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1.1. ObweKknnHnYecKkne nccneposaHua Kposu (General Clinical Blood
Tests)

B03.016.002

1515

KnuHnyeckun aHanma kposu: obLmn aHanus, nenkocgopmyna, CO3 (c
MUWKpPOCKOMNUE Maska KpoBM NPW HanmMymMm naToniorM4ecknx coBuroB)
(Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula,
ESR (with Microscopic Examination of Blood Smear if Presence of
Pathologