneHne JHK B cCnTMHHOMO3roBOM XnaKocTu
A26.23.009.001|310cmx (CMV DNA, Cerebrospinal Fluid)* 565
Lintomeranosupyc, onpegeneHue [JHK B cekpeTte npocTaTthl, 3sKynaTe
A26.21.010.001]|310cn (CMV DNA, Prostatic Fluid, Semen)* 565
Lintomeranosupyc, onpegeneHune JHK B cockobe anutenmanbHbix
KneTok yporenuTtansHoro Tpakta (CMV DNA, Scrape of Urogenital
A26.21.010.001|310ypo Epithelial Cells)* 555
LinTomeranosupyc, konun4yectseHHoe onpeaenenne JHK
A26.05.017.002|3156 (Cytomegalovirus, DNA) B CbIBOPOTKE KPOBMU 670
10.70. dnwrTeiiHa-bapp BupycHasa nHdeKkuma: Bupyc repneca
yenoseka 4 Tuna (Bupyc dnwreiHa-bapp) (Epstein-Barr Virus, EBV,
Bupyc OnwTteinHa-bapp, onpegenexHve OHK B Buinote (EBV DNA,
A26.04.005.001|351BnT Exudate)* 555
Bupyc OnwtenHa-bapp, onpeaenerne HK B BeHo3HoM kposu (EBV
A26.05.011 351kp DNA, Blood)* 690
A26.05.011 351mou Bupyc OnwtenHa-bapp, onpegenerve JHK B moyve (EBV DNA, 550
Bupyc SnwrtenHa-bapp, onpegeneHune AHK B cockobe
A26.05.011 351HoC anuTenuanbHblX KrneTok cnusncton Hoca (EBV DNA, Scrape of Nasal 550
Bupyc SnwrtenHa-bapp, onpegeneHune AHK B cockobe
A26.05.011 351por anuTenuanbHblX kreTok potornotku (EBV DNA, Scrape of Faucial 550
Bupyc SnwrternHa-bapp, kadectBeHHoe onpegenerve OJHK B
A26.05.011 351cB cbiBOpoTke kposu (EBV DNA, Serum)* 780
A26.05.011 351cnH Bupyc OnwtenHa-bapp, onpegenexve OHK B cnioHe (EBV DNA, 550
Bupyc OnwtenHa-bapp, onpeaenerne JHK B cnnHHOMOo3rosom
A26.05.011 351cmx  [xumpgkoctn (EBV DNA, Cerebrospinal Fluid)* 550
Bupyc OnwtenHa-bapp, onpepenexHve OHK B cekpeTe npocTtaThl,
A26.05.011 351cn agkynate (EBV DNA, Prostatic Fluid, Semen)* 550
Bupyc OnwrteriHa-bapp, onpegenenune OHK B cockobe
anuTenuanbHbIX KNeTok yporeHuTansHoro Tpakta (EBV DNA, Scrape
A26.05.011 351ypo of Urogenital Epithelial Cells)* 550
AHTMTENa knacca IgM k kancugHoMy aHTUreHy BMpyca OnTenHa-
A26.06.029.001|186 Bapp (Anti-EBV Viral Capsid Antigens (VCA) IgM ) 950
AHTMTEna knacca IgG k saepHoMy aHTUreHy Bupyca JnwrterHa-bapp
A26.06.031 187 (Anti-EBV Nuclear Antigen (EBNA) IgG ) 910
AHTMTEna knacca IgG k paHHeMy aHTUreHy Bupyca JnwrterHa-bapp
A26.06.030 255 (Anti-EBV Early Antigen (EA) IgG ) 1035
AHTMTEna knacca IgG kK kancugHoOMy aHTUreHy BUpyca JniuTenHa-
A26.06.029.002|275 Bapp (Anti-EBV Viral Capsid Antigens (VCA) I1gG ) 1085
Bupyc OnwtenHa-bapp, konnyectseHHoe onpeaenexve JHK B
A26.05.011.002|3511 cbiBopoTke kposu (EBV DNA, Serum)* 670




10.71. 9XMHOKOKKO3 (3XMHOKOKKM, Echinococcus spp.)

A26.06.024

229

AHTuTEna knacca IgG k aHTureHam axmHokokka (Anti-Echinococcus

1095

11.1. Mukpobuonornyeckme nccnenosaHua: Hecneuupuyeckme
BOCNanuTenbHble 3a601eBaHMUA PA3IMUHBIX JIOKANU3ALNIA
(Microbiological investigations)

A26.05.016.001

455H-0

[ncbakTepunos KULLEYHMKA C OnpeaeneHneM YyBCTBUTENBHOCTU K
bakTtepuodparam (Stool Culture, quantitative. Intestinal bacterial
overgrowth. Bacteriophage Efficiency testing)

2 695

A26.20.008

447

WccneposaHve Ha BuoueHo3 Bnaranuiia, onpegeneHue
YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM Y @aHTUMUKOTUYECKUM
npenapaTam (C MUKPOCKONMEr HAaTUBHOIO Npenapara, OKpaLleHHOro
no Mpamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic
Susceptibility Testing (Gram Stain, Bacterioscopic Examination of

2480

A12.09.010

445

Mukpockonmyeckoe (bakTeprMocKonUMYecKoe) nccneaoBaHme mMmaska,
okpawueHHoro no Npamy (Gram Stain. Bacterioscopic Examination of
Smear)

825

A26.09.006

440

lMoceB Ha MukoNNasMbl, onpeaeneHne YyBCTBUTENbHOCTU K
aHTMMMKPOOHBIM npenapatam (Mycoplasma hominis Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

2 050

A26.09.006

444

lMoceB Ha ypeanna3smbl, onpeaeneHne YyBCTBUTENbHOCTU K
aHTUMUKPOOHBLIM nNpenapaTam (Ureaplasma spp. Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

2 050

A26.21.004

440/444

MNoceB Ha MUKonnasmy n ypeannasmbl, onpegeneHue
YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM Npenapatam (Mycoplasma
hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

2790

A26.20.008

452

MoceB Ha aHa3pobHy0 MUKpodnopy, onpeaeneHne
YYBCTBUTENBHOCTM K aHTUMUKPOOHbLIM npenapaTam (Anaerobic
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

2 205

A26.20.008

474-A

MoceB paHeBOro oTAENsIEMOro U TKaHEN Ha MUKpodropy,
onpeneneHne 4yBCTBUTEIIbHOCTU K aHTI/IMVIKpO6HbIM npenapartam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1660

A26.02.001

474-0

MoceB paHeBOro oTAENsIEMOro U TKaHEN Ha MUKpodropy,
onpegerneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM NpenapaTtam 1
6aktepnodparam (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency

1770

A26.30.009

464-11

Moces rpygHoro monoka Ha mukpodnopy (Breast Milk Culture.
Bacteria Identification)

1225

A26.30.009

464-A

MoceBs rpygHoro Mosnoka Ha Mukpodrriopy, onpeaeneHve
YyBCTBUTENBHOCTU K aHTUMMKPOOHLIM npenapaTtam (Breast Milk
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

1600

A26.30.009

464-®

MoceB rpygHOro Mosioka Ha MUKpodoniopy, onpeaenexHve
YYBCTBUTENBHOCTU K aHTUMMWKPOOHLIM NpenapatamM u 6akTeprodaram
(Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)*

1640

A26.14.003

475-A

MoceB xenyn Ha MUKpodnopy, onpeaeneHne YyBCTBUTENBHOCTM K
aHTMMUMKPOOHBLIM Npenapatam (Bile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1560

A26.09.002.001

467-A

MoceB oTAENsIEMOro BEPXHNX AbIXaTeNbHbIX MyTen Ha MUKPOdIopy,
onpegeneHve YyBCTBUTENbHOCTU K aHTUMMKPOOHbBIM Npenaparam
(opHa nokanusauus) (Upper Respiratory Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

1805

A26.09.002.001

467-0

MoceB oTAENSEMOro BEPXHUX AblXaTeNbHbIX NyTEN Ha MUKpodropy,
onpegeneHne YyBCTBUTENBHOCTM K aHTUMUKPOOHBIM Npenapartam 1

6aktepuodparam (Upper Respiratory Culture. Bacteria Identification,

Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

1955




A26.28.003

441-A

[MoceB Moun Ha Mukpodpriopy, onpegeneHne YyBCTBUTENbHOCTM K
aHTUMUKPOOBHLIM nNpenapaTtam (Urine Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)*

1570

A26.28.003

441-p

[MoceB Moun Ha MUKpodbriopy, onpeaeneHne YyBCTBUTENBLHOCTU K
pacLUMpeHHOMY CNeKTpy aHTMMUKPOOHbIX Nnpenapatos (Urine Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

2 300

A26.28.003

441-0

lMoceB Moun Ha MUkpodbriopy, onpeaeneHe YyBCTBUTENbHOCTU K
aHTUMUKPOOHBLIM NpenapaTtam n 6akrepunocaram (Urine Culture.
Bacteria Identification, Antibiotic susceptibility and Bacteriophage
Efficiency Testing)*

1 860

A26.26.004

465-A

MoceB oTAensemoro rnas Ha MUKpodiopy, onpeaenexHve
YyBCTBUTENBHOCTU K aHTUMMKPOBHLIM npenapatam (Eye Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

1740

A26.26.004

465-P

MoceB oTaensiemMoro rnas Ha MUKpodniopy, onpeaenexHve
YyBCTBUTENBHOCTU K PACLUMPEHHOMY CMEKTPY aHTUMUKPOBHbIX
npenapaTtos (Eye Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

2 690

A26.26.004

465-0

MoceB oTaensiemMoro rnas Ha MUKpodiopy, onpeaenexHve
YyBCTBUTENBHOCTU K aHTUMUKPOOHbBIM nNpenapaTtam n 6akteprodaram
(Eye Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

2125

A26.21.014

446-A

MoceB Ha MuKpobnopy 0TAENAEMOro NosoBbIX OPraHoB,
onpegerneHne YyBCTBUTENbHOCTU K aHTUMUKPOBOHBLIM NpenapaTtam
(Genitourinary Tract Culture. Bacteria Identification and Antibiotic

1720

A26.21.014

446-P

MoceB oTAENSIEMOro NOIoBbLIX OPraHoB Ha MUKPOIIOPY,
onpegerneHne YyBCTBUTENbHOCTU K pacLUMPEHHOMY CMEKTpY
aHTMMUKPOOHBIX npenapatoB (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

2690

A26.21.014

446-0

MoceB oTAENsemMOro NoMnoBbIX OPraHoB Ha MUKPOMIOPY,
onpegeneHve YyBCTBUTENbLHOCTU K aHTUMMKPOBHbBIM NpenapaTtam u
6aktepmodparam (Genitourinary Tract Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

1775

A26.25.001

473-A

MoceB oTAensiemMoro ylen Ha Myukpodriopy, onpeaeneHne
YyBCTBUTENBHOCTU K aHTUMMNKPOOHBLIM npenapatam (Ear Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

1875

A26.25.001

473-®

[NoceB oToensemoro ywemn Ha MUKpodnopy, onpegeneHve
YyBCTBUTENBHOCTU K aHTUMWKPOOHBLIM NpenapataM u 6akteprodaram
(Ear Culture. Bacteria ldentification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

2 050

A26.01.001.001

477-A

[MoceB NyHKUMOHHOIO Matepuara Ha MUKpodnopy, onpegeneHne
YyBCTBUTENBHOCTU K aHTUMUKPOOHbLIM Npenapatam (Punctate Fluid
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

1695

A26.09.005.001

472-A

lMoceB MOKPOTbI U TpaxeobpoHxManbHbIX CMbIBOB Ha MUKpodriopy,
onpegerneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM NpenapaTtam 1
Mukpockonuen maska (Sputum and Tracheobronchial washings

Culture. Bacteria Identification and Antibiotic Susceptibility Testing,

1740

A26.19.077.001

481

ApeHosupyc (Adenovirus), AnapenHblii CUHOPOM, aHTUrEeHHbIW TecT
(Adenovirus. One Step Rapid Immunochromotographic Assay)

1395

A26.19.020

484

Xenukobakrep nunopu (Helicobacter pylori), aHTUreHHbIn Tect
(Helicobacter pylori. One Step Rapid Immunochromotographic Assay)

1370

A26.05.001

438-A

MoceB KPOBU N BMOXUOKOCTEN Ha a3pOBHY0 M aHa3POOHYHO
MUKpodpbriopy, onpeaeneHne YyBCTBMTENbHOCTM K aHTUMUKPOOHBIM
npenapaTtam (Blood Culture, Biofluids Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)

2 540

A26.19.084

402

KamnunobakTep, AvapeinHbli CUHAPOM, BbISIBIIEHWE aHTUreHa B Karne,
nmmMmyHoxpomartorpacmsa (Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool)

1355

A26.21.002

403

["oHOpes, BbiSIBNEHMe aHTUreHa, MmyHoxpomaTorpadgus (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay)

1095




A26.28.010

405

JlernoHenna, BbIiBNEHNE aHTUreHa B MoYe, MMMYyHOXpomMaTorpadms
(Legionella pneumophila, One step rapid immunochromotographic
assay, antigen, urinae)

1875

A26.21.052

407

Xnammaun, BbiSIBNEHNE aHTUreHa B Maskax yporeH1MTarlbHOro TpakTa,
nmmMmyHoxpomartorpacdus (Hexagon Chlamydia, One step rapid
immunochromotographic assay, antigen)

3 965

A26.28.001

408

[MHEeBMOKOKK, BbISIBIIEHWE aHTUreHa B Mo4e, MMMYyHoXpomaTtorpadus
(Streptococcus pneumoniae, One step rapid immunochromotographic
assay, antigen, urinae)

2 040

A26.19.072.001

409

OHTepOBUpPYC, BbISIBNIEHME aHTUreHa B kane, MMMyHoxpomaTorpagus
(Enterovirus, One step rapid immunochromotographic assay, antigen,
stool)

1405

A26.08.039

411

PecnupatopHo-cuHunTManbHbii Bupyc (PC-nHdekumst), BoiiBeHne
aHTUreHa, ummyHoxpomatorpadus (Respiratory Syncytial Virus, RSV,
One step rapid immunochromotographic assay, antigen)

1195

A26.23.005

453

MoceB rnHekonormyeckoro matepuana Ha nuctepun (Listeria
monocytogenes, nnuctepuno3s) (Listeria monocytogenes Culture.
Bacteria Identification)

1170

A26.19.004

460

Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcuHmos,
onpegeneHne YyBCTBUTENBHOCTM K aHTUMUKPOOHBIM Npenapartam
(Yersinia enterocolitica, Stool Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1695

A26.19.084

461

Moces kana Ha kamnunobaktep (Campylobacter spp.) (Campylobacter
spp., Stool Culture. Bacterial Identification)

1695

A26.19.086

462

Moces Ha knocTpuamm (Clostridium difficile, nceBgomembpaHo3HbIv
konuT) (Clostridium difficile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1695

A26.19.089

463

PoTtaBupyc (Rotavirus), guapeHbiin CUHOPOM, aHTUrEeHHbIW TeCT
(Rotavirus Direct Detection by Latex Agglutination)

960

A26.01.001

466

lMoceB Ha 6eTa-reMonUTUYECKNI CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes) (Streptococcus
pyogenes Culture. Bacteria Identification)

1 050

A26.08.001

469

Moces Ha gudTeputo (Corynebacterium diphtheriae Culture)

1195

A26.09.010

470

lMoceB oTgenseMoro poTornoTkn Ha 6opaetennsl (Bordetella
pertussis/parapertussis, koknow/napakokniowt) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria

2020

A26.08.003

471

[MoceB Ha MEHWHIOKOKKW, onpeaeneHne YyBCTBUTENbHOCTH K
aHTMMUKPOGHbIM Npenapatam (Neisseria meningitidis Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1150

A26.19.060.001

482

KpunTtocnopugmm napsym (Cryptosporidium parvum), AnapenHbin
CUHAPOM, aHTUreHHbIn Tect (Cryptosporidium parvum. One Step
Rapid Immunochromotographic Assay)

1345

A26.19.096

483

Jlam6nunm (Giardia liamblia), aMaperHbii CMHOPOM, aHTUIrEHHbIV TECT
(Giardia liamblia. One Step Rapid Immunochromotographic Assay)

1310

A26.19.093

485

VMccnepnoBaHue Ha kuweyvHyto nanoyky (Escherichia coli O157:H7,
3LIEPUXM03), AMapenHbIi CMHAPOM, aHTUreHHbIn Tect (Escherichia coli
0157:H7. One Step Rapid Immunochromotographic Assay)

2 355

A26.08.018

487

CTpenToKoKK rpynnbl A, aHTUIEHHbIN TECT (OTAENAEMOE POTOMMOTKN)
(Streptococcus Group A. One Step Rapid Immunochromotographic

1405

A26.20.049

488

CTtpenTokokk rpynnbl B, aHTureHHbIn TecT (Streptococcus Group B.
One Step Rapid Immunochromotographic Assay)

1395

A26.01.001

454-1

lMoceB Ha GeTa-reMonNUTUYECKNI CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae) (Streptococcus
agalactiae Culture. Bacteria Identification)

1010

A26.19.009

442

Moces Ha gpoxkenogobHble rpunbel (pogos Candida, Cryptococcus) ¢
onpegeneHnemMm YyBCTBUTENbHOCTU K aHTUMWKOTUYECKUM NpenapaTam
(Yeast Culture. Identification and Antimycotic Susceptibility testing)

1225




A26.01.001

454-A

MoceB Ha GeTa-reMonMTUYECKUIA CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae), onpeneneHve
YyBCTBUTENBHOCTU K aHTUMWKPOOHbLIM NpenapaTtam (Streptococcus
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility

1 360

A26.19.086

457-1

MoceB Ha naToreHHyt kuwwedryto dnopy (Stool Culture (Salmonella
spp., Shigella spp.). Bacteria Identification)

1225

A26.19.086

457-0

[MoceB Ha NaTOreHHy KULWEYHyo donopy, onpegeneHme
YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM NpenapaTtam u 6akreprodaram
(Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

2100

A26.19.086

458-A

MoceB Ha knwevHyto nanouyky (Escherichia coli O157:H7, awepuxnos),
onpegeneHne YyBCTBUTENBHOCTM K aHTUMUKPOOHbBIM Npenapartam
(Escherichia coli 0157:H7 Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1260

A26.19.086

458-0

MoceB Ha knwevHyto nanouyky (Escherichia coli O157:H7, awepuxnos),
onpegerneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM NpenapaTtam 1
6akTepuodaram (Escherichia coli O157:H7 Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)

1375

A26.01.001

459-A

MoceB Ha 3onoTnCTBIN cTadunNokokk (Staphylococcus aureus),
onpepgeneHve YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM Npenaparam
(Staphylococcus aureus Culture. Bacteria ldentification and Antibiotic
Susceptibility Testing)

1325

A26.01.001

459-11

MoceB Ha 3onoTnCTbIN cTadunNokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification)

1085

A26.01.001

459-0

MoceB Ha 3onoTucThIN cTadunnokokk (Staphylococcus aureus,
onpepgeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM NpenapaTtam u
baktepuodparam (Staphylococcus aureus Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency

1430

A26.08.015

466-A

lMoceB Ha 6eTa-reMonUTUYECKNI CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes), onpenerneHue
YyBCTBUTENBHOCTM K aHTUMUKPOOHBIM npenapaTam (Streptococcus
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility

1345

A26.01.001

468-A

[MoceB Ha 30M0TUCTbLIN CTAUNOKOKK (METULMMH-PE3NCTEHTHbBIN
3onoTtuctbin ctadpunokokk, MP3C) (Staphylococcus aureus),
onpegeneHve YyBCTBUTENbHOCTN K aHTUMMKPOGHbBIM Npenaparam
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1445

A26.01.001

468-I1

[MoceB Ha 30M0TUCTbLIN CTAUNOKOKK (METULMUNMH-PE3NCTEHTHbIN
3onoTtuctbin ctadpunokokk, MP3C) (Staphylococcus aureus)
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification)

1170

A26.01.001

468-0

[MoceB Ha 30M0TUCTBIN CTAUNOKOKK (METULMUIIIMH-PE3NCTEHTHbIN
3onoTtuctbin ctadpunokokk, MP3C) (Staphylococcus aureus),
onpegeneHve YyBCTBUTENbHOCTU K aHTUMMKPOOHbBIM NpenapaTtam u
6akTepuodparam (Staphylococcus aureus (Methicillin-Resistant
Staphylococcus aureus — MRSA) Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

1485

A26.19.080

457-A

[MoceB Ha NaToreHHyt KuweyHyo nopy, onpegeneHme
YyBCTBUTENBHOCTU K aHTUMMUKPOOHbLIM Npenapatam (Stool Culture
(Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic
Susceptibility Testing)

1640

12.1. KomnneKcHble UMMYHO0rMYEeCcKMe uccnenoBaHun
(Comprehensive Immunological Examination)

A12.30.012

192

MmmyHonornyeckoe obecrnegosaHme pacwmpeHHoe (Immunological
Survey Extended)

13 785

A12.30.012

191

MmmyHonornyeckoe obecnenoBaHme ckpuHmHrooe (Immunological
Survey, Screening)

8 465




darouutapHas akTMBHOCTb nenkoumTtoB (Phagocytic Activity of

A12.30.012.007|1310 Leucocytes) 2 045
deHoTUNMpoBaHme NMMGOoUNTOB (OCHOBHbIE cybnonynsumm) — CD3,
CD4, CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3, CD4,

A12.06.001 4192 CD8, CD19, CD16, CD56) 4790
CD4+ T-numdountsl, % 1 abconoTHoe konmyecTBo (T-xennepsl,

A12.06.001.002|4193 CD4+ T-cells, Percent and Absolute) 3135
B-numdpountsbl, % n abcontotHoe konuyectso (CD19+ numdountsbl, B-

A12.06.001.005|4194 cells, Percent and Absolute) 3 260
AkTnBupoBaHHble numdoumnTsl (CD3+HLA-DR+, CD3-HLA DR+)

A12.06.001 1311 (Activated Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)* 3790

A12.06.001 1312 CnocobHocTb numdoumnToB Kk aktueaumm (Lymphocyte Activation 4 540
Lnpkynupytowime nmmyHHble komnnekebl (LK) odwue (Circulating

A09.05.074 1235 Immune Complexes (CIC) Total) 1515
MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopesi), onpegeneHue
YyBCTBMTENBHOCTM K aHTMMUKKPOOHbBIM npenapaTtam (GC, Neisseria
gonorrhoeae Culture. Bacteria Identification and Antibiotic

A26.21.002 449 Susceptibility Testing) 1150
12.2. UmmyHorno6ynuHbl obwme (Immunoglobulins, Total)

A09.05.054.002|45 MmmyHornobynuHel knacca A (Immunoglobulin A, IgA) 565

A09.05.054.003|46 MmmyHornobynuHel knacca M (Immunoglobulin M, IgM) 560

A09.05.054.004|47 MmmyHornobynuHel knacca G (Immunoglobulin G, 1gG) 565
12.3. Cneuundumueckue 6enku (Specific Proteins)

A09.05.234 948 B03nHOUNBHBIN KaTUOHHBIN 6enok (Eosinophil Cationic Protein, ECP)| 1 495
12.4. KomnoHeHTbl KOoMmnnemeHTa (Complement Components)
KomnoHeHTbl cuctembl komnnemeHTta C3, C4 (Complement

A09.05.075 193 components C3, C4) 1170

A09.05.075.001|1315C3 C3 KomnoHeHT cuctembl komnnemeHta (Complement Component C3) 715

A09.05.075.002|1316C4 C4 KomnoHeHT cuctembl komnnemeHta (Complement Component C4) 715
Cuctema KoMnnemeHTa: oueHka yHKUMoHanbHon aktuBHocTn (CH50)

A09.05.075 1534 (Functionality Test of Complement (CH50)) 1750

A12.06.014 836 WHrnbutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH) 2 580
12.5. UutokuHbl (Cytokines)

A12.05.108 210 WHTepnenknH-1? (UN-1?) (Interleukin 1 Beta, IL-1) 2 695

A12.05.108 211 WHTtepnenkun-6 (1J1-6) (Interleukin 6, 1L-6) 2 665

A12.05.108 212 WHTepneiiknH-8 (N-8) (Interleukin 8, IL-8) 2 705

A12.05.109 213 WuTtepnenknn-10 (MUJ1-10) (Interleukin 10, IL-10) 2705
dakTop Hekposa onyxonu-? (PHO-?) (Tumor Necrosis Factor Alpha,

A12.06.073 214 TNF-?, Cachectin) 2 680
13.1. UHTepdepoHoBbIii cTaTyc (Interferon Status)

A09.05.074 1043 WccnepoBaHne nHtepdepoHoBoro ctatyca (Study of Interferon Status)| 7 145
13.2. UHTepdepoHOoBbIU CcTaTyC (4 NOKasaTens) ¢ onpegeneHnem
YyBCTBUTE/NILHOCTU K Npenapatam uHtepdepoHa (Interferon Status
(4 Parameters))

A09.05.035 1044 WHrapoH (Ingaron) 2 825

A09.05.035 1047 PeadpepoH (Reaferonum) 2 825
13.3. MHTepdepoHOoBbIUN CTaTyC (4 NOKasaTens) c onpepeneHnem
YyBCTBUTE/NILHOCTU K MHAYKTOpam uHTepdepoHa (Interferon Status
(4 Parameters))

A09.05.035 1050 AMUKCUH (Amixin) 2 825

A09.05.035 1051 Karouen (Kagocel) 2825

A09.05.035 1052 Heosup (Neovir) 2 825

A09.05.035 1054 Linknodgepon (Cycloferonum) 2825
13.4. UHTepdepoHOoBbIU cTaTyC (4 NOKasaTens) ¢ onpeaesneHnem
YyBCTBUTE/NILHOCTU K UMMYHOMOAyAsaTopam (Interferon Status (4
Parameters))

A09.05.035 1055 "anaeuT (Galavit) 2825

A09.05.035 1064 WM3onpuHosuH (Isoprinosine) 2 825




A09.05.035

1057

MmmyHan (Immunal)

2825

A09.05.035

1058

MmyHodaH (Imunofan)

2 825

A09.05.035

1059

MmmyHomakc (Immunomax)

2 825

A09.05.035

1066

WmyHopuke (Imunorix)

2825

A09.05.035

1060

Jlvukonua (Licopid)

2 825

A09.05.035

1148

Manasup (Panavir)

2825

A09.05.035

1061

Monnokcuaonun (Polyoxidonium)

2 825

A09.05.035

1062

TaktueuH (Tactivinum)

2825

A09.05.035

1063

TumoreH (Thymogen)

2 825

14.1. CuctemHble 3aboneBaHMA COeAMHUTENbHOU TKAHU
(Connective-Tissue Diseases, CTDs)

A12.06.061

125

AHTUsOepHble aHTuTena (AAA, aHTUHYKNeapHble aHTUTena), CKPUHWHTL
(Anti-Nuclear Antibodies, ANA, Screening)

1640

A12.06.010

126

AHTuTena knacca IgG k asycnupansHow HatusHon OHK (aHTu-acOHK
IgG, aHTn-[HK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-
dsDNA IgG)

1585

A12.06.010

1267

AHTUHyKNeapHbIi dpaktop, HEp-2 cybetpat (AH®, TnTpsl,
aHTUHYKNeapHble aHTUTeNna MeToAoM HENPSAMOW
nMmyHodntoopecueHummn Ha npenapatax HEp-2-kneTok) (Antinuclear
Antibodies, ANA, Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-
Nuclear Antibodies detection, FANA, Titers)

1765

A12.06.010

1586ADN

Antutena k acHK B cbiBOpOTKE KPOBM, MOATBEPXAAOLNA TECT C
ncnonb3oBaHneM cybctpaTta Crithidia luciliae, IgG, meTogom
Henpsamon ummyHodntoopecueHuumm (Crithidia luciliae indirect
fluorescent test (CLIFT))

1495

A12.06.061

825

AHTUTena knacca IgG k akcTparmpyemMomy HykneapHOMY aHTUreHy
(3HA) (Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein
Antibodies, Anti-RNP)

1440

A12.06.025

826

MaHenb aHTUHYKNeapHbIX aHTUTEN NpuY cknepogepmunmn (pasgensHoe
onucaHue aHTuTen kK aHtureHam Scl-70, CENP-A, CENP-B, RP11,
RP155, dunbpunnsapmH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku,
PDGFR, Ro-52), ummyHo6noT (Scleroderma (Systemic Sclerosis)
Antibody Panel: Anti-Scl-70, CENP-A, CENP-B, RP11, RP155,
dpubpunnapmH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Rof{
52, Immunoblotting)

5 345

A12.06.010

827

AHTUHYKNeapHble aHTuTena (pasgeneHo Sm, RNP/Sm, SS-A (60 k[a),
SS-A (52 k[la), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA,
Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy), uMMyHoG6noT
(ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-
70, PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P,
AMA-M2, Anti-Jo-1, Immunoblotting)

4 425

A12.06.010

956

AHTuTena knacca IgG Kk Hykneocomam (aHTUsIAepHbIE aHTUTenNa),
ckpuHuHr (Anti-Nuclear Antibodies, ANA, IgG, Screening)

1560

B03.070.477

4059

CKpuvHUHT 6onesHen coegmHuTensHon TkaHu (AT k QHA,
aHTUHYKNeapHbI aktop (AHD))

2705

B03.070.475

4060

CwnctemMHas kpacHas Bon4yaHka, obcnegosaHue (AT K Hykneocomawm,
AT k kapavonunuHy, IgG; AT k kapguonunuHy, IgM; aHTUHYKNeapHbI
daktop (AH®D))

5420

A12.06.010

4061

OudpdepeHunansHasa anarHoctuka CKB 1 opyrx peBmaTuyeckmnx
3abonesanun (AT K Hykreocomam, aHTUHyKneapHbin daktop (AH®D))

2820

B03.070.470

4069

Mpodune «CuctemHas kpacHas BonyaHka (CKB), MOHUTOPUHT
aktmBHocTU (aHTK-gc-AHK IgG, C3, C4 KOMMNOHEHTBI KOMMEMEHTa)»
(Systemic lupus erythematosus (SLE) profile, activity monitoring (anti-
double-stranded DNA IgG, C3 and C4 complement components) )

1965

14.2. AuTudocponunugHbi cuHapom (Antiphospholipid
Syndrome, APS)

A12.06.030

137/138

AHTuTena knaccos IgM un 1gG k pocchonunugam (Anti-Phospholipid

Antibodies, APA, IgM, 1gG)

1495




AHTuTena knaccoe IgG n IgM k doccaTtnanncepury (Anti-

Al12.06.075 966/74 Phosphatidylserine, 1gG, IgM) 2 310
AHTuTEna knaccos IgA, IgM, IgG k kapanonunuHy, CKPUHUHP

A12.06.029 967 (Cardiolipin Antibodies IgA, IgM, IgG, aCL, Screening) 1545

A12.06.029 968 AHTuTena knacca IgA k kapguonunuHy (Anticardiolipin IgA, aCL IgA) 1820

A12.06.029 969 AnTuTena knacca IgG k kapguonunuHy (Anticardiolipin IgG, aCL IgG) 1 560

A12.06.029 997 AHTuTena knacca IgM k kapamonunudy (Anticardiolipin IgM, aCL IgM) | 1 540
AHTUTena knaccos IgG, IgA, IgM k 6eTa-2-rnnkonpoTemnHy 1,

A12.06.051 1284 cymmapHo (Anti-?2-Glycoprotein 1 Antibodies, anti-?2-GP1, 1gG, IgA, 1535

A12.06.065 1341 AxTtuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, 1885

A12.06.065 1342 AnTuTena knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, 1 885

A12.06.029 4062 AT k kapauonunuHy, IgG, IgM 2 585
InarHoctuka BTopu4Horo aHtudocdonunmaHoro cungpoma (AH®, AT

A12.06.030 4063 K kapguonununy, 1gG, IgM) 4 090
AHTUOChONUNNAHBLIN CUHAPOM, Pa3BEPHYTOE CEPOSIornyeckoe
uccrniegoanue (AH®; AT k kapanonunuHy, 19G, IgM; AT k beTa-2-

A12.06.030 4064 rMUKOMpPOTENHY 1) 5440
14.4. PeemaTongHblii apTPUT, NOPAXKEeHUA CYyCTaBOB
(Antiphospholipid Syndrome, APS)
AHTUTERNa K LMKNMYecKkomy LUTpynnnHmposaHHomMy nentuay (ALLIT)

A12.06.052 1204 (Anti-Cyclic Citrullinated Peptide, anti-CCP) 2 055
AHTuTena knacca IgG k kepaTuHy (AHTUKepaTuMHOBbIE aHTuTena, AKA,
AHTUcpmnarrpuHoBble aHTuTena, A®A) (Anti-Keratin Antibodies, AKA,

Al12.06.063 965 Anti-Filaggrin Antibodies, AFA, IgG) 2795
AHTUTEna knacca IgG k mogmuuncmpoBaHHOMY LUTPYINTIMHUPOBAHHOMY
BMMeHTUHY (aHTn-MUB) (Anti-Mutated Citrullinated Vimentin
Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin Antibodies,

A12.06.062 1332 Anti-Sa Antibodies, 1gG) 2 055

A09.05.054 1333 PesmaTongHbii daktop, IgA (PO IgA; Rheumatoid Factor, RF, IgA) 1505
Kpuctannel B Ma3ke CMHOBMAanbHOM XUAKOCTU (MOHOYpAT HaTpus,

A12.04.001 808 nupodpocdat kanbums) (Synovial Fluid Smear, Crystals) 2170
OnuromepHbIi MaTpuKCHbIN 6enok xpswa (Human Cartilage

A09.04.005 1536 Oligomeric Protein, COMP) 3260

A12.06.019 44 PesmatougHbin paktop (P®) (Rheumatoid Factor, RF) 750
14.5. BacKynuTbl 1 nopaxeHua nouek (Vasculitis and Renal Lesions)
AHTUTEna knacca IgG k 6asanbHol membpaHe Kny6o4KoB NoYek (aHTu-

A12.06.024 807 BMK) (Glomerular Basement Membrane Antibodies, Anti-GBM, IgG) 2 150
AHTuTena knacca IgG k untonnasme Hentpodunos (AHLA) (Anti-

A12.06.037 970 Neutrophil Cytoplasmic Antibodies, ANCA, IgG) 3 555
AHTuTena knaccos IgG, IgA, IgM k kneTkam cocyamcToro aHaoTenus
(HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, AECA, IgG,

A12.06.030 812 IgA, IgM, Total) 2 255
AHTuTena knaccos IgG, IgA, IgM k peuenTopy docdonunasel A2
(PLA2R), cymmapHo (Anti-Phospholipase A2 Receptor Antibodies,

A12.06.030 822 Anti-PLA2R, 1gG, IgA, IgM, Total) 4110
AHTuTena knacca IgG k muenonepokcugase (aHTn-MPO)

A12.06.037 823 (Myeloperoxidase Antibody, MPQ) 1560
AHTuTena knacca IgG k C1q cdakropy komnnemeHTa (Anti-

A09.05.075 837 Complement 1q Antibodies, Anti-C1q, 1gG) 2185
AHTuTena knacca IgG k npoteuHase-3 (aHTU-PR-3) (Anti-Proteinase-3

A09.05.054 955 Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG) 1560
MaHenb aHTUTEN K aHTUreHaM aHTUHENTPOMUIBbHBIX aHTUTEN (NaHenb
antureHos AHLIA), IgG (Anti-Neutrophil Cytoplasmic Antibodies,

A12.06.037 821 ANCA, 1gG, Panel) 3 840
OnarHocTurka rpaHynemMaTo3HbIX BaCKynMTOB (aHTUHYKINeapHbIn

A12.06.037 4065 daktop (AH®), AT k untonnasme Hentpodunos (AHLLA/pANCA, 3730
InarHocTtuka GeicTponporpeccupytoLlero rnomepynoHedputa (AT K
6asanbHo MembpaHe knybo4koB noyek, AT K umMTonnasme

B03.070.474 |4066 HernTpodunos (AHLUA/pANCA, cANCA), IgG) 4080




A12.06.037

4067

[narHocTrka ayTOMMMYHHOIO NopaXeHus MoYeK (aHTUHYKIeapHbIv
daktop (AH®), AT k 6aszanbHoM MembpaHe KryboukoB noyek, AT K
uutonnasme Hentpodunos (AHLIA/pANCA, cANCA), IgG)

5500

14.6. AyTOMMMYHHbIE 3HAOKPUHONATUMN: CaXapHbIA auabet 1-ro
Tnna (Autoimmune Endocrinopathies: Diabetes mellitus type 1)

A12.06.020

201

AHTUTEena knacca IgG k 6eTa-knetkam nogxenynovHon xenesbl (Anti-
Islet Cell Antibodies, Islet Cell Autoantibodies, ICA)

1980

A12.06.020

202

AHTUTena knacca IgG k ryrtamatgekapbokcunase (aHTn-GAD) (Anti-
GAD Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, IgG)

2110

A09.23.014

202CMX

AHTuTena k GAD (rnytamatgekapbokcunase), IgG, nuksop (Anti-GAD
(glutamic acid decarboxylase), 1gG, CSF)

2 460

A12.06.039

200

AHTuTena knacca IgG k nHcynuHy (Insulin Autoantibodies, IAA, 1gG)

1390

A12.06.020

1285

AHTUTEna K Tupo3nHgocgartase (IA-2) (Islet Antigen 2 Antibodies, Anti-
IA2 Antibodies, I1A-2 Ab, Tyrosine Phosphatase Antibodies)

2 140

A12.06.020

1286

AHTUTENA K aHTUreHaM KIeToK nomkenyaoyHon xxenesbsl GAD/IA-2,
cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid
Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine
Phosphatase, I1A2, ICA-512) Autoantibodies, Total)

2125

14.8. AyTOMMMYHHbIE SHAOKPUHOMNATUM: NOPAXKEHUE
HaANOYEeYHMKOB, ayTOMMMYHHAA natonorua roHag (Autoimmune
adrenal and gonadal insufficiency)

A12.06.071

1209

AHTuTena knaccos IgA, IgM, IgG K TkaHW Aan4HUKa (aHTMOBapuarbHble
aHTMTena), cymmapHo (Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG,
Total)

2 455

A12.06.033

1287

AHTMTena knaccos IgA, IgM, IgG k cTepomanpoayuupyoLLmMM KreTkam
HagnoyeyvHuka (ACITK), cymmapHo (Anti-Steroidal Cell Antibodies,
StCADb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG, Total)

1705

A12.06.033

1290

AHTuTena knaccos IgA, IgM, 1gG k cTepoanpoayLMPYIOLLMM KreTKkam
aundka, cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular
Anti-Steroidal Cell Antibodies, Testicular StCAb, Steroidal Cell
Autoantibodies, SCA against Testis, IgA, IgM, 1gG, Total)

2 040

A09.05.054

1291

AHTUTERa K CTeponanpoayLMpYOLLUM KneTkaM penpoayKTUBHbIX
TkaHeln (Reproductive tissue steroid-producing cells Antibodies)

3 485

14.9. AytommmyHHble 3a6oneBaHusa Koxu (Autoimmune Skin

A12.06.030

809

AHTuTena knacca IgG k 6a3aneHon membpaHe koxm (Basement
Membrane Zone Antibodies, BMZ, IgG )

2720

A12.06.030

813

AHTUTena knacca IgG k gecmocomam anngepmuca (Desmoglein
Antibodies, Desmoglein 1, DSG1 and Desmoglein 3, DSG3
Antibodies, IgG)

2720

A09.05.054

1298

AHTuTena knacca IgG k gecmorneunny-1 (Desmoglein 1, DSG1
Antibodies, IgG)

2810

A09.05.054

1330

AHTUTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous
Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, IgG)

2720

A09.05.054

1331

AHTUTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous
Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, IgG)

2 855

A09.05.054

4054

Mpodunb «OuarHocTuka bynnesHoix gepmato3oB (AT kK gecmocoMam
anngepmunca, AT k 6azansHon membpaHe koxu)» (Bullous Dermatosis
Diagnostics profile (antibodies to epidermis desmosomes, antibodies
to skin basal membrane))

4 820

14.10. AyTouMMyHHbIe NOPaXKEHUA }KeNYAO0YHO-KULIEYHOro TPaKTa.
Uenunakua (Autoimmune Disorders of Gastrointestinal Tract (Gl
Tract, GIT). Coeliac Disease)

A12.06.066

972

AHTUTEna K aHgommanio, IgG (Anti-Endomisial Antibodies, 1IgG, EMA)

1840

A12.06.066

810

AHTUTena knacca IgA K 3HOOMU3NIO (AHTUIHAOMU3UHBLIE aHTUTENa,
ASMA) (Anti-Endomysial Antibodies, Anti-EMA, IgA)

1750

A12.06.026

805

AHTUTena knaccos IgA, 1gG, IgM k napueTtanbHbIM KreTkam xenyaka
(AIMKXK), cymmapHo (Gastric Parietal Cell Antibodies, GPA, Anti-

Parietal cell antibodies, APCA, IgA, 19G, IgM, Total)

2 050




A09.05.054

971

AHTuTena knaccos IgA 1 IgG k peTukynuHy, cymmapHo (Anti-Reticulin
Antibodies, ARA, IgA, 1gG, Total)

1880

A12.06.055

270

AHTuTena knacca IgG kK geamnanpoBaHHbIM NenTuaam rmmagmHa (Anti-
Deaminated Gliadin Peptide, Anti-DGP, IgG)

1335

A12.06.055

271

AHTUTENa knacca IgA kK feaMmmamMpoBaHHbIM NenTuaam rmvaguHa (Anti-
Deaminated Gliadin Peptide, Anti-DGP, I1gA)

1335

A12.06.056

1282

AHTMTEena knacca IgA k TkaHeBow TpaHcrntoTamuHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, IgA)

1505

A12.06.056

1283

AHTuTena knacca IgG k TkaHeBoW TpaHcrnoTammHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, 1gG)

1445

A12.06.026

817

AHTuTena knacca IgG k BHyTpeHHeMy gakTopy Kactna (Anti-Intrinsic
Factor, IFAD, Intrinsic Factor Antibodies, IgG)

2010

A12.06.026

1335

AHTuTena knacca IgG k caxapomuueTam (guarHoctuka 6onesHu
KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, I1gG )

1505

A12.06.026

1336

AHTUTena knacca IgA k caxapomuueTtam (guarHocTtuka 6onesHu
KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgA )

1505

A12.06.037

1337

AHTUTEna knacca IgA k uutonnasme Hentpodunos (AHLIA) (Anti-
Neutrophil Cytoplasmic Antibodies, ANCA, IgA)

1545

A09.05.054

944

[vnarHocTvka ayTOMMMYHHOrO naHkpeaTtuTta u gpyrux lgG4-
accouunnpoBaHHbix 3abonesanun (Diagnosis of Autoimmune
Pancreatitis and other IgG4-Related Diseases)

2 495

A12.06.026

4055

CepoanarHocTtmka ayToMMMYHHOMO racTpuTa U NePHULIMO3HOM aHeEMMUU
(AT Kk napueTtanbHbIM KneTkaMm xxenyaka; AT K BHyTpeHHeMy chakTopy
Kactna)

3750

A09.05.054

4056

CepopguarHocTuka 6onesHn KpoHa n Hecrneundunieckoro s3BeHHOro
konuta (HAK) (AHLUA/pANCA, cANCA, I1gG; AHLIA/ANCA, IgA; ASCA,
IgG, IgA)

5990

A12.06.066

4058

Llennakus, ceponormnyeckast guarHoctuka (AT k saHgomuauio, IgA; AT k
TKaHEBOW TpaHcrnytamuHase, IgA, 1gG; IgA oby.)

4 580

A12.06.026

15306KK

AHTUTena knaccos IgA 1 IgG k 6okanoBuaHbIM KNeTKaM KULWeYHuKa,
cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, IgG,

2 480

A12.06.020

1531AALIK

AHTuTena knaccos IgG n IgA k GP2 aHTUreHy LeHTpoauHapHbIX
KneTok nogxenyaoyHomn xenesbl (Anti-GP2)

2 345

A12.06.020

1532AIMK

AHTMTENA K auMHapHbIM KrneTkam nogkenygovHon xenessl, 1IgG n IgA
CYMMapHO (aHTWUTenNa K 9K30KPUHHOW YacTu NOMKeNyAoYHON Xenesbl,
Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies,

1495

14.11. AyToMmMmMyHHble nopaxkeHua nedyeHn (Autoimmune Liver
Diseases)

A12.06.035

804

AHTuTena knaccos IgA, IgG, IgM k mutoxoHapusam
(AHTMMUTOXOHApPUWanbHbIE aHTUTena, AMA), cymmapHo (Anti-
Mitochondrial Antibodies, AMA, IgA, IgG, IgM, Total)

2160

A12.06.025

806

AHTuTena knaccos IgA, IgG, IgM k rmagkon myckynaTtype, CyMMapHO
(Smooth Muscle Antibodies, SMA, Anti-Smooth Muscle Antibodies,
ASMA, IgA, 1gG, IgM, Total)

2070

A12.06.036

819

AHTUTENa K MMKpOCOMaM MeyeHu 1 noyek, cymmapHo IgA+igG+igM
(anti-liver kidney microsomal antibody, anti-LKM, IgG+IgM+ IgA)

2 065

A12.06.024

1288

MaHenb aHTUTEN KNacca IgG npy ayTOMMMYHHbIX 3a60n1eBaHNAX
neyenn (AT k aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-
1, LC-1, SLA/LP, SSA/R0-52), ummyHo6noT (Autoimmune Disease
Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-
1, SLA/LP, SSA/R0-52, 1gG, Immunoblotting)

4 295

A12.06.024

1289

AHTMTEna knacca IgG Kk acnanornmkonpoTeMHOBOMY peLienTopy (aHTu-
ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor, Anti-
ASGPR, IgG)

2040

14.12. AyToMMmMyHHble HeBpoJioruyeckme 3aboneBaHus
(Autoimmune Neurological Disoders)




A12.06.021

936

AHTuTENa knaccos IgA, 1gG, IgM k akBanopvHy 4, cymmapHo
(anarHoctuka HemnpoonTtukomuenuta, NMO) (Aquaporin-4Receptor
Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM,

3 555

A12.06.025

937

AHTUTena knacca IgG k ckenetHbiM Mbiwuam (ACM) (Anti-Skeletal
Muscle Antibodies, AStMA, 1gG)

1685

A09.05.054

938

AHTuTena knaccos IgG u IgM k raHrnuosngam (naviH-énot: GM1; GM2-
GM3-GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1lb, GQ1b,
cynbaTtnabl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies Panel,

6 490

A12.06.025

939

MwuosuT-cneundunyHblie aHTuTena knacca IgG (nanH-6not: Mi-2, Ku,
PM-Scl 100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (Ro052)) (Myositis-
Specific Panel)

5030

A12.06.074

803

AHTUTENa K aueTunxonuHoBomy peuentopy (AxP, anarHoctuka
mMuacTteHun), cymmapHo (Acetylcholine Receptor Antibodies, Anti-
AChR, Total)

6 260

A12.06.021

953

AHTUHenpoHanbHble aHTuTena knacca IgG (naviH-6not: Hu (ANNA1),
Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), amdundusmH) (Anti-Neuronal
Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri
(ANNA2), Amphiphysin))

6 260

A09.05.054

954

AHTuTena knacca IgG NMDA (N-meTtun-D-acnaptat) rnyramatHomy
peuentopy B cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies

5030

A12.06.064

954CMX

AntuTena k NMDA rnytamatHomy peuenTtopy, IgG, onpeaenexuve B
nukeope (aHTu-NMDAR 1gG, N-methyl-D-Aspartate Receptor
Antibodies, CSF)

5285

A12.23.001

4049

OnwuroknoHanbHbIn IgG B nukBope (LepebpocnmHanbHOM XXMOKOCTU) 1
cbiBopoTke kposu (Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum)

6 085

A09.05.106.005

1541

CBoboaHble nerkve Lenn MMMyHornobynnHoB kanna n nasméaa B
nukeope (Cerebrospinal Fluid Concentration of Immunoglobulin Free

2 495

A12.06.021

1538

AHTMTENa K MnenuHy IgG, metoa HenpsiMo UMMYHOMOOPEeCLEHLMN
(Anti-myelin antibody, 1gG, IF)

1920

A09.05.054

1581CB

AHtuTena k LGI1 n CASPR2 (KOMNOHEHTbI KOMMIieKca KanmeBblX
kaHanoB), IgG, ceiBopoTka kposu (VGKC-associated proteins LGI1
and CASPR2 antibodies, serum)

7270

A09.05.054

1581CMX

AHTuTena k LGI1 n CASPR2 (KOMMOHEHTbI KOMMMeKca KanmesbixX
kaHanos), 1gG, nukeop (VGKC-associated proteins LGI1 and CASPR2
antibodies, CSF)

7270

A12.06.021

1584AN

AHTUHeNnpoHanbeHble aHTuTENa, IgG, Metoa Henpsamom
nmmyHodnyopecueHumm (Neuronal antibodies, 19G, Indirect
immunofluorescence (11F))

3 900

A12.06.021

1585MUSK

AHTUTERa K MblLLEeYHO-Ccneundmnyeckon TMpo3uHkMHase (aHTM-MuSK) B
cbiBopoTke kpoBwu, (Muscle-specific tyrosine kinase (MuSK) antibody)

6 465

A12.06.021

1537

KomnnekcHoe ncecnegosaHve Ansi UICNONb30BaHWs B ANArHOCTUKe
paccesiHHOro ckrneposa: onpegenieHme onuroknoHansHoro IgG
(nnkBOp, CbIBOPOTKA) M CBOBOAHbBIX NTETKMX Lienen UMMYHOTrIobynMHoOB

6 265

14.13. AytommmyHHble 3a6o1ieBaHUA NIerKUX U cepaua
(Autoimmune Lung Diseases, Autoimmune Heart Diseases)

A12.06.023

815

AHTUTena knacca IgG k cepageyvHon myckynaType (Muokapay),
aHTUMHokapguanbHbele aHTuTena (Anti-Heart Antibodies, 1gG)

1620

A09.05.122

844

AKTMBHOCTb aHMMOTEeH3UH-NpeBpaLlatoLLero pepmeHTa (AlNd)
cblBOpOTKM KpoBu (Angiotensin Converting Enzyme, ACE, Serum)

2 850

A12.06.023

4068

BocnanuteneHble mnokapauonatum (AT k mutoxoHapusam (AMA), AT k
cepAeyHon Myckynartype)

3 255

14.14. UmmyHHble TpombouutoneHun (Immune Thrombocytopenia,
ITP)

A12.06.013

973

AHTUTEna knacca k IgG TpomboumTtam, Henpsimoi TecT (Platelet
Antibodies 1gG, Indirect)

4 060

15.1. Annepronornyeckue nccnenosaHua, tTexHonorna ImmunoCAP

(Allergy examination, ImmunoCAP technology)




A09.05.118 6804E1 Kowka, nepxotb (e1) IgE, ImmunoCAP 890

A09.05.118 6803E5 Cobaka, nepxotb (€5) IgE, ImmunoCAP 1090
A09.05.118 6805F2 Monoko kopoBbe (f2) IgE, ImmunoCAP 1310
A09.05.118 6809T3 Bepesa (t3) IgE, ImmunoCAP 1235
A09.05.118 6817D1 Knew, gomawHen neinm / D. pteronyssinus (d1) IgE, ImmunoCAP 1310
A09.05.118 6818D2 Knew, gomawHen neinu / D. farina (d2) IgE, ImmunoCAP 1310
A09.05.118 6819H1 HomawHss neink (Greer Labs.) (h1) IgE, ImmunoCAP 1420
A09.05.118 6825H2 HOomawHsas neinb (Hollister —Stier) (h2) IgE, ImmunoCAP 1420
A09.05.118 6830M6 |Alternaria alternata (m6) IgE, ImnmunoCAP 1420
A09.05.118 6831M3  |Aspergillus fumigatus (m3) IgE, ImmunoCAP 1420
A09.05.118 6832M1 Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP 1430
A09.05.118 6834M2 |Cladosporium herbarum (m2) IgE, ImnmunoCAP 1420
A09.05.118 6835G6 |TumodpeeBka nyrosas (g6) IgE, ImmunoCAP 1310
A09.05.118 6836F1 Anynbin 6enok (f1) IgE, ImmunoCAP 1420
A09.05.118 6837F75 |AwyHbivi xenTok (f75) IgE, ImmunoCAP 1420
A09.05.118 6861E85 |[Kypuua, nepo (e85) IgE, ImmunoCAP 1235
A09.05.118 6824E213 [Monyran, nepo (€213) IgE, ImmunoCAP 1265
A09.05.118 6874W6 |[MonbiHb 06bikHOBEHHast (w6) IgE, ImmunoCAP 1 300
A09.05.118 6880F3 Tpecka atnaHtuyeckas (f3) IgE, ImmunoCAP 1420
A09.05.118 6920W5 [[MonbiHb ropekas (wd) IgE, ImmunoCAP 1340
A09.05.118 6869F4 Muwenwnua (f4) IgE, ImmunoCAP 1420
A09.05.118 6870F93 |Kakao (f93) IgE, ImmunoCAP 1430
A09.05.118 6871F14 |CoeBble 6066l (f14) IgE, InmunoCAP 1420
A09.05.118 6872F13 |Apaxuc (f13) IgE, ImnmunoCAP 1440
A09.05.118 6873F83 |Msco kypuubl (f83) IgE, ImmunoCAP 1440
A09.05.118 6875F49 |A6noko (f49) IgE, ImmunoCAP 1440
A09.05.118 6877F92 |BaHnaH (f92) IgE, ImmunoCAP 1430
A09.05.118 6878F27 |loBsigmHa (f27) IgE, ImmunoCAP 1420
A09.05.118 6879F45 |Opoxokm nekapckue (Saccharomyces cerevisiae) (f45) IgE, 1440
A09.05.118 6881F25 |Momugop (f25) IgE, ImmunoCAP 1505
A09.05.118 6882F33 |AnenbcuH (f33) IgE, ImmunoCAP 1420
A09.05.118 6884F7 Osec (f7) IgE, ImmunoCAP 1440
A09.05.118 6886F11 |[Ipeuuxa (f11), IgE, ImmunoCAP 1495
A09.05.118 6887F35 |Kaptodpens (f35) IgE, ImmunoCAP 1440
A09.05.118 6888F225 |ToikBa (f225) IgE, ImmunoCAP 1235
A09.05.118 6889F208 |JIumoH (f208) IgE, ImmunoCAP 1235
A09.05.118 6890F44 |3emnaHuka, KnybHuka (f44) IgE, ImmunoCAP 1420
A09.05.118 6891F31 |Mopkosb (f31) IgE, ImmunoCAP 1440
A09.05.118 6892F9 Puc (f9) IgE, ImmunoCAP 1430
A09.05.118 6893F26 |CsuHuHa (f26) IgE, ImmunoCAP 1450
A09.05.118 6894F24 |KpeseTtka (f24) IgE, ImnmunoCAP 1440
A09.05.118 6896F17 |DyHayk (f17) IgE, ImmunoCAP 1430
A09.05.118 6898F84 |Kuswu (f84) IgE, ImmunoCAP 1145
A09.05.118 6903F210 |AHaHac (f210) IgE, ImmunoCAP 1145
A09.05.118 6908171 |Komap (i71) IgE, ImmunoCAP 1440
A09.05.118 6911C1 MenvuunnuH G (c1) IgE, ImmunoCAP 1320
A09.05.118 6917K82 [Jlatekc (k82) IgE, ImmunoCAP 1320
A09.05.118 6919E81 |Osua, anutenun (€81) IgE, ImmunoCAP 1090
A09.05.118 6807F78 |KaseuH, monoko (nBos d8) (f78) IgE, ImmunoCAP 2875
A09.05.118 6806F76 |Anbda-naktanbbymuH (nBos d4) (f76) IgE, ImmunoCAP 2 875
A09.05.118 6808F77 |beta-nakrornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 2875
A09.05.118 6848F232 |OBanbOymuH, anbbymMuH anyHbii, nGal d2 (f232) IgE, ImmunoCAP 2 875
A09.05.118 6849F233 |OBomykoua, nGal d1 (f233) IgE, ImmunoCAP 2875
A09.05.118 6851K208 |JInsoumm anua, nGal d4 (k208) IgE, ImmunoCAP 2 875
B03.002.004 |6822MX2 |Cwmecbk annepreHos nneceHn (mx2) IgE, ImmunoCAP 1875
B03.002.004 |[6914FX5 |Cwmecb aetckux nuuweBbix annepreHoB (fx5) IgE, ImmunoCAP 1875

Cwmecb annepreHos gomawHen noinu (Hollister-Stier) (hx2) IgE,

B03.002.004 |6820HS |[ImmunoCAP 1905
B03.002.004 |[6821TX9 |Cwmecb annepreHoB nbinbLbl AepeBbeB (1x9) IgE, ImmunoCAP 1815




B03.002.004 |6838WX1 |[Cmecb annepreHoB nbiibLbl COpHbIX TpaB (wx1) IgE, ImmunoCAP 1875
B03.002.004 |[6868GX1 |Cmechb nbinbLbl paHHeUBeTyLMX nyrosbix Tpas (gx1) IgE, 1815
B03.002.004 |6823MX1 [Cmecb annepreHoB nnecHeBbIx rpubkoB (mx1) IgE, ImmunoCAP 1575
B03.002.004 |6883CF Cwmecb nuesbix annepreHos (fx15) IgE, ImmunoCAP 1875
B03.002.004 |6802PH Phadiatop ImmunoCAP, IgE 3 865
A09.05.118 6810T215 |bepesa 6opogasyartas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP | 2 875
A09.05.118 68117221 |Bepesa 6opogasyaras, rBet v2, rBet v4 (t221) IgE, ImmunoCAP 2 875
A09.05.118 6812G213 |Tumocpeeska nyroas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP 2 875
A09.05.118 6813G214 |TumodpeeBka nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 3 060
A09.05.118 6814W 230 |AMBpo3usa Bbicokasi, nonbiHonucTHas, nAmb a1 (w230) IgE, 2 875
A09.05.118 6815W231 |MonblHb 06bIkHOBEHHas, nArtv1 (w231) IgE, ImmunoCAP 2 875
A09.05.118 6816W 233 [[MonbiHb 06bikHOBEHHas1, nArtv3 (w233) IgE, ImmenoCAP 2985
A09.05.118 6841E94 |[Kowka, rFel d1 (e94) IgE, ImmunoCAP 2 875
A09.05.118 6843E101 [Cobaka, rCan f 1 (e101) IgE, ImmunoCAP 2 875
A09.05.118 6844E102 |Cobaka, rCan f 2 (€102) IgE, ImmunoCAP 2 845
A09.05.118 6846M229 |Alternaria alternate, rAlt a 1 (m229) IgE, ImmunoCAP 2 875
A09.05.118 6847E204 |Bblunii CbIBOPOTOYHbLIV anbOymuH, nBos d6 BSA (e204) IgE, 2 875
A09.05.118 6855F353 [Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 2 875
B03.002.004 |6801PI Phadiatop Infant ImmunoCAP, IgE 3295

15.2. UmmyHorno6ynuH E o6wuii (IgE, Total)

MmmyHornobynuHel knacca E (06w IgE, ummyHorno6ynuH E o6wumin)
A09.05.054.001|67 (Immunoglobulin E Total, IgE Total) 870

15.3. OnpegeneHue cneuudpuueckux Igk: KomnneKkcHble

annepronaHenu (Determination of Specific IgE: Comprehensive
B03.002.004 |665 MaHenb pasHble anneprexsl, IgE (Panel Different Allergens, IgE) 11 060
B03.002.004 |670 MaHenb negmatpudeckas, IgE (Pediatric Panel, IgE) 11 835
B03.002.004 |666 MaHenb pecnupatopHbie annepreHsl, IgE (Respiratory Panel, IgE) 11 320

15.4. OnpepeneHue cneumududeckux IgE: nuwesbie annepreHbl

(Determination of Specific IgE: Food Allergens)
B03.002.004 |669 MaHenb nuwesble anneprexsl, IgE (Food Allergy Panel, IgE) 13470

Cmecb nueBbIx annepreHoB 1: anenbcuH, 6aHaH, A6noko, Nepcuik,

IgE (FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple,
B03.002.004 637 Peach, IgE)* 2 480

Cwmecb nNueBbIX annepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, IgE

(FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana,
B03.002.004 |638 Pineapple, IgE)* 2480

Cmechb nNuLeBbIX annepreHoB 3: CBUHWHA, KYPUHOE MSICO, FOBSIAMHA,

6apaHuHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef,
B03.002.004 639 Chicken Meat, Lamb, IgE)* 2 480
A09.05.118 677 AHaHac, IgE (Pineapple, IgE, F210) 860
A09.05.118 998 AnenbcuH, IgE (Orange, IgE, F33) 860
A09.05.118 611 Apaxuc, IgE (Peanut, IgE, F13) 860
A09.05.118 676 BaHaH, IgE (Banana, IgE, F92) 860
A09.05.118 673 BapaHuHa, IgE (Lamb, IgE, F88) 860
A09.05.118 649 Beta-nakrornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 860
A09.05.118 645 oBaguHa, IgE (Beef, IgE, F27) 860
A09.05.118 636 penindpyr, IgE (Grapefruit, IgE, F209) 860
A09.05.118 650 KasewuH, IgE (Casein, IgE, F78) 860
A09.05.118 642 Kanycta kouaHHas, IgE (Cabbage, IgE, F216) 860
A09.05.118 646 Kaptoderns, IgE (Potato, IgE, F35) 860
A09.05.118 654 Kusu, IgE (Kiwi Fruit, IgE, F84) 860
A09.05.118 634 KnybHuka, IgE (Strawberry, IgE, F44) 860
A09.05.118 608 KopoBbe monoko, IgE (Milk, IgE, F2) 860
A09.05.118 614 Kpabsl, IgE (Crab, IgE, F23) 860
A09.05.118 615 KpeseTku, IgE (Shrimp, IgE, F24) 860
A09.05.118 675 Mamro, IgE (Mango, IgE, F91) 860
A09.05.118 617 Mopkosb, IgE (Carrot, IgE, F31) 860
A09.05.118 648 OscsiHasa myka, IgE (Oat, IgE, F7) 1 065




A09.05.118 632 Mekapckue gpoxokn, IgE (Baker's Yeast, IgE, F45) 860
A09.05.118 674 Mepcuk, IgE (Peach, IgE, F95) 860
A09.05.118 655 MueHble gpoxoku, IgE (Brewer's Yeast, IgE, F403) 860
A09.05.118 647 Mpoco, IgE (Common Millet, IgE, F55) 860
A09.05.118 610 MuweHnyHasa myka, IgE (Wheat, IgE, F4) 860
A09.05.118 652 Puc, IgE (Rice, IgE, F9) 860
A09.05.118 644 CeuHuHa, IgE (Pork, IgE, F26) 860
A09.05.118 619 Cenbpepen, IgE (Celery, IgE, F85) 860
A09.05.118 612 CoeBble 606kbl, IgE (Soybean, IgE, F14) 860
A09.05.118 616 Tomartsl, IgE (Tomato, IgE, F25) 860
A09.05.118 609 Tpecka, IgE (Codfish, IgE, F3) 860
A09.05.118 643 TwikBa, IgE (Pumpkin, IgE, F225) 860
A09.05.118 613 dyHayk, IgE (Hazelnut, IgE, F17) 860
A09.05.118 653 Abnoko, IgE (Apple, IgE, F49) 860
A09.05.118 607 Aununbin 6enok, IgE (Egg White, IgE, F1) 860
A09.05.118 618 Anynbin xenTok, IgE (Egg Yolk, IgE, F75) 860

15.5. OnpegeneHue cneuundpuuecknx IgE: 6biToBble anneprexobl

(Determination of Specific IgE: Household Allergens)

Cwmecb annepreHoB nnecexu: Penicillium notatum, Cladosporium

herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis,

IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum,

Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,
B03.002.004 |602 Alternaria tenuis, IgE)* 2 480
A09.05.118 623 MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 1160
A09.05.118 624 MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, 860
A09.05.118 625 MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 860
A09.05.118 627 lNMneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 860
A09.05.118 631 HDomawHsas neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1) 1125

Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides
A09.05.118 621 pteronyssinus, IgE, D1) 1255

Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides
A09.05.118 622 farinae, IgE, D2) 1255

15.6. Onpeaenenune cneuudpuueckux IgE: annepreHbl X UBOTHbIX

(Determination of Specific IgE: Allergens of Animal Origin)

Cwmecb annepreHoB JOMaLUHWX IPbI3YHOB: 3NUTENNIA MOPCKON CBUHKMY,

3NUTENWI KPOnurKa, aNUTENUIA XOMsika, Kpbica, Mbilwb, IgE (EP70 (ES,

E82, E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit
B03.002.004 1070 Epithelium, Hamster Epithelium, Rat, Mouse, IgE)* 2 480
A09.05.118 605 Kowka, IgE (Cat Dander-Epithelium, IgE, E1) 1 000
A09.05.118 606 Cobaka, IgE (Dog Epithelium, IgE, E2) 860
A09.05.118 620 TapakaH, IgE (Cockroach, IgE, 16) 860
A09.05.118 660 Mopckas cBuHka, anutenuin, IgE (Guinea Pig Epithelium, IgE, E6) 860
A09.05.118 662 Osua, anutenui, IgE (Sheep Epithelium, IgE, E81) 860
A09.05.118 663 Kypwuua, nepo, IgE (Chicken Feathers, IgE, E85) 1410

15.7. Onpeaenenune cneuudpuueckux Igk: annepreHbl NbiNbLbl

pacteHuit (Determination of Specific IgE: Allergens of Plant Pollen)

Cwmecb annepreHoB TpaBhbl: eXka cOOpHasi, OBCAHHMLA NyroBasi, pPOXb

MHOroneTHsis, TumocpeeBka, MAaTnuK nyroeown, Ige (GP1 (G3, G4, G5,

G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial
B03.002.004 |600 Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)* 2 400

Cwmecb annepreHoB TpaBbl: KOJTOCOK OYLLIMCTbINA, POXXb MHOTOMNETHSS,

TumodpbeeBka, poXb KyrnbTUBMPOBaHHasA, ByxapHuK wepcTucTbin, IgE

(GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass,

Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet
B03.002.004 |601 Grass, IgE)* 2 480

Cwmecb annepreHoB AepeBbeB: OfbXa, NeLwuHa obbIkHOBEHHas, B,

bepesa, ay6, IgE (TP (T2, T4, T12, T3, T7), Tree Panel: Alder,
B03.002.004 |603 Hazelnut, Willow, Birch, Oak, IgE)* 2 480




Cmecb annepreHoB COpHOM TpaBbl: aMbpo3unst NOMbIHHOMMUCTHaS,
nonblHb OOLIKHOBEHHAS!, MOAOPOXHMK, Mapb 6enasi, 4epTonosox
pycckun, IgE (WP1 (W1, W6, W9, W10, W11), Weed Panel: Common

B03.002.004 |604 Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian 2 480
A09.05.118 657 Bepesa, neinbua, IgE (Birch, IgE, T3) 860
A09.05.118 640 Tonons, IgE (Cottonwood, IgE, T14) 1120
A09.05.118 656 TumodpeeBka, nbinbua, IgE (Timothy Grass, IgE, G6) 1420
A09.05.118 658 MonbiHb 0BbIKHOBEHHas, NbinbLa, IgE (Mugwort, IgE, W6) 860
15.8. OnpepeneHue cneumududeckux Igk: npodpeccnoHanbHble
annepreHbl (Determination of specific IgE: professional allergens)
A09.05.118 628 JNatekc, IgE (Latex, 1gG, K82) 860
15.9. OnpepgeneHue cneuudunyeckux IgG: nuwesble annepreHbl
(Determination of Specific IgG: Food Allergens)
Cmecb nuueBbIX annepreHoB 1: anenbcuH, 6aHaH, A6Noko, NepcuK,
IgG (FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple,
B03.002.004 6612 Peach, 1gG)* 2 480
Cwmecb nNuLweBbIX annepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, IgG
(FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana,
B03.002.004 |6611 Pineapple, IgG)* 2 480
Cmecb nuLeBbIX annepreHoB 3: CBMHMHA, KypuUHOE MSICO, TOBSAMHA,
6apaHuHa, IgG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef,
B03.002.004 6613 Chicken Meat, Lamb, 1gG)* 2 480
B03.002.004 |231ALL AHTUTEna knacca IgG K naHenu NuLeBbIX annepreHoB 20 320
A09.05.118 6672 AHaHac, IgG (Pineapple, 1gG, F210) 860
A09.05.118 6667 AnenbcuH, IgG (Orange, I1gG, F33) 1125
A09.05.118 6645 Apaxuc, IgG (Peanut, I1gG, F13) 860
A09.05.118 6671 BaHaH, IgG (Banana, IgG, F92) 860
A09.05.118 6668 BapaHuHa, IgG (Lamb, IgG, F88) 860
A09.05.118 6601 Beta-nakrornobynuH, IgG (Beta Lactoglobulin, IgG, F77) 860
A09.05.118 6654 loBaauHa (F27), annepreH-cneunduyeckme IgG (Beef, 19G, F27) 860
perindpyT (F209), annepren-cneundudeckue 1gG (Grapefruit, IgG,
A09.05.118 6666 F209) 860
'peyHeBas myka (F11), annepreH-cneundudeckme 1gG (Buckwheat,
A09.05.118 6644 IgG, F11) 860
A09.05.118 6602 KazeuH (F78), annepren-cneundudeckne IgG (Casein, 1gG, F78)) 860
KanycTa kouyaHHas (F216), anneprex-cneuyudmyeckune IgG (Cabbage,
A09.05.118 6649 IgG, F216) 860
A09.05.118 6657 Kaptodpens (F35), annepreH-cneuuduyeckme IgG (Potato, IgG, F35) 860
A09.05.118 6608 Kusun (F84), annepren-cneunduydeckune 1gG (Kiwi Fruit, IgG, F84) 860
A09.05.118 6659 KnybHuka (F44), annepreH-cneunduyeckne IgG (Strawberry, IgG, 860
A09.05.118 6648 KopoBbe monoko (F2), annepren-cneuuduyeckue IgG (Milk, IgG, F2) 860
A09.05.118 6652 KpeseTku (F24), annepren-cneundudeckne 1gG (Shrimp, 1gG, F24) 860
KypuHoe msco (F83), annepreH-cneuuduyeckne IgG (Chicken Meat,
A09.05.118 6603 IgG, F83) 860
A09.05.118 6609 JlumoH (F208), annepreH-cneumndmyeckue IgG (Lemon, IgG, F208) 860
A09.05.118 6670 Manro (F91), annepren-cneunduyeckme IgG (Mango, IgG, F91) 860
A09.05.118 6656 Mopkosb (F31), annepreH-cneumndudeckue IgG (Carrot, 1IgG, F31) 860
A09.05.118 6661 OBcsiHasa myka (F7), annepreH-cneundudeckume IgG (Oat, IgG, F7) 1035
Mekapckune gpoxokn (F45), annepreH-cneundudeckue IgG (Baker's
A09.05.118 6664 Yeast, 1gG, F45) 1125
A09.05.118 6669 Mepcuk (F95), annepreH-cneundmyeckme IgG (Peach, IgG, F95) 860
MueHble gpoxokun (F403), anneprex-cneundunyeckme IgG (Brewer’s
A09.05.118 6610 Yeast, IgG, F403) 860
A09.05.118 6660 Mpoco (F55), annepreH-cneunduyeckme IgG (Common Millet, IgG, 860
A09.05.118 6658 MuweHnyHasa myka (F4), annepreH-cneuundudeckue IgG (Wheat, IgG, 860
A09.05.118 6605 Puc (F9), annepren-cneundudeckme IgG (Rice, IgG, F9) 860
A09.05.118 6653 CeuHuHa (F26), anneprex-cneuuduyeckue IgG (Pork, 19G, F26) 860
A09.05.118 6646 CoeBble 606kl (F14), annepreH-cneuudunyeckne IgG (Soybean, IgG, 860




A09.05.118 6607 Tomartbl (F25), annepren-cneundudeckue IgG (Tomato, IgG, F25) 860
A09.05.118 6655 Tpecka (F3), anneprex-cneuudmyeckue IgG (Codfish, 1gG, F3) 860
A09.05.118 6650 TwikBa (F225), annepreH-cneuyudpuyeckne IgG (Pumpkin, IgG, F225) 860
A09.05.118 6647 ®ynayk (F17), annepreH-cneumnduyeckue IgG (Hazelnut, 1gG, F17) 860
A09.05.118 6665 LWokonag (F105), annepreH-cneuuduyeckne IgG (Chocolate, IgG, 1125
A09.05.118 6606 Abnoko (F49), annepreH-cneuuduyeckue IgG (Apple, 19G, F49) 860
A09.05.118 6643 Anunbin 6enok (F1), annepreH-cneunduyeckne IgG (Egg White, 1gG, 860
Anunbin xentok (F75), annepren-cneundudeckme 1gG (Egg Yolk, 19G,
A09.05.118 6662 F75) 860
MonekynspHO reHeTu4ecKoe uccrnegoBaHune nNpy pake Tena mMaTku
A27.30.228 5511 (MSI, POLE) 11 185
A27.30.229 5512 BoissneHune tpaHcnokauun EML4ALK, ROS1 n mytaumi B reHe MET 15 545
A12.05.013 7313 KapvoTtun nnoga (abopTHbIV MaTepurarn) 23 835
OueHka cocTosiHNS MUKPOBUOLIEHO3a TONCTONO KULLEYHUKa, 16
nokasaTenen (Hopmodiopa, YCroBHO-NaToreHHas riopa) METOAOM
A26.19.069.001|3347 MyP. KOJIOHO®OP-16 (meTtabonuam) 5450
OueHka cocTosiHUA MMKpOBMoLLeHO3a TOSNCTOrO KMLeYHrKa, 16
nokasarteneu (Hopmocprnopa, yCrnoBHO-NaToreHHasa 1 naToreHHas
A26.19.069.001|3348 dnopa) metogom MNLIP. KOJIOHO®JIOP-16 (61oueHo3) 5 450
CKpVHUHroBOE UccrneaoBaHne HanpasreHHbIE Ha BbISIBIIEHNE
metogom lNMLP Bo3byanTenen kuweyHbix napasnTo3os (Nssmbnmoasa,
A26.19.010 3349 amebuasa, 6nacTouncTHON MHBA3UN, KPUNTOCNOPUANO3A, 2 905
"enbMo-ckpuH. CkpuHuHrooe lNLP-uccnegoBaHue Bo3dyauTtenen
renbMMHTO30B (3HTepobnosa, ackapmngosa, oudunnoboTprnosa,
A26.19.010 3355 ONMCTOpPX03a, TEHMO3a) 2775
A27.30.223 777722 MyTtaunn B reHe POLE 9 940
A27.30.052 777723 MyTaumm B reHe IDH2 13 930
A27.30.051 777724 MyTtauun B reHe IDH1 13 930
A27.30.184 777725 MyTtaums PIK3CA 13 930
A27.30.057 777727 Onpepgenenne metnnmposaHus reHa MGMT 13930
OnpeneneHune pacnpoctpaHeHHblx MyTauni reHos BRCA1,BRCA2
A27.05.040 560 npu pake MOIOYHON Xenesbl U ANYHUKOB B BMONCMAHOM MaTepuane 8 210
A27.05.062 562 Onpepenenune mytauni B 18,19.20, 21 ak3oHax reHa EGFR 10 095
A27.30.001 574 OnpepgeneHne MukpocaTennmMTHoOM HectabunbHocTn (MSI) 7 825
A27.30.017 577 OnpepeneHune nepectpoek reHa ALK 8 915
A27.30.018 578 OnpepeneHne nepectpoek reHa ROS1 8 915
15.10. Onpepenexue cneumndpuueckux IgG: 6biIToBble annepreHbl
(Determination of Specific IgG: Household Allergens)
Cmecb annepreHos nnecenu: Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis,
IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum,
Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,
B03.002.004 |6619 Alternaria tenuis, 1gG)* 2 480
MneceHb Penicillium notatum (M1), annepren-cneunduyeckne 1gG
B03.002.004 |[6614 (Penicillium notatum, 19G, M1) 860
MneceHb Cladosporium herbarum (M2), annepreH-cneundudeckme
B03.002.004 [6615 IgG (Cladosporium herbarum, 19G, M2) 860
MneceHb Alternaria tenuis (M6), annepreH-cneumdunyeckme IgG
B03.002.004 6618 (Alternaria tenuis, 19G, M6) 860
Knew, Dermatophagoides pteronyssinus (D1), annepren-
A09.05.118 6632 cneundudeckme IgG (Dermatophagoides pteronyssinus, 19G, D1) 860
Knew, Dermatophagoides farinae (D2), annepren-cneundmyeckue IgG
A09.05.118 6633 (Dermatophagoides farinae, IgG, D2) 860
Mnecenb Aspergillus fumigatus (M3), annepren-cneunduyeckume IgG
B03.002.004 |[6616 (Aspergillus fumigatus, 19G, M3) 900

15.11. OnpepeneHune cneundpunyeckmx IgG: annepreHbl X KUBOTHbIX
(Determination of Specific I1gG: allergens of Animal Origin)




A09.05.118

6638

Kowka, snutenun (E1), annepren-cneumdgunyeckue IgG (Cat Dander-
Epithelium, 1gG, E1)

860

A09.05.118

6639

Cobaka, snutenun (E2), annepren-cneunduyeckme IgG (Dog
Epithelium, 19G, E2)

860

16.3. AHTUCNepmanbHble aHTUTeNa (Antispermatozoal Antibodies)

A09.20.012

223

AHTUTENa aHTUCNepMarbHble B CbIBOPOTKE kpoBu (Anti-Spermatozoa
Antibodies, ASA, Serum)

1815

17.1. XXnaKkocTtHaa uutonorua, okpawmsaHue no NanaHukonay
(Liquid-Based Cytology, LBC, Pap-Test)

A08.20.017.002

518

XKugkocTtHast uutonorus. Lintonormyeckoe nccnegosaHue
bvomaTepuana wenkm matkm (okpawmsaHue no NanaHukonay,

2 560

17.2. OKpawwusaHue no NanaHukonay ? Pap-tect (Papanicolaou

A08.20.017

517

LinTonornyeckoe nccnegosaHme buomaTtepuana Wenku matku
(okpawwmsaHue no Manaxnukonay, Pap-tecT) (Cytological Examination:
Cervix, Pap-test)

3380

A08.20.020

519

Lintonornyeckoe nccnegosaHne buomarepuana cockoboB ByrbBbIl 1
Braranuiia, Kpome LUEenKn MaTku (okpawwmeaHue no MNManaHukonay,
Pap-tecT)

1775

17.3. OKpawwusaHue no PomaHoBckomy-Fumse (Romanowsky-
Giemsa Stain)

A08.17.002

500

LinTonornyeckoe nccnegosaHue martepuara, Nosy4eHHOro npu
XUPYpPruyeckmx BMeLlaTenbcTBax U Apyrux CpoYHbIX nccneaoBaHUAX
(Cytological Examination of Material Obtained during Surgical
Procedures and Other Urgent Research)

1240

A08.01.002

502

VccnepoBaHne cOCcKOBOB M OTNEYATKOB C MOBEPXHOCTU KOXU U
cnmanuctbix (Examination of Scrapings and Prints of Skin and Mucous
Membranes)

1240

A08.03.001

503

WccnegosaHme cockoBbOB 1M OTNEYaTKOB ONyXonem un
onyxonenogo0bHbix obpasoBanui (Examination of Scrapings and Prints
Tumor and Tumor Like Formations)

1255

A08.17.002

5043H0

VMccnepoBaHue aHpockonmyeckoro matepmnana (Examination of
Endoscopic Material)

1240

A08.09.008

504CEP

WccnepoBaHusi npoMbiBHBIX BoA 6poHxoB (MccnenoBaHne CMbIBOB €
6poHxos) (Examination of Bronchial Washouts)

1240

A08.20.017

505

WccnepoBaHue cockoboB LIENKU MaTKW 1 LLlepBUKanbHOro kaHana
(Examination of Scrapings: Cervix and Cervical Canal )

1375

A08.20.017

5056

LinTonornyeckoe nccnegoBaHue anuTenys WENKU MaTkn C ONUcaHnem
no TepMmuHornorudeckon cucteme betecaa (The Bethesda System ?
TBS) (Cytological Examination of Cervical Epithelium with Description
on The Bethesda System, TBS)

2000

A08.20.004

506ACTI1

ViccnepoBaHue acnvpaTta 13 nonoctu maTku (masku) (Examination of
Uterine Aspiration )

1240

A08.20.017

506BMC

ViccnenoBaHue oTnevaTka ¢ BHyTpumaToyHon cnupanu (BMC)
(Examination of Imprint Intrauterine Device, IUD)

1240

A08.28.012

507MOY

WccneposaHne mouun (Examination of Urine)

1240

A08.20.015

507MXE

ViccnegoBaHme BbiAeNeHnin 13 MoriovHom xerneabl (Examination of
Breast Discharge)

1240

A08.30.028

507T3C

ViccnegoBaHme TpaHccydaToB, 3KccyaaToB, cekpeToB (Examination of
Transudates, Exudates, Secrets)

1255

A08.09.011

508

Wcecnegosanme mokpoThl (Examination of Sputum)

1240

A08.20.015

509MXE

ViccnenoBaHme nyHKTaToB Mono4vHon xenesbl (Examination of
Punctates: Breast)

1240

A08.01.002

509KOX

WccnepnosaHue nyHkTaToB koxu (Examination of Punctates: Skin)

1240

A08.30.003

510

VMccnegoBaHve nyHKTaToOB OPYrMx opraHoB U TkaHen (Examination of
Punctates: Other Organs and Tissues)

1240




A08.22.004

5106

LinTonormnyeckoe nccnegoBaHue nyHKTaTa LMTOBUMAHOW Xernesbl C
onucaHwem no TepMuHonornyeckon knaccudpukaunm berecoa (The
Bethesda System for Reporting Thyroid Cytopathology (TBSRTC),
Fine-Needle Aspiration (FNA))

2000

A08.08.002

512

LinTonornyeckoe nccrnepgoBaHme cockoba (Maska) CrMsncTomn
obonoykm nonoctn Hoca (ogHa nokanusauus) (Cytological
Examination: Scrapings (Smear) of Nasal Mucous Membrane (1

1240

A08.16.007

514

VccnepoBaHue 3HOOCKOMMYECKOro MaTteprana Ha Hanmume
Helicobacter pylori (Examination of Endoscopic Material: Presence of
Helicobacter pylori)

2825

17.4. KoHcynbTauua rotoBbix npenapartos (Cytological Examination
of Early Stained Slides with Cytological Smear)

A08.30.007

5000

KoHcynbTaumsl roToBbIX LIMTONOIMYECKMX NpenapaToB (04HO CTEKIIO)
(Consultation of Finished Cytological Preparations (1 Glass))

540

18.1. T'ucTtonornyeckue nccnepoBaHmA C OKpawmMBaHuem
rematokcunmH-3osnHom (Histology, hematoxylin and eosin stain

A08.30.046

511

'McTonornyeckoe nccnegosaHve OMOMNCMMHOTO Mateprana u
mMartepuvana,nosny4eHHOro npu XMpypruyeckmnx
BMeLLaTenbcTBax(3HAOCKONMYECKOro MaTepuarna;TkaHem >XeHCKON
MOMOBOW CUCTEMBbI;KOXMW,MATKUX TKaHEeW;KpOBETBOPHOW M NumdoungHomn
TKaHEWN;KOCTHO-XPALLEBOWN TKaHW)*

3 450

A08.01.001

534

BroncuitHasa gnarHoctuka gepmarto3oB - Mopdhonornyeckoe
nccregoBaHne GUONTaToOB B LENSIX AMArHOCTUKM 3ab0neBaHni KoxXu
(kpome HoBoOGpasoBaHun) (Pathology of skin biopsyes)*

2610

A08.16.007

524

"acTpuT, accoummnpoBaHHbIi ¢ Helicobacter pylori (ructonoruyecknii
npoduns) (Helicobacter pylori Associated Gastritis)*

5 105

A08.16.002

516

"'mcToxmmmyeckoe nccnegosaHue Helicobacter pylori (cnnsb)
(Helicobacter pylori, Mucus, Histochemical Study)*

2875

A08.30.006

5110

KoHcynbTaums rotToBbIX rMcTornornyeckmx npenapatos (1 cTekno + 1
6nok) (Consultation of Finished Histological Preparations (1 Glass + 1
Block))

1590

18.2. UMMyHOrMcToXMummnyeckue uccneaoBaHusa
(Immunohistochemical Examination)

A08.30.004

PLIM-I

VMIMMYHOTMCTOXUMMNYECKUI CKPUHWHT paka LWenkn MaTkn —
nccriegoBaHve ABYX MapKepoB ANs paHHen AMarHOCTUKM OUCNNasun ¢
BbICOKOW CTENEeHbI0 pucka o3rnokadecteneHus: p16INK4a + Ki-67
(buomaTtepuan UKCMpPOBaHHbLIN B hopmannHoBomM bydepe)

10 070

A08.30.013

PLUM-B

VIMMYHOTMCTOXUMMNYECKUI CKPUHWHT paka LWenkn MaTkn —
nccriegoBaHve ABYX MapKepoB ANs paHHen AMarHOCTUKM OUCNNasun ¢
BbICOKOW CTENEHbI0 pucka o3rnokadecteneHus: p16INK4a + Ki-67
(bnomaTtepuan, ukcMpoBaHHbIN B napadurHoBom 6noke) (Cervical
Cancer — Study of Two Markers for Early Diagnosis Dysplasia with
High Risk Malignancy: p16INK4a + Ki-67, Immunohistochemical
Screening (Fixed Biomaterial in Paraffin Block))

10 070

B03.027.007

PMX-I"

Pak MonouHow xenesbl — KOMMMAEKCHbIN MMMYHOMMCTOXUMUYECKUI
npodunb (buomartepwmarn, prKCMpoBaHHbIi B hopmanmHoBom bydepe)
(Breast Cancer, Immunohistochemistry, IHC (Formalin-Fixed

20 030

B03.027.007

PMX-Bb

Pak MonoyHown xenesbl — KOMMAEKCHbIN UMMYHOTMCTOXUMUYECKUI
npodomnb (buomartepwmarn, pUKCUPOBaHHbIN B NnapadMHOBOM GIIOKe)
(Breast Cancer, Immunohistochemistry, IHC (Paraffin-Embedded
Tissue Block))

20 030

A08.30.034

525

PeuenTopbl kK 3CTporeHam 1 NporecTepoHy, MUMMYHOTMCTOXMMUYECKOE
uccneposaHue (Estrogen and Progesterone Receptors,
Immunohistochemical Study)*

8 755

A08.30.034

5251

PeLenTopbl k 3acTporeHaMm 1 NPorecTepoHy, MMMYHOTMCTOXUMUYECKOE
nccregoBaHue (brnomatepuan, UKCMPOBaHHBIN B NapadHOBOM
6noke) (Estrogen and Progesterone Receptors, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

8 755




A08.30.013

5111NTX

Ki-67 (MIB-1) akcnpeccusi, UMMYHOTMCTOXMMMWUYECKOE UccneaoBaHue:
OLleHKa nponudepaTMBHON akTUBHOCTH MO akcnpeccun Ki-67
(bnomartepuan, ukcMpoBaHHbIN B doopmanuHoBoM oygepe) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by Expression
Ki-67, Immunohistochemical Study (Fixed Biomaterial in Formalin

6 935

A08.30.013

5222NT'X

Ki-67 (MIB-1) akcnpeccusi, UMMYHOrMCTOXUMUYECKOE UccregoBaHue:
oLeHKa nponudepaTMBHON akTUBHOCTK MO akcnpeccumn Ki-67
(buomaTtepuan, dmkcmpoBaHHbIN B napaduHosom bnoke) (Ki-67 (MIB-
1) Expression, Assessment of Proliferative Activity by Expression Ki-
67, Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

6 935

A08.30.013.001

5112UT'X

HER2/neu akcnpeccus, HER2-ctatyc, MMMYyHOIMCTOXMMUYECKOE
uccneposaHue, NMX (bnomatepuan KcMpoBaHHbIN B
dopmanuHosom bydepe) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

8 575

A08.30.013.001

530FISH

Onpepnenenne HER2 cTaTyca onyxonu meToaom
nMmmyHodnyopecueHTHon rmbpuamsauum in situ (FISH) (Determination
of HER2 Status of Tumor, Fluorescence In Situ Hybridization)

37 945

B03.027.020

532X

Pak npeacratenbHON xenesbl — KOMMNIEKCHOE
MMMYHOrMCTOXMMUYECKOE UCCreaoBaHNe C OLEHKOW 3KCMpeccum:
anbda-meTtnnauun-KoA-pauemasbl (P504S, AMACR), untokepatmHoB
BbICOKOIo MonekynsipHoro Beca (34?E12), 6enka p63 (Prostate cancer
— complex immunomorphological examination using assessment of
the expression AMACR, high molecular weight cytokeratin (34?E12),

14 415

B03.027.020

533X

Pak npeacraTtenbHON xenesbl — KOMMNIIEKCHOE
MMMYHOrMCTOXMMUYECKOE UCCreaoBaHNe C OLEHKOW 3KCMpeccum:
anbda-meTtnnauun-KoA-pauemasbl (P504S, AMACR), untokepatmHoB
BbICOKOIo MonekynsipHoro Beca (34?E12), 6enka p63 (Prostate cancer
— complex immunomorphological examination using assessment of
the expression AMACR, high molecular weight cytokeratin (34?E12),

14 415

A08.30.013.001

5113UTX

HER2/neu akcnpeccusa, HER2-ctatyc, MMMYyHOrMCTOXMMUYECKOE
nccrnegoBanue, X (buomatepuan, UKCMPOBaHHbIV B
napadumHosom 6noke) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

8 575

A08.30.013

5114UT'X

MMMyHOrMCTOXMMMYECKasa AMarHOCTUKa XPOHMYECKOro aHAoOMeTpuTa —
BbISIBIieHVEe nnasmMaTtunyeckmx knetok (CD138) (buomatepuan,
ukcnpoBaHHbI B hopmanmHoBom bydepe) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis
(Fixed Biomaterial in Formalin Buffer))*

6 835

A08.30.013

5115U1I'X

MIMMyHOrMCTOXMMMYECKasa AMArHOCTUKA XPOHUYECKOro SHAOMETpUTa —
BbIsiBNEHME nnasmaTtnyeckux knetok (CD138) (buomartepuan,
dmkcmpoBaHHbI B napaduHoBom 6noke) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis
(Fixed Biomaterial in Paraffin Block))

6 835

A08.30.013

5116U1IX

MIMMyHOrMCTOXMMUYECKOE UCCNeaoBaHne Mapkepa paHHen
AVarHoCTMKM OUCMNAa3nm C BbICOKOWM CTENeHbo pucka
o3nokavecTBneHus: p16INK4a (bnomartepunan, hMKCMpoOBaHHbIV B
dopmanuHoBom bydepe) (Early Diagnosis Marker of Dysplasia with
High Risk Malignancy: p16INK4a, Immunohistochemical Study (Fixed

6 025

A08.30.013

5117UTMX

VIMMYHOMMCTOXMMUYECKOE UCCNeAoBaHNe MapKkepa paHHemn
ONarHoCTMKN AMCNIasnmn C BbICOKOW CTEMEHbIO pycka
osnokayecTBrenusi: p16INK4a (6nomartepunan, hMKCMpoBaHHbIV B
napadguHoBoM onoke) (Early Diagnosis Marker of Dysplasia with High
Risk Malignancy: p16INK4a, Immunohistochemical Study (Fixed

6 025

A08.30.013

5118UI'X

UmmyHornctoxmmmdeckoe (UIMX) nccnegosanue: gmarHoCTuka
numdonponudepaTuBHbIX 3abonesaHnin (bnomatepuan,
3aKmnYeHHbIn B napadmHoBbIn 6nok) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Tissue Embedded in

37 285




A08.30.013

5119UNIX

MmmyHornctoxummdeckoe (UIMX) nccnegoBaHne: guarHoCcTuka
nnumdponponudepaTuBHbIX 3abonesaHun (bromartepuan,
douKcnpoBaHHbI B hopmManmHoBom bydepe) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in

37 285

A08.30.013

5120U1IX

MmmyHornctoxummdeckoe (UIMX) nccnegoBaHue: guarHoCTuka
rmcToreHesa MeTactasoB Mpu HEeYyCTaHOBNEHHOM NEPBUYHOM ovare
(cnekTp MapkepoB AN BbIABNEHUS] TKAHEBOW MPUHAANEXHOCTM)
(briomartepuan, 3akntoyYeHHbIN B napagrHoBbIA BrOK)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Tissue Embedded in Paraffin Block))

37 285

A08.30.013

5121NTX

MmmyHornctoxummdeckoe (UIMX) nccnegoBaHne: guarHoCTuka
rmcToreHesa MeTacTasoB Mpu HEeYyCTaHOBNEHHOM NEPBUYHOM ovare
(cnekTp MapkepoB AN BbIIBNEHUS] TKAHEBOW MPUHAANEXHOCTM)
(briomatepuan, ukcMpoBaHHbIN B hopmanuHoBoM Bydepe)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Fixed Biomaterial in Formalin Buffer))*

37 285

A08.30.013

535

OudbdepeHumnanbHaa gnarHocTMka MenaHoMmbl,
nMmmyHoructoxummyeckoe (MIMX) nccnegosaHme, oueHka akcnpeccumn S
100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of
malignant melanoma using assessment of the expression S-100,
Melan A (MART-1), HMB-45, SOX-10)*

41 900

A08.30.013

536

OunddepeHumnaneHasa gnarHoctmka MenaHoMmel,
nmmyHoructoxmmmnyeckoe (MIMX) nccneposaHme, oLeHka akcnpeccum S
100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of
malignant melanoma using assessment of the expression S-100,
Melan A (MART-1), HMB-45, SOX-10)

41 900

A08.30.013

537

MMmyHOrMcToxmmmyeckoe nccnegosaHue (1 mapkep): yTodHsiowee
UIMX-uccnegosaHue ¢ ucnonb3oBaHuem 1 aHtutena (Mapkepa)

5895

19.1. UutoreHeTnueckme nccnegosaHusa (Cytogenetic Examination)

A12.05.013

7811

WccnepoBaHue kapuoTtuna (KONMYeCTBEHHbIE U CTPYKTYPHbIE
aHomanuu xpomocom) (Karyotype)

9 985

A08.30.029

7312

WccneposaHue kapuotuna (KonmuecTBeHHbIe 1 CTPYKTYPHblE
aHOManmu XxpomMocoMm) ¢ o6s13aTenbHON Bbl4ayven kapuorpaMmbl

10 295

20.1. OHKoremartonoruyeckue uccneposaHusa (Oncohematological
Examination)

B03.019.001

777731

LinToreHeTnyeckunin aHanm3 KnNeTok KOCTHOro Mo3ra (kapuoTun)
(Cytogenetic analysis of bone marrow (karyotype))

10 090

A27.30.070

777732

AHanuns xumepHoro reHa BCR/ABL - 1(9;22), onpegeneHne tuna
TpaHckpunta BCR/ABL rena - MNMUP, kavects. (Analysis of chimeric
gene BCR-ABL - t(9;22), assessment of the BCR-ABL gene transcript
type, PCR, qualitative)

4 835

A27.30.069

777733

AHanua oTHocuTenbHoum akcnpeccun reHa BCR/ABL -konnyectBeHHas
RQ MNUP (MUP B peanbHoM BpemeHu, konny.) (Analysis of the
BCR/ABL relative expression, RQ-PCR, quantitative)

7715

A27.30.069

777741BCL

VccnegoBaHne mytaumoHHoro ctatyca BCR-ABL reHa (meTop,
npsimoro cekseHmpoBaHus no CaHrepy) (BCR-ABL1 Mutation Analysis
using direct Sanger sequencing, qualitative)

11120

A27.30.070

777734

AHanuns xumepHoro reHa BCR-ABL (FISH, konuuy.) (Analysis of
chimeric gene BCR-ABL, FISH, quantitative)

11 915

A27.30.346

777735

AHanuns nepectpoek reHa FGFR1 (FISH, konuny.) (Analysis of gene
rearrangements FGFR1 (FISH, quantitative))

11 915

A27.30.013

777736

AHanuns nepectpoek reHa PDGFR?(FISH, konuy.) (Analysis of gene
rearrangements PDGFR? (FISH, quantitative))

11 915

A27.30.013

777737

AHanuns xumepHoro reHa FIP1L1/PDGFR?(FISH, konny.) (Analysis of
chimeric gene FIP1L1/PDGFR? (FISH, quantitative))

11 915

A27.05.012

777738

AHanuns mytauumm B 12 ak3oHe JAK2 reHa (MUP, kay.) (Analysis of
JAK2 Exon 12 mutations (PCR qualitative))

7 695

A27.05.021

777739

AHanus mytauun n geneummn B reHe MPL (MNLUP, kay.) (Analysis of MPL
gene mutations, deletions, (PCR qualitative))

7715




AHanus mytauun, geneuunn, nHcepumi B reHe CALR (MLUP, kay.)

A27.05.021 777740 (Analysis of CALR gene mutations, deletions, insertions, PCR, 7715
KapunoTtun oHkoremaTonornyeckui (Karyotype, Hematologic Disorders,

A12.05.013 777769KQ |Peripheral Blood) 9765
AHanua xumepHoro reHa PML/RAR? -t(15;17) (MNUP, kay.) (Analysis of

A27.30.090 777742PMl|chimeric gene PML/RAR? -t(15;17) (PCR, qualitative)) 4 080
AHanma xumepHoro reHa RUNX1/RUNX1T1 -1(8;21) ( MUP, kay.)

A27.30.414 777743RUN(Analysis of chimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR, 4 080
AHanus xumepHoro reHa CBF?/MYH1- inv(16),t(16;16) (INMLP, ka4)
(Analysis of chimeric gene CBF?/MYH1- inv(16),t(16;16) (PCR,

A27.30.089 777744CBHqualitative)) 6 530
AHanus nepectpoek 5 xpomocombl (FISH, konny.) (Analysis of

A27.30.426 777753Q5 |chromosome 5 rearrangements (FISH, quantitative)) 12 505
AHanus nepectpoek 7 xpomocomsl (FISH, konny) (Analysis of

A27.30.422 777748Q |chromosome 7 rearrangements (FISH, quantitative)) 12 505
Ananus nepectpoek MLL reHa (FISH, konuy.) (Analysis of MLL gene

A27.30.413 777749MLLUrearrangements (FISH, quantitative)) 12 505
AHanus nepectpoek 3q (FISH, konuy.) (Analysis of 3q rearrangements

A27.30.421 7777473Q |(FISH, quantitative)) 12 505
Ananus geneuun 12p (FISH, konwny.) (Analysis of 12p deletion (FISH,

A27.30.415 777751P |quantitative)) 12 505
Ananus geneuun 20q (FISH, konwny.) (Analysis of 20q deletion (FISH,

A27.30.415 777752Q20quantitative)) 12 505
AHanus xumepHoro reHa MLL/AF4 -t(4;11) (MNLP, kay.) (Analysis of

A27.30.100 777745MLL chimeric gene MLL/AF4 -t(4;11) (PCR, qualitative)) 4 080
AHanus xumepHoro reHa E2A/PBX1 - 1(1;19) (MNUP, kau.) (Analysis of

A27.30.131 777746E2Achimeric gene E2A/PBX1 - 1(1;19) (PCR, qualitative)) 3790
AHanuns geneummn TP53 rena (FISH, konuy.) (Analysis of TP53 gene

A27.30.415 777791TP5deletion (FISH, quantitative)) 12 370
AHanns geneummn TP53 rena (FISH, konuy.) (Analysis of TP53 gene

A27.30.415 777754TP5deletion (FISH, quantitative)) 13 350
AHanns nepectpoek IGH reHa (FISH, konuny.) (Analysis of IGH gene

A27.30.424 777755IGH|rearrangements (FISH, quantitative)) 12 505
AHanus TpaHcnokaumm t(4;14)(p16;932) (FISH, konun4.) (Analysis of

A27.30.144 777756TH |[translocation t(4;14)(p16;932) (FISH, quantitative)) 12 370
AHanus TpaHcnokauum t(11;14)(q13;932) (FISH, konun4.) (Analysis of

A27.30.110 777757TQ(translocation t(11;14)(q13;932) (FISH,quantitative)) 12 505
AHanua moHocomuun, geneunm 13 xpomocomsl — (del(13), -13) (FISH,
konwny.) (Analysis of chromosome 13 monosomy, deletion — (del(13), -

A27.30.416 777792DEL13) (FISH,quantitative)) 11 925
AHanns moHocomuun, aeneummn 13 xpomocomsl — (del(13), -13) (FISH,
konwny.) (Analysis of chromosome 13 monosomy, deletion — (del(13), -

A27.30.427 777758DEL 13) (FISH,quantitative)) 12 505
AHanus TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis

A27.30.424 777793IGH]of translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 11 925
AHanus TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis

A27.30.424 777759IGH]of translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 12 505
AHanus nepectpoek ATM rena (FISH, konny.) (Analysis of ATM gene

A27.30.423 777761ATNMrearrangements (FISH, quantitative)) 13 350
AHanus Tpucomun 12 xpomocomsl (+12) (FISH, konny.) (Analysis of

A27.30.425 777762Q12chromosome 12 trisomy (FISH, quantitative)) 12 505
AHanns Bcex cneumndunyeckmx adbeppauun Ha napadgmHOBbBIX cpesax
(rvctoFISH, konuy.) (Analysis of all specific aberrations on paraffin

A27.30.419 777774TQ(slides (FISH Histology, quantitative)) 24 650
AHanus TpaHcnokauum t(11;14)(q13;932) Ha napadnHOBLIX cpe3ax
(rmctoFISH, konun4.) (Analysis of translocation t(11;14)(q13;932) on

A27.30.110 777790TQ |paraffin slides (FISH Histology, quantitative)) 17 790
AHanuna TpaHcnokaumm t(11;18)(g21;921) (FISH, konu4.) (Analysis of

A27.30.424 777763TQ(translocation t(11;18)(q21;921) (FISH, quantitative)) 12 505




A27.30.148

777764BCL

AHanus nepectpoek reHa BCL- 6 (der(3)(g27)) (FISH, konuu.)
(Analysis of BCL- 6 gene rearrangements (der(3)(g27) (FISH,

12 505

A27.30.148

777771BCL

AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napadnHOBbIX
cpesax (M'mctoFISH, konuy.) (Analysis of BCL- 6 gene rearrangements
(der(3)(g27)) on paraffin slides (FISH Histology, quantitative))

21 085

A27.30.096

777765MY(

AHanus nepectpoek MYC reHa ( 1(8;14)(924;932)-1(2;8)(p11;924), t(8
;22)(924;911)) (FISH, konu4.) (Analysis of MYC gene rearrangements
(t(8;14)(q24;932)-1(2;8)(p11;924), t(8 ;22)(g24;q11) (FISH,

12 505

A27.30.420

777772TP(Q

AHanua TpaHcnokaumm t(2;5)(p23;935) Ha napadunHOBbLIX cpe3ax
(rncToFISH, konuny.) (Analysis of translocation t(2;5)(p23;935) on
paraffin slides (FISH Histology, quantitative))

16 945

A27.30.148

777767BCL

AHanns nepectpoek BCL2 reHa
t(14;18)(q32;921),1(2;18)(p11;921),1(18;22)(q21;q911) (FISH, konuu.)
(Analysis of BCL2 gene rearrangements
t(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(q21;911) (FISH,

12 505

A27.30.148

777773BCL

AHanus nepectpoek BCL2 reHa Ha napadmHoBbIx cpe3ax (rmcTtoFISH,
konu4.) (Analysis of BCL2 gene rearrangements on paraffin slides
(FISH Histology, quantitative))

21 085

A27.05.012

7262S1-PH

Mapkep pa3BuTus Ph’-HeraTtuBHbIX XPOHUYECKNX
MuenonponudepaTnBHbix 3abonesaHnn (XMM13): kayecTBeHHas
OUEeHKa Hanuuus comatudeckon mytaumm 617F reHa JAK2 (Marker of
Ph-negative Chronic Myeloproliferative Disorders (cMPD): qualitative
assessment of presence of gene JAK2 617F somatic mutation)

4 460

21.2. O6pas xu3Hu u reHeTnueckune dakropsol (Lifestyle and Genetic
Factors)

A27.30.263

110IT1

MoaroTtoska k onepauun (reHsl MTHFR, MTRR, MTR, F2, F5)
(Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5))

9 910

A27.30.263

110IT1/63

Moarotoska k onepauun (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3
onucaHusa pesynbTaTtoB BpadoM-reHeTukom) (Preparation for Surgery
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

9075

21.3. PenpoayKtusHoe 3goposbe (Reproductive Health)

A27.30.297

7252AZFI|

HapyweHusa cnepmaToreHesa, 6 MapképoB (MUKpoAeneLmm fokyca
AZF) (Spermatogenesis disorders (6 AZF))

3890

A27.30.297

725263

HapyweHusa cnepmaToreHesa, 6 MapképoB (MUKpoAeneLmm fokyca
AZF) (6e3 onncaHus pe3ynbTaToB reHEeTUKOM)

3 240

A27.30.291

1091

XeHckoe 6ecnnogue n ocnoxHeHne 6epemeHHocTn (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; kapuoTtun) (Female
Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA ll; Karyotype))

31 850

A27.30.262

1081

Xouy cTaTb MaMoW: OCNOXHeHUs 6epemeHHoCTH (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother:
Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE,

27 870

A27.30.262

108IT1/B3

Xouy cTaTb MaMoW: ocrnoxHeHus 6epemeHHocTH (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (6e3 onucaHus pe3ynbstaTtoB
Bpayom-reHeTukom) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,

26 100

A27.30.282

13111

CKMNOHHOCTbL K TPOMG03aM Npy 6ePEMEHHOCTU: MUHUMAarbHas NaHemnb
(reHbl F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes
F2, F5))

3185

A27.30.268

131IT1/63

CKMOHHOCTb K TpoMO03aM npu 6epeMeHHOCTU: MUHUMarbHasi NaHesnb
(reHbl F2, F5) (6e3 onncaHnsi pe3ynbTaToB BpauOM-reHETUKOM)
(Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5)
(without Description))

2825

A27.30.270

140rIT1

MpuBbIYHOE HEBbIHALLMBaHNE GEPEMEHHOCTU, B T. Y. CKITOHHOCTb K
Tpombo3am npu GepemMeHHOCTU: paclumpeHHas nadens (reHsl MTHFR,
MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic Tendency in
Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

9910




A27.30.270

140IT1/63

[MpuBbIYHOE HEBBIHALLMBaHWE GEPEMEHHOCTU, B T. Y. CKITOHHOCTb K
Tpombo3am npu 6epemMeHHOCTU: paclumpeHHas naHenb (reHsl MTHFR,
MTRR, MTR, F2, F5) (6e3 onncaHunsi pe3ynbTtaToB Bpa4yoM-reHETUKOM)
(Habitual Miscarriage, Thrombotic Tendency in Preghancy: Extended
Panel (Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

9 075

A27.30.269

13711

Bo3HukHOBEHME M30TMpPOBaHHbIX MOPOKOB pa3BUTUA y Nnoaa (FeHbI
MTHFR, MTRR, MTR) (Isolated Malformations in Fetus (Genes
MTHFR, MTRR, MTR))

5500

A27.30.269

1371T1/63

BO3HUKHOBEHME M30MNMPOBaHHbIX MOPOKOB Pa3BUTUS Yy Nrnoda (reHbl
MTHFR, MTRR, MTR) (6e3 onncaHus pe3ynsTaToB Bpa4oM-
reHeTukom) (Isolated Malformations in Fetus (Genes MTHFR, MTRR,
MTR) (without Description))

4760

A27.30.271

14111

TpomBoTUYECKME OCNOXHEHMS NPY CTUMYNSALMKU OBYNsILUMK (reHbl F2,
F5) (Thrombotic Complications of Ovulation Induction (Genes F2, F5))

3 185

A27.30.271

1411T1/63

TpomboTuyeckne ocroXXHEHUS Npu CTUMYNAUUK oBYnAuun (reHsl F2,
F5) (6e3 onncaHus pesynbTaToB BpavyoM-reHeTmkom) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5) (without

2 825

A27.30.294

10711

Myxckoe 6ecnnogue (reHbl AR, CFTR; AZF-pervoH; kapnoTun) (Male
Sterility (Genes AR, CFTR; AZF-Region; Karyotype))

36 270

A27.30.284

146[T1

"eHeTnyeckme dakTopbl Myxckoro becnnoams (reHsl AR, CFTR; AZF-
pernoH) (Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-
Region))

34 545

A27.30.297

7661l

HapyleHus cnepmaToreHesa: paclumpeHHas naHens (AZF-pervon)
(Impairment of Spermatogenesis: Full Panel (AZF-Region))

13190

A27.30.297

766163

HapyleHus cnepmaToreHesa: paclumpeHHas naHens (AZF-pervon)
(6e3 onucaHua pesynbTaTtoB BpadoM-reHeTukom) (Impairment of
Spermatogenesis: Full Panel (AZF-Region) (without Description))

13 360

B03.070.457

118IT1/63

OnacHocTb Npu Npueme oparbHbIX KOHTpauenTnsoB (reHbl F2, F5)
(6e3 onucaHns pesynbTaToB BpavyoM-reHeTrkoMm) (Risk of Oral
Contraceptives, OCs (Genes F2, F5) (without Description))

2825

A27.30.295

1201

O6meH donueon kucnotsl (reHsl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

5 500

A27.30.295

120IT1/B3

O6meH donueon kucnotsl (reHsl MTHFR, MTRR, MTR) (6e3
onucaHus pesynbtatos BpadoM-reHeTukom) (Folic Acid Metabolism
(Genes MTHFR, MTRR, MTR) (without Description))

4 760

B03.070.461

118IT1

OnacHocTb Npu Npueme oparbHbIX KOHTpauenTnsoB (reHbl F2, F5)
(Risk of Oral Contraceptives, Ocs (Genes F2, F5))

3185

21.4. HLA-TunupoBaHue un pesyc-¢pakrop (HLA (Human Leukocyte
Antigens) Typing and Rh factor)

A27.30.431

7821RH

Onpepenenune pesyc-daktopa (Rh factor Definition)

9 265

A12.05.007.004

7207TPOI

OnpepeneHune reHotuna pesyc-gakropa (RH factor Genotype)

15 360

A12.05.007.004

720763

OnpepneneHune reHoTuna pesyc-takropa (6e3 onvcaHmsa pesynbTaToB
Bpayom-reHeTukoMm) (Genotype of RH factor Definition (without
Description))

14 380

A27.30.276

3314GR

Pesyc-caktop nnoga. BeisisneHune reHa RHD nnoaa B kpoBu maTepu
(RHD gene of the fetus in the mother's blood)

9 150

A27.05.041

7831HL

TununposaHue reHoB cuctemsl HLA 1l knacca (reHsl DRB1, DQA1,
DQB1) (System Human Leukocyte Antigen (HLA) Class I, Typing
(Genes DRB1, DQAL, DQB1))

9 980

A27.05.041

1334

MonekynsipHo-reHeTnyeckoe nccenegosadme HLA-B27 (Molecular
Genetic Testing HLA-B27)

2 905

21.5. Cuctema csepTbiBaHuA KpoBu (Blood-Clotting Sequence)

A27.30.264

1141T1

Tpomb603bl: paclumpeHHas naHens (reHol F2, F5, MTHFR, MTRR,
MTR) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR,

9910

A27.30.264

1141T1/63

Tpomb603bl: paclumpeHHas naHens (reHol F2, F5, MTHFR, MTRR,
MTR) (6e3 onucaHus pesynbTaToB BpavyoM-reHeTkoM) (Thrombosis:
Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without

9 075




A27.30.275

191

PaclmnpeHHoe nccnegoBaHne reHoB cUCTeMbl remocTasa (reHbl F2,
F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
(Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR,
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))

13 220

A27.30.275

19I'T1/63

PaclumpeHHoe nccnegoBaHme reHoB CUCTEMbI FeMocTasa (reHbl F2,
F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6Ge3
onucaHus pesynbTatoB BpadYoM-reHeTukom) (Extended Study of
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1) (without Description))

11 345

A27.30.264

12311

Tpomb603bl: cokpalleHHas naHensb (reHbl F2, F5) (Thrombosis:
Minimum (Genes F2, F5))

3185

A27.30.264

123IT1/63

Tpombo3bl: cokpaleHHasa naHens (reHsl F2, F5) (6es onncaHus
pe3ynbTaToB BpavoM-reHeTukom) (Thrombosis: Minimum (Genes F2,
F5) (without Description))

2825

A27.30.429

12511

®dunbpuHoreH (reH FGB) (Fibrinogen (Gene FGB))

3 020

A27.30.429

1251T1/63

®ubpuHoreH (reH FGB) (6e3 onucaHus pe3ynbTaToB Bpa4YoM-
reHeTunkom) (Fibrinogen (Gene FGB) (without Description))

2770

A27.30.283

1381

MmnepromouuctenHemusa (reHel MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR))

5 500

B03.070.473

138IT1/63

'mnepromounctemHemuns (reHel MTHFR, MTRR, MTR) (6e3 onncaHus
pesynbTaToB BpavyoM-reHeTkoM) (Hyperhomocysteinemia (Genes
MTHFR, MTRR, MTR) (without Description))

4760

A27.30.266

12211

'neparperauusi pomboumToB (reHbl ITGA2, GP1BA) (Platelet
Hyperaggregation (Genes ITGA2, GP1BA))

2525

A27.30.266

122[T1/63

'mneparperauyus TpomboumnToB (reHbl ITGA2, GP1BA) (6e3 onucaHus
pes3ynbTaToB BpayoMm-reHeTukom) (Platelet Hyperaggregation (Genes
ITGA2, GP1BA) (without Description))

2 260

A27.30.430

72011

TpomboumnTapHbiv peuenTtop mnbpuHoreHa (reH ITGB3) (Platelet
Fibrinogen Receptor (Gene ITGB3))

2290

A27.30.430

720163

TpomboumnTapHbiv peuenTtop cmnbpuHoreHa (reH ITGB3) (6e3
onucaHus pesynbtatoB BpadyoM-reHeTukom) (Platelet Fibrinogen
Receptor (Gene ITGB3) (without Description))

1885

21.6. bones3Hu ceppua u cocygos (Heart and Blood Vessel
(Cardiovascular) Diseases)

A27.30.267

1291T1/B3

ApTepuanbHas runepTeHsus, nonHas naHens (reHsl ACE, AGT,
NOS3) (6e3 onucaHusa pe3ynbTaToB Bpadom-reHeTukom) (Arterial
Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without

8 425

B03.070.476

12111

ApTepuanbHas runepTeH3uns, CBA3aHHas C HapyLUEeHUSMHY B
peHvHaHrnoTeH3nHoBoun cucteme (reHol ACE, AGT) (Arterial
Hypertension, Renin-Angiotensin System Disorder (Genes ACE,

2525

B03.070.472

121IT1/63

ApTepuanbHas runepTeH3ns, cBA3aHHas C HapyLweHUsM1 B
peHuHaHrMoTeH3nHoBon cucteme (reHol ACE, AGT) (6e3 onucaHus
pes3ynbTaToB BpayoM-reHeTukom) (Arterial Hypertension, Renin-
Angiotensin System Disorder (Genes ACE, AGT) (without

2 260

B03.070.479

76111

ApTepuanbHas rmnepTeH3ns, cBA3aHHasi C HapylweHusiMu B paboTte
aHgotenuansHon NO-cuHTasel (reH NOS3) (Arterial Hypertension,
Endothelial NO-Synthase Disturbance (Gene NOS3))

2 005

B03.070.480

761163

ApTepuarnbHas runepTeH3us, CBA3aHHas ¢ HapyLueHusMu B paboTte
aHgoTtenuansHon NO-cuHTassel (reH NOS3) (6e3 onucaHus
pe3ynbTaToB BpavoM-reHeTukom) (Arterial Hypertension, Endothelial
NO-Synthase Disturbance (Gene NOS3) (without Description))

1700

21.7. BonesHu XenypouHo-KuUwevHoro TpakTa (Gastrointestinal
Diseases)

A27.30.265

117171

BonesHb KpoHa (reHsl DLG5, NOD2, OCTN1, OCTN2) (Crohn's
Disease (Genes DLG5, NOD2, OCTN1, OCTN2))

12 260

21.8. bonesHu LeHTpanbHoU HepBHOU cuctembl (Central Nervous
System (CNS) Diseases)




A27.30.296

7641B-API

Puck 6onesnn Anburenvepa (AnonunonpotevH E (ApoE). BeisiBnenne
nonnmopduama e2?e3?e4)

3 500

A09.05.259

1231

myTaToH obwmi

3 600

21.9. OHKonoruyeckue 3abonesaHus (Cancer Diseases)

A27.30.274

1541

HacnencteeHHble criydan BRCA-accoummnpoBaHHOro paka y MyXUuH:
pak rpy4HoOW, NogXenyao4YHOW, NpeacTaTenbHOM Xernes, pak anyek
(renbl BRCA1, BRCAZ2) (Hereditary Breast Cancer In Men: Cancer of
Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCAL,

4 400

A27.30.274

1541T1/63

HacnencteeHHble criydan BRCA-accoummnpoBaHHOro paka y MyXUuH:
pak rpyaHoOw, NogXenyao4YHOW, NpeacTaTenbHOW Xernes, pak anyek
(reHsl BRCA1, BRCAZ2) (6e3 onvcaHuns pesyrnbTaToB Bpa4oM-
reHeTukom) (Hereditary Breast Cancer In Men: Cancer of Breast,
Pancreatic, Prostate, Testicular Cancer (Genes BRCAL, BRCA2)
(without Description))

4 080

A27.05.012

7260

Mapkep pa3sutus Ph’-HeratuBHbIX XPOHUYECKNX
MuenonponudepaTnBHbix 3abonesaHmn (XMI3): konuyecTtBeHHOE
onpegerneHne COOTHOLLEHUS HOPMArbHOrO U MyTaHTHOrO annenen
617V/617F rena JAK2 (Marker of Ph-negative Chronic
Myeloproliferative Disorders (cMPD): quantification of wild-type and

12 260

A27.30.279

12411

HacnepcTteeHHble criydyan paka MONOYHOW xenesbl U/Wnmn SMYHUKOB
(renbl BRCA1, BRCAZ2) (Hereditary Breast and/or Ovarian Cancer,
HBOC (Genes BRCA1, BRCA2))

6 505

A27.30.281

1241T1/63

HacnencTteeHHble criydam paka MONOYHOWN xenesbl U/ SSM4HUKOB
(reHel BRCA1, BRCAZ2) (6e3 onvcaHusi pe3yrnbTaToB Bpa4oM-
reHeTnkom) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCAL, BRCA2) (without Description))

5 560

A27.30.279

124411

HaCJ'Ie,D,CTBeHHbIe Cny4daun paka MOJTOMHOM Xene3bl U/unn ASNYHNKOB
BRCAL, BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian
Cancer)

10 465

21.10. HapyweHusa ob6meHa Bewects (Metabolic Disease, Metabolic
Disturbance)

A27.30.273

1531

Ocrteonopos: nonHas naHensb (reHsl CALCR, COL1A1, VDR)
(Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR))

8 295

A27.30.273

153IT1/B3

Octeonopo3s: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (6e3
onucaHus pesynbTatoB BpavyoM-reHeTkom) (Osteoporosis: Full Panel
(Genes CALCR, COL1A1, VDR) (without Description))

7 850

A27.30.433

7691

JlakTasHasa HegocTaTtoyHocTh (reH MCMG6) (Adult Lactase Deficiency
(Gene MCM®6)

2075

21.11. dapmaKoreHeTuKa (Pharmacogenetics)

A27.30.293

14211

UHrmbutopel AlN®, dnysactatuH, 6nokatopbl peuentopos ATII.
MporHo3npoBaHne HedponpoTeKTMBHOro addekta nHrnomutopos AP
npu HegnabeTnyeckux 3aboneBaHusax. eHeTU4eCKne Mapkepbl
3(PhEKTUBHOCTM aTeHoNoNa Npy apTepuansbHOW rMmnepTeH3nmy ¢
rmnepTpoduren NeBoro xernyaoyka unu Tepanuu nysactaTMHOM npu
nwemmyeckon 6onesHn cepgua. OnpegeneHue HanMuns
NonMMop13mMOB reHa aHrMoTEeH3MH-NpeBpaLLarLero gepmeHTa (reH
ACE) (ACE Inhibitors, Fluvastatin, ATIl Receptor Blockers.
Forecasting Renoprotective Effect of ACE Inhibitors in Un-Diabetic
Diseases. Genetic Markers of Effectiveness of Atenolol in
Hypertension with Left Ventricular Hypertrophy or Fluvastatin Therapy
in Ischemic Heart Disease. Detection of Polymorphisms of Gene of
Angiotensin-Converting Enzyme (Gene ACE))

2525




A27.30.434

7261D-CY

JlozapTaH/vpbecapTaH. ['eHeTU4eCcknin MapKep pucka HapyLleHuin
meTabonmama 61okaTopoB peLenTopoB aHrmoTeH3uHa ll: nosapraHa n
npbecapTaHa no Tuny ocrnabneHns 1 yCuneHms nx rmnoTeH3MBHOIo
OencTBus, cooTBETCTBEHHO. OnpeaeneHne Hanmyung nonumMmopdgun3amon
reHa umtoxpoma CYP2C9 (Losartan/Irbesartan. Genetic Marker of
Risk of Metabolic Disorders Blockers of Receptors of Angiotensin I,
Losartan and Irbesartan Type of Weakening and Strengthening their
Hypotensive Action, Respectively. Detection of Polymorphisms of
Cytochrome CYP2C9)

2115

A27.30.272

148IT1

MeToTpekcaT. _[eHeTnyeckne mapkepbl NOBbILLIEHHOrO pucka
pa3BuUTMSA NOBOYHBIX peakuuin Npu Nnpueme MeToTpekcarta Ha oHe
rieyeHusi peBMaTonaHoro apTpuTa. MetoTpekcaT: HapyLleHve
meTabonuama gonveson kucnotel. OnpeageneHne HanMums
nonnmopcn3MoB reHoB hepMeHTOB peakumii onaTHOro Lmkna
(Methotrexatum. Genetic Markers of Increased Risk of Development
of Adverse Reactions in Taking Methotrexate for Treatment of
Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of Folic Acid.
Determining Presence of Polymorphisms of Genes of Enzymes of
Folate Cycle Reactions, Genes MTHFR, MTRR, MTR)

5 500

A27.30.435

7261C-CY

HecTtepoungHbie npoTnBoBOCNanuTenbHbIE NpenapaTtol. [eHeTnyeckmn
MapKep MOBbILLIEHHOIO pucka pa3BuTsa NOBOYHbBIX peakumnin B opme
Xenyao4Hblx kpoBoTedeHun npu npueme HIBI (nbynpodeH,
TEHOKCMKaM, HanpoKCeH, HO He AMKNodeHak) No TNy BO3HUKHOBEHMWS
XXEnyao4YHbIX KPOBOTEUEHUI, CBA3AHHbIX C HApYLUEHWEM KX
meTabonumama. OnpegeneHne HanM4Msa NONMMOPAM3MOB reHa
uutoxpoma CYP2C9 (Nonsteroidal Anti-Inflammatory Drugs. Genetic
Marker of Increased Risk of Adverse Reactions in Form of Intestinal
Bleeding in Taking NSAID (Ibuprofen, Tenoxicam, Naproxen, not
Diclofenac) by Type of Gastro Bleeding Associated with Violation of
their Metabolism. Detection of Polymorphisms of Cytochrome

2115

A27.30.436

7261B-CY

CynboHUNMOYEBMHA 1 ee NPOM3BOAHbBIE: _XJlopnponamug,
Tonasamug, rmubeHknamug v Tonbyramua. 'eHeTnyecknn mapkep
pycKa pasBUTUSA HEXeNaTeNbHbIX NIeKapCTBEHHbIX peakumin no Tuny
rMNOrnMKeMmm Npu npueme nepoparbHbIX CaxapoCHMXaroLWmMX
CpeacTB, CBSA3aHHbIX C HapyLleHnem nx metabonunama. OnpegenexHve
Hanuumsa nonumopduamoB reHa yutoxpoma CYP2C9 (Sulfonylurea
and Derivatives: Chlorpropamide, Tolazamide, Glibenclamide and
Tolbutamide. Genetic Marker of Risk of Adverse Drug Reactions by
Type of Hypoglycemia in Taking Oral Hypoglycemic Agents,
Associated with Violation of Metabolism. Detection of Polymorphisms

2115

A27.05.045

7259BETA

BeTta-agpeHobnokaTopbl. FeH CYP2D6. ®apmakoreHeTuka (beta-
Adrenergic Blockers. Gene CYP2D6)

7 935

21.12. Cuctema A,eTOKCUKaALUM KCEHOBMOTUKOB U KaHLLepOoreHoB
(Detoxification System of Xenobiotics and Carcinogens)

A27.30.337

7259

Lntoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene
CYP2D6))

7 705

A27.05.045

7261CYI

Lntoxpom CYP2C9 (reH CYP2C9) (Cytochrome CYP2C9 (Gene
CYP2C9))

2115

21.13. Ycnyru Bpaya-reHeTuKa (Services of Physician-Geneticist)

A27.30.428

14600P1

OnvcaHve pe3ynbTaToB reHeTUYEeCcKoro Tecta 1 kaTeropmm CrnoxHOCTH
(NeNe 720163, 761163, 7014B3, 125IT1/B3, 720763) (Genetic Test
Results: Description of the 1-st Category Complexity)

660

A27.30.428

14610P2

OnucaHne pe3ynbTaToB rEHETUYECKOTO TeCTa 2 KaTeropun CroXHOCTH
(NeNe 118I'T1/B3, 121I'M/B3, 123IM/B3, 131IM/B3, 141IT/B3,
115IT1/B3, 1241T1/B3, 1541 T1/B3) (Genetic Test Results: Description
of the 2-nd Category Complexity)

1330




A27.30.428

14620P3

OnucaHne pesynbTaToB rEeHETUYECKOrO TecTa 3 KaTeropum CroXHOCTH
(NeNe 122IT1/B3, 1291 T1/B3, 120IT1/B3, 1371 T1/B3, 138I'TI/BES,
153IT1/B3, 110IT1/B3, 1141 T1/B3, 140l T1/B3, 766163, 725863,
1341T1/B3, 135ITI/B3, 136I'T1/B3) (Genetic Test Results: Description
of the 3-rd Category Complexity)

2 630

A27.30.428

14630P4

OnuvcaHve pe3ynbTaToB reHeTUYECKOro TecTa 4 kaTeropym CroXxHOCTH
(NeNe 144 T1/B3, 143IM/B3, 139IMI/B3, 145IT1/B3, 108IT/B3,
19IT1/B3) (Genetic Test Results: Description of the 4-th Category

5940

22.1. HacnepctBeHHble MOHOreHHble 3a60/1eBaHUA U COCTOAHUA
(Hereditary Monogenic Diseases)

A27.30.280

12601

OcHoBHble HacneacTBeHHble 3aboneBanus (reHbl CFTR, GJB2, PAH,
SMN) (Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN))

35170

A27.30.437

7803ABCA

AbnoTtpodms cetyatku, Tmn PpanyeckeTTn (bonesHs LTaprapara 1-
ro Tuna). MNowuck YacTtbix myTtaumn B reHe ABCA4, 4. m. (Stargardt
Disease 1, STGD1, Fundus Flavimaculatus Included, Gene ABCA4,

14 380

A27.30.438

7624SLC

AkpogepmaTuT aHTeponatuyeckuii. Movck mytaumn B reHe SLC39A4,
M. (Acrodermatitis Enteropathica, Gene SLC39A4, Mut.)

34 425

A27.30.340

7804TYR

AnbOnHM3M rnasokoxHbin Tun 1A. MNMounck mytauun B reHe TYR, m.
(Albinism Oculocutaneous Type IA, Gene TYR, Mut.)

24 800

A27.30.341

7881RPS

AHemunsa [JanimoHga-bnekdeHa. MNouck mytaumi B reHe RPS19, m.
(Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.)

24 800

A27.05.051

7107

ApTporpunos guctanbHbin (cuHgpom PpumeHa-Lengona). MNownck
YyacTbix myTaumn B reHe MYH3, u. m. (Arthrogryposis Distal Type 2A,
Gene MYH3, Freq. Mut.)

13 960

A27.30.432

7905FRDA

Atakcus Ppuapenxa. MNonck mytaumi B reHe FXN, m. (Friedrich Ataxia,
Gene FXN, Mut.)

24 800

A27.30.432

7808FRDA

ATtakcusa ®puapeinixa. MNonck yacTtbix MyTaunin B reHe FXN, 4. m.
(Friedrich Ataxia, Gene FXN, Freq. Mut.)

6 385

A27.30.299

7108

ATtenocTeoreHes (aucnnasusa ge ns Wanens). MNownck myTaunii B reHe
SLC26A2, m. (Atelosteogenesis Il, De la Chapelle Dysplasia, Gene
SLC26A2, Mut.)

26 460

A27.05.027

7109LE|

ATtpodmsa 3putenbHoro Hepaa Jlebepa. [Nonck YacTbix MyTaumn B
mMuToxoHapuansHon OHK, 12 u. m. (Leber Hereditary Optic
Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)

19 450

A27.05.027

76100HKI

ATtpodpmsa 3putenbHoro Hepaa Jlebepa. Nonck YacTbix MyTaLun B
muToxoHgpuansHon OHK, 3 4. m. (Leber Hereditary Optic Neuropathy,
LHON, Mitochondrial DNA, 3 Freq. Mut.)

8 740

A27.30.343

7706 TNFR

AyTOMMMYHHbIN NuMdonponudepaTsHbIi CUHAPOM. [Monck myTauui
B reHe TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome,
ALPS, Gene TNFRSF6, Mut.)

34 425

A27.30.343

7705TNFR

AyTOMMMYHHbIN nuMdonponudepaTnBHbIi CUHAPOM. [ouck myTauuii
B «ropsumx» ydacTtkax reHa TNFRSF6, «ropsy.» yd. M. (Autoimmune
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point

9 790

A27.30.344

7770GRN

Adbasna nepsuyHas nporpeccupytowasd. Novck mytaumn B reHe GRN,
M. (Aphasia Primary Progressive, Gene GRN, Mut.)

27 255

A27.30.346

7809FGFR

AxoHgponnasus. lNMounck Yactbix myTaumi B reHe FGFR3, u. M.
(Achondroplasia, Gene FGFR3, Freq. Mut.)

15 280

A27.30.345

7709BEST

BonesHb becra. Nounck Bcex n3BecTHbIX MyTauun B reHe BEST1, m.
(Best Vitelliform Macular Dystrophy, All Known Mutations, Gene

42 785

B03.019.011

7810ATP7H

Bonesxb Bunbcona-KoHosanosa, reH ATP7B y.m.

9 360

A27.30.300

7812PANK]

BonesHb MannepsopaeHa-LUnaTua. MNonck YyacTbIx MyTauun B reHe
PANK2, 4. m. (Neurodegeneration With Brain Iron Accumulation 1,
Gene PANK2, Freq. Mut.)

10 085

A27.30.347

7813PRNP

BonesHb NepcTtmaHHa-LUTpeyccnepa-LenHkepa. Nouck mytauun B
reHe PRNP, M. (Gerstmann-Straussler Disease, Gene PRNP, Mut.)

18 665

A27.30.002

7775PTEN

BonesHb KoyaeHa. MNouck mytaumi B reHe PTEN, m. (Cowden
Syndrome 1, Gene PTEN, Mut.)

38 695

A27.30.347

7814PRNP

BonesHb KpenTugenbara-Akoba. Monck mytaumn B reHe PRNP, m.
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.)

18 665




A27.30.002

7776PTEN

BonesHb JlepmutT-Ayknoc. NMounck mytauun B reHe PTEN, m.
(Lhermitte-Duclos Syndrome, Gene PTEN, Mut.)

38 695

A27.30.348

7816NDP

BonesHb Hoppu. Mounck mytauun B reHe NDP, m. (Norrie Disease,
Gene NDP, Mut.)

14 380

A27.30.349

7818CSTB

BonesHb YHgeppuxTa-Jlyngbopra. MNouck mytaumi B reHe CSTB, m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene
CSTB, Mut.)

18 665

A27.30.349

7817CSTB

BonesHb YHdpeppuxta-flyHabopra. MNouck 4actbix MyTaLumm B reHe
CSTB, u. m. (Progressive Myoclonic Epilepsy 1A Unverricht and
Lundborg, Gene CSTB, Freq. Mut.)

9 265

A27.30.417

7819ABCA;

BonesHb WTaprapara. Nouck yacTtbix myTauun B reHe ABCA4, 4. M.
(Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

14 380

A27.30.350

7820ROR2

Bpaxugaktunua tun B1. MNMouck mytauun B reHe ROR2, m.
(Brachydactyly Type B1, Gene ROR2, Mut.)

18 665

A27.30.351

7992NTR

BpoxxageHHas HeuyyBCTBUTENBHOCTL K 6onu ¢ aHrmgposom. Nownck
myTaumn B reHe NTRK1, m. (Congenital Insensitivity To Pain With
Anhidrosis, CIPA, Gene NTRK1, Mut.)

51 570

A27.30.352

7711ADAM

eneoduanyeckas aucnnasus. Monck mytaumii B reHe ADAMTSL2, m.
(Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.)

76 725

B03.005.020

7822B

Femodumnums. MNMouck myTauun B reHe paktopa IX npu remocpmnum B, m.

(Hemophilia B, Gene Factor I1X, Mut.)

31 550

A27.30.353

7989MVK

Mmnep-lgD cuHgpom. MNMounck myTauum B «ropaymx» yd4acTtkax reHa
MVK, «ropsd.» yd. m. (Hyper-IgD Syndrome, Gene MVK, Hot-Point

11 350

A27.30.354

7778MVK

"'vnep-IgD cungpoMm. Mounck mytauun B reHe CD40LG, m. (Hyper-IgD
Syndrome, Gene CD40LG, Mut.)

42 785

A27.30.354

7823CD

'vnep-IgM cungpom. Mounck myTaumn B reHe CD40LG, m. (Hyper-IgM
Syndrome, Gene CD40LG, Mut.)

24 800

A27.30.355

7898SCN4/

Mmnepkanuemuyecknin nepnogudeckmnin napanuy. Nonck mytauun B
3k30Hax 13 n 24 reHa SCN4A, m. (Hyperkalemic Periodic Paralysis
Type 2, Exons 13, 24 Gene SCN4A, Mut.)

21495

A27.30.355

7603SCN44

"'Mnokannemunyeckuin nepuognveckuin napanuy. Nouck mytauuin B
ak3oHax 12, 18 n 19 reHa SCN4A, m. (Hypokalemic Periodic Paralysis
Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

18 665

A27.30.301

7126

MmnodgoccaTemmnyecknin BUTaMuH D-pe3nCTEHTHbIN paxuT (MOYEYHbIR
docaTtHbIn gnabeT). Monck mytaumm B reHe PHEX, m.
(Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

81 830

A27.30.346

7906FGFR

M'mnoxoHaponnaswus. Nouck yactbix MmyTauun B reHe FGFRS3, y. m.
(Hypochondroplasia, Gene FGFRS3, Freq. Mut.)

15 280

A27.30.302

7128

JeduumT KapHUTUHA CUCTEMHBIN NepBUYHbLIN. [Tonck MyTauni B reHe
SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD, Carnitine
Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.)

41 540

A27.30.302

7129

OunacTtpodumyeckas gucnnasug. MNouck mytauuin B reHe SLC26A2, M.
(Diastrophic Dysplasia, Gene SLC26A2, Mut.)

26 460

A27.30.330

7927BSCL

OucTtanbHas moTopHas HenponaTtus Tun V. MNouck MmyTauun B reHe
BSCL2, m. (Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2,
Mut.)

31550

A27.30.339

7131IGI

[ucTtanbHasa cnuHanbHas ammnoTpodns BPOXAEHHAs C napannyom
anadpparmel. MNMouck mytauun B reHe IGHMBP2, M. (Distal Spinal
Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

63 905

A27.30.303

7132

[ducTtanbHasa cnuHanbHas amnoTpodunsa BpoXaeHHast
HenporpeccupytoLad. NMouck MyTaumim B «ropavmx» ydactkax reHa
TRPV4, «ropsd.» yd. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

18 120

A27.30.357

7604KRT2

MxTno3 6ynnesHbin. Mouck mytaumii B reHe KRT2, M. (Ichthyosis
Bullosa Of Siemens, Gene KRT2, Mut.)

31 550

A27.30.305

7140

KocTHas reteponnasus nporpeccupytowias. Movck mytauumin B reHe
GNAS, m. (Progressive Osseous Heteroplasia, POH, Gene GNAS,

37 570




KpaHnomeTtadusapHasa gucnnasus. [Nonck mytauni B «ropsaymx»
yyactkax reHa ANKH, «ropsd.» y4. m. (Craniometaphyseal Dysplasia,

A27.30.306 7141 Gene ANKH, Hot-Point Mut.) 13 960
KpaHnomeTtadusapHasa gucnnasus. Nounck mytaumii reHa ANKH, m.

A27.30.306 7142 (Craniometaphyseal Dysplasia, Gene ANKH, Mut.) 50 075
KpaHunocuHocTtos. MNonck mytaumii B reHe TWIST1, m.

A27.30.307 7143 (Craniosynostosis Type 2, Gene TWIST1, Mut.) 18 125
KpaHunocuHocTtos. Nonck mytaumii B reHe MSX2, m. (Craniosynostosis

A27.30.412 7717TMSX2|Type 2, Gene MSX2, Mut.) 14 380
JIunoguctpodums cemeriHasa yactmyHas. lNonck myTaumm B «ropsumx
yyacTtkax» reHa LMNA, «ropsd.» yd. M. (Familial Partial Lipodystrophy

A27.30.314 7834LMNA|2, FPLD 2, Gene LMNA, Hot-Point Mut.) 16 200
Jinnognctpodusa cemenHasa yactnyHas. Nouck mytauum reHa LMNA,

A27.30.314 7835LMNA[mM. (Familial Partial Lipodystrophy 2, Gene LMNA, Mut.) 42 785
MaHgnbynoakpanbHasa gucnnasust ¢ nunogmctpodment. Nonck
MyTauun B ak3oHax 8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia,

A27.30.314 7720LMNA|Exons 8, 9 Gene LMNA, Mut.) 9790
MeBanoHoBas aumaypus. lNMouck mytauun B reHe MVK, m. (Mevalonic

A27.30.353 7605MVK |Aciduria, Gene MVK, Mut.) 42 785
Metremornobunemus, CYB5R3 m. (Methemoglobinemia, Gene

A27.30.359 7908DIA1 |CYB5R3, Mut.) 34 425
Metremornobunemus, CYB5R3 y.m. (Methemoglobinemia, Gene

A27.30.359 7836DIA1 |CYB5R3, Freq. Mut.) 9 265
MwuoknoHuuyeckas guctonus. Nonck mytaumi B reHe SGCE, m.

A27.30.308 7147 (Myoclonic Dystonia, Gene SGCE, Mut.) 50 070
MwuoTtoHudeckasn guctpodums. Mownck yacTbix myTauun B reHe DMPK, u.

A27.30.360 7838DMPK|m. (Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.) 4 950
MwuoToHusa TomceHa-bekkepa. MNonck YacTbix myTaumn B reHe CLCN1,

A27.30.309 7148 4. M. (Myotonia Congenita, Gene CLCN1, Freq. Mut.) 13 960
MykoBucLmgos. MNounck yacTteix myTauun B reHe CFTR, 4. m. (Cystic

A27.05.036 77911 Fibrosis, Gene CFTR, Freq. Mut.) 22 890
MebiweyHas guctpocdumsa OioweHHa/bekkepa. MNouck geneuni n

A27.30.361 79720UCI |gynnukauuin B reHe guctpoduHa 9610
Mebiwevnas guctpodpusa OroweHHa-bekkepa. INlanoHusaumsa X-

A27.30.289 7701XI xpomocombl y aesoyek (Duchenne Muscular Dystrophy, X-Lyonization, | 15 620
MbiweyHas guctpodus, Tun dykysma. MNMouck mytaunii B reHe FKTN,

A27.30.362 7934FKTN |m. (Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.) 51 570
MbiweyHasa guctpodusa Smepu-Apendyca. [Nonck myTaumn B reHe

A27.30.310 7163 FHL1, m. (Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.) 33 405
MbiweyHasa guctpodusa Smepu-Apendyca. [Nonck myTaumn B reHe

A27.30.314 7999LMNA|LMNA, M. (Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.) 42 785
MbiweyHasa guctpodusa Smepu-Apendyca. [Nonck myTaumn B reHe
amepuHa npu X-cuenneHHon copme, M. (Emery-Dreifuss Muscular

A27.30.338 7935 Dystrophy, X-Linked Gene Emerine, Mut.) 18 120
Hanuam MULIBRAY. NMouck mytauun B reHe TRIM37, m. (Muscle-Liver-

A27.30.363 7936TRIM |Brain-Eye, Gene TRIM37, Mut.) 14 380
HapyweHua getepmuHaumm nona. lNMouck mytauun reHa SRY, M.

A27.30.288 7903SRY |[(Disorders Sex Determination, Gene SRY, Mut.) 9790
HapyweHua getepmuHaumm nona. AHanms Hanuudms reHa SRY, m.

A27.30.288 7846SRY! [(Disorders Sex Determination, Analysis Gene SRY, Mut.) 12 930
HacnepncTtBeHHas HeliponaTusi ¢ NOABEPXKEHHOCTLIO Mapanuyy oT
caaeneHus. Mouck mytauun B reHe PMP22, m. (Hereditary Neuropathy

A27.30.364 7902PMP |with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.) 22 140
HacnegcTtBeHHas HeriponaTusi C NOABEPXKEHHOCTbIO Napanuyy oT
chasneHus. AHanus dncna konuin reHa PMP22 (Hereditary Neuropathy
with Liability to Pressure Palsies, HNPP, Gene PMP22, Copy Number

A27.30.364 7952PMP |Variation) 6 905
HacneacTBeHHbI aHIMOHEBPOTUYECKUA OTeK. [oMCK MyTaumm B reHe

A27.30.365 7725CINHIC1NH, m. (Hereditary Angioedema Type |, Gene C1NH, Mut.) 31 950




A27.30.366

7847ALX4

HesapalueHue pogHunykoB. Movck myTaumn B reHe ALX4, m. (Parietal
Foramina, PFM, Gene ALX4, Mut.)

22 140

A27.05.033

7961GJB2I

HelipoceHcopHasi HecMHApPOManbHasi TYroyxoCTb, MOUCK YacTbIX
mMyTauun B reHe GJB2

7 605

A27.05.033

7963GJB2I

HelipoceHcopHasa HecnHApoMaribHas TyroyxoCTb, NOSHbLIN aHanm3
reHa GJB2

13 960

A27.30.367

7910ELA2

HenTtponeHus. MNMouck mytauun B reHe ELA2, m. (Neutropenia Severe
Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.)

24 800

A27.30.322

7849NPHP

HedgpoHodTus. Mouck mytauun B reHe NPHP1, m. (Nephronophthisis
1, NPHP1, Gene NPHP1, Mut.)

19 720

A27.30.311

7166

HedgpoTtnuecknin cuHapom. MNMouck mytauun B reHe NPHS1, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

74 485

A27.30.311

7167

HedgpoTtnuecknin cuHapom. MNMouck mytauuin B reHe NPHS2, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

33 405

A27.30.355

7997SCN

Hopmokanuemunyeckuin nepuogmyeckmin napanud. lNomnck mytaumi B
ak30He 13 reHa SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13
Gene SCN4A, Mut.)

10 085

A27.30.277

7957RABP

OkynodhapuHreansHas mblliedHas guctpodumsi. MNonck yacTbix
myTaumn B reHe RABPN1, 4. m. (Oculopharyngeal Muscular Dystrophy,
OPMD, Gene RABPNL1, Freq. Mut.)

4120

A27.30.312

7958TCIR(

OcTeoneTpos peLeccuBHbI (MpamopHas 6onesHb kocTten). Mouck
yacTbix myTauun B reHe TCIRG1, u. m. (Osteopetrosis Autosomal
Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

9 265

A27.30.312

7168

OcTeoneTpos peueccuBHbIn (MpamopHas 6onesHb kocten). Mouck
myTaumn B reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1,
OPTB1, Gene TCIRG1, Mut.)

50 075

A27.30.368

7727HPGD

MepBr4yHas runepTpoduyeckas ocreoapTponaTusi
(naxugepmonepuocTo3s). MNounck mytauni B reHe HPGD, m.
(Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1,

31550

A27.30.369

7728BMPR

MepBnyHasa nerovyHas runepteHauns. MNMomck mytauun B reHe BMPR2, m.
(Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.)

64 455

B03.014.002

7851MEFV

Mepuoamnyeckasa 6onesHb. MNonck mytaumi B reHe MEFV, m. (Familial
Mediterranean Fever, FMF, Gene MEFV, Mut.)

42 870

B03.014.002

7012MEI

Mepuopmnyeckas 6onesHb. MNonck yacTeix myTauun B reHe MEFV, u. m.
(Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.)

8 015

A27.30.418

7853RP2

MurmeHTHasa gereHepauusa cetyaTku. [Nonck mytaumii B reHe RP2, m.
(Retinitis Pigmentosa, Gene RP2, Mut.)

20775

A27.30.313

7176

MukHogusocTos. MNMouck myTtauum B reHe CTSK, m. (Pyknodysostosis,
PKND, Gene CTSK, Mut.)

26 460

A27.30.370

7998FLCN

[MHeBMOTOpAaKC NepBUYHbIA CMOHTaHHBIN. [onck MyTauumn B reHe
FLCN, m. (Primary Spontaneous Pneumothorax, PSP, Gene FLCN,

51570

A27.30.371

7636SHH

Monunpaktunusa. Mouck myTtauun B reHe SHH, m. (Polydactyly, Gene
SHH, Mut.)

14 380

A27.30.372

7730GLI3

Monunagaktunua. Mouck myTtauun B reHe GLI3, m. (Polydactyly, Gene
GLI3, Mut.)

76 725

A27.30.314

7180

Mporepuna XaTtumHcoHa-Ivndopaa. MNMonck mytaumin B reHe LMNA, m.
(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.)

41 545

A27.30.315

7183

lNceBgokcaHToMa anactudeckad. MNMonck YacTbix MyTauuin B reHe
ABCCB, 4. m. (Pseudoxanthoma Elasticum, Gene ABCCB, Freq. Mut.)

9 790

A27.30.373

7759LPIN

Pabgomuonua (mmornobunypus). Mownck mytaumn B reHe LPIN1, m.
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1,

84 285

A27.30.316

7185

PeTtuHowwmsmc. MNounck mytaumn B reHe RS1, m. (Retinoschisis 1 X-
Linked Juvenile, RS1, Gene RS1, Mut.)

26 460

A27.30.343

7799TNFR

CemenHasi nepnognyeckas nuxopagka. lNovck Mmytauunm B reHe
TNFRSFIA, m. (TNF-Receptor-Associated Periodic Syndrome,
TRAPS, Gene TNFRSFIA, Mut.)

18 270

A27.30.374

7916PRF

CemenHbI remodharoLmMTapHbii numMgorncTnountos. lNMomck myrawmmn
B reHe PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
PRF1, Mut.)

24 800




A27.30.375

7917STX

CemelnHbI remodaroumMTapHbii niuMgorncTnounTos. lNMovck mytawumn
B reHe STX11, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene STX11, Mut.)

18 665

A27.30.375

7915STXB

CemenHbI remodharoLmMTapHbii niumgorncTnountos. lNMomck myrawummn
B reHe STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene STXBP2, Mut.)

51 570

A27.30.376

7914UNC

CemelnHbI remodaroumTapHbii niuMdorncTnounTos. lNomck mytaumn
B reHe UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene UNC13D, Mut.)

76 725

A27.30.376

7914UNC1

CemenHbI remodharoumMTapHbii nuMmdorncTnoumnTos. Nonck YyacTbix
myTauun B reHe UNC13D, 4. m. (Familial Hemophagocytic
Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

9 265

A27.05.052

7798RET

CeMenHbIn MeaynnsipHbIA pak LWUTOBUAHOW xenesbl. [Monck myTauun
B 9Kk30Hax 5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer,
Exons 5, 8 Gene RET, Mut.)

14 380

A27.30.377

7797CIAS1

CemeliHbIn xonogosow ayToBocnanuTenbHbln cuHapom NLRP3 m.
(Familial Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.)

51570

A27.30.378

7858NGFB

CeHcopHas nonuHeriponatus, NGF m. (Hereditary Sensory and
Autonomic Polyneuropathy, Gene NGF, Mut.)

22 140

A27.30.377

7733CIAS1

CwuHppom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic
Cutaneous Articular, Gene NLRP3, Mut.)

51570

A27.30.317

7186

Cungpom TAR. MNMownck mytaumm B reHe RBM8A, m.
(Thrombocytopenia-Absent Radius Syndrome, TAR-Syndrome, Gene

26 460

A27.30.379

7859FGD1

Cungpom Aapckora-CkoTtTa (paumoreHntaneHasa gucnnasms). Nouck
myTaumn B reHe FGD1, m. (Aarskog-Scott Syndrome,
Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1,

62 415

A27.30.318

7187

CuHgpom Anbctpoma. MNonck myTtauui B «ropsianxy ydactkax reHa
ALMS1, «ropsy.» y4. M. (Alstrom syndrome, Gene ALMS1, Hot-Point
Mut.)

18 125

A27.30.380

7861KCNJ?

CwvHgpom AHgepceHa. Mouvck mytaumn B reHe KCNJ2, m. (Andersen-
Tawil Syndrome, Gene KCNJ2, Mut.)

22 140

A27.30.346

7913FGFR

CwvHgpom AHTnun-bukcnepa. MNonck mytaumi B ak3oHe 9 reHa FGFR2,
M. (Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.)

10 085

A27.30.346

7862FGFR

Cungpom Anepa (akpouedanocnHaaktunus). NMonck YyacTbix MyTauum
B reHe FGFR2, u. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.)

17 395

A27.30.381

7863PRPS

CwuHpgpowm Apta. Nonck mytaumii B reHe PRPS1, m. (Art's Syndrome,
Gene PRPS1, Mut.)

31550

A27.30.002

7796PTEN

CwvHppom banasH-Pannu-Pysans6aka. Novck mytaumn B reHe PTEN,
M. (Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.)

38 695

A27.30.370

7703FLCN

CwvHppom bepTta-Xora-Aetoba (BXI). Mouck mytauun B reHe FLCN, m.
(Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.)

51570

A27.30.319

7189

Cungpowm BoyaHa-KoHpagu (BKC, uepebporenatopeHarnbHbIi
cuHapom). Mouck mytaumn B rene EMG1, m. (Bowen Conradi
Syndrome, BCS, Gene EMG1, Mut.)

26 035

A27.30.382

7734BCS

CuHgpom BeepHcTaga (cvHApoM Kyp4aBblx Bornoc). MNouck mytauumm B
reHe BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.)

22 140

A27.30.383

7866PAX3

CvHpgpom BaappneH0Oypra. MNovck mytaumn B reHe PAX3, m.
(Waardenburg Syndrome, WS, Gene PAX3, Mut.)

34 425

A27.30.384

7867EDNR

CvHppom BaappgeHOypra-Laxa. Mouck mytauun B reHe EDNRB, m.
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

31 550

A27.30.320

7190

Cungpom BaH pep Byaa. Mowuck mytaumi B reHe IRF6, M. (Van der
Woude Syndrome, Gene IRF6, Mut.)

37 570

A27.30.385

7868WAS

Cungpom Buckotta-Ongpuda (CBO). MNownck mytaumii B reHe WAS, M.
(Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

31 550

A27.30.386

7785PHOX

CuHapoMm BpoXAEHHOW LieHTpanbHou runoseHTunaumnm (CBLIN). Mouck
YyacTbix myTaumn B reHe PHOX2B, 4. m. (Congenital Central
Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

9 265




A27.30.321

7192

Cungpom NepmaHcku-Iygnaka (AnNbOUHN3M rNas3o-KOXHbIN C
remMmopparm4eckum auaTes3oM U NMrMeHTauunen peTmkyno-
3HOOTENManbHbIX KNeTok). Nonck yacTbix myTauun B reHe HPS1, u. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1,
Freq. Mut.)

13 960

A27.30.372

7869GLI3

CuHgpom [Mpenra (cemenHbIn rmnepTenopusm). NMonck mytaumm B reHe
GLI3, m. (Greig Syndrome, Gene GLI3, Mut.)

76 725

A27.30.387

7737RAB2]

CwuHgpowm Mpucuennu. MNownck mytaumn B reHe RAB27A, m. (Griscelli
Syndrome, Gene RAB27A, Mut.)

24 800

A27.30.346

7738FGFR

Cungpom [xekcoHa-Bencca. MNonck mytaumii B ak3oHe 9 reHa FGFR2
n ak3oHe 7A reHa FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon
9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

14 380

A27.30.322

7194

Cungpom XKybepa (CXK). AHanms uncna konun reHa NPHP1 (Joubert
Syndrome, Cerebelloparenchymal Disorder IV, CPD IV, Classic
Joubert Syndrome, Joubert Syndrome type A, Joubert-Boltshauser
Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

19 720

A27.30.323

7195

Cunagpom KapneHTepa (akpoLedanononmcuHaakTunus BTOporo Tuna).
Mownck mytaumm B reHe RAB23, m. (Carpenter Syndrome, Gene
RAB23, Mut.)

30 630

A27.05.033

7768GJB2

CwvHapowm kepaTtuTa-uxtnosa-tyroyxoctun (KNO-cungpom). Mouck
mMyTaumn B reHe GJB2, m. (Keratitis-Ichthyosis-Deafness Syndrome,
KID Syndrome, Gene GJB2, Mut.)

14 380

A27.30.324

7198

CvHgpom Knunnens-®enns (cMHOpoM KopoTkon wen). MNMouck mytauni
B reHe GDF6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.)

18120

A27.30.388

7739ERCC

CwuHpgpowm KokkerHa. MNouvck mytaumn B reHe ERCC6, m. (Cockayne
Syndrome, Gene ERCC6, Mut.)

84 285

A27.30.325

7199

CwuHpgpom Koctenno. Mouck mytauuii B reHe HRAS, m. (Costello
Syndrome, Gene HRAS, Mut.)

9 790

A27.30.326

7202

CwuHgpom KoddpmHa-Noypu (CKI). Mounck mytauun B reHe RPS6KAS,
M. (Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

81 825

A27.30.383

7740PAX3

CuHapom kpaHuodpaLumarnbHOM AMCMOP(UN-TYrOyXOCTU-YbHAaPHON
aesvaumm kucten. MNouck mytaumi B reHe PAX3, m. (Craniofacial-
Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)

34 425

A27.30.015

7010UGI

CwvHppom Kpurnepa-Hanspa (CKH, cemenHas xentyxa). Mounck
myTauun B reHe UGT1, m. (Crigler-Najjer Syndrome, Gene UGT1,

21540

A27.30.346

7760FGFR

CwuHppom KpysoHa ¢ YyepHbIM akaHTo30M. [Monck myTauuin B ak3oHe 10
reHa FGFR3, M. (Crouzon Syndrome with Acanthosis Nigrican, CAN,
Exon 10 Gene FGFR3, Mut.)

10 085

A27.30.346

7964FGFR

Cungpom Kpy3soHa. Mownck myTaumi B ak3oHax 7 u 9 reHa FGFR2, m.
(Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut.)

14 380

A27.30.377

7794CIAS]

Cungpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS,
Gene NLRP3, Mut.)

51 570

A27.30.327

7204

Cungpom Makneopga. NMouck mytauun B reHe XK, m. (McLeod
Syndrome, Gene XK, Mut.)

21 500

A27.30.389

7743ZEB2

Cungpom MoyaT-BunbcoH. MNonck mytauumii B reHe ZEB2, m. (Mowat-
Wilson Syndrome, Gene ZEB2, Mut.)

64 455

A27.30.390

7872NBS1I

Cungpom HuinmereH, NBN 4.m. (Nijmegen Breakage Syndrome, NBS,
Gene NBN, Freq. Mut.)

8 740

A27.30.328

7213

CuHapom Horten-HagKoneHHrka (octeoHuxoamcnnasus). MNonck
myTaumn B reHe LMX1B, m. (Nail-Patella Syndrome, NPS,
Onychoosteodysplasia, Gene LMX1B, Mut.)

30 630

A27.30.329

7215

Cungpom Ocnepa-PaHgto-Bebepa (HacneacTeseHHas
remopparumyeckas TeneaHrmakrasus). lNovck mytauun B reHe ENG, m.
(Rendu-Osler-Weber Disease, Gene ENG, Mut.)

37 570

A27.30.391

7874TBX3

Cungpowm Mannuctepa. Mownck mytauumi B reHe TBX3, m. (Pallister W
Syndrome, Gene TBX3, Mut.)

31 550

A27.30.372

7744GLI3

Cungpowm Mannuctepa-Xonna. MNMovck mytauumn B reHe GLI3, m.
(Pallister-Hall Syndrome, Gene GLI3, Mut.)

76 725




A27.30.320

7217

CuHgpom noakorneHHoro ntepuryMa. lNonck mytaumii B reHe IRF6, m.
(Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.)

37575

A27.30.346

7745FGFR

Cungpom lMNMapanddepa. MNMounck mytauum B 3k3oHax 7, 9 reHa FGFR2 n
ak3oHe 7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene
FGFR2, Exon 7A Gene FGFR1, Mut.)

18 665

A27.30.392

7218MEI

Cungpom Petta. Mownck mytaumn B reHe MECP2, m. (Retts Syndrome,
Gene MECP2, Mut.)

15 955

A27.30.307

7219

Cungpom Cetpe-HoTaeHa. Nouck mytauuin B reHe TWIST1, m.
(Saethre-Chotzen Syndrome, Gene TWIST1, Mut.)

18 125

A27.30.330

7220

CwuHppom Cunbsepa. NMouck mytauuin B reHe BSCL2, m. (Silver
Syndrome, Gene BSCL2, Mut.)

30 630

A27.30.331

7221

Cungpom CumncoHa-INonabu-bemens. MNouck mytauuin B reHe GPC3,
M. (Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3,

33 420

A27.30.393

7877DHCR

Cungpom Cmuta-Jlemnu-Onuua (CJTIOC). MNouck myTauuin B reHe
DHCRY7, M. (Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.)

38 695

A27.30.394

7879AR

CwuHapowm TecTukynapHon pemumnnsauyum (CTO, cuHgpom Moppuca).
Mounck mytauun B reHe AR, M. (Testicular Feminization Syndrome,
Gene AR, Mut.)

42 785

A27.30.395

7747TCOF

CwvHpgpom Tpuuepa-Konnuusa-®pandeckettn (MaHgubyno-
daumnanbHbI an3octo3s). MNMouck mytauun B reHe TCOF1, m. (Treacher-
Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

84 285

A27.05.053

7984VHL

CvHgpom Xunnens-JinHaay (uepebpo-peTHO-BUCLIEPAbHbIN
aHrnomatoa). [Nonck mytaumn B reHe VHL, m. (Von Hippel-Lindau
Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome,
Gene VHL, Mut.)

18 665

A27.05.053

7973VHL

CvHgpom Xunnens-JinHaay (uepebpo-peTHO-BUCLIEPAbHbIN
aHrnomato3s). Onpegenenune yncna konun reHa VHL, m. (Von Hippel-
Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

20 310

A27.30.332

7223

Cungpom LWsaxmaHa-Aanmonaa. MNouck mytauuin B reHe SBDS, m.
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

24 080

A27.30.332

7224

Cungpowm LWsaxmaHa-Aanmonaa. MNouck YacTbiX MyTaLumi B reHe
SBDS1, 4. M. (Shwachman-Diamond Syndrome, Gene SBDS1, Freq.

9 790

A27.30.396

7911PLOD

Cungpom 3nepca-fanno, Tun VI. MNonck YyacTbIx MyTauuin B reHe
PLOD, 4. m. (Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq.

15 280

A27.30.397

7750CHRN

CwvHppom Ockobapa. Mouck mytaunii B reHe CHRNG, m. (Escobar
Syndrome, Gene CHRNG, Mut.)

34 425

A27.30.339

7994IGHME

CnunHanbHas amvoTpodums ¢ napanuyomM avadparmel. [Nonck mytauni
B reHe IGHMBP2, m. (Spinal Muscular Atrophy (SMA) with
Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)

64 455

A27.05.034

7996AMU

CnuvHanbHas amunoTtpodud tunel I, 11, 111, IV. Onpegenexve yncna
konun reHa (Spinal Muscular Atrophy, SMA, Type |, II, Ill, IV, Copy
Number Variation)

7 825

A27.05.034

7228

CnnHanbHas amuoTtpodpusa tunel |, 11, IIl, 1V. Monck mytaumii B reHe
SMN1, M. (TONbKO NpY HanM4MM ogHom konum reHa) (Spinal Muscular
Atrophy, SMA, Type I, II, lll, IV, Gene SMN1, Mut. (Only Presence One
Gene Copy) )

33 420

A27.30.394

7976ARI

CnvHanbHo-6ynbbapHas amnoTpodust KeHHeau. Mouck 4acTbix
myTaumn B reHe AR, 4. m. (Kennedy Spinal and Bulbar Muscular
Atrophy, Gene AR, Freq. Mut.)

4 950

A27.30.398

7788ATXN]

CnuvHouepebennsipHas atakcus. [omck YacTbIX MyTauui B reHe
ATXN7, 4. m. (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

9 265

A27.30.398

7787ATXNS

CnuvHouepebennsipHas atakcus. [omck YacTbIX MyTauui B reHe
ATXNS, 4. m. (Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.)

9 265

A27.30.347

7978PRNP

CnoHrnoopmHas sHuedanonatms ¢ HeMPONCUXNYECKUMMU
nposierieHnsamu. MNMouck mytauuii B reHe PRNP, m. (Spongiform
Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

18 665




A27.30.333

7230

CnoHamnokocTanbHbIN gu3ocTos. Nounck myTauui B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

30 630

A27.30.399

7979TRAP

CnoHannoanndusapHasa gucnnasus (C3L). MNMonck MmyTauun B reHe
TRAPPC2, m. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene
TRAPPC2, Mut.)

22 140

A27.30.381

7980PRPS

CynepaktnsHocTb thoccopunbosnnnupodocdat cuHTeTasbl. Mounck
myTauun B reHe PRPS1, m. (Phosphoribosylpyrophosphate Synthetase
Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

31 550

A27.30.439

7638TRPS

TpuxopuHodanaHreanbHbI cuHapoMm. MNMouck mytauun B reHe TRPS1,
M. (Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.)

42 785

A27.05.021

7238

TpomboumnToneHus BpoxaeHHas. lNMouck mytauun B reHe MPL, M.
(Congenital Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL,

33 420

A27.30.347

7885PRNP

dartanbHas cemenHas HCOMHUSA. MNMonck mytaumii B reHe PRNP, m.
(Fatal Familial Insomnia, FFI, Gene PRNP, Mut.)

18 665

A27.30.287

7888PAH

deHunkeToHypus. MNouck myTtauun B reHe PAH, M. (Phenylketonuria,
PKU, Gene PAH, Mut.)

51 570

A27.30.287

7781l

deHnnkeToHypus. MNounck YacTbix MyTaumi B reHe PAH, 4. m.
(Phenylketonuria, PKU, Gene PAH, Freq. Mut.)

21040

A27.30.334

7240

dubpoamcnnasmsa occudumympytowas nporpeccupytoLlas. MNonck
MyTaummn B «ropsdmx» ydacTtkax reHa ACVR1, «ropsay.» y4. m.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

21 495

A27.30.334

7241

dubpoamcnnasma occudmympytowas nporpeccupytowlas. MNonck
MyTaummn 6e3 «ropsavmx» yyactkoB reHa ACVR1, 6e3 «ropsy.» yd. m.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without
Hot-Point Mut.)

30 630

A27.30.400

7786RMRP

XoHgpogucnnasuna metadusapHas, Tmn Mak-Kbtocuka. Nonck mytauumi
B reHe RMRP, M. (Metaphyseal Chondrodysplasia, McKusick Type,
Gene RMRP, Mut.)

10 085

A27.30.335

7244

XoHapoaucnnasusa ToyevHas KoHpaau-XioHepmara. Nonck myTtauuin B
reHe EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann
Syndrome, Gene EBP, Mut.)

21 500

A27.30.306

7245

XoHapokanbumHo3. MNMouck mytauun B reHe ANKH, m.
(Chondrocalcinosis, Calcium Pyrophosphate Dihydrate, CPPD, Gene

50 075

A27.30.401

7815HDI

Xopes NeHTUHrToHa. MNonck YyacTbix MyTauun B reHe IT15, 4. m.
(Chorea Huntington, Gene IT15, Freq. Mut.)

4620

A27.30.402

7889CHM

Xopougepemusi. MNouck mytauun B reHe CHM, m. (Choroideremia,
CHM, Gene CHM, Mut.)

64 455

A27.30.403

7890CYBB

XpoHuyeckasi rpaHynemaTtosHas 6onesHb. Mouck MyTauuii B reHe
CYBB, m. (Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.)

51 570

A27.30.404

7891BTK

X-cuenneHHasi arammarnobynuHemus. lMNovck mytaumn B reHe BTK, m.
(X-Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

76 725

A27.30.405

7981BIRCA4

X-cuenneHHbin numdonponudepaTBHbIN cMHAPOM (6one3Hb
OyHkaHa, cungpom Myptuneo), XIAP M. (X-Linked Lymphoproliferative
Syndrome, XLP, Gene XIAP, Mut.)

34 425

A27.30.405

7982SH2

X-cuenneHHbin numdonponudepaTBHbIn cuHAPOM (6onesHb
OyHkaHna, cuHgpom lMypTunbo). MNonck mytaumi B reHe SH2D1A, m. (X-
Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

22 140

A27.30.406

7894FRMD

X-CLenneHHbIn MOTOPHbLIN HUcTarM. Nouck mytauuin B reHe FRMD?7,
M. (X-Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD?7,

51 570

A27.30.407

7983IL2RG

X-CLEeNneHHbIN TSHKENbIA KOMOMHUPOBaHHbIA UMMYHOAeULMT. Mounck
myTaumn B reHe IL2RG, m. (X-Linked Severe Combined
Immunodeficiency, Gene IL2RG, Mut.)

22 140

A27.30.388

7757ERCC

LlepebpookynodaumockeneTHbln cuHapom. Monck mytauui B reHe
ERCCB6, M. (Cerebrooculofacioskeletal Syndrome, COFS Syndrome,
Gene ERCC6, Mut.)

84 285

A27.30.408

7896EXT1

OK30CTO3bl MHOXECTBEHHbIE. [Touck myTtauun B reHe EXT1, m.
(Multiple Exostoses, Gene EXT1, Mut.)

51 570




A27.30.408

7895EXT2

OK30CTO3bl MHOXECTBEHHbIE. [Touck myTauunm B reHe EXT2, m.
(Multiple Exostoses, Gene EXT2, Mut.)

64 455

A27.30.348

7758NDP

OKccygaTuBHas BUTpeoxopeopeTrHanbHas auctpodus. MNownck
myTauun B reHe NDP, m. (Familial Exudative Vitreoretinopathy, FEVR,
Gene NDP, Mut.)

14 380

A27.30.409

7897EDA

OKTogepManbHas aHrngpoTmyeckast aucnnasus. lNovck mytauum B
reHe EDA, m. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

34 425

A27.05.033

7883GJB6

OkTogepmanbHas rugpoTndeckas aucnnasms. Nomck Mytauunm B reHe
GJB6, m. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

14 380

A27.30.336

7248

OnndunsapHas gucnnasus, MHoXecTBeHHas. [louck YacTbix MyTaLummn B
reHe COMP, 4. m. (Multiple Epiphysial Dysplasia, MED, Gene COMP,
Freg. Mut.)

8 995

A27.30.299

7249

OnudmsapHasa gucnnasns, MHOXecTBeHHasi. [Tomck MyTauuin B reHe
SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2,

26 460

A27.05.033

7901GJB3

Oputpokepatogepmus. MNMonck mytauun B reHe GJB3, m.
(Erythrokeratodermia, Gene GJB3, Mut.)

14 380

A27.05.033

7899GJB4

OpuTtpokepatoaepmusi. MNMounck mytauun B reHe GJB4, m.
(Erythrokeratodermia, Gene GJB4, Mut.)

14 380

A27.05.053

7250

OpUTPOLMTO3 peLeCcCuBHbIN (CeMenHas HacneacTBeHHas
nonuuutemus). Momck mytauun B reHe VHL, m. (Autosomal Recessive
Erythrocytosis, Gene VHL, Mut.)

18 120

A27.05.053

7900VHLI

OpuUTPOLMTO3 peLIECCUBHBIN (CEMENHast HacneaCTBEHHast
nonvuutemus). MNMomck yacTteix MyTauui B reHe VHL, 4. m. (Autosomal
Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

10 320

A27.05.052

7004MRI

CemeliHbI MegynnsapHbIA pak WMTOBUOHOM enesbl (3k3oHbl 10, 11,
13, 14, 15 rena RET) (Familial Medullary Thyroid Cancer (Exons 10,
11, 13, 14, 15 Gene RET))

25 395

A27.05.052

7006A2|

CvHAPOM MHOXECTBEHHOW 3HAOKPUMHHOM Heonnasmmn 2A Tuna (3K30HbI
10, 11 reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10,
11 Gene RET))

15 280

A27.05.052

7005B2|

CuHOPOM MHOXECTBEHHOW SHOOKPMHHOW Heonnasumn 2B Tuna (rex
RET) (Multiple Endocrine Neoplasia Type 2B (Gene RET))

10 320

B03.070.478

7802CYI

AppeHoreHuTanbHbI cuHgpom (AIC). MNonck yacTbIx MyTauun B reHe
CYP210HB, 9 u. m. (Congenital Adrenal Hyperplasia (CAH), Gene
CYP210HB, 9 Freg. Mut.)

12 470

A27.30.286

7779HFEI

HacnencTtBeHHbIn remoxpomatos, | Tun (reH HFE) (Hemochromatosis
Type 1 (Gene HFE))

3075

A27.30.285

7003UGI

Cungpom XXnnbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene

4 340

23.1. OnpepeneHne 6MoNOrMYECKOro poacTea B CEeMbe: OTLLOBCTBA U
matepuHctBa (Definition of Biological Relationship: Paternity and
Maternity)

B03.045.030

BP3/5

CpouHoe ycTaHoBneHne 6nonormyeckoro poactaa ansg OgHoro us
poauTenei npu 6eccnopHom poactee gpyroro (3 yen.) (Urgent
Establishment of Biological Relationship for One Parent at Indisputable
Relationship of Another (3 Persons))

36 410

B03.045.030

BP3/20

YcTaHoBneHne G1onorn4eckoro poacTea AN 0O4HOr0 U3 poauTenen
npu 6eccnopHom poactee apyroro (3 ven.) (Establishment of
Biological Relationship for One Parent at Indisputable Relationship of
Another (3 Persons))

27 290

B03.045.030

EP2/5

CpouHoe ycTaHoBMneHne 61onormiyeckoro poACTBa Ans OAHOro 13
poautenen npu otcytcTeum apyroro (2 yen.) (Urgent Establishment of
Biological Relationship for One Parent in Absence of Another (2

36 410

B03.045.030

BP2/20

YcTaHoBneHue 6G1onorm4eckoro poacTea AN 04HOro U3 poanTenei
npw otcytcTBumM gpyroro (2 yen.) (Establishment of Biological
Relationship for One Parent in Absence of Another (2 Persons))

19 635

B03.045.038

BP/O0OTM

[ononHUTenbHbIA y4acTHUK UccrenoBaHns (pebeHok unm matb Unm
otey) (Additional research participant (child or mother or father))

9 530




24.1. HacnepctBeHHble 60n1e3HM 0bmeHa BeLecTB y
HOBOPOXAEHHDbIX/cKpuHUHT «MaTtouka» (Hereditary Metabolic
Disorders in Newborns. Newborn Screening "HEEL")

B03.016.025.00|HEO1 CkpuHUHIr HoBopoxaeHHbIX «MATOYKA» (Newborn Screening 8 335
"a3oBas xpomaTorpadms obpasLoB MOUM (OpraHnyeckMe aunaypum)
B03.016.018.00{HEO2 (Gas Chromatography of Urine (Organic Aciduria)) 13 980
Onpegenenne akTMBHOCTN OMOTUHMAA3bI (HE4OCTAaTOYHOCTb
buoTtuHmnaasel) (Biotin-Dependent Carboxylases Activity (Biotinidase
A27.30.447 7060 Deficiency)) 6 885
YacTas mytaums B reHe BTD (HegoctaTtovHocTb BuotuHmnaassel) (BTD
A27.30.440 7040 (Biotinidase Deficiency) Gene, Freq. Mut.) 8 020
YacTas mytaumsa B reHe GCDH (rnytaposas aumgypus tun 1) (GCDH
(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria,
A27.30.441 7041GCDH|Type 1)) 6 885
MonHbin aHann3 reHa GCDH (rnytapoeasi auuaypus tun 1) (GCDH
A27.30.441 7042 (Glutaryl-CoA Dehydrogenase) Gene (Glutaric Aciduria, Type 1)) 54 580
YacTas mytaumsa B reHe HADHA (HegoctaTouyHOCTb
OnNuHHoueno4veyHon 3-rugpokcuaumn-KoA-gerngporerHassl) (HADHA
A27.30.442 7048 Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa Dehydrogenase 6 885
Yactas mytaumsa B reHe ACADM (HegocTaTO4YHOCTb
cpegHeLienoyeyHon gernaporeHasbl xupHbix kucnot MCAD) (ACADM
A27.30.443 7052 Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD) 6 885
MonHbI aHanma reHa OTC (HeQOCTaTOYHOCTb
opHuTUHTpaHckapbamunasel) (OTC Gene (Ornithine
A27.30.444 7055 Transcarbamylase (OTC) Deficiency)) 48 060
YacTble myTaumm B reHe FAH (TupoanHemus tun |) (FAH Gene, Freq.
A27.30.445 7056 Mut. (Tyrosinemia, Type 1)) 12 560
26.1. Ana perteii (For children)
OueHka UMMYHHOrO OTBeTa K AeTckum uHdekumam (Pediatric
B03.070.460 |OBC47 Infections: Immune Response) 7670
3nopoBbiv pebeHok: ans geten ot 0 go 14 net (Healthy Child: for
B03.070.450 |OBC89 Children from 0 to 14 Years) 1690
26.2. Ana eHwwmH (For women)
[Nporpamma ckpuHWHra paka wenkn matkn — onpegenexHve AHK BIMY n
LUTONOrMyeckoe nccnegoBaHme cockoba Wenkn MaTku
B03.027.015 2019 LepBMKanbHOro KaHana MeTogoM >XXUOKOCTHOW LMTonornm™ 2 250
XKeHckuin ropMmoHarnbHbIi NPodub: ANCHYHKLUNA SUMHUKOB,
HapyLueHuss MeHcTpyanbHoro umkna (Female Hormonal Profile:
B03.016.023 |OBC80 Ovarian Dysfunction, Menstrual Irregularities) 7 330
A27.30.278 OBC70 OHkopuck xeHckui: werika matkn (Women's Oncorisk: Cervix ) 4190
Mpobnembl HEBbIHALLMBAHWSA: ayTOMMMYHHbIV Npodunb (Miscarriage:
B03.070.456 OBC81 Autoimmune Profile) 7 780
B03.070.462 |OBC82 OueHka aHaporeHHoro cratyca (Assessment of Androgen Status) 3 140
MnaHupoBaHne 6epeMeHHOCTU: AMarHOCTUKa YPOreHUTanbHbIX
B03.070.448 |OBC88 nHdekumn (Pregnancy Planning: Diagnosis of Urogenital Tract 4 560
Xo4y cTaTb MamoW: KoMmnnekcHoe obcnegoBaHve Npu NNaHMpoBaHUK
6epemenHocTn (Want to Become a Mother: Pregnancy Planning,
B03.001.001 |OBC83 Comprehensive Survey) 15 390
B03.014.006 |OBC84 TORCH-uHdekumun (ToRCH-Infections) 6 290
BepemeHHocTb: Il TpumecTp (14-28 Hepenn) (Pregnancy: Second
B03.070.448 |OBC86 Trimester (14-28 Weeks)) 1690
BepemenHocTb: Il TpumecTtp (o1 29-30 Hegenb) (Pregnancy: Third
B03.070.448 |OBC87 Trimester (29-30 Weeks) ) 8 040
B03.070.488 OBC121 MoagrotoBka kK 6epemMeHHOCTU: 6a30BLIN 17 860
B03.070.488 OBC122 |lMogrotoBka k 6GEpEMEHHOCTM: OLlEeHKa BUTAMUHHOIO cTaTyca 6 810
B03.070.488 OBC123 |[lMoarotoBka kK 6€peMeHHOCTU: CKPbITLIN JenumnT xenesa 2 370

26.4. ExxerogHble npodunaktTuuyeckue obcnegosaHuma (Annual
preventive examinations)




ExxerogHoe npodmnaktuyeckoe obeneposanme (nocne 40 ner)

B03.070.447 |OBC46 (Annual Check-Up after 40 Years of Age) 9 980
340poB Thl — 300pOBa CTPaHa: eXerogHoe NpogunakTmyeckoe
obcneposanue (go 40 net) (Healthy You - Healthy Country: Annual

B03.070.458 |OBC79 Check-Up up to 40 Years of Age) 17 345
Broxnmug kposu: paclumpeHHbin npoduns (Serum Biochemistry:

B03.016.004 |OBC73 Extended Profile) 7 990
Broxnmung kpoBu: MUHUMAanbHbIM Npodunb (Serum Biochemistry:

B03.016.004 |OBC74 Minimum) 4 940
26.5. CnopTtusHobie npodpunu (Sport Profiles)

B03.070.464 CMNMOPT1 |Supersport basosbii 4125

B03.070.464 |CIMOPT2 [Supersport OntumanbHbIv 10 245

B03.070.464 CIOPT3 [Supersport NMpoaBuHyThIN 18 160
26.7. OueHKa pucKa pa3BuTtua 3abonesaHuii cepaeuHo-cocyancTom
cuctembl (Cardiovascular disease risk assessment)

MpodunakTrka 3aboneBaHnii cepaLua 1 CocyaoB M UX OCIOXHEHWN

B03.070.451 |OBC51 (Preventing Heart and Blood Vessel Diseases ) 5410

B03.016.005 |OBC53 JinnngHeIi npodmne: pacwmpenHbin (Lipid Profile: Extended ) 4 890

B03.016.005 |OBC54 JiunugHei npodune: ckpuHuHr (Lipid Profile: Screening) 1530
26.8. AunarHocTuKa aHTudocponmnmuaHoro cuHgpoma (Diagnosis of
antiphospholipid syndrome (APS))

AHTUochonunuaHein cuHapom (APC), nabopaTopHbie KpuTepun

A12.06.030 OBC55 (Antiphospholipid Syndrome, APS) 5 360
26.9. IMarHOCTUKA COCTOAHUA KeNyAOHHO-KMLLUEYHOro TpaKTa
(Diagnosis of gastrointestinal tract (Gl Tract))

OnarHocTvka Lenuakum: HenepeHoCMMOCTb Bernka 3nakoB (rnTeHa)

B03.070.471 |OBC62 (Coeliac Disease: Gluten Intolerance ) 8 550

B03.014.004 |FACTP "actponaHens (GastroPanel) 6 005
26.10. OueHKa ¢yHKLUUM neueHun (Assessment of liver function)

B03.016.008 |OBC56 O6cnepoBaHne neveHu: paclumpeHHoe (Survey of Liver: Extended ) 5735

B03.070.500 |OBC57 O6cnegoBaHve neveHu: cKpuHuHr (Survey of Liver: Screening) 2140
CKPVHUHT ayTOMMMYHHOTO nopaxeHus nedexun (Autoimmune Liver

Al12.06.024 OBC59 Disease: Screening) 8 890
26.12. OueHKa ¢pyHKLUM noyek (Assessment of renal function)

B03.025.001 |[OBC60 O6cnepoaHue novek: pacumpeHHoe (Survey of Kidneys: Extended ) 4 430
26.13. TocnutanbHble uccnegosaHua (Hospital Examination)
locnutanusauusa B TepaneBTUyeckuin ctaumnoHap (Hospitalization in

B03.070.401 |OBC77 Therapeutic Hospital) 8 050

B03.070.402 |OBC78 JlTabopaTopHbIV X1pyprudeckuin npocunb 10 930
26.14. lnarHocTMKa 3aboneBaHuii coegUHUTENbHOMN TKAHU
(Diagnosis of connective tissue diseases (disorders of connective
Bonu B cyctaBax: pacwupeHHoe obcnegosanue (Joint Pain: Extended

B03.070.463 |OBC63 Survey) 12 340

B03.040.002 |OBC64 ApTpuTbl Npu peBmaTnyecknx 3abonesanunsax (Rheumatic arthritises) 4030

B03.070.463 |OBC64MOIlBonu B cyctaBax: ckpuHuHr (Arthralgia: screening test) 6 590

B03.070.487 |OBC120 [l[loparpa 1540

B03.070.501 |OBC125 [PeBmaTtonaHbii apTpuT (Rheumatoid arthritis). 4410
26.15. finarHocTuka caxapHoro guabeta (Diagnosis of diabetes)

B03.012.001 |OBC65 KoHTpone gnabeTa: pacwmpeHHbin (Diabetes Control: Extended) 6 570

B03.012.001 |OBC66 KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening) 1140

B03.070.459 |OBC67 IOnabet: aytoummyHHble mapkepsbl (Diabetes: Autoimmune Markers) 5190
26.16. fluarHocTMKa U KOHTPOJIb Tepanuu octeonopo3a (Diagnosis
and monitoring therapy for osteoporosis)

B03.070.452 |OBC71 OwnarHoctuka octeonoposa (Diagnosis of Osteoporosis) 5170
OueHka meTabonmnama KOCTHOWM TKaHU U PUCKa OCTEOoNopo3a:
pacwunpeHHoe obcnenosaHue (Metabolic bone and osteoporosis risk

B03.070.502 |OBC124 |evaluation: comprehensive examination). 7 850




26.17. OueHKa GyHKLUM WMTOBUAHOM Kene3bl (Assessment of
thyroid function)

LLinToBmaHas xenesa: pacwmpeHHoe obenepnosaHue (Thyroid Gland:

B03.058.001 |OBC75 Extended Survey) 3 590
B03.058.001 |OBC76 LntoBuaHas xenesa: ckpuHuHr (Thyroid Gland: Screening) 2090
26.18. MHdekuun, nepegaBaemblie nonoBbiM NyTém (Sexually
transmitted infections (STI))
B03.014.031 |[OBC90 BWM, cudpmnuc, renatutel B u C (HIV, Syphilis, Hepatitis B, C) 3060
WccnenoBaHne komnnekcHoe «Cekc B 60nbLLIOM ropoge: 6 nHgekumi
(ananwus kposu)» (Comprehensive Study «Sex in City: 6 Infections
B03.014.010 |[OBC91 (Blood Test)») 6 230
VccnepoBaHne komnnekcHoe «Cekc B 6onbLliom ropoge: 14 nHgekumi
+ masok Ha mukpodnopy» (Comprehensive Study «Sex in City: 14
B03.014.030 |[OBC92 Infections + Smear on Flora») 8 350
VMccnepnoBaHne komnnekcHoe «Cekc B 6onbLIoM ropoge: 12 nHgekumin
+ KBM (yporeHuTtanbHbii cockob)» (Comprehensive Study «Sex in
B03.014.029 |OBC105 |[City: 12 Infections (Urogenital Scraping)») 5 540
Wccneposarne komnnekcHoe «Cekc B 6onbLIom ropoge: 8 nHgekuuin
+ Ma3ok Ha Mukpodnopy» (Comprehensive Study «Sex in City: 8
B03.014.028 |OBC93 Infections + Smear on Flora») 5230
26.19. NMpo6nembi Beca (Weight Problems)
Mpobnembl Beca (NepBnyHOE 0OCNeaoBaHne 340POBbS NALMEHTOB C
B03.070.454 |OBC94 HapyweHunamn Beca) (Weight Problems: Primary Survey) 6 050
Mepen oneTon: MMHMManbHoe obcnenoBaHue (Survey Before Diet:
B03.070.481 |OBC107 |Minimum) 3290
Mepen oneTon: gononHutensHoe obcnegosaHune (Survey Before Diet:
B03.070.481 |OBC108 |Additional) 10 920
26.20. AueTol (Diets)
B03.070.482 |OBC112 |BeretapuaHupbl 5315
B03.070.483 |OBC113 |[[NuTaHune, ncknoyaroLlee KpacHoe MSCO 1890
B03.070.484 |ObC114 |Bbenkosas aneta 6 370
26.22. Anneprus (Allergy)
B03.002.004 |OBC98 Anneprusi Ha XXUBOTHbIX, Nbinb, Nnecexb (Allergy to Animals, Dust, 12 540
B03.002.004 |OBC99 Anneprus Ha nuwesble npoaykTsl (Food Allergy) 15 550
B03.002.004 |OBC100 |Anneprua Ha nneceHb (Mold Allergy) 4 050
B03.002.004 |OBC101 |Anneprus Ha pactenus (Plant Allergy ) 10 390
26.23. Temaronornuyeckue uccnegosaHusa (Hematological
B03.005.013 |OBC68 IOunarHoctuka aHemui (Diagnosis of Anemia) 6120
26.24. Kpacota KoKu, Boaoc u Hortei (Beauty of skin, hair and
B03.070.485 |OBC118 |KpacoTta 3gopoBou koxu (Healthy skin beauty) 4160
CwvinbHble Bonockl, Kpenkue Hortu, bapxartHas koxa (Strong hair and
B03.070.486 |OBC119 [nails, velvet skin) 5 050
Hosble nccnepgoBaHma
B03.004.001 FACTP978|l"acTponaHernb co CTUMynsaumnen 7 390
AHgpodnop, nccnegoBaHme MUKPOMIIopbl YyporeHUTanbHoro Tpakra
A26.21.036 3152 MY>KUYMH B 3AKYNdTe 3 365
AHgpodnop, nccnegoBaHme MUKPOMIIopbl YyporeHUTanbHoro Tpakra
A26.21.036 3153 MY)XXYMH B CEKpeTe npeacTtaTefnibHON Xernesbl 3 365
Angpodnop CkpuH, nccnegoBaHne MUKPOGNopbl yporeHUTansHoro
A26.21.036 3253 TpakTa MyX4MH B CEeKpeTe npeacTaTesibHOW Xenesbl 2720
A09.05.209 1700 MpokanbUNTOHWH 3380
A26.05.016 1593 YKenyHble KMCNoThl B CTyNe 4 225
Onpegenenne nona nnoga. BeisBneHne Y-xpomMocoMbl Mroga B KPOBY
A27.20.001 3316 matepu (Y-chromosome of the fetus in the mother's blood) 6 870
Bupyc rpunna A/B, kauectBeHHoe onpeaeneHne PHK (Influenza virus
A26.08.038.001|3317 A/B, quality, RNA) 2035




PaspenbHoe onpeaeneHue TokcmHa A n TokcrHa B Clostridium difficile
B Kane, aHTureHHbl TecT (Toxin A and B Clostridium difficile. One step

A26.19.086 486/479 |rapid immunochromotographic assay) 1925
Bupyc renatuta C: reHoTunmpoBaHue no reHotunam 1-6 (BI'C,
A26.05.019 1688 onpegenexve reHotunos 1-6, HCV Genotyping) 3090
A09.05.124 1645 MenaToHuWH 3 325
A26.06.057 1641 AHTUTENa K kopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) | 1125
A27.30.292 7650 MonekynspHo-reHeTU4ecKas AnarHoCcTuKa paka npeacrarenbHOn 6 935
B03.001.002 [1634 MnaueHTapHbin paktop pocta (Placental growth factor, PIGF) 4 895
dakTop IX, aktnBHOCTb % (dakTop Kpuctmaca, aHTUreMourbHbIN
A09.05.187 1410 dakTop «B») 1730
A09.05.052 1412 AHTK-Xa, akTUBHOCTb % 2170
A09.05.221 1603 ButamuH 1,25-gurugpoken D3 4 095
A09.05.035 1633 OBEponMMyc 4 285
JlTabopaTopHoe uccnegoBaHue knewa ans BoisiereHms OHK
BO3OyauTensa 6oppennosa (6onesHm flanma) (Detection of pathogen
A26.04.012.001|2713 DNA in ticks: Borrelia burgdorferi s. 1.) 2130
B03.016.004 |4H®T NASH-FibroTest 21290
Oo3unHoUNbHbIN HeripoTokeuH B cTyne (Fecal Eosinophil derived
A26.05.016 1594 Neurotoxin; EDN, stool) 4 845
A26.05.016 1597 XMMOTPUNCKH B CTyne,akTuBHOCTb (Chymotrypsin activity in Stool) 2 365
Cteatokput ctyna (OnpegeneHne cogepxaHus xxupa B kane MeToaom
A26.05.016 1599 KmcroTHoro creatokputa; Fecal Fat; Acid Steatocrit) 1740
AHTUTERna, KONMYeCTBEHHbIE, K cnavikoBomy (S) 6enky SARS-CoV-2,
A26.06.057 1659 IgG (Anti-SARS-CoV-2, spike (S) protein, 1gG, quantitative) 1705
A26.05.016 1596 3oHynuH dekanbHbii (Zonulin, stool; Fecal zonulin) 7 315
B03.016.004 |OBC154 |Buoxumuns kpoBu: 6a3oBbIN NPOPUITb 2 890
A08.30.046 580 OLGA-system(6roncumnHblv (>kenynok) 4990
Mpsamown aHTUrMobynNMHOBLIN TecT, nonucneumdnyHein (MAIT, npamas
npoba Kymbca, Direct Antiglobulin Test, DAT, Direct Coombs Test
A12.05.009 999 Polyspecific) 1 465
A27.30.008 7653 AHanns mytauum B reHe BRAF (V600E) (MLUP, kay) 8 695
B03.016.005 |OBC127 [|IlunnagHbin Npodunb He-HaToLWakK pacluMpeHHbIN 3905
B03.016.005 |OBC128 |/lunugHbIn Nnpodnsb HEe-HATOLLAK CKPUHUHT 1530
B03.070.465 |OBC129 |BeraHbl. Mpoduns "MuH1umansHbIR" 9 640
B03.070.465 OBC130 |BeraHbl. Npoduns "Basosbin” 11780
B03.070.465 |OBC131 |[BeraHbl. Mpoduns "PaclumpeHHbIn" 20 860
B03.070.497 |OBC155 [[Npodunb «ExerogHas npodunakTnka» 1320
OunarHocTtuka noctkoBuaHoro cuHapoma (Diagnosis of Post-COVID-19
B03.070.495 |OBC172 [syndrome) 8 740
B03.070.467 |CIIKA1 JlabopaTopHas aMarHocTuKa rmnepaaHgporeHeMmm 4530
B03.070.453 |CIIKA2 OueHka ropMoHanbLHOro ctatyca npu HapyLeHnM MEHCTPyanbHOro 2765
B03.070.466 |OBC156 |ButamuH [ u MuHepanbHbI OOMEH 4140
B03.014.024 3032 PaclvpeHHoe nccnegosaHne MUKpOnopsbl yporeHUTansHoro Tpakra 3480
B03.014.023  |3033 CKpVHUHroBoe nccnefoBaHne MUKPOgopbl yporeHUTanbHoro Tpakta | 2 955
KrnnHnyeckun aHanms kpoBu: obwmii aHanus, nevikogpopmyna (c
B03.016.002 |5/119 MUKPOCKONUEen Maska KpOBU NpU HanNu4Mm naTonornyeckmx coBuroB) 835
OnpepneneHne 0CMOTUYECKON pe3NCTEHTHOCTU aputpoumToB (Osmotic
A12.05.002 1600 fragility (OF) test, RBC) 2 365
A12.05.012.002|1618 Onektpodopes remornobuHa (Hemoglobin Electrophoresis) 4 845
AHTuTEna k mutoxoHapuam (AMA-M2), IgG (Anti-AMA-M2
A12.06.035 1221 autoantibodies, IgG) 2275
A12.06.051 1670 AHTUTEna K 6eTa-2-rnukonpotenHy, IgG (Anti-beta-2-glycoprotein, IgG)| 1 835
A12.06.051 1671AB2M|AHTUTENA K BeTa-2-rmukonpoTenHy, IgM (Anti-beta-2-glycoprotein, 2 050
B03.002.004 |6706 [MaHenb pasHble anneprexsb 1 5 460
B03.002.004 6707 [NaHenb pasHble annepreHs! 2 5 255
Cungpom MapTtuH-benn (reHoamMaHocTuKa cuHapoma nomkomn X
A27.30.298 7643 XPOMOCOMBbI) 7 375
A27.30.141 7645 MyTtauwmm B reHe LDLR 14 870




A27.30.142 7646 MyTtaumm B reHe PCSK9 13525
AHTUTEna K KopoHasupycy SARS-CoV-2, IgM (ka4yecTBeHHOe
onpegenexne) n IgG (konnyectseHHoe onpeaeneHue) (Anti-SARS-
A26.06.057 1641/59 |CoV-2, IgM/IgG) 2 705
B03.070.489 |OBC164 [ButamuH D n muHepanbHbii o6meH (MepekpecTok) 3 350
A09.05.099 1689 AMMHOKMCNOTbI B Nasme KpoBu 5 440
B03.016.019 1690 AMWHOKUCIOTHLI B Nniasme KpoBwu, 48 nokasaTenemn 10 550
A09.05.026 1675 PeMHaHTHBIN xonecTepuH HaTowwak (MpoAayKT —Npodunb); 830
A09.05.026 1685 PeMHaHTHbIN XONeCcTepPUH He HaToLakK (MPOAYKT —Mpodusb) 830
JlTabopaTopHoe uccnegoBaHue knewa ans soigsneHms PHK supyca
A26.04.012.001|35[ knewesoro aHuedanuta (Tick-borne encephalitis Virus, TBEV, RNA) 1 390
MaTonoroaHaTommnyeckoe nccregosaHve onepaumMoHHOro matepuana
A08.30.046 51104 (8o 6-Tn napaduHOBbLIX OOKOB) 4520
MaTonoroaHaTommnyeckoe nccrnegosaHve onepaumMoHHOro matepuana
A08.30.046 51105 (6onee 6-T1 napadrHOBLIX 610KOB) 4520
B03.070.492 |OBC171 |[vinoroHagu3m y My>4nH 6 190
Kapamopwck, CKpUHUHI-NEW — C BKITHOYEHWEM BbICOKOYYBCTBUTENBHOMO
TPOMOHWMHA U HaTpurypeTmdeckoro ropMoHa (B-tuna) N-koHueBoro
B03.015.009 OBC173 |nponenTtuga 8 490
XKeHcknin ropMoHanbHbIN NPOMUNb: HAPYLUEHUS MEHCTPYarbHOMo
B03.070.468 OBC187 |uukna, CKPUHUHI 3700
B03.070.448 |OBC85NEV|bepemeHHoCTb: 1-11 TpumecTp (1-13 Hepenn) unu 1-n BU3NT 11 150
Cnepmorpamma (MiccrnegoBaHue asKkynsTa ¢ oLeHKkon mopdonorum no
B03.053.002 5999 Kptorepy) 3 350
B03.070.455 OBC202 |AHanusbl ons cnpaBku B 6accenH 1190
CrepovgHbi npodune B crntoHe (TecTocTepoH,
HerngpoannangpoctepoH, AHapocTeHamoH, Koptnson, KopTuaoH,
B03.016.023 [1577 Octpaguon, MporectepoH, 17-OH-nporecTepoH) 8 735
LinTonornyeckoe 1 UMMYyHOLIMTOXMMUYECKOE NCCIeaOBaHNE C
mapkepamu p16INK4a un Ki-67 ana nogreepxaeHus gucnnasum B
A08.30.013 547N Ma3sKax CIM3UCTON LLUENKN MaTKu 10 365
Bupyc renatuta D, konuyecteeHHoe onpepeneHve PHK B cbiBopoTke
3255CB 3255CB  |kposu (HDV RNA, quantitative) 1010
Napsosupyc B19 (Parvovirus B19)
A26.05.032 3324CB Mapeosupyc B19, onpepenexve OHK (cbiBopoTka) 905
Bapuuenna-3octep supyc (Varicella-Zoster virus)
Bupyc Varicella-Zoster, onpegenexve [JHK B cbiBopoTke KpoBu
A26.05.042.001|3215CB [(Varicella ZosterVirus, DNA, serum) 550
Bupyc Varicella-Zoster, onpegenenne JHK B cockobe anutenmanbHbix
A26.06.056 3215K0OX [kneTtok koxu (Varicella Zoster Virus, DNA, scrape of skin epithelial 565
Bupyc Varicella-Zoster, onpepenexHve JHK B cntoHe
A26.06.056 3215CJIH [(VaricellaZosterVirus, DNA, saliva) 515
Hosble uccnegosanua 2024
HeunHBasuBHbIV NnpeHaTanbHbi TecT (HUMMT) - ctaHgapTHas naHens
A27.20.001 2HNNT (Noninvasive Prenatal Testing (standart)) 30 345
HeunHBasunBHbIM NnpeHaTanbHbin TecT (HUMMT) - pacwumnpeHHasa naHenb
A27.20.001 3HUNT (Noninvasive Prenatal Testing (advanced)) 38 900
HeunHBa3zumBHbIN npeHaTaneHbii TecT (HUMT 6a3oBbin) (Non-Invasive
A27.20.001 AHNNOT Prenatal Test (base)) 26 145
Bepesa 6opopasyaras, rBet v1 (t215), IgE (Birch, Betula verrucosa,
A09.05.118 6027Ab rBet vl (t215), IgE) 860
A09.05.118 6031Ab |OomawwHss neinb (Hollister —Stier) (h2), IgE 860
A09.05.118 6044A6 Ap ockbl natHucTon (i2), IgE 860
A09.05.118 6046Ab Komap (i71), IgE 900
A09.05.118 6048Ab Mennuymnnuu V (c2), IgE 900
A09.05.118 6049Ab  [Orypeu (f244), IgE 860
A09.05.118 6050AB [ABokapgo (f96), IgE 860
A09.05.118 6052Ab6 Monoko ko3be (f300), IgE 860
A09.05.118 6055AB  |Abpukoc (f237), IgE 860




A09.05.118 6056AB Buwns (f242), IgE 860
A09.05.118 6058Ab ManpapwviH (f302), IgE 860
A09.05.118 6059A6 BaknaxaH (f262), IgE 860
A09.05.118 6060ABb Bpokkonu (f260), IgE 860
A09.05.118 6061A6 |YecHok (f47), IgE 860
A09.05.118 6062A6 "pnbbl (WwamnuHboHbI) (f212), IgE 860
A09.05.118 6063A6 MoaconHeyHuk (w204), IgE 860
A09.05.118 6064Ab Pomawka (w206), IgE 860
Cwmecb nuweBbix annepreHoB (fm5) (Sn4HbI 6enok, MONTOKO KOPOBbE,
B03.002.004 |6068Ab Tpecka, nweHuua, apaxumc, coesble 606bl), IgE 2 020
Cwmecb nuweBbix annepreHoB (fm24) (Tpecka, KpeBeTKU, MUANMN,
B03.002.004 6074Ab TyHel, nocochk), IgE 2020
Cwmecb annepreHoB NbifbLbl AepeBbEB (paHHee LBeTeHne) (tm5)
B03.002.004 |6085Ab (onbxa cepas, nelwumHa, Bs3, UBa, TONOMb TpexrpaHHbIn), IgE 2 020
A09.05.118 6088Ab BuHorpag (f259), IgE (Grape (f259), IgE) 1250
A09.05.118 6090ABb [Jlocock/cemra (f41), IgE (Salmon (f41), IgE) 1250
A09.05.118 6092A6  |Ckymbpusa (f206), IgE (Mackerel (f206), IgE) 1250
A09.05.118 6093Ab Kambana (f254), IgE (Plaice (f254), IgE) 1250
A09.05.118 6095A6 |KokocoBhbii opex (f36), IgE (Coconut (f36), IgE) 1215
A09.05.118 6096Ab "peukuni opex (f256), IgE (Walnut (f256), IgE) 1250
A09.05.118 6103A6 |Cbip Yeppep (f81), IgE 895
A09.05.118 6104A6 Cblp ¢ nneceHbio (f82), IgE 895
A09.05.118 6107A6  |TyHey (f40), IgE 895
A09.05.118 6108Ab Kykypysa (f8), IgE 895
A09.05.118 6109A6 |CnwuBa (f255), IgE 895
A09.05.118 6119Ab Umbups (f270), IgE 895
A09.05.118 6098AE |®aconb 6enas (f15), IgE (White bean (f15), IgE) 1250
A09.05.118 6099ABb |ObiHA (f87), IgE (Melon (f87), IgE) 1250
A09.05.118 6100ABb Poxb (f5), IgE (Rye (f5), IgE) 1180
A09.05.118 6159A6 KypuHoe msico (f83), IgE 895
A09.05.118 6144Ab6 Candida albicans (m5), IgE 895
A09.05.118 6148Ab LWokonag (f105), IgE 895
A09.05.118 6122A6 Exa cbopHas (g3) IgE (Dactylis glomerata (g3), IgE) 895
A09.05.118 6124A6 OscsiHuua nyrosas (g4), IgE (Festula elatior (g4), IgE) 1235
A09.05.118 6126Ab MsaTtnuk nyrosow (g8), (IgE Poa pratensis (g8), IgE) 895
A09.05.118 6164A6 MonbiHb ropbkas (Artemisia absinthium) (w5), IgE 895
A09.05.118 6166Ab Mepbsa BonHUCTOro nonyranymka (e78), IgE 895
A09.05.118 6150Ab  [JlumoH (f208), IgE 895
A09.05.118 6152Ab peva (f11), IgE 895
A09.05.118 6182A6 Onbxa cepas (t2), IgE (Alnus incana (t2), IgE) 895
A09.05.118 6183A6 |JlewmHa obbikHoBeHHas (t4), IgE (Corylus avellana (t4), IgE) 895
A09.05.118 6184A6 MopopoxHuk (w9), IgE (Plantago lanceolata (w9), IgE) 895
B03.070.469 |OBC196 |Crtpecc 9490
OcTpble knweyHble nHdekuun. Onpegenenne PHK BupycHbIX
BO3OyauTenen kuweYHblx nHdekumii (Potasmpyc A, AcTpoBumpyc,
A26.05.016 33127KAJ [Hopoeupyc G |, Hoposupyc G Il) B kane 1575
OcTpble knweyHble nHdekuun. OnpegeneHne 6akTepmanbHbIX U
BMPYCHbIX BO30yaAMTENEN KULWEYHbIX MHAEKLMN
(Kamnunobakrep(tepmocunsHas rpynna),lUnrennsi n AUKIT,
CanbmoHennel, AgeHosupyc F, PotaBupyc A, Actposupyc, Hoposupyc
A26.05.016 33128KAJ |G |, Hoposupyc G Il) B kane 3410
Hosble uccnepgosanua 2024_2
Broxmmuyecknii CKpUHUHE 1-ro TpumMecTpa 6epemeHHOCTV Ans
B03.032.002 |ASTRAIA1 |nporpammbl AcTpans 3850
Wccneposanne PAPP-A u cB. ?-XI'Y B 11-14 Hegenb 6epeMeHHOCTU C
B03.032.002 |ASTRAIA2 |[pacyeTOM pMCKOB XPOMOCOMHbIX aHoManun B nporpamme ASTRAIA 4 630
WccnepoBanne PAPP-A u cB. ?-XI'Y B 11-14 Hegenb 6epeMEHHOCTU C
pacyeToM PUCKOB XPOMOCOMHbIX aHOManun, 3agepxky pocta nnoaa,
B03.032.002 |ASTRAIAS [npexageBpeMeHHbIX pogoB, npeaknamncum B nporpamme ASTRAIA 4 630




Nceneposanne PAPP-A n cB. ?-XI'Y n PIGF B 11-14 Hepenb

BepeMeHHOCTUN C pacyeTOM PUCKOB XPOMOCOMHbIX aHOMarnuin,

3a4epXKKU pocTa nnofa, NpexaeBpeMeHHbIX PO4O0B, UHAMBUAYaNbHOIO
B03.032.002 |ASTRAIA4 |pucka npeaknamncum B nporpamme ASTRAIA 8 160

Wccneposanne TREC n KREC ans anarHoctukm MMMyHoaeduumToB
A08.05.019 1576 (TREC and KREC analysis for immunodeficiency diagnostics) 6 830
A09.05.152 1301 [NperHeHonoH 4 360
A09.05.035 1399 BaHkomuumH (Vancomycin) 4190

MccneposaHusa coctaBa MUKPOOMOThI KALLEYHMKA Yy AeTel MeTOA0M
B03.016.010 398 MUP, Sutepodnop detn 8 230
A26.06.012 1546 Bpyuenna-IgA (Brucella, IgA) 785
A26.06.012 1548 Bpyuenna-IgG (Brucella, IgG) 940

Bupyc ummyHogeduunta yenoseka, tun 1 (BUY-1), onpegenenue

PHK (kon.) B ceiBOopoTke KpoBu (Human immunodeficiency virus, HIV-
A26.05.021 339 1, RNA, quality, Serum) 9640

Bupyc nanunnomsl yenoseka (BIMY), soisenerne OHK (ckpuHuHr 14

TmnoB BINY BbICOKOro oHKOreHHoro pucka - 16, 18, 31, 33, 35, 39, 45,

51, 52, 56, 58, 59, 66 n 68 TMnoB, c AU depeHUnansHbIM
A26.21.008.001|3011 onpegenexHnem 16 n 18 Tunos, Tect-cuctema Peanbect BINY 1580

Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k aHTUreHam
A26.06.062 1563 kowayben asyycTkm Opisthorchis felineus) 1030
B03.002.004 |6010 PecnupartopHas naHens PROTIA Allerqy-Q 9180

AHTMTena knacca IgG k aHTureHam Yersinia Enterocolitica u Yersinia

Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia
A26.06.093 2391 Pseudotuberculosis, 19G) 1 000
A09.05.118 6005 CT1acbmnoKOKKOBbIN SHTEPOTOKCUH A, IgE 1430
A09.05.118 6006 CT1admnoKOKKOBbIN SHTEPOTOKCUH B, IgE 1430
B03.002.004 |6011 Atonundeckas naHens PROTIA Allerqy-Q 7 450
B03.002.004 |6008 Cwmecbh nueBbIx annepreHoB 15: anenbcuH, 6aHaH, A6110Ko, NePCuK, 2 355
A09.05.118 6002W1 |AmGpo3sua (w1), IgE (Ambrosia (w1), IgE) 895

Cneuudmyeckne mmyHornobynuHel knacca G (IgG) kK nuLLeBbIM

aHTureHam: Food Xplorer (FOX). (Specific IgG to food antigens: Food
B03.002.004 [1880 Xplorer (FOX)). 27 130

Cmecb annepreHoB JOMALLHMX IPbI3YHOB: AMUTENNIA MOPCKOM CBUHKM,

ANUTENUIN KpomnuKa, aNUTenuin XoMsika, Kpbica, Mbilwb, IgE (EP70 (E6,

E82, E84, E87, E88), Rodents Panel: Guinea Pig Epithelium, Rabbit
B03.002.004 [1070AB6 Epithelium, Hamster Epithelium, Rat, Mouse, IgE) 1810

'mcTonornyeckoe ncecnegosaHme 6GoNCUMHOIO Matepuana:

[obpokayeCcTBEHHbIE OMYXONM KOXMW pa3HbIX rfiokanM3auni sCHOro

reHesa (nanunnomsl, HeBYCbl, bopogaBku)]

Cockobbl LiepBMKanbHOro kaHana u nonocTtn maTku (6e3 gucnnasum) 1

nokanunsauwus!;[]

HobpokayecTBeHHble 3aboneBaHNsA MOMOYHON Xerneabl 6e3
A08.30.046 51103 ancnnasum (PKb,pnbpoageHoma), MNnavueHTa 3980

MonekynapHo-reHeTuyeckoe uccrnegosaHue npu GIST-onyxonsax
A27.30.230 5502 (cKIT, PDGFRa) 18 890
A27.05.041 77802 Mcopwuas, TunnposaHne HLA-Cw6 4 530
A12.05.010 77800 BbonesHb bex4yeTta, TunnposaHme HLA B51 4 350
B03.005.017 [7021 OwnarHoctrka 6eTa-Tanaccemum n remornobuHonatuii (reH HBB) 12 390

HeuHBasunsHbIn npeHaTanbHbi Tect (HUMT Makcnumym) (Non-Invasive
A27.20.001 6HUNT Prenatal Test (Maximum)) 44 900
Na6opartopusa J]N1la6opatopusa IABKBECT

LinTonornyeckoe nccnegoBaHue ¢ 3akmnoyeHnem no

TepMmuHornornyeckon cucteme betecga (6e3 onucanusa LUTorpaMmbl),
A08.20.017 C001 1 cTekno, okpacka no Jlenwmany 2 000

LinTonornyeckoe nccnegoBaHue ¢ 3akrnoyYeHMEM Mo

TepMuHorornyeckon cucteme betecga (0e3 onncanusi LMTOrpamMmmbl),
A08.20.017 C002 2 cTekna, okpacka no Jlenwmany 2000




LinTonornyeckoe nccnenoBaHue ¢ 3akoyYeHneM no
TepMuHornornyeckon cucteme betecga (¢ onvcaHvem LMTOrpamMmbl),

A08.20.017 C003 1 cTekno, okpacka no JlenwmaHy 2 000
LinTonornyeckoe uccnegoBaHue ¢ 3aknoyYeHUeM no
TepMuHorornyeckon cucteme betecga (c onucanvem yutorpammelt), 2
A08.20.017 C004 cTekna, okpacka no Jlenwmaxy 2 000
LinTonornyeckoe nccnegoBaHue ¢ 3akrnoyYeHneM no
TepMunHorornyeckon cucteme betecga (¢ onncaHmem UMTOrpaMmbl),
A08.20.020 C005 1 cTekno, okpacka no NanaHvkonay 2 000
Lintonornyeckoe uccnegoBaHue ¢ 3aknoyYeHUeM no
TepMunHorornyeckon cnucreme betecga (¢ onncaHmem LUUTOrpamMmbl),
A08.20.017 C006 2 cTekna, okpacka no NanaHukonay 2 000
BIMY-TAl-TecT xunaKocTHbIN (koMnnekc TectoB: BINY paclumpeHHbIn ¢
A26.21.008.001|C009 onpegeneHvem konuyecTaa u tuna supyca + NAl-Tecr) 3 550
BIMY-TecT paclumMpeHHbI XNAKOCTHbIN (C onpegeneHnem konmyiecTea
A26.21.008.001{C008 n TMna Bupyca) 3100
[narHocTrka nopaxeHns KOXu, nccnegoBaHme cockoboB u
A08.30.028 C012 OTNeYaTKOB 3pPO3uii, paH, cBULLIEN (0 5-u cTekon) 1240
A08.22.004 Cco013 OnarHoctrka 3abonesaHnin WMTOBUOHOM Xenesbl (00 5-Tn cTtekon) 1240
A08.28.007 Cc014 [unarHoctuka 3aboneeBaHnin MOYENONoBON CUCTEMBI (80 5-Tn CTEKON) 1240
A08.20.015 C015 IunarHocTvka 3abonesBaHnii MONoYHoW xenesbl (4o 5-Tn cTekon) 1240
A08.20.004 C016 [unarHoctuka acnupara nonocTn matku (8o 5-tm ctekon) 1240
VMccnepoBaHve masoka-oTrnevaTka ¢ BHYTPUMaTOYHOW cnvpanu (go 5-
A08.20.017 C034 TN CTEKON) 3 300
ViccnegoBaHne acumnTUYECKOn, NneBpanbHOW, CUHOBUANbHON
A08.09.010 C017 XMOKOCTW, CMMHHOMO3roBas XUAKOCTb, COOEPXUMOro KUCT (3a 1 1240
Wccneposanve matepuana, Nony4eHHOro npy onepaTmMBHbIX
A08.17.002 C018 BMeLLaTenbCcTBax (4o 5-Tu ctekon) 2 560
A08.06.001 C019 VccnepoBaHve nyHkTaTa NnMMA@artMyecknx yanos (8o 5-Tu cTekon) 1240
ViccnegoBaHne MOKPOTBI U MOYM Ha aTUnnyeckne kneTkmn (3a 1
A08.09.011 C020 KOHTENHep) 1240
A08.17.002 C021 ViccnegoBaHme aHO0CKONMYECKOro Matepmana (0o 5-tm crekon) 1240
LinTonornyeckoe nccnegoBaHue oTrneyaTkoB OMyxornen u
A08.30.016 C027 onyxornenogobHbix obpasoBaHui (0o 5-Tu cTekon) 1240
LinTonornyeckoe nccnegoBaHne NyHKTaToB M OTMEYATKOB APYrnx
A08.30.016 C033 OpraHoB 1 TkaHewn (3a 1 nokanu3auuto 4o 5-Tm cTekon) 3290
KomnnekcHoe uccrnegoBaHune cockoba LIerkn MaTKkv U LiepBrKanbHOro
KaHana MeToAoM XXMAOKOCTHOW LIUTONOMMKN C UCCneaoBaHnem
A08.20.017.002|C035 koakcnpecum oHkobenkoB p16 (p16-ink4a) n Ki67 12 890
B03.027.017 |CO11 Koakcnpeccus oHkobenkos p16/Ki67, UMMYHOLMTOXMMMS 9 740
A08.30.013 C036 MiMMyHouuTOXUMMYeckoe uccnegoBsaHue (1 Mmapkep no 11 470
KoHcynbTaumsi rotoBoro uutonormdeckoro npenapara (1 -5
A08.30.007 C037 cTeknonpenaparToB) 3200
KoHcynbTaumsi rotoBoro uutosormyeckoro npenapata (6 - 10
A08.30.007 C038 cTeknonpenaparToB) 4 800
KoHcynbTaumsi rotoBoro uutosnormyeckoro npenapata (11 n 6onee
A08.30.007 C039 cTeknonpenaparToB) 8 000
A08.30.006 C040 doTopernctpaums (1 CHUMOK) 2 380
A08.30.007 C041 doTockaHupoBaHue (3a 1 cnydanm go 5 ctekon) 2900
KVMOKOCTHAA UMTONOIMNA (pacumpeHHoe 3akroveHne).
LinTonornyeckoe nccnegoBaHue cockoba LIEekn MaTku 1
A08.20.017.002|C023 LlepBUKanbHOro KkaHana 2 560
XKugkocTtHas uutonorus. Lintonormyeckoe nccnegosaHue cockoba
A08.20.017 C024 LEeNKM MaTKN 1 LiepBUKarbHOro KaHana 2 560
XKupgkocTtHast uutonorusi cockoba (acnmpara) nonocTyu MaTkm (3a 1
A08.20.013 C042 KOHTenHep) 2 560
KuakocTHas LUMTONOrMA NyHKTaToB LLMTOBUAHOM Xernesbl (3a 1
A08.22.004 C043 KOHTenHep) 2 560
A08.20.015 c044 XKuakocTHasg LUMTONOrMA NyHKTaTOB MOJIOYHOM Xernesbl (3a 1 2 560




A08.30.016

C046

XKuagkocTHas UMTONOrns NyHKTaToB APYrMX OpraHoB 1 TkaHen (3a 1
KOHTEnHep)

2560

A08.16.002

HO13

BoisiBneHune Helicobacter pylori

2 825

A08.30.046

HO081

ViccnepoBaHme aHaockonmyeckon Guoncum (NULLEeBo, Kenyaok,
TOHKWUIA M TONCTbIN KULIEYHWNK) 6e3 AOMONMHUTENBHOW OKpacku (3a 1

3450

A08.30.046

HO082

ViccnepoBaHme aHaockonmyeckon Guoncum (NULLeBo, Kenyaok,
TOHKWUA U TONCTbIN KULLEYHWUK) C LOMOSNTHUTENBbHOM OKPACKOW Ha Crn3b
(3a 1 KOHTENHED).

3 450

A08.30.046

HO083

VccneposaHue sHaockonmyeckon Guoncum (Muwwesos, XXenyaok,
TOHKUI U TONCTbIN KULWIEYHMK) C AOMNONHUTENBLHON OKPACKOW Ha Crnsb U
HP (3a 1 koHelnHep).

3 900

A08.16.002

H084

VccnepoBaHne MynbTugoKanbHOM aHAOCKONu4eckon buoncum
Xenygka ¢ onucaHnem no OLGA/OLGIM (3 koHTeliHepa)

4 260

A08.30.046

HO085

VccnepoBaHne MynbTugokanbHOM aHAOCKoNu4eckon Guoncum
KnweyvHuka npu guarHoctuke B3K (0o 9 koHTenHepoB)

4 900

A08.30.046

HO086

"'mcTonornyeckoe nccnegoBaHme ouarHoCTMyYeckon dnoncmm opraHos
XKT (critoHHbIE Xenesbl, NoNoCTb pTa, NULLIEBOA, Xenyaok,
NoxernygoyHas xxenesa, nedeHb, TOHKUA U TOMCTbIN KULLEYHUK) 1
KOHTENHEp.

3450

A08.30.046

HO088

Wccneposarve onepaumoHHoro matepuana opraHos XKKT (maTtepuan
B KoHTenHepe Ao 100 mn)

3 450

A08.30.046

HO089

Wccneposarve onepaumoHHoro matepuana opraHos XXKT (matepuan
B kKOHTenHepe 6one 100 mn)

5990

A08.30.046

H148

ViccnegoBaHme aHaocKonmM4eckon Gruoncum (NULLEBo, Kenyaok,
TOHKMI W TONCTbIN KULWEYHWK) 6e3 AONONHUTENbLHOM OKpacku (2-3

4 290

A08.30.046

H149

ViccnegoBaHme aHaocKonmM4eckon Gruoncum (NULLEBo, Kenyaok,
TOHKMI W TONCTbIN KULWEYHWK) 6e3 JONONHUTENbLHOW OKpacku (4-6

5 000

A08.30.046

H150

ViccnegoBaHme aHaoCKoNMYeckon Gruoncum (NULLEBo, Kenyaok,
TOHKMI W TONCTbIN KULWEYHWK) 6e3 JONONHUTENbHOM OKpacku (7-9

8 000

A08.30.046

H151

ViccnegoBaHme aHaoCKonMYeckon Gruoncum (NULLLEBoS, Kenynok,
TOHKMI 1 TONCTbIN KMLWEYHMK) 6e3 JononHuTenbHon okpackm (10-12
KOHTENHepoB)

10 000

A08.30.046

H152

WccneposaHve sHOockonnyeckon Groncum (M1LeBos, XXemnynox,
TOHKWUI U TONCTbIN KULLEYHUK) 6e3 ononHMTEeNbHOM okpackm (13-15
KOHTENHepOoB)

12 000

A08.30.046

H153

ViccnegoBaHme aHaoCKonM4eckon Gruoncum (NULLLEBoS, Kenyaok,
TOHKWUA U TOMNCTbIN KULLEYHWUK) C ONONHUTENbHOW OKPACKOW Ha Cru3b
(2-3 koHTenHepa)

4 290

A08.30.046

H154

VccnepgoBaHue aHgockonmyeckon buoncum (Muwesos, XXenyaok,
TOHKWI U TONCTbIN KULWEYHWK) C JOMONHUTENBHON OKPACKOW Ha Crusb
(4-6 KOHTenHepoB)

7 000

A08.30.046

H155

ViccnegoBaHme aHaoCKonM4eckon Gruoncum (NULLLEBoS, Kenynok,
TOHKWUA U TOMNCTbIN KULLEYHWUK) C ONONHUTENbHOW OKPACKOW Ha Cru3b
(7-9 KOHTENHEpPOB)

13 000

A08.30.046

H156

VccnepoBaHue aHagockonmyeckon duoncum (nuwesos, XXenyaok,
TOHKMI 1 TONCTbIN KULWEYHWK) C JOMONTHUTENBHON OKPACKOW Ha Crusb
(10-12 koHTelHepoB)

14 000

A08.30.046

H157

ViccnegoBaHme aHOOCKOMMYECKOM Bruoncum (NULLLEBOS, XKEeNyaok,
TOHKWUA U TOMNCTbIN KULLEYHWUK) C ONONHUTENbHOW OKPACKOM Ha Crn3b
(13-15 koHTENHEPOB)

15 000

A08.30.046

H158

VccnepoBaHue aHgockonmyeckon buoncum (nuwesos, XXenyaok,
TOHKMI Y TONCTbIN KULWIEYHWK) C JOMONHUTENBHON OKPACKOW Ha Crnsb U
HP (2-3 koHTenHepa)

5328

A08.30.046

H159

ViccnegoBaHme aHO0CKOMMYECKOM Bruoncum (NULLIEBOS, KEeNyaok,
TOHKWU U TONCTbIN KALLEYHUK) C AONONHUTENBHON OKPaCKOW Ha CNnsb n
HP (4-6 koHTenHepoB)

8 000

A08.30.046

H160

WccneposaHue sHOockonnyeckon broncun (Nuesos, Xernynok,
TOHKWUIA U TOJICTbIN KALLEYHUK) C AONOSTHUTENBHOM OKPACKOW Ha CNn3b U
HP (7-9 koHTenHepoB)

15 000




A08.30.046

H161

ViccnegoBaHme 3HOOCKOMMYECKOM Bruoncum (NULLLEBOA, KeNyaok,
TOHKWUM U TOMNCTbIN KALLEYHUK) C AONONHUTENBHON OKPaCKOW Ha CNnsb u
HP (10-12 koHTenHepoB)

16 000

A08.30.046

H162

ViccnepoBaHme aHaockonmyeckon Guoncum (NULLEeBo, Kenyaok,
TOHKWU U TONCTbIN KALIEYHUK) C AONOSTHUTENbHOM OKPaCKOW Ha CNn3b U
HP (13-15 koHTenHepoB)

17 000

A08.16.002

HO90

ViccnegoBaHme MyHKUMOHHOM BUONCUM MONoYHOM xenesbl (3a 1
KOHTEWHep).

5790

A08.20.009

HO091

WccnepoBaHue onepauvoHHOro MaTepurarna MOnoYHOM Xenesbl
(maTtepuan B koHTenHepe Ao 100 mn)

5250

A08.20.009

H092

VccnegoBaHve onepauroHHOro Matepuana MOIOYHOM Kenesbl
(matepuan B 1 koHTenHepe cBbiwe 100 mn)

8 400

A08.09.001

HO093

VMccnenoBaHne duoncum (ropTaHb, Tpaxes, OpoHXMH,
TOopakockonuyeckasn buoncus) (3a 1 KOHTENHep)

3 450

A08.08.001

H094

I'vcTonornyeckoe nccnegoBaHme 0bpasoBaHUii Nasyx Hoca, MUHAANUH
(3a 1 KOHTENHEp)

3450

A08.08.001

HO95

WccnepoBaHue onepawloHHOro MaTepurarna opraHoB AblXaHus
(matepwan B 1 koHTenHepe o 100 mn)

3 450

A08.08.001

HO096

VccnepgoBaHue onepaLMoHHOro MaTepuana opraHoB AblXaHUs
(matepuan B 1 koHTerHepe cBbiwe 100 mn)

3450

A08.20.003

HO97

VccneposaHve nannenb-61MoncmMm nonocTn MaTtkn (3a 1 KOHTEHep)

3 450

A08.20.003

HO098

ViccnepoBaHme cockoba nonocTy MaTky Unu LiepBUKarbHOro KaHana
(rvnepnnasusa aHgoMeTpua/nonun, obpasoBaHne NonocTM MaTkm) 3a 1
KOHTENHEpP

3450

A08.30.046

HO099

WccnepoBaHue cockoba NonocTu MaTku, abopTUBHBIA MaTepuan
(3amepluag (HepasBuBatoLasacsa) 6epeMeHHOCTb AMarHo3oB 3a 1
KOHTeWHep)

3 450

A08.20.003

H100

KomnnekcHoe nccnegoBaHue pasfenbHOro AnarHoCTUYeCKoro
BbICKabnM1BaHWs NONOCTU MaTKW (MaTepuan B 2-X OTAENbHbIX
KOHTelriHepax)

3510

A08.20.011

H101

WccnepoBanve Guoncum Lweikn MaTtky (3a 1 KOHTENHep)

3290

A08.20.011

H102

VMccnepnosaHve onepaumnoHHOro maTtepuarna Lenkn MaTKku C OLLEHKOW
Kpaés pesekuun (3a 1 KoHTenHep)

3450

A08.28.009

H106

'mcTonornyeckoe ncecnegosaHme GMONCUMHONO MaTepuana novexk,
OpraHoB MOYEBbIAENUTENBHON CUCTEMBI (MaTepuan B KOHTeHepe [0
100 mn)

3 450

A08.28.009

H107

'McTonornyeckoe nccnegoBaHve onepaurMoHHOro matepuana novex,
OpraHoB MOY€BbIAENUTENBHON CUCTEMBI (MaTepuan B KOHTeHepe 40
100 mn)

5460

A08.28.009

H108

M'mcTonornyeckoe nccnegoBaHme onepaLmMoHHOro Matepuana noyex,
OpraHoB MOYeBbIAENUTENBHON CUCTEMbI (MaTepuan B 1 KOHTelHepe
cebiwe 100 mn)

4410

A08.30.046

H109

KomnnekcHoe nccrnegosaHve MyrnbTUOKansHON NyHKLUWUOHHOM
Buoncum npegcraTensbHON xenesbl (4o 12 KOHTeHepoB)

8 400

A08.21.001

H110

WccneposaHuve onepaumonHoro matepuana (TYP-6uoncus)
npeacTarenbHoOm Xenesbl (3a 1 KOHTENHep)

12 000

A08.22.003

H111

ViccnepoBaHme NyHKLUMOHHON LWMTOBUOHOM Xenesbl (3a 1 KoHTenHep)

3450

A08.01.001

H113

'mcTonornyeckoe UccrneaoBaHMe KOXM U MOAKOXHOW KneTyaTKn
(6ronTaTbl KOXW/NOAKOXKHON KneTyaTkun) 3a 1 KoHTenHep, A0 5
o6pasoBaHui.

3990

A08.01.001

H114

'cTonornyeckoe nccnegoBaHme onepaLyMoHHOro Matepuara onyxonu
KOXXM 1 NOOKOXXHOM KNeT4yaTKu C OLIEHKOW KpaéB pe3ekumm (3a 1
KOHTENHep)

3 800

A08.01.001

H115

M'mcTonornyeckoe nccnegoBaHMe Marnoro ornepauvMoHHOro Matepuana
KOXW 1 NOOKOXHOM KNneTyaTku (paHbl, CBULLM U Npod.) (MaTepman B 1
KoHTenHepe go 100 mn)

3 800

A08.01.001

H116

'McTonornyeckoe ncecnegoBaHme KpynHoro onepaumoHHOro
MaTepuana KoXu 1 NMOAKOXHOW KreTyaTkn (Matepuan B 1 KOHTeNHepe
cebliwe 100 mn)

5990




VMccnegoBaHmne BMoONCcUMIHOrO Mmatepurarna KocTen 1 cyctaBoB (3a 1

A08.03.002 H117 KOHTENHep) 6 830

A08.30.014 H119 VccnegosaHve GrnoncunHoro marepmarna MAarkux TkaHen (3a 1 3450
MccnegosaHve onepaumMoHHOro matepuana KocTen 1 CycTaBoB

A08.03.002 H120 (matepwan B 1 koHTenHepe go 100 mn) 5220
MccnegosaHve onepaumMoHHOro matepuana KocTen 1 CycTaBoB

A08.03.002 H121 (matepuan B 1 koHTeriHepe cBbiwe 100 mn) 5220
ViccnenoBaHme nyHKUMOHHON Buoncun numdaTtnyeckmx y3nos (3a 1

A08.06.002 H122 KOHTENHep) 3450
MmcTonormnyeckoe nccnegosaHme numgaTnyeckmnx y3nos (3a 1

A08.06.002 H123 KOHTelHep, He 6onee 5 numdoy3nos) 3 550
MmcTonormnyeckoe nccnegosaHme numgaTnyeckmnx y3nos (3a 1

A08.06.002 H124 KOHTelHep, bonee 5 numdgoyanos) 3810
MmcTonornyeckoe nccnegoBaHme Npy HEONyxXoreBbix 3aboneBaHnsix
maTepuana 6uoncum gpyron nokanusauum (cocygel, XXnuposas
KrneT4aTka, paHeBble, THOVHbIE U MPOY. nNpouecchl) (matepuan B 1

A08.30.046 H128 KoHTerHepe go 100 mn) 3540
'mcTonornyeckoe nccnegoBaHme KpynHoro onepaumoHHOro
mMaTepuana Apyroi Nokanusaumnmn He BXOASALLErO B Apyrve pyopukm

A08.30.046 H129 (matepuan B 1 koHTenHepe cBbiwe 100 mn) 6 820

A08.30.039 HO30 Onpepgenenne akcnpeccun PD-L1 npn menaHome 19 960

A27.30.106 HO047 Onpepenenune ctatyca reHa HER2 n Chr 17 (CISH) 35 000

A08.20.003 HO055 NIMX-nccneposanne CD138 6 320

A08.30.013 HO56 mmyHornctoxummdeckoe (UIMX) onpenenenne akcnpeccun CD56 6 320

A08.30.039 H080 UIMX-uccneposaHune PDL-1 27 290

A27.30.017 HO77 UIMX-uccneposanue ALK 32 380

A08.30.013 HO50 NIX-nccneposarue Ki67 6 420

A08.30.034 HO066 KomnnekcHoe UIMX-nccneposanne ER n PR 7 500

A08.30.013.001|H138 MmmyHornctoxmmmdeckoe (UIMX) onpepenexne akcnpeccuun Her2/neu | 7 930

A08.30.013 HO053 mmyHornctoxummdeckoe (MIMX) onpegenenune akcnpeccun VGFR 11 905
MmmyHornctoxummdeckoe (UIMX) nccnegosaHne HeMPO3IHOOKPUHHbBIX

A08.20.009 H063 onyxonen 18 165
MmmyHornctoxummdeckoe (UIMX) onpeneneHune peuentopHoro ctatyca

A08.20.009 H062 paka monoyHou xenesbl (PR, ER, Ki-67, Her2-neu) 18 165
KomnnekcHoe UIMX-nccnepgosaHne npeacratenbHON Xenesbl

A08.30.013 H064 (HMWCK, P63, AMACR) 12 695

A08.30.013 HO78 mmyHornctoxummdeckoe (UIMX) onpenenenne akcnpeccum ROS1 13 210
KomnnekcHoe nmmyHoructoxummndeckoe (UIMX) nccnegosaxme
3HAOMETPUSA NPU XPOHUYECKOM 3HAOMETPUTE/ OKHO MMMIaHTauum (0o

A08.30.013 H143 5 aHTuTen) 56 500
MIMMyHOrMCTOXMMMYECKOE UccneaoBaHue (aHTuTena no

A08.30.013 HO019 cornacoBaHuio). (1 aHTuTenNo) 25215
MIMMyHOrMCTOXMMMYECKOE UccneaoBaHue (aHTuTena no

A08.30.013 H133 cornacoBaHuto). (2-4 aHTuTena) 31 400
MIMMyHOrMCTOXMMUYECKOE UCcrneaoBaHne (aHTMTena no

A08.30.013 H134 cornacoBaHuto) (5-8 aHtuTen) 34 500
MIMMyHOrMCTOXMMUYECKOE UCcrneaoBaHne (aHTMTena no

A08.30.013 H135 cornacoBaHuto) (9-12 aHtuTena) 40 035
MIMMyHOrMCTOXMMUYECKOE UCcrneaoBaHne (aHTMTena no

A08.30.013 H136 cornacoBaHuto) (bonee 12 aHTuten) 48 690
KoHcynbTaTMBHbIV NEPECMOTP FOTOBbIX MTMCTONOIMYECKUX NpenapaToB

B01.030.001 HO18 nepeg nposegeHneM MMMYHOrMCTOXUMWYECKOro UCCregoBaHus 3090

A08.30.006 HO15 PecTtaBpauuvs gocTaBneHHbIX rOTOBbIX NpenapaTos 3590
[MepecmoTp roToBbIX FTMCTONOMMYECKMX NpenapaToB 6e3 3aknoveHns

B01.030.001 H140 (BblOOp MaTepuana) nepeq UFX/MITA. 3090

A08.30.006 H139 CkaHupoBaHMe rMcTonorMyeckoro npenapaTta (3a 1 npenapar) 2900
KoHcynbTaTMBHbIA NEPECMOTP FOTOBbLIX FTMCTOMNOrMYECKUX NpenapaTos

B01.030.001 H141 Be4yLMMM creumnanuctTamm natomopdonoramMmm naboparopum 6 240

A08.08.002 A003 Mwukpockonunyeckoe nccrnegoBaHne Ha 303MHOUbI 740




A08.30.006 H144 JononHutensHas rmcToxmMmmyeckas okpacka (3a CTekro) 5200
Cneuunduueckune 6enku (/labKeecr)

A09.05.009 B036 C-peakTuBHbI 6enoK (BbICOKOUYYBCTBUTENBHbIN METO) 760
HeopraHuueckue Bewecrtsa (/labKsecr)

A09.05.032 B054 Kanbuun obwni 420
HeunHBa3uBHbIN NpeHaTanbHbI ckpuHuHr (HUNT) (1abKeecT)

A27.20.001 D078 OMNPEAQEJNEHUVE MNOJIA NMNOLA (c 9-o11 Hegenu 6epemeHHOCTH) 8190
CUDPUNIUC (NNabKBecT)
Bosbygutens cugpunuca (Treponema pallidum), kauectBeHHOE

A26.20.025 P010 onpepenexve OHK 520
BUPYCHDbIE TENATUTbI (1abKBecr)

A26.05.030.001|P0O11 Bupyc renatuta A (HAV), kauectBeHHoe onpegeneHne PHK 1480

A26.05.020.001|P014 Bupyc renatuta B (HBV), kauectBeHHoe onpeaenerne JHK 980

A26.05.020 P016 Bupyc renatuta B (HBV), onpegeneHune reHotuna 3800
Bupyc renatuta B (Hepatitis B Virus), kauectBeHHOe onpegeneHue

A26.05.030 P017 OHK (ynbTpadyBCTBUTENBHBIA METOA) 4 480

A26.05.030 P019 OHK HBV (konvyecTBeHHOE ynbTpavyBCTBUTENBHOE NCCNEL0BaHME) 4 490
Bupyc renatuta B (Hepatitis B Virus), konm4yecTBeHHOe onpegeneHme

A26.05.020.002|P015 OHK (nna3sma kposwu) 5 000
Bupyc renatuta B (HBV), onpegenexue mytauui ycTon4mMBOCTU K
NPOTUBOBMPYCHBIM NpenapaTtam (namMuByAuH, TeNBUBYAUH, SHTEKaBup,

A26.05.030 P018 apedoBup, TeHooBMp) 26 500

A26.05.030 P664 Bupyc renatuta B (HBV), konuuecteeHHoe onpegenerne JHK 4930

A26.05.019.001|P028 Bupyc renatuta C (HCV), kauectBeHHoe onpegeneHne PHK 1 000

A26.05.019 P031 Hepatitis C Virus (HCV) Genotype (Types 1a, 1b, 2, 3a, 4, 5, 6) 2910
Bupyc renatuta C (HCV), konndectBeHHoe onpegeneHne PHK

A26.05.019.001|P033 (ynbTpayvyBCTBUTENbHbLIA METOL) 6 670
Bupyc renatuta C (Hepatitis C Virus), kayecTBeHHOE onpeaeneHue

A26.05.019.001|P032 PHK (ynbTpayyBCTBUTENbHLIN METOA) 4010
Bupyc renatuta C (Hepatitis C Virus), konnyectBeHHoe onpeaeneHue

A26.05.019.002|P029 PHK (nna3sma kpoBw) 4110

A26.05.023.001|P036 Bupyc renatuta D (HDV), kauectBeHHoe onpefeneHne PHK 970

A26.05.026.001|P041 Bupyc renatuta G (HGV), kayectBeHHoe onpeaeneHne PHK 2010
MukobakTepun Ty6epkynesa (Mycobacterium tuberculosis complex),

A26.09.085 P087 kadyecTtBeHHoe onpegeneHue JHK 620
MukobakTepun Ty6epkynesa (Mycobacterium tuberculosis complex),

A26.09.085.001|P088 kadyecTtBeHHoe onpegeneHue JHK 940
MukobakTtepun TyGepkynesa (Mycobacterium tuberculosis),

A26.05.047.001|P390 kayecTBeHHoe onpeaeneHue HK (kpoBb) 685
MukobakTtepun TyGepkynesa (Mycobacterium tuberculosis),

A26.09.085 P425 kayecTtBeHHoe onpeaeneHue [JHK (cockob 13 yporeHuTanbHoro 605
Bo3byauTens nentocnmposa (Leptospira interrogans), kauecTBeHHOe

A26.05.004 P466 onpegenexve OHK 2 150
TORCH MH®EKLUHNU (NabKeecr)

A26.07.010 P062 Bupyc kpacHyxu (Rubella virus), kayectBeHHoe onpegenexHne PHK 970

A26.07.010 P063 Bupyc kpacHyxu (Rubella virus), kauectBeHHoe onpegenenne PHK 920
Bo30yauTens Tokconnasmosa (Toxoplasma gondii), KayecTBeHHOE

A26.05.013 PO67 onpegenexve OHK 1010
Bo30yauTens Tokconnasmosa (Toxoplasma gondii), KayecTBeHHOE

A26.05.013.001|P068 onpegenexve OHK 800
Bo3byaguTens Tokconnasmosa (Toxoplasma gondii), KayecTBeHHOE

A26.05.013 P407 onpegenerve [HK (critoHa) 580

A26.05.032 P082 Parvovirus B19 (napsosupyc), kayectseHHoe onpegeneHve JHK 1 650

A26.05.032.002|P083 Parvovirus B19 (napeoBupyc), konnyectseHHoe onpegenexHve JHK 870
Bupyc npoctoro repneca 1 u 2 tTuna (HSV 1/2), kayectBeHHOe

A26.05.035 P042 onpegenexve OHK 580
Bupyc npoctoro repneca 1 u 2 tTuna (HSV 1/2), kayectBeHHOe

A26.05.035.001|P043 onpegenexve OHK 620




Bupyc npocTtoro repneca 1 1 2 Tuna (HSV 1/2), kauectBeHHOe

A26.05.035.001|P044 onpeaenexne OHK 580
Bupyc npocTtoro repneca 1 1 2 tTuna (HSV 1/2), konndyectBeHHoe
A26.05.035 P362 onpegenexve OHK (kpoBb) 720
Bupyc npocTtoro repneca 1 1 2 Tuna (HSV 1/2), konndectBeHHoe
A26.05.035.002|P419 onpepenexve OHK 580
Bupyc npocTtoro repneca 1 tuna (HSV 1), kayecTBeHHOe onpeaeneHue
A26.05.035.001|P420 OHK (cnioHa) 580
Bupyc npocTtoro repneca 2 tuna (HSV 2), kayecTBeHHOEe onpeaeneHme
A26.05.035.001|P421 OHK (cnioHa) 580
A26.05.035.001|P334 Herpes simplex virus | Tuna 580
A26.05.035.001|P335 Herpes simplex virus |l Tuna 580
A26.08.058.001|P050 Lintomeranosupyc (CMV), kayectBeHHoe onpegenenve OHK 510
Lintomeranosupyc (CMV), konuyectseHHoe onpegenexuve OHK
A26.05.017.001|P051 (KNeTKn KpoBM) 590
Lintomeranosupyc (CMV), konuyecteseHHoe onpegenexve OHK
A26.05.017.002|P052 (nnasma kpoBw) 850
A26.08.058.002|P053 Lintomeranosupyc (CMV), konunyectseHHoe onpegenexve JHK 580
A26.08.059.001|P149 Bupyc OnwrterHa-bapp (EBV), konnyectBeHHoe onpegenenve OHK 580
A26.05.011.002|P150 Bupyc OnwtenHa-bapp (EBV), konuuyectseHHoe onpepenexve JHK 610
A26.05.033.001|P159 Bupyc repneca 6 Tuna (HHV-6 Tvna), kauecTtBeHHOe onpefeneHme 610
Bupyc repneca 6 tTuna (HHV-6 tnna), konuyecTeseHHOe onpenenexHne
A26.05.033.002|P160 OHK 630
Bupyc repneca 6 tTuna (HHV-6 tnna), kauectBeHHOe onpeneneHune
A26.05.033.001|P461 OHK (kpoBb) 1150
Bupyc repneca 6 Tuna, kayectseHHoe onpeaenernne AHK (HHV-6,
A26.30.018.001|P385 DNA) (cntoHa, MOKpoTa) 4 050
"epnecsupycol (Bupyc OnwrtenHa-bapp/ Lutomeranosupyc/ Bupyc
A26.05.035.002|P057 repneca 6 Tvna), konmdectseHHoe onpegenernve JHK 1690
"epnecsupycol (Bupyc OnwrtenHa-bapp/ Lutomeranosupyc/ Bupyc
A26.05.035.002|P058 reprneca 6 Tuna), konnyecteeHHoe onpegeneHue OHK 1520
Bupyc SnwrtenHa-bapp (EBV), kayectBeHHoe onpeaenenne OHK
A26.05.011.001|P475 (kpoBb) 610
Bupyc SnwrtenHa-bapp (EBV), kavyectBeHHOe onpegeneHne JHK
A26.05.011 P391 (cntoHa) 800
"epnecsupycol (Bupyc npoctoro repneca 1 n 2
A26.05.035.002|P059 Tuna/Liutomeranosupyc), kayectseHHoe onpegeneHve JHK 980
"epnecsupycol (Bupyc npoctoro repneca 1 n 2
A26.05.035.002|P060 Tuna/Liutomeranosupyc), kayectseHHoe onpegeneHve JHK 980
"epnecsupycol (Bupyc npoctoro repneca 1 n 2
A26.05.035.002|P061 Tuna/liutomeranosupyc), kayectseHHoe onpegeneHve JHK 980
A26.06.056 P145 Bupyc Bapuuenna-3octep (VZV), kayectBeHHoe onpeaenexHve OHK 980
A26.05.042.001|P146 Bupyc Bapuuenna-3octep (VZV), kauectBeHHoe onpegeneHve JHK 980
Bupyc Bapuuenna-3octep (VZV), kauectBeHHoe onpeaeneHme OHK
A26.06.056 P428 (cntonHa) 980
BO3BYAUTE/NIN PECNIUPATOPHbIX MHOEKLIUMN (NlabKBsecr)
OPBW Komnnekc. QudpdepeHumnanbHas gnarHocTrka kKopoHaBsmpyca
SARS-CoV-2, Bupycos rpunna A un B, pecnnpaTtopHO-CUHLUMUTHANBHOIO
BUpyca, BUpYCOB naparpunna 1-4 TMnoBs, puHoOBUpYca, afdeHoBMpyca,
MeTanHeBMoBupyca, kopoHasupycos HKU1, NL63, OC43, 229E,
A26.08.020.001|P711 HokaBupyca 3 850
OPBW Komnnekc. QuddepeHumnansHas guarHoCcTMKa KopoHaBupyca
SARS-CoV-2, BupycoB rpunna A u B, pecnnpaTopHO-CMHUUTMANBHOTO
BMpYyCa, BUPYCOB naparpunna 1-4 TMnoB, puHoBMpYyca, afeHoBupyca,
MeTanHeBMoBwupyca, kopoHasupyco HKU1, NL63, OC43, 229E,
A26.08.020.001|P734 6okaBupyca 4620




IunarHoctnka OPBW. Bo30OyanTtenu pecnupaTtopHbIX BUPYCHBIX
WHpekuun yenoseka (PecnnpaTopHO-CUHLMTUANBHBIN BUPYC /
MeTtanHeBmoBupyc / KopoHaBupyc / PuHoBmpyc / AoeHoBupyc
yenoseka rpynn B, C u E / Bokasupyc / Bupyc naparpunna 4yenoseka

A26.08.020.001|P072 1, 2, 3 n 4 TUNOB), KayecTBeHHoe onpegenerHve OHK/PHK 3700
Bosbygutenu pecnmpaTopHbix nHdekumin (Mycoplasma pneumoniae/

A26.21.032 P0O74 Chlamydophila pneumoniae), kayectBeHHoe onpegenexve OHK 2 450
Bosbygutenu pecnmpaTopHbix MHdekumin (Mycoplasma pneumoniae/
Chlamydophila pneumoniae/ Pneumocystis jirovecii (carinii)),

A26.09.006 PO75 kayecTtBeHHoe onpeaenenne JHK 2175
Xnamungusa nHeemoHusi (Chlamydophila pneumoniae), kayecTBeHHOE
onpegenexve HK (Ma3ok n3 HOCOrnoTKKN, Ma3oK U3 POTOTIOKN,

A26.21.052 P448 MokpoTa, acnupar us Tpaxen) 800
Bupycol rpynna A, A/H1N1pdm2009 («cBuHowm rpunn») n B,

A26.08.019.001|P076 KayecTtBeHHoe onpeaenenne PHK 3590
OnddepeHumansHasa]
anarHoctuka PHK kopoHaBupyca SARS-CoV-2,[]
rpunnos A, B u cy6tnna H1pdmO09 (naHaemuyeckoro)]

A26.08.027.001|P735 rpunna A 2 950
Onpegenenne PHK Bupycos rpunna A u B (Influenza A virus/ Influenza

A26.08.038.001|P077 B virus), kauecTBeHHOE MccneaoBaHue 1790
Bupyc naparpunna (Parainfluenzae virus) 1,2,3,4 Tunos,

A26.08.024 P0O78 KayecTtBeHHoe onpeaenenne PHK 2610

A26.08.022 P080 ApeHosupyc (Adenovirus), kayectBeHHoe onpegeneHue JHK 1100

A26.08.040.001{P399 Adenovirus (ageHoBupyc), kadyectBeHHoe onpegenenve OHK (kan) 1490
PecnupatopHo-cMHUMTManbHbIi Bupyc Yernoseka (PC-Bupyc),

A26.08.020 P081 KayecTtBeHHoe onpeaenenne PHK 2610
Jlernonenna (Legionella pheumophila), kauecTBeHHOE onpeaenexHne

A26.06.051 P412 OHK (mokpoTa) 800
Bo3bygutenu kokntowwa/napakokntowa (Bordetella pertussis /

A26.08.050 P093 parapertussis / bronchiseptica), kauectseHHoe onpeanexHve JHK 1775
MHeBmoumcTa (Pneumocystis jirovecii (carinii)), kayecTBeHHOE

A26.08.061 P099 onpegenexne HK 1090
McutTakos (Chlamydia psittaci), kauectBeHHoe onpenenexHne OHK

A26.21.052 P366 (MokpoTa) 800
Mukonnaama nHeBMoHus (Mycoplasma pneumoniae), ka4ecTBeHHOoe
onpegenexve OHK (Ma3ok u3 HOCOrnoTKN, Ma3oK U3 POTOIIOKN,

A26.09.007 P449 MokpoTa, acnupaT u3 Tpaxeu) 800
MeHWHIroKoKK, remodunbHasi nanoyka, MHEBMOKOKK. BbisiBneHue n
anddeperHumaums N. meningitidis, H. influenzae, S. pneumoniae,

B03.014.040 P733 KayecTBeHHoe onpegeneHue OHK 5 860
BO3BYAUTENUN KULLEYHbIX UHOEKLIUN (NabKBecr)

Bo3byauTenu knweyHbix nHdekumn (Shigella spp. + E.coli (EIEC,
3HTepouMHBa3MBHbIe LWTaMmMbl) / Salmonella spp. / Campylobacter spp.

A26.19.069.001|P107 / Adenovirus F), kayecTtBeHHoe onpegenexve OHK 2 250
Bo30yauTenu knweyHbix MHdekumn (Rotavirus/ Astrovirus/ Norovirus/

A26.05.016.001|P108 Enterovirus), kauectBeHHoe onpegeneHne PHK 2990
VMccnepnoBaHue Ha poTtaBupychl (Rotavirus), kauecTBeHHOe

A26.19.074 P350 onpegenexve PHK 1790
WccnenosaHne Ha HopoBupychl (Norovirus), kauecTBeHHOe

A26.19.075 P351 onpegenexve PHK 2 080
VWccnenoBaHue Ha acTpoBupychl (Astrovirus), kauecTBeHHOE

A26.19.076.001|P352 onpegenexve PHK 1830

A26.19.063.001|P643 OudpbdepeHumnansHaa anarHocTuka KULWEYHbIX MHAEKLUMI 2420
Bo3byauTenu knweyHbix Hdekumn (Rotavirus/ Astrovirus/ Norovirus),

A26.05.016.001|P662 kayecTBeHHoe onpefeneHue PHK 2 590
Bo3bygutenb nepcunnosa (Yersinia enterocolitica) B kane,

A26.19.066.001|P417 kayecTtBeHHoe onpeaeneHune JHK 2 200

A07.16.006 P112 Helicobacter pylori, 13C - ypeasHbIi AblXxaTemNbHbIN TECT 3590




A26.19.070.001|P379 Helicobacter pylori, kayectBeHHoe onpeaenerve JHK 970
[unaporeHHble awepuxmnossbl (aHTeponatoreHHsle E. coli (EPEC)/
aHTepoTokcureHHble E. coli (ETEC)/ sHTeponHBasmBHble E. coli
(EIEC)/ anTeporemopparuyeckue E. coli (EHEC)/ aHTepoagresvBHble

A26.19.069.001|P118 E. coli (EAgEC)), kauecTtBeHHOoe onpegeneHve OHK 2270

A26.05.037 P120 Jluctepuum (Listeria monocytogenes), kaueCTBeHHOe onpeaeneHne 1150

A26.05.037.001|P121 Jinctepuum (Listeria monocytogenes), kauecTBEHHOE OnpeaeneHme 1150

A26.05.037.001|P122 Jluctepuum (Listeria monocytogenes), ka4ecTBeHHOe onpeaeneHne 1790

A26.19.072.001|P119 OnTteposupyc (Enterovirus), kayectBeHHoe onpegenexue PHK (kan) 1 390
BO3BYAUTENIN TPAHCMUCCUBHbBIX UHDEKL MU (NabKsect)

Bo3byautenu nHdekumi, nepeaaroLmnxcst MKCo40BbIMY KreLwamm
(BMpyc knewieBoro aHuedanuta (TBEV), BO30yauTenn NKCOAOBbLIX
kneweBblx 6oppennosos (B.burgdorferi sl), rpaHynountapHoro
aHannasmo3sa yenoseka (A.phagocytophillum), MmoHouMTapHOro

A26.01.031 P123 apnuxuosa yenoseka (E.chaffeensis, E.muris), kauectBeHHOE 3880
Bo30yauTenu uHdekumn, nepeaatoLmxcst UKCOAOBbIMM KreLlamu
(Bupyc knewesoro aHuedanuta (TBEV), Bo3byantenn nkcogosbix
kneweBblx 6oppenno3sos (B.burgdorferi sl), rpaHynountapHoro
aHannasmo3sa yenoseka (A.phagocytophillum), MmoHouMTapHOro

A26.05.053 P718 apnuxuno3sa Yenoseka (E.chaffeensis, E.muris), kayectBeHHOe 2290
OHK Rickettsia spp. (SFG) - Bo36yautenu knewesbiX NATHUCTbIX

A26.05.064 P654 nuxopanok, KayecTBeHHoe onpeneneHve 1570
OHK Rickettsia spp. (SFG) - Bo36yautenu knewwesbiX NATHUCTbIX

A26.05.064 P652 nuxopanok, KayecTBeHHoe onpeneneHve 1570
Bupyc kneweBoro aHuedanuTa, aHtutena knacca IgG (Anti-TBEV

A26.06.088.002|P126 IgG), konuyecTBEHHOE onpegeneHne 1690
Bupyc kneweBoro aHuedanuTa, aHtuTena knacca IgM (Anti-TBEV

A26.06.088.001|P127 IgM), nonykonuyecTBeHHOE OnpeaeneHne 1690

A26.30.044 P134 Bupyc 3uka, kadectBeHHoe onpeaeneHne PHK 7 990

A26.30.044 P135 Bupyc 3uka, kadectBeHHoe onpeferneHne PHK 2720

A26.30.044 P136 Bupyc 3uka, kadectBeHHoe onpegenenne PHK (AXK) 2748
Bo30yauTeny remopparmy4eckon nMxopagku ¢ noYeyYHbIM CUHAPOMOM

A26.05.065.001|P649 (FNrc), kayecteeHHoe onpepeneHne PHK 5 500
FMUCTHbLIE UHBA3UU (NabKeecr)

"enbmo-ckpuH. Beisienenne OHK Bo3byauTenei rensMMHTO30B
(Ascaris lumbricoides, Enterobius vermicularis, Opisthorchis felineus,

A26.19.010 P714 Taenia solium, Diphyllobothrium latum) 2 950
MpoTo-ckpuH. Beisisnenne JHK Bo3byamTenen npoTo30MHbIX
nHdpekuyunn (Lamblia Intestinalis Giardia, Blastocystis hominis,

A26.19.010 P715 Dientamoeba fragilis, Isospora belli, Cryptosporidium parvum, 2 950
OPYTUE BUPYCHDBIE U BAKTEPUAJIbHbBIE MHPEKLUU (NTabKBecT)

A26.06.056 P710 Bupyc kopu, kauectBeHHoe onpeaeneHne PHK 2 950
BeisisrneHune n auddepeHumauma PHK BupycoB kopu, KpacHyxu u

B03.014.039 P741 3NngeMmn4eckoro naporTuTa 6 500
CTtpenTokokk rpynnel B (Streptococcus agalactia), konvyectBeHHoe

A26.20.049 P163 onpegenexve OHK 1 340
CTtpenTokokk rpynnel B (Streptococcus agalactia), konvyectBeHHoe

A26.05.046.001|P164 onpegenexve OHK 1 340
MnoreHHbIA CTPENTOKOKK (Streptococcus pyogenes), KauecTBEHHOE

A26.05.046.001|P411 onpepenexve AHK (mokpoTa) 855
IMHeBMOKOKK (Streptococcus pneumoniae), kKa4ecTBEHHOE

A26.05.046.001|P409 onpepenexve AHK (Ma3ok 13 HOCOrMoTKW/POTOrMOTKM) 860
IMHeBMOKOKK (Streptococcus pneumoniae), kKa4ecTBEHHOE

A26.05.046.001|P410 onpepenexve AHK (mokpoTa) 860
FPUBKOBbIE UHOEKLIUUN (NabKeecT)

Bosbygutenu kanguposa (C.albicans/ C. glabrata/ C. crusei),
A26.20.048 P086 kayecTtBeHHoe onpeaeneHune JHK 1120




A26.21.055

P706

BbisiBrieHne n TunupoBaHne Bo3dyauTenem rpubKoBbIX MHAPEKLMIA
poaa Candida, Malassezia, Saccharomyces n Debaryomyces

3470

A26.01.030

P717

HOepmatocutil. BeisisneHne HK Trichophyton, Epidermophyton,
Microsporum

2820

MHOEKUMU MOYENOJ/IOBOU CUCTEMDI (B TOm uncne UNNN)
(NabKsecT)

B03.014.013

P173

KomnnekcHoe nccnegosanue UMMM (Chlamydia trachomatis,
Mycoplasma genitalium, Neisseria gonorrhoeae, Trichomonas
vaginalis), konnyectBeHHoe onpeaeneHue [HK

2230

B03.014.042

P174

YporeHutanbHble nHdekummn y myxyuH (Neisseria gonorrhoeae/
Chlamydia trachomatis/Mycoplasma genitalium/ Trichomonas
vaginalis/ Ureaplasma parvum /Ureaplasma urealyticum/ Mycoplasma
hominis/Candida albicans/Candida glabrata/Candida crusei),
KonunyectseHHoe onpeaeneHue OHK

3 580

B03.014.041

P175

YporeHuTanbHble UHekuun y xeHwmH (Neisseria gonorrhoeae/
Chlamydia trachomatis/Mycoplasma genitalium/ Trichomonas
vaginalis/ Ureaplasma parvum / Ureaplasma urealyticum/ Mycoplasma
hominis/Candida albicans/Candida glabrata/Candida crusei/
Gardnerella vaginalis/Atopobium vaginae/ Lactobacillus spp.),
konmyecTBeHHoe onpegenexve OHK

5300

B03.014.012

P176

KomnnekcHoe uccnegosanune UMMM (Chlamydia trachomatis,
Mycoplasma genitalium, Neisseria gonorrhoeae, Trichomonas
vaginalis), kauecTBeHHOe onpegeneHme pumbocomansHon PHK

15 990

A26.20.032

P177

®nopoueHos (OHK Candida albicans, [JHK Candida glabrata, AHK
Candida krusei, [JHK Candida parapsilosis, IHK Candida tropicalis,
OHK Ureaplasma parvum, OHK Ureaplasma urealyticum, OHK
Mycoplasma hominis, JHK Cardnerella vaginalis, HK Atopobium
vaginae, [1HK Enterobacteriaceae, [JHK Staphylococcus spp., AHK
Streptococcus spp., AHK Lactobacillus spp., OHK Bacteria spp.)

3 600

A26.20.032

P178

®rnopoueHos n Mukpockonusa (QHK Candida albicans, IHK Candida
glabrata, AHK Candida krusei, JHK Candida parapsilosis, OHK
Candida tropicalis, OHK Ureaplasma parvum, HK Ureaplasma
urealyticum, OHK Mycoplasma hominis, IHK Cardnerella vaginalis,
OHK Atopobium vaginae, HK Enterobacteriaceae, JHK
Staphylococcus spp., OHK Streptococcus spp., OHK Lactobacillus
spp., OHK Bacteria spp.), Mukpockonunyeckoe nccrnegoBaHve maska us

2720

A26.20.032

P179

®nopoueHo3 n NCMT (OHK Candida albicans, AHK Candida glabrata,
[OHK Candida krusei, AHK Candida parapsilosis, JHK Candida
tropicalis, OHK Ureaplasma parvum, AHK Ureaplasma urealyticum,
OHK Mycoplasma hominis, IHK Cardnerella vaginalis, JHK Atopobium
vaginae, JHK Enterobacteriaceae, JHK Staphylococcus spp., AHK
Streptococcus spp., AHK Lactobacillus spp., OHK Bacteria spp., AHK
Neisseria gonorrhoeae, JHK Chlamydia trachomatis, AHK
Mycoplasma genitalium, OHK Trichomonas vaginalis)

4 390

A26.20.032

P180

®nopoueHos, NCMT n Mukpockonus (OQHK Candida albicans, AHK
Candida glabrata, IHK Candida krusei, JHK Candida parapsilosis,
OHK Candida tropicalis, JHK Ureaplasma parvum, JHK Ureaplasma
urealyticum, IHK Mycoplasma hominis, IHK Cardnerella vaginalis,
OHK Atopobium vaginae, JHK Enterobacteriaceae, AHK
Staphylococcus spp., OHK Streptococcus spp., HK Lactobacillus
spp., OHK Bacteria spp., OHK Neisseria gonorrhoeae, IHK Chlamydia
trachomatis, JHK Mycoplasma genitalium, QHK Trichomonas
vaginalis), Mukpockonuyeckoe uccnegoBaHme maska U3 2 Touek

3920

A26.20.032

P208

BaktepmaneHbii BarnHo3 (Gardnerella vaginalis / Atopobium vaginae /
Lactobacillus sp / konnyecTBo KNeTok), KoNMyecTBEHHOE onpeaeneHue
OHK

2590




A26.20.032

P344

VMccnenoBaHne broLeHo3a yporeHuTaneHoro tpakra (Pemodnop-8):
KoHTponb B3siTUA maTtepuana/ Obwasa 6akrepnansHasa macca/
Lactobacillus spp./ Enterobacterium spp./ Streptococcus spp./
Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp,/
Eubacterium spp./ Mycoplasma genitalium/ Mycoplasma hominis/

2740

A26.20.032

P357

ViccnepoBaHme broLeHo3a yporeHuTansHoro Tpakta (Pemodchnop-
CkpuH): KoHTponb B3aTust matepuana/ Obwas daktepuanbHas macca/
Lactobacillus spp./ Gardnerella vaginalis + Prevotella bivia +
Porphyromonas spp./ Candida spp./ Ureaplasma spp./ Mycoplasma
hominis/ Mycoplasma genitalium/ Trichomonas vaginalis/ Neisseria
gonorrhoeae/ Chlamydia trachomatis/ Cytomegalovirus (CMV)/ Herpes
Simplex Type 1 (HSV-1)/ Herpes Simplex Type 2 (HSV-2)

2875

A26.20.032

P345

Wccneposanve broLeHo3a yporeHUTanbHoro Tpakra, pacluMpeHHoe
(Pemocpnop-16): KoHTpone B3sTUA maTtepuana/ Obwas
bakTepuanbHas macca/ Lactobacillus spp./ Enterobacterium spp./
Streptococcus spp./ Staphylococcus spp./ Gardnerella vaginalis +
Prevotella bivia + Porphyromonas spp,/ Eubacterium spp./ Sneathia
spp. + Leptotrichia spp. + Fusobacterium spp./ Megasphaera spp. +
Veillonella spp. + Dialister spp./ Lachnobacterium spp. + Clostridium
spp./ Mobiluncus spp. + Corinebacterium spp./ Peptostreptococcus
spp./ Atopobium vaginae/ Mycoplasma genitalium/ Mycoplasma
hominis/ Ureaplasma spp./ Candida spp.

4 360

A26.21.036

P336

MccnepoBaHve 6uoLieHo3a yporeHUTanbHoro TpakTa y My>K4mH
(Angpodrnop-16): NeHomHaa OHK yenoseka / Obwas 6akTtepnansHas
macca / Lactobacillus spp. / Staphylococcus spp. / Streptococcus spp.
/ Corynebacterium spp. / Gardnerella vaginalis / Ureaplasma
urealyticum / Ureaplasma parvum / Mycoplasma hominis /
Enterobacteriaceae spp.+Enterococcus spp. / Candida spp. /
Mycoplasma genitalium / Trichomonas vaginalis / Neisseria

2720

A26.21.036

P337

VccnepoBaHue GuoLieHO3a yporeHMTanbHoro TpakTa y MyxuuH,
pacwmpeHHoe (AHgpodnop-24): N'eHomHas OHK yenoseka / O6was
bakTepuanbHasi macca / Lactobacillus spp. / Staphylococcus spp. /
Streptococcus spp. / Corynebacterium spp. / Gardnerella vaginalis /
Atopobium cluster / Megasphaera spp.+Veilonella spp.+Dialister spp. /
Sneathia spp.+Leptotrihia spp.+Fusobacterium spp / Ureaplasma
urealyticum / Ureaplasma parvum / Mycoplasma hominis / Bacteroides
spp.+Porphyromonas spp.+Prevotella spp. / Anaerococcus spp. /
Peptostreptococcus spp.+Parvimonas spp./ Eubacterium spp. /
Pseudomonas aeruginosa+Ralstonia spp.+Burkholderia spp. /
Heamophilus spp / Enterobacteriaceae spp.+Enterococcus spp. /
Candida spp. / Mycoplasma genitalium / Trichomonas vaginalis /
Neisseria gonorrhoeae / Chlamydia trachomatis

3 950

A26.20.020

P181

Xnamugua (Chlamydia trachomatis), kauecTBeHHOe onpegeneHve

490

A26.20.020

P182

Xnamugusa (Chlamydia trachomatis), konnyectseHHoOe onpegeneHve

840

A26.20.020.002

P186

Xnamugua (Chlamydia trachomatis), kauecTBeHHOe onpegeneHve
pubocomansHon PHK metogom NASBA

3590

A26.20.028

P187

Mwukonnasma (Mycoplasma hominis), kauecTBeHHOe onpefeneHune

500

A26.20.028

P188

Mukonnaama (Mycoplasma hominis), konm4yecTBeHHOe onpegeneHve

880

A26.20.027.001

P189

500

A26.20.027

P190

Mukonnasma (Mycoplasma genitalium), kauecTBeHHOe onpefeneHne
Mukonnaama (Mycoplasma genitalium), konnyecTBeHHoe
onpegenexne OHK

880

A26.20.029

P191

TunupoBaHwue ypeannaswmsbl (U.urealyticum / U. parvum),
kayectBeHHoe onpeaenenne JHK

580

A26.20.029

P192

TunupoBaHwue ypeannaswmsbl (U.urealyticum / U. parvum),
KonuyecTteeHHoe onpeaeneHne JHK

580

A26.20.028

P193

Mwukonna3ambl, komnrekcHoe nccriegosaxme (Ureaplasma urealyticum,
Ureaplasma Parvum, Mycoplasma hominis), konnyectseHHoe
onpegenexve OHK

1 360




A26.20.027.002

P200

Mukonnasma (Mycoplasma genitalium), kauecTBeHHOe onpeaeneHne
pubocomansHon PHK metogom NASBA

3530

A26.21.024

P201

Bosbygutenb roHopeu (Neisseria gonorrhoeae), kayecTBEHHOE
onpeaenexne OHK

530

A26.21.024

P202

Bo3byaoutenb roHopeun (Neisseria gonorrhoeae), KonnyecTBeHHoOe
onpeaenexne OHK

880

A26.21.024

P203

Bosbygutenb roHopeu (Neisseria gonorrhoeae), kayecTBEHHOE
onpeaenexne pnbocomansHon PHK metogom NASBA

3 530

A26.20.026

P204

Bo3bygutenb TpuxomMoHo3a (Trichomonas vaginalis), kayectBeHHOE
onpeaenexne OHK

500

A26.20.026

P205

Bo3bygutenb TpuxomMoHo3a (Trichomonas vaginalis), konnyecteeHHoe
onpeaenexne OHK

995

A26.20.026.002

P206

Bo3bygutenb TpuxomMoHo3a (Trichomonas vaginalis), kayectBeHHOE
onpeaeneHne pnbocomansHon PHK meTtogom NASBA

3 530

A26.20.030

P207

"apaHepenna (Gardnerella vaginalis), kauecTBeHHOe onpeaeneHve

510

A26.21.055

P209

Bosbygutene kaHanagosa (Candida albicans), kauectBeHHoe
onpegenexve HK

590

A26.20.048

P210

Bosbygutenu kangugosa (C.albicans/ C. glabrata/ C.
crusei),konnyectBeHHoe onpegenenve OHK

1450

A26.20.021

pP211

CtpenTokokk rpynnel B (Streptococcus agalactia), konvyectseHHoe
onpegenexve HK

1450

A26.21.008

p212

Bupyc nanunnomsl yenoseka (HPV) tunel 6/11, kayecTBeHHOE
onpegenexve OHK

660

A26.21.008.001

P213

Bupyc nanunnomsl yenoseka (HPV) tunel 16/18, kayectBeHHOe
onpegenexve OHK

720

A26.21.008.001

P214

Bupyc nanunnomsl yenoseka (HPV) tunbl 16/18, konuyectBeHHOE
onpegenexve OHK

980

A26.21.008.001

P215

Bupyc nanunnomsl yenoseka (HPV) BbICOKOroO OHKOreHHOro pucka
(Tvnel 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68),cymmapHoe
KayecTBeHHoe onpegeneHue AHK

1340

A26.21.008.001

P216

Bupyc nanunnomel Yenoseka (HPV) BbICOKOro OHKOreHHOro pucka
(Tvnel 16, 18, 31, 33, 35, 39, 45, 51, 52,56, 58, 59), konu4yecTBeHHOE
onpegenexve HK ¢ ykasaHvem Tuna Bupyca

1450

A26.21.008.001

pP217

Bupyc nanunnomsl yenoseka (HPV) BbICOKOroO OHKOreHHOro pucka
(Tvnel 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), cymmapHoe
KonunyecteeHHoe onpegeneHue AHK

7 480

A26.21.008.001

P218

Bupyc nanunnomel Yenoseka (HPV) BbICOKOro OHKOreHHOro pucka
(Tvnel 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68),
konunyectseHHoe onpegenerHve OHK ¢ ykazaHmem Tuna Bupyca

2 550

A26.21.008.001

P219

Bupyc nanunnomsl yenoseka (HPV) BbICOKOrO OHKOreHHOro pucka
(Tvnel 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), cymmapHoe
KonuyecTtBeHHoe onpegeneHue HK ¢ oTaenbHbIM KONTMYECTBEHHbLIM
onpegenexHvem 16 n 18 Tunos Bupyca

2 550

A26.21.008.001

pP377

Bupyc nanunnomsl yenoseka (HPV) Huskoro (Tvnbl 6,11,44) n
BbICOKOI0O OHKOreHHoro pucka (tunbl 16, 18, 26. 31, 33, 35, 39, 45, 51,
52, 53. 56, 58, 59, 66, 68, 73, 82), kONU4eCTBEHHOE onpeaeneHne
OHK c ykasaHvnem Tuna Bupyca (cockob 13 LepBuKarnbHOro KaHana;
cockob n3 Bnaranuwa) "Keant 21"

2 850

WUCCNEAOBAHMA HA COVID-19 (labKsecT)

A26.08.027.001

P617

NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular
detection, qualitative) *

2 300

A26.08.027.001

P650

NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular
detection, qualitative) (HOBbIVI KOPOHABWPYC COVID-19 (SARS-
Cov-2), onpegeneHue PHK (kau.) cito

2750

A26.08.027.001

P651

NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular
detection, qualitative) (HOBbI/I KOPOHABWMPYC COVID-19 (SARS-
Cov-2), onpegenexune PHK (kay.)

2 850

A26.08.027.001

P647

Rapid RNA detection of SARS-CoV-2 (COVID-19) by loop-
mediated isothermal amplification (PCR RT-LAMP).

3 445




A26.08.027.001

P673

BoisiBrneHne PHK kopoHaBupyca SARS-CoV-2 ¢ onpegeneHnem
reHeTnyeckmx BapuaHtoB Omicron (c gudppepeHuymnaumnen nMHUKn
BA.2) n Delta

1700

A26.08.027.001

P674

BoissneHune PHK kopoHaBupyca SARS-CoV-2 ¢ onpegeneHnem
reHeTndecknx BapnaHtoB Omicron (c audpcepeHumnaumnen nMHumn
BA.2) n Delta

2100

NLUP, uccneposaHme MMKpPo6uoTbl KUwevHUKa (JlabKeecr)

A26.19.069.001

P737

KOJIOHO®JIOP-8, konnyectBeHHOE onpeaeneHme MMKpoonoThbl
TOJICTOrO KMULLEYHMKA

7 290

A26.19.069.001

P738

KOJIOHO®JIOP-16 (MeTabonmam), KonmyecTBEHHOE onpeaeneHue
MUKPOBUOTLI TONICTOrO KULLEYHMKA

10 450

A26.19.069.001

P739

KOJIOHO®JIOP-16 (6moLeH03), KonM4ecTBEHHOE onpeaeneHne
MUWKPOBUOTBI TONICTOrO KULLEYHMKA

9990

B03.016.010

P740

OHTEPO®JIOP, konmyecTBeHHOE onpeaeneHne MMKpobunoThbl
TOJICTOrO KMLIEeYHMKa Y AeTen

9 290

KPOBb, BUOXKUAKOCTU U3 CTEPUJIbHBLIX JIOKYCOB C
MCNOJ/Ib3OBAHUEM ®JIAKOHOB A/11 TEMOKY/IbTYP (/1abKsecr)

A26.05.001

P220

MoceB KpOBW Ha CTEPUIBHOCTL C OnpedeneHnem YyBCTBUTENbHOCTU K
aHTMMUKPOGHbIM Npenapatam ¢ Boigaden MIMK (MIC) n pacuétom
nHaekca acpdekTMBHOCTM 1 NPOTUBOrPMOKOBLIM NpenapaTam npu
BbISIBIIEHWUM BO3OyauTens

5400

A26.09.012

pP221

MoceB BMONOrMYECKNX XNOKOCTEN HA CTEPUIIBHOCTL C ONpeaesieHnem
YyBCTBUTENBHOCTU K aHTUMMUKPOOHBLIM NpenapaTtam ¢ Boigaden MIMK
(MIC) n pac4éTtom nHaekca adpeKTUBHOCTM U MPOTUBOrPUBKOBLIM
npenapaTtam npu BbisiBNEHWN BO30yanTens

5120

A26.23.002

p222

lMoceB CMMHHOMO3rOBOW XMAKOCTM HAa MEHUHIOKOKK (Neisseria
meningitidis) ¢ onpegeneHnem 4yBCTBUTENbHOCTU K aHTUMUKPOGHBIM
npenapatam c Bbigaden MIMK(MIC) n pacyétom nHaekca
3(pHEKTUBHOCTM NP BbiSIBIEHNW BO3OyauTens

2750

A26.05.001

P665

lMoceB KPOBU Ha CTEPUITLHOCTb C ONpPeAeneHNeM YyBCTBUTENBHOCTHU K
AHTUMUKPOOHBIM U @HTUMUKOTUYECKUM NpenapaTam npu BbIsIBIIEHUN
BO3OyauTens (onsa negnatpun)

2090

NYHKUUNWOHHAA XUAKOCTb, COBPAHHAA B TPAHCIOPTHYHO
CPEAY (Na6bKsecT)

A26.01.001.001

P223

MoceB Ha aspobHyo 1 hakynbTaTUBHO-aHadPOOHY0 BakTepranbHyto
dnopy ¢ onpegeneHMem YyBCTBUTENbHOCTU K OCHOBHOMY CMNEKTpY
aHTMMUKPOBHbLIX NpenapaToB™™ ™™

1995

A26.01.010

P224

MoceB NYHKLMOHHOM XXMAKOCTY Ha aspobHyto 1 hakynbTaTUBHO-
aHa3pobHyto BakTepuanbHyo MUKPOMIopy ¢ onpedeneHnem
YyBCTBUTENBHOCTU K PacLUMPEHHOMY CMEKTPY aHTUMMNKPOOHbIX
npenapaTtos ¢ Boligaden MIMK (MIC) n pacuétom nHgekca
3hPEKTUBHOCTU

2630

A26.23.006

P225

MoceB Ha aHa3pobbl ¢ onpeaeneHneM YyBCTBUTENBHOCTH K
AHTVMUKPOGHbLIM Npenaparam

2 140

A26.01.038.001

P226

Moces Ha gpoxokenogobHble rpudel (pogos Candida n gpyrux) ¢
onpegerieHMeM YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM Npenaparam

1030

A26.30.046

p227

MoceB Ha nceagomoHaabl (CuMHerHoHas nanoyka/Pseudomonas
aeruginosa) c onpefeneHnemM YyBCTBUTENbHOCTU K aHTUMMUKPOGHbBIM
npenapaTtam

1030

A26.20.002

pP228

MoceB Ha roHokokk (N. gonorrhoeae) ¢ onpegeneHvem
YyBCTBUTENBHOCTU K aHTUMMKPOOHBIM Npenapartam

1110

A26.01.010

P685

MoceB NYHKLUMOHHON XWOKOCTU Ha a3pobHYt0 1 dhakynbTaTUBHO-
aHaspobHyl GakTepuanbHyo MMKPOdopy ¢ onpeaeneHnem
YYBCTBUTENBHOCTY K pacLUMPEHHOMY CNEKTPY aHTUMUKPOOHbIX
npenapaToB ANCKO-ANDAY3NOHHLIM METOLOM

1030

BUOJTIOTMYECKMU MATEPUAN, NMOJTYHEHHDBIU NPU
XUPYPITUMECKMX BMELLATE/IbCTBAX (/labKeecr)




A26.01.001.001

P229

MoceB Ha aspobHyo 1 hakynbTaTUBHO-aHa3pOoOHY0 DakTepuanbHyto
cdnopy ¢ onpegeneHmem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOOHbLIX NpenapaToB™***

1690

A26.01.001.001

P230

[MoceB 13 paHbl Ha aspobHyto 1 akynbTaTUBHO-aHA3POOHYHO
GakTepuanbHyto MUKPodopy C onpeaeneHnemM YyBCTBUTENbHOCTM K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB C Bblgaven
MK (MIC) n pac4yétom nHaekca adpekTUBHOCTH

2740

A26.02.003

P231

MoceB Ha aspobHyt0 1 hakynbTaTUBHO-aHa3pobHyo BakTepuanbHyto
dropy ¢ onpeaeneHmem YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOOHBLIX NpenapaToB 1 GakTepuodaram™ **

1720

A26.02.001

P232

MoceB 13 paHbl Ha asapobHyto 1 dakynNbTaTMBHO-aHa3POOHYHO
BakTepuanbHy0 MUKPONopy ¢ onpeaeneHnem YyBCTBUTENbHOCTU K
pacLIMPeHHOMY CMEKTPY aHTUMUKPOOHbLIX NpenapaToB C Bblaaven
MK (MIC) n pacuyétom nHgekca adhpekTnBHocTn n 6aktepuodaram

2420

A26.01.001.001

P233

MoceB Ha aHa3pobbI ¢ onpeaeneHneM HYyBCTBUTENBHOCTU K
aHTUMKKPOGHBIM NpenapaTam

1920

A26.02.004

P234

Moces Ha gpoxkenogobHble rpundbl (pogos Candida n gpyrux) ¢
onpepeneHmem YyBCTBUTENbHOCTM K aHTUMMKOTUYECKMM Npenapartam

1040

A26.30.048

P235

MoceB Ha 30MOTUCTLIN CTadOUIOKOKK (S. aureus) ¢ onpeeneHem
YYBCTBUTENBHOCTM K aHTUMMKPOGHBLIM Nnpenapatam

1280

A26.30.048

P236

MoceB Ha 30M0TUCTbIN CTadUIOKOKK(S. aureus) ¢ onpegeneHmem
YYBCTBUTENIBHOCTM K aHTUMUKPOOHLIM npenapaTam v 6aktepuodaram

1420

A26.30.046

pP237

Moces Ha nceBgomoHabl (CuHerHonHasa nanoyvka/Pseudomonas
aeruginosa) c onpegeneHneMm 4YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM
npenaparam

1300

A26.02.003

P686

MoceB 13 paHbl Ha a3pobHyto 1 aKynbTaTUBHO-aHA3POOHYHO
BakTepmarnbHy0 MUKPOIopy C OnpeaeneHneM YyBCTBUTENBHOCTHU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBOHLIX NpenapaToB AUCKO-

AN PY3nNOHHBIM METOAOM

1100

A26.02.003

P687

MoceB 13 paHbl Ha a3pobHyto 1 aKynbTaTUBHO-aHA3POOHYHO
GakTepmarnbHyo MUKPOPIopy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLUMPEHHOMY CMEeKTPY aHTUMUKPOBHLIX NpenapaToB AUCKO-
andy3nMoHHbIM MeTogoM 1 BakTepmnodaram

1646

MOYA (cpeaHana nopuua, cobpaHHaA KaTeTepom, Npu
HagnobKosoW nyHKuuK) (JlabKsecr)

A26.28.003

P238

MoceB Ha aspobHyo 1 hakynbTaTUBHO-aHadPOOHY0 BakTepranbHyto
dnopy ¢ onpegeneHMem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTpY
aHTMMUKPOBHbIX NpenapaTos

1590

A26.28.003

P239

MoceB Moun Ha asapobHyto 1 dhakyrnbTaTUBHO-aHa3PObHY0
BakTepuanbHyo MUKPOMIopy C onpeaeneHneM YyBCTBUTENBbHOCTU K
pacLUMpPeHHOMY CMeKTpy aHTUMUKPOOHbIX MpenapaToB C Bblaavew
MK (MIC) n pacyétom nHgekca acpheKkTMBHOCTH

2 660

A26.28.003

P240

MoceB Ha a3pobHyo 1 hakynbTaTMBHO-aHadPOBHY0 GakTepuarnbHyo
donopy ¢ onpeaeneHnemM YyBCTBUTENBEHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOGHbIX NpenapaTtoB 1 GakTepuodaram

1860

A26.28.003

P241

lMoceB MO4M Ha aspoOHYO 1 haKynbTaTMBHO-aHA3POOHYH0
GakTepuarnbHylo MUKPOIopy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLIMPEHHOMY CMEKTPY aHTUMUKPOOHbLIX NpenapaToB C Bblaaven
MK (MIC) n pac4étom nHgekca acpdekTnBHoCTM U BakTepuodaram

2520

A26.28.003

P242

Moces Ha gpoxokenogobHble rpubdbl (pogos Candida n gpyrux) ¢
onpegerieHMeM YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM Npenaparam

1130

A26.28.003

P688

MoceB MoOuM Ha aspoOHYH U haKynbTaTMBHO-aHA3POOHYH0
GakTepuarnbHylo MUKPOIopy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB AUCKO-
andysMoHHbIM MeTOA0M

1130

A26.28.003

P689

lMoceB Moun Ha aspobHYyH U hakynbTaTUBHO-aHA3POOHYH0
GakTepuarnbHylo MUKPOMoOpYy C OnNpeaeneHNeM YyBCTBUTENBHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOOHBIX NpenapaToB OUCKO-
anddysnoHHsIM MeToaoM 1 BakTepuodaram

1130




OTAENAEMOE NOJ/I0OBbIX OPTAHOB (/1abKsecr)

A26.21.004

P243

MNoces Ha M. hominis n Ureaplasma spp. ¢ onpegeneHnem
YyBCTBUTEJNTbHOCTU K aHTI/IMI/IKp06HbIM npenaparam

2290

A26.20.005

P388

Moces Ha Ureaplasma spp. ¢ onpeaeneHnem 4YyBCTBUTENbHOCTM K
aHTMMUKPOBHbLIM NpenapaTtam (oTAensemMoe nosioBbIX OPraHoB)

1130

A26.01.010

P244

MoceB Ha a3pobHyto 1 hakynbTaTUBHO-aHA3POOHY0 GakTepuanbHyto
cdnopy c onpegeneHmem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY
aHTUMMKPOOHbLIX NpenapaToB™***

1830

A26.20.008

P245

MoceB oTAENsieMOro NoroBbIX OPraHoB Ha a3pobHyLo K
hakynbTaTMBHO-aHa3PObOHY0 GakTepmanbHy MUKPOGIIopyY C
onpepeneHmem YyBCTBUTENbHOCTU K pacLLUMPEHHOMY CMEKTPY
aHTUMUKPOOHbLIX NpenapaToB ¢ Bbigaven MIK (MIC) u pacyétom
nHaekca ahpeKTUBHOCTU

3110

A26.20.008

P246

MoceB Ha a3pobHyto 1 dhakynbTaTUBHO-aHA3POOHY0 GakTepuanbHyto
cdnopy c onpegeneHmem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOOHbLIX NpenapaToB K GakTepuodaram™***

1860

A26.20.008

P247

MoceB oTAENsieMOro NoroBbIX OPraHoB Ha a3pobHyLo K
hakynbTaTMBHO-aHa3PObOHY0 GakTepmanbHyr MUKPOGIIopy C
onpegeneHmeM YyBCTBUTENbHOCTU K pacLLUMPEHHOMY CMEKTPY
aHTMMUKPOGHBIX NpenapaTtoB ¢ Bblgaden MIMK (MIC) n pacyétom
nHgekca acpdekTnBHocTH 1 bakTepmodaram

2450

A26.21.014

P248

Moces Ha gpoxkenogobHble rpundbl (pogos Candida n gpyrux) ¢
onpepeneHmem YyBCTBUTENbHOCTM K aHTUMMKOTUYECKMM Npenapartam

1130

A26.20.002

P249

Moces Ha roHokokk (N. gonorrhoeae) ¢ onpegeneHvem
YyBCTBUTENBHOCTU K aHTUMMKPOOHLIM npenaparam

1130

A26.20.008

P250

MoceB Ha aHa3pobbI ¢ onpeaeneHneM YyBCTBUTENBHOCTU K
aHTUMKKPOGHBIM NpenapaTam

2 300

A26.23.005

P251

Moces Ha nucTepun (Listeria monocytogenes) c onpegeneHnem
YyBCTBUTENBHOCTM K aHTUMMKPOOHBLIM NpenapaTtam

1130

A26.20.008

P252

MoceB Ha BeTa-reMonUTUYECKUiA CTPENTOKOKK rpynnbl B
(Streptococcus agalactiae)

1150

A26.01.001

P253

MoceB Ha BeTa-reMonUTUYECKUiA CTPENTOKOKK rpynnbl B
(Streptococcus agalactiae) ¢ onpegeneHnem 4yBCTBUTENbHOCTU K
AHTUMMKPOGHLIM NpenapaTam

1310

A26.30.045

P999

OnpegeneHne 4yBCTBUTENBbHOCTU K pacLUMPEHHOMY CNeKTpy
aHTMMUKPOGHBIX NpenapaTtoB ¢ Bbigaden MIMK (MIC) n pacyétom
nHaekca apPeKTNBHOCTH

1600

A26.20.008

P690

MoceB oTOENAEMOro NoJSIoBbIX OPraHOB  Ha aspoBHYHo 1
(haKkynbTaTUBHO-aHaA3POOHYHO GakTepuanbHy Mukpodnopy ¢
onpegeneHmem YyBCTBUTENbHOCTU K pacLLUMPEHHOMY CMEKTPY
AHTUMUKPOOHBIX NpenapaToB AUCKO-AN(PY3NOHHBIM METOLOM

1130

A26.20.008

P691

MoceB oTAENAEMOro NosIoBbIX OPraHOB  Ha a3poBHYHo 1
(haKkynbTaTUBHO-aHaA3POOHYHO GakTepuanbHy Mukpodnopy ¢
onpepeneHmem YyBCTBUTENbLHOCTU K paCLLUMPEHHOMY CMEKTPY
AHTUMUKPOOHbLIX NpenapaToB ANCKO-AN(Y3MOHHBIM METOLOM U

1130

A26.30.009

P254

MoceB Ha a3apobHyto 1 hakynbTaTMBHO-aHa3pPOOHY0 BakTepuansHyo
dnopy ¢ onpeaeneHnemM YyBCTBUTENBEHOCTU K OCHOBHOMY CMEKTPY
AHTMMUMKPOGHbLIX NpenapaToB

1420

A26.30.011

P255

[MoceB rpygHOro Monoka Ha asapobHyto 1 hakyrnbTaTMBHO-aHa3POOHYH0
GakTepuarnbHyo MUKPOMIIopy C onpeaeneHneM YyBCTBUTENBHOCTY K
pacLUMPEHHOMY CMEeKTPY aHTUMUKPOBHLIX NpenapaToB C Bblaaven
MK (MIC) n pac4yétom nHaekca achpekTMBHOCTH

2630

A26.30.009

P256

lMoceB Ha aspobHyo 1 hakynbTaTUBHO-aHA3POOHY0 BakTepranbHyto
dnopy ¢ onpegeneHMem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTpY
aHTMMUKPOGHBIX NpenapaToB 1 GakTeprodaram

1510

A26.30.011

pP257

MoceB rpyaHOro Mosioka Ha aspobHyto U (hakyrbTaTUBHO-aHa3pPOBHY0
GakTepuanbHyto MUKpodnopy C onpeaeneHnem YyBCTBUTENbHOCTM K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB C Bblgaven
MK (MIC) n pacuyétom nHaekca adcpekTnBHoCcTM U GakTepuodaram

2 330




A26.30.048

P258

MoceB Ha 30M0TUCTBIN CTAdUIIOKOKK (S. aureus) ¢ onpeaeneHmem
YYBCTBUTENBHOCTU K @aHTUMMKPOOHbLIM Npenapartam

1330

A26.30.048

P259

MoceB Ha 30MOTUCTLIN CTAUITOKOKK(S. aureus) ¢ onpeaeneHnem
4YBCTBUTENBHOCTU K aHTUMUKPOGHbLIM npenapaTtam 1 6aktepuodaram

1410

A26.30.011

P692

lMoceB rpygHOro Momnoka Ha a3poOHyto 1 chakynbTaTMBHO-aHa3pPOOHY0
BakTepuanbHyo MUKPONopy € onpeaeneHnem YyBCTBUTENbHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBOHBIX NpenapaToB OUCKO-
anpdy3sMoHHbLIM METOA0M

1130

A26.30.011

P693

lMoceB rpygHOro Momnoka Ha a3poOHyto 1 chakynbTaTMBHO-aHa3pPOOHY0
BakTepuanbHy0 MUKPONopy ¢ onpeaeneHnem YyBCTBUTENbHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBOHBIX NpenapaToB OUCKO-
anpdy3nmoHHbIM MeTogoMu 1 BakTepuodaram

1130

OTAENAEMOE BEPXHUX U HUXXHUX AbIXATE/IbHbIX MYTEU
(NabKsecT)

A26.20.008

P260

MoceB Ha HGeTa-reMonNUTUYECKNA CTPENTOKOKK rpynnbl Al
(Streptococcus group A, S.pyogenes)

1130

A26.08.015

P261

MoceB Ha 6eTa-reMonNUTUYECKMIA CTPENTOKOKK rpynnbl A
(Streptococcus group A, S.pyogenes) ¢ onpegeneHmem
YyBCTBUTENBHOCTU K aHTUMUKPOOHLIM Npenapartam

1360

A26.08.009

P262

MoceB Ha aspobHyt0 1 hakynbTaTUBHO-aHadPOOHY0 BakTepranbHyio
chropy ¢ onpeaeneHMemM YyBCTBUTENBLHOCTU K OCHOBHOMY CMEKTPY
aHTMMUKPOBHbLIX NpenapaToB™™ ™™

1830

A26.09.011

P263

MoceB oToensaeMoro AbixaTenbHbIX NyTEN Ha aspobHYyLo U
haKkynbTaTMBHO-aHA3POOHYIO GakTepuanbHy M1kpodnopy ¢
onpegeneHmem YyBCTBUTENbHOCTU K pacLLUMPEHHOMY CMEKTPY
aHTMMUKPOGHbIX NpenapaTtos ¢ Bblgaden MIMK (MIC) n pacyétom
nHaekca appeKTMBHOCTH

2760

A26.09.010

P264

MoceB Ha aspobHyt0 1 hakynbTaTUBHO-aHadPOOHY0 BakTepranbHyto
chropy ¢ onpeaeneHMemM YyBCTBUTENBLHOCTU K OCHOBHOMY CMEKTPY
aHTMMUKPOGHbIX NpenapaTtoB n 6akTteprodaram™ **

1920

A26.09.011

P265

MoceB oTAeNAeMoro AbixaTenbHbIX NyTEN Ha aapobHYyLo U
(haKkynbTaTUBHO-aHA3POOHYHO GakTepuanbHy MUkpodnopy ¢
onpegeneHmem YyBCTBUTENbHOCTU K pacLLUMPEHHOMY CMEKTPY
aHTMMUKPOGHbIX NpenapaTtoB ¢ Bblgaden MIMK (MIC) n pacyétom
nHaekca acpdeKkTMBHOCTU N BakTepuodaram

2450

A26.30.047

P266

lMoceB Ha NHEBMOKOKK (S. pneumoniae) ¢ onpegeneHvem
YyBCTBUTENBHOCTN K aHTMMWKPOOHbLIM NpenapaTam

1130

A26.08.009

P267

Moces Ha gpoxokenogobHble rpubsbl (pogos Candida n gpyrux) ¢
onpegerieHMeM YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM Npenaparam

1130

A26.05.044

P268

Moces Ha remodumnbHyto nanoyky (Haemophilus influenzae tuna b)c
onpegerneHneM 4yBCTBUTENbHOCTU K aHTUMUKPOOHbBIM npenapaTamM

1330

A26.30.048

P269

[MoceB Ha 30M0TUCTBIN CTAUNOKOKK (S. aureus) ¢ onpegeneHmem
YYBCTBUTENBHOCTM K aHTUMUKPOGHBLIM Npenapatam

1340

A26.30.048

P270

lMoceB Ha 30M0TUCTBIN CTAUIOKOKK(S. aureus) ¢ onpeaeneHmem
YYBCTBUTENLHOCTM K aHTUMUKPOBHLIM NpenapaTam v 6aktepuodaram

1390

A26.30.048

P271

Moces Ha 3onoTtuctein ctadgunokokk MP3C (S.aureus, MRSA)
O6cnepoBaHve nepef rocnuTanusaumein/ap. MeamuuHCKUX

1330

A26.30.048

P272

Moces Ha 3onoTtucTein ctadunokokk MP3C (S. aureus, MRSA) ¢
onpefeneHneM YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM Npenapartam

1330

A26.30.048

pP273

Moces Ha 3onoTtucTein ctadunokokk MP3C (S. aureus, MRSA) ¢
onpeaeneHMeM HYyBCTBUTENBHOCTU K aHTUMUKPOGHBLIM Npenapatam u
bakTepuodaram

1440

A26.08.001

P274

Moces Ha Bo3byauTenb audtepun (Corynebacterium diphtheriae)

1330

A26.08.009

P275

[MoceB HOCOrNMOTOYHOM CrM3n Ha MeHMHIOKOKK (Neisseria meningitidis)
C onpefeneHvemM YyBCTBMTENbHOCTM K aHTUMUKPOOHBIM Npenaparam

1330

A26.23.005

P276

MoceB Ha nuctepun (Listeria monocytogenes) ¢ onpegeneHnem
YyBCTBUTENBHOCTM K aHTUMUKPOBHBIM npenapartam

1330




A26.09.011

P694

MoceB oTaensiemMoro AbixaTenbHbIX NyTeN Ha a3pobHyo 1
hakynbTaTUBHO-aHa3POOHYI0 BakTepuanbHy MUKpodnopy ¢
onpegeneHmem YyBCTBUTENbHOCTU K pacLLUMPEHHOMY CMEKTPY
aHTUMUKPOOHbBIX NpenapaToB AUCKO-AN(PY3MOHHBIM METOLOM

1330

A26.09.011

P695

lMoceB oTAENAEMOro AbixaTenbHbIX NyTEeN Ha adpobHYo U
haKkynbTaTUBHO-aHA3POOHYIO GakTepuanbHy MUKpodnopy ¢
onpegeneHmem YyBCTBUTENbHOCTU K pacLLUMPEHHOMY CMEKTPY
aHTUMUKPOBHBLIX NpenapaToB AUCKO-AN(IY3NOHHBIM METOLOMM U
bakTepuodaram

1330

OTAENAEMOE U3 YXA (HapyXHbi cnyxoBoii npoxopa) (/1abKsecr)

A26.25.001

P277

MoceB Ha aspobHyt0 1 hakynbTaTUBHO-aHa3pobHy0 BakTepuanbHyto
dropy ¢ onpeaeneHmem YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOOHBLIX NpenapaToB™***

1730

A26.01.010

P278

lMoceB oTAENseMoro 13 yxa Ha aspo0OHyto 1 hakynbTaTUBHO-
aHaspobHyto GakTepuanbHyto MMKpPodnopy ¢ onpegeneHnem
YyBCTBUTENBHOCTY K pacLUMPEHHOMY CNEKTPY aHTUMMUKPOOHbIX
npenapaTtos ¢ Bbligaden MIMK (MIC) n pacyétom nHgekca

3070

A26.25.001

P279

MoceB Ha a3pobHyto 1 dhakynbTaTUBHO-aHA3POOHY0 BakTepuanbHyto
chnopy c onpegeneHmem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOOHbLIX NpenapaToB 1 bakTepuodaram™***

1950

A26.01.010

P280

MoceB oToensemMoro 13 yxa Ha aspobHyt0 1 bakynbTaTUBHO-
aHaspobHyto GakTepuanbHyto MUKpodiopy ¢ onpeaeneHnem
YYBCTBUTENBHOCTY K pacLUMPeHHOMY CNEKTPY aHTUMUKPOOHbIX
npenapaTtoB ¢ Beigaden MIMK (MIC) n pacyétom nHaekca

2 330

A26.01.013

P281

Moces Ha gpoxokenogobHble rpubsbl (pogos Candida n gpyrux) ¢
onpefeneHneM YyBCTBUTENBHOCTU K aHTUMUKOTUYECKUM NpenapaTtam

1130

A26.05.044

P282

Moces Ha remodunbHyto nanoyky (Haemophilus influenzae tuna b)c
onpegerneHneM 4yBCTBUTENbHOCTW K aHTUMUKPOOHbBIM npenapaTamM

1330

A26.01.010

P696

MoceB oToensemMoro m3 yxa Ha aspobHy 1 hakynbTaTUBHO-
aHa3pobHyto DakTepuanbHy0 MUKPOMopy C onpeaeneHnem
YyBCTBUTENBHOCTY K pacLUMpeHHOMY CNEKTPY aHTUMMUKPOOHbIX
npenapaToB AUCKO-aNdY3MOHHBIM METOLO0M

1130

A26.01.010

P697

MoceB oToensemoro 13 yxa Ha aspobHyt0 1 hakynbTaTUBHO-
aHa3pobHyto DakTepuanbHy0 MUKPOMopy C onpedeneHnem
YyBCTBUTENBHOCTY K pacLUMpeHHOMY CNEKTPY aHTUMMUKPOOBHbIX
npenapaToB AUCKO-ANdPY3MOHHBIM MeTogOoMM 1 GakTeprodaram

1130

OTAENAEMOE U3 INA3A (N1abKeecr)

A26.26.004

P283

MoceB Ha aspobHyto 1 hakynbTaTUBHO-aHadPOOHY0 BakTepranbHyto
dnopy ¢ onpegeneHMem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTpY
aHTMMUKPOOBHbIX NpenapaToB™™ ™™

1690

A26.26.004

P284

lMoceB oTAensiemMoro 13 rrnasa Ha a3pobHyo 1 dakynbTaTUBHO-
aHa3pobHyto BakTepuanbHyo MMKPOMIopy C onpedeneHnem
YyBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMUKPOGHbIX
npenapaTtos ¢ Boigayen MIMK (MIC) n pacuétom nHgekca
3hPEKTUBHOCTHU

2 960

A26.26.004

P285

lMoceB Ha aspobHyo 1 hakynbTaTUBHO-aHA3POOHY0 BakTepranbHyto
coropy ¢ onpeaeneHMeM YyBCTBUTENBLHOCTU K OCHOBHOMY CMEKTPY
aHTMMMKPOOHbIX NpenapaTtoB 1 6akTeprodaram™ **

1880

A26.26.004

P286

MoceB oToenseMoro 13 rnasa Ha aspobHyto 1 akynbTaTUBHO-
aHaspobHyl0 GakTepuanbHyo MMKPOdopy ¢ onpegeneHnem
YYBCTBUTENBHOCTY K pacLUMPEHHOMY CNEKTPY aHTUMUKPOOHbIX
npenapaTtos ¢ Boigayen MIMK (MIC) n pacuétom nHgekca
acpdhekTnBHOCTU N BakTepnodaram

2 330

A26.01.013

P287

Moces Ha gpoxokenogobHble rpubdel (pogos Candida n gpyrux) ¢
onpegerieHMeM YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM Npenaparam

1030

A26.05.044

P288

MoceB Ha remodmnbHyto nanoyky (Haemophilus influenzae Tuna b)c
onpegeneHneM 4YyBCTBUTENBHOCTU K aHTUMUKPOGHBIM npenaparam

1100

A26.26.002

P289

MoceB Ha roHokokk (N. gonorrhoeae) ¢ onpegeneHvem
YYBCTBUTENBHOCTU K aHTUMMKPOOHbLIM Npenapartam

1010




A26.23.005

P290

MoceB Ha nuctepun (Listeria monocytogenes) ¢ onpegeneHnem
YyBCTBUTENBHOCTM K aHTUMUKPOOHBIM npenapartam

1030

A26.26.002

P447

MoceB oToensiemoro m3 rrnasa Ha MeHUHrokokk (Neisseria meningitidis)
C onpefeneHnem YyBCTBUTENbHOCTU K aHTUMMKPOOHBIM nNpenaparam

1010

A26.26.004

P698

lMoceB oTgenseMoro 13 rmasa Ha a3poOHyo 1 hakynbTaTUBHO-
aHaspobHyo GakTepuansHylo MMKpPodnopy ¢ onpeaeneHnem
YyBCTBUTENBHOCTY K pacLUMPEHHOMY CNEKTPY aHTUMUKPOOHbIX
npenapaToB AMCKO-ANPAY3NOHHBIM METOLOM

1200

A26.26.004

P699

lMoceB oTgenseMoro 13 rmasa Ha a3poOHyo 1 hakynbTaTUBHO-
aHaspobHyo HakTepuansHylo MMKpPodnopy ¢ onpegeneHnem
YyBCTBUTENBHOCTY K pacLUMPEHHOMY CNEKTPY aHTUMUKPOOHbIX
npenapaToB AUCKO-ANPdY3NOHHBIM METOAOM U BakTepuodaram

1200

A26.05.016.001

P291

[OncbakTepmros KUWeYHUKa ¢ onpeaerneHnem YyBCTBUTENBHOCTU K
OakTepunodaram

3 060

A26.05.016.001

P343

[ncbakTepunos K1LLeYHrKa C onpeaeneHnemM YyBCTBUTENbHOCTY K
BakTepunodaram n aHTMMNKPOOHbLIM npenapatam (B + ABIT + AMIT)

3230

A26.19.008

P503

MoceB. kana Ha MuUKpoddIiopy ¢ onpedeneHnem YyBCTBUTENBHOCTH K
aHTVMUKPOBHLIM Npenaparam

1700

A26.19.080

P292

lMoceB Ha NATOreHHy0 KNLWEYHY dONopy (LUMrensbl, CanbMOHENNIbI)
(nepep rocnutanusaumen, npu MeamLMHCKOM 06cneaoBaHun No
nokKasaHusim)

1030

A26.19.080

P293

[MoceB Ha NaToreHHyo KnweyHy nopy (LWUnrensbl, CanbMOHENsbI) C
onpegeneHmemM YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM Npenaparam

1900

A26.05.016.001

P294

[MoceB Ha NaToreHHyo KnweyHy nopy (LWUnrensbl, CanbMOHENsbI) C
onpegerneHneM YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM NpenapaTtam u
bakTepuodaram

2100

A26.01.001

P295

MoceB Ha 30MOTUCTLIN CTadOUIIOKOKK (S. aureus) ¢ onpeeneHem
YYBCTBUTENBHOCTM K aHTUMMKPOOHBLIM npenapatam

1540

A26.30.048

P296

lMoceB Ha 30MOTUCTBIN CTadMNOKOKK(S. aureus) ¢ onpegeneHvem
YyBCTBUTENBHOCTU K aHTUMWKPOOHBLIM Npenapatam n 6akteprodaram

1790

A26.19.004

P297

Moces Ha nepcuHum (Yersinia enterocolitica) ¢ onpegeneHuem
YyBCTBUTENBHOCTU K aHTUMMUKPOOHLIM Npenapatam

1800

A26.19.084

P298

Moces Ha kamnunobaktep (Campylobacter sp.) c onpegenexHvem
YyBCTBUTENBHOCTM K aHTUMUKPOOHBIM Npenapartam

1740

A26.19.086

P299

Moces Ha aHaspobbl, Bo3oyautenu MTU (Clostridium spp.) ¢
onpegeneHvem YyBCTBUTENbHOCTM K aHTUMUKPOBHbBIM npenapartam

1840

A26.01.013

P300

Moces Ha gpoxkenogobHble rpudbl (pogos Candida n gpyrux) ¢
onpegeneHnemMm YyBCTBUTENBHOCTU K aHTUMUKOTUYECKUM NpenapaTam

1130

A26.05.016.001

P367

MoceB kana Ha avaporeHHble swepuxnossbl (E. coli)

3 400

BbisiBNeHUe aHTUTeHOB - BO36byauTeneit KMLWeUYHbIX MHGeKLmit
(Na6bKeecr)

A26.19.020

P305

Xenukobakrep nunopu (Helicobacter pylori), BbisBneHve aHturexa

1430

A26.19.081

P306

TokcuHbl A u B Clostridium difficile, BbisiBneHne aHtureHa

1880

XENYb (ogHa nopuus) (/TabKeecr)

A26.14.003

P308

MoceB Ha aspobHyto 1 hakynbTaTUBHO-aHA3POOHY0 BakTepranbHyto
coropy ¢ onpeaeneHMeM YyBCTBUTENBLHOCTU K OCHOBHOMY CMEKTPY
aHTMMUWKPOGHBIX NpenapaToB

1510

A26.14.002

P309

MoceB xenun Ha aapobHyto 1 dakynbTaTMBHO-aHa3POOHYH0
BakTepmarnbHy0 MUKPOMIIOpY C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLUMpPEeHHOMY CMeKTpy aHTUMUKPOGHbLIX NpenapaToB C Bblaavew
MIK (MIC) n pacyétom nHgekca acpheKkTMBHOCTH

2410

A26.14.002

P310

MoceB Ha a3pobHyo 1 hakynbTaTMBHO-aHadPOBHY0 GakTepuarnbHyo
dnopy ¢ onpeaeneHnemM YyBCTBUTENBEHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOGHbIX NpenapaTtoB 1 GakTepuodaram

1610

A26.14.002

P311

MoceB xxenyn Ha aspobHYO 1 dhaKynbTaTUBHO-aHA3POOHYH0
GakTepuarnbHy0 MUKPOMIopy C onpeaeneHNeM YyBCTBUTENBHOCTHU K
pacLIMPEeHHOMY CMEKTPY aHTUMUKPOOHbLIX NpenapaToB C Bblaaven
MK (MIC) n pac4yétom nHgekca achpekTnBHocTn u baktepuodaram

2 330




A26.14.002

P432

MoceB >xenyn Ha aHaspobbl C onpeaesnieHnem YyBCTBUTENbHOCTM K
aHTUMUKPOGHBLIM Npenaparam

1300

A26.14.002

P701

lMoceB xenun Ha a3pobHyto 1 hakynbTaTMBHO-aHa3POOHYH0
BakTepuanbHy0 MUKPONopy ¢ onpeaeneHnem YyBCTBUTENbHOCTH K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBOHBIX NpenapaToB OUCKO-
anpdy3MoHHbIM METOA0M

890

A26.14.002

P702

lMoceB xen4yn Ha aspobHyto 1 hakynbTaTUBHO-aHA3POOHYI0
BakTepuanbHy0 MUKPONopy ¢ onpeaeneHnem YyBCTBUTENbHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBOHBIX NpenapaToB OUCKO-
andysnoHHseIM MeToaoM n BakTeprodaram

890

DOpyroe (/TabKBecT)

A26.30.044

P504

MoceB ¢ aneMeHTa (kaTeTep) C onpeaeneHnem YyBCTBUTENbHOCTY K
aHTUMUKPOBHbLIM Npenaparam

1050

A26.14.002

P505

MoceB Xenygo4yHOro COAepXMMOro C onpegeneHnem
YyBCTBUTENBHOCTM K aHTUMUKPOOHBIM npenapartam ¢ Bbigaden MK
(MIC) n pac4étom nHaekca apeKTUBHOCTM

990

A26.14.002

P703

MoceB >xenun Ha aspobHYO 1 hakyNbTaTMBHO-aHA3POOHYHO
BakTepmarnbHy0 MUKPOIopy C OnpeaeneHneM YyBCTBUTENBHOCTHU K
pacLIMPEHHOMY CMEKTPY aHTUMUKPOOHBIX NpenapaToB ANCKO-
anddysnmoHHEIM MeToaoM 1 BakTeprodgaram

990

MuKonoruueckue uccnegosanus (JlabKeecr)

A26.09.024

P338

KomnreKkcHoe MUKOnornyeckoe nccnegoBaHme Ha ApoxKkeBble rpuobl,
aepMaToduTbl U NNecHeBble rpUbbI ¢ onpeaeneHmem
YYBCTBUTENBHOCTM K aHTUMMKOTMYECKUM NpenapaTam Kk rpubam poga

1650

A26.01.013

P339

Mwukonormyeckoe nccrnefoBaHue (MOCEB) HA APOXIOKEBLIE PUODI
(pomoe Candida spp , Cryptococcus spp u apyrux) ¢ onpegeneHmem
YyBCTBUTENIBHOCTU K aHTUMMKOTMYECKMM Npenapartam npu
BblABIEHUN BO36y,D,I/ITeJ'IF|

1710

Nocesbl Ha Chlamydia trachomatis (/lTabKsecT)

A26.26.004

P459

MoceB oTgensiemoro 3 rmasa Ha Chlamydia trachomatis

2100

A26.26.004

P460

MoceB oTgensiemoro n3 rmasa Ha Chlamydia trachomatis ¢
onpepeneHvem YyBCTBUTENbHOCTM K aHTUOMOTHKaM

5150

A26.26.004

P457

Moces Ha Chlamydia trachomatis

1900

A26.26.004

P458

Moces Ha Chlamydia trachomatis ¢ onpegeneHnem 4yBCTBUTENBHOCTU
K aHTbnoTnkam

4990

AHanM3 MUKPOBHbLIX MApKepOB MeTOA,0M ra3oBoii XPOMaTO-Macc-
cneKktpomeTpum (no Ocunosy) (/TabKeecr)

A26.19.008

P480

WccnepoBaHve MUKpOBMOLIEHO3a TOHKOIO KULLIEYHUKA METOAOM
rasoBol xpomaTorpadgum - Macc-cnektpometpum (no Ocunosy)

10 490

A26.19.008

P481

VccneposaHve MUKpoBMOLEHO3a TONCTOMO KULLEYHNKA METOL0M
rasoBol xpomaTorpadgum - Macc-cnektpometpum (no Ocunosy)

10 490

B03.016.018.00

P482

WccneposaHve MUKkpobroLieHO3a MOYENONoBON CUCTEMbI METOAOM
rasoBol xpomaTorpadgum - Macc-cnektpometpum (no Ocunosy)

10 490

A26.01.013

P483

WMccnepoBaHve MukpobmoLeHo3a Apyrx fokanusauumn (Tpaxes,
BEPXHME AblXaTerbHble NyTW, KOXa, HOrTeBbIE NMAaCTUHbI, OTAENSAemMoe
paH) MeTo4oM rasoBomn xpomaTtorpadum - Macc-cnekTpomeTpum (no

10 490

KomnneKcHoe LUTONOrnYeCcKoe M MOJIEKYIAPHO-reHeTUYecKoe
uccneposaHue (NlabKeecr)

A26.21.008.001

P730

BIMY-TecT paclumMpeHHbIN XNOKOCTHbIN (KONMMYECTBEHHOE

onpegenexve OHK Bnpyca nanunnomsl YernoBeka C ykazaHvem Tuna
BUpyca Hu3koro (Tunbl 6,11,44) n Bbicokoro (Tunbl 16, 18, 26, 31, 33,
35, 39, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82) oHkOreHHoro pucka,

3390

A26.21.008.001

R936

BIMY-MAT-TecT )XmaKkocTHbIM (koMnnekc Tectos: BMNY pacumpeHHbin ¢
onpefeneHvem KonuyecTsa u Tuna supyca (HU3KOro 1 BbICOKOro
OHKoreHHoro pucka «KeaHTt-21»)+IMAl-TecT)

5590

MuKpoCKonuyecKkue Uccies0BaHUA Ma3Ka y KeHuwuH (JlabKeecr)

A26.20.006

M001

Mukpockonunyeckoe nccrnefoBaHue XXeHCKOro Maska (3 TouYKK)

900




Mukpockonnyeckoe nccrnegoBaHne maska 13 Bnaranuiia u

Al12.28.015 MO002 LlepBMKanbHOro kaHana 860
A26.20.006 MO0O03 Mwukpockonunyeckoe nccrnegoBaHve Maska u3 Bnaranvila u ypetpbl 860
A12.20.001 M004 Mwukpockonuyeckoe nccnegoBaHne maska U3 LepBuKanbHOro kaHana 860
A12.20.001 MO005 Mukpockonuyeckoe nccnegoBaHne maska U3 Bnaranuuia 860
Al12.28.015 MO006 Mukpockonunyeckoe nccrnegoBaHve Maska U3 ypeTphbl Y XKEHLUMH 860
MuKpoCcKonuuyeckne UccneaoBaHUA Ma3Ka Yy XKEeHLLUH C OKPacKoii
no pamy (/1abKsecT)
Mukpockonunyeckoe uccrnegoBaHve Maska U3 Bnaranuila ¢ oKpackom
A26.20.006 MO007 no Npamy (c oueHkou no wkane HotogxeHTa) 860
Mukpockonnyeckoe nccrnegoBaHve Maska 13 LiepBrKanbHOro KaHana u
A26.20.006 MO008 13 Bnaranuiia ¢ okpackow no 'pamy (C oLeHKon No Lwkane 860
A26.20.001 MO013 Mwukpockonuyeckoe nccnegoBaHne Ha OUNITOKOKK 860
MuKpocKonuyeckue nccneaoBaHua masKa y MyxKuuH (JlabKeecr)
Al12.21.005 M009 Mwukpockonuyeckoe nccnegoBaHne cekpeTa npeacratesribHon Xenesbl 860
Al12.28.015 MO010 Mwukpockonnyeckoe nccrnegoBaHne maska ns ypetpbl Y My>KUUH 860
Al12.21.004 MO11 Mukpockonnyeckoe nccrnegoBaHme Maska C KpanHewn nnoTu 860
UccnepaoBaHuMe KOXKU U HOTTEBbIX NAACTUHOK (/TabKBecT)
A26.01.018 P312 Wccneposanve Ha gemogekos (Demodex folliculorum) 590
ViccnegoBaHme HOITEBbIX NMITACTUHOK MIK YeLLyeK KOXKN Ha
A26.01.023 P313 naTtoreHHble rpubsbl 1300
A26.01.018 P349 VccnepoBaHne Ha Sarcoptes scabiei (4ecoTka) 585
DWATHOCTUKA YPOTEHUTA/IbHbIX MHOEKLIUM (N1abKsecT)
A26.21.036 R054 Mporpamma - "MuHumym" 7 2 600
A26.21.036 R0O55 Mporpamma - "Meguym" 9 3430
B03.014.020 R056 MNporpamma - "Makcumym" 12 4 280
B03.014.022 |R0O57 Mporpamma - "Mpemuym" 15 8 270
Onpepnenenne OHK B cockobe anutenunanbHbIX KNeTok
yporenuntaneHoro Tpakta (Chlamydia trachomatis, Trichomonas
B03.014.049 R662 vaginalis, Neisseria gonorrhoeae) 1700
WHdeKunn yporeHnTanbHOro TpakTa y My>XXYuH, KONM4eCTBEHHOE U
B03.014.045 R795 KayecTBeHHoe onpegeneHue OHK 5330
YporeHuTtarnbHble UHPEKLUN Y MY>KUNH, pacLUMPEHHbIN
B03.014.046 |R797 (konunyectBeHHoe onpegeneHne JHK) 3780
YporeHuTtarnbHble UH(PEKLUN Y XKEHLLMH, pacLUMPEeHHbIN
B03.014.047 |R798 (konunyectBeHHoe onpegeneHne JHK) 5130







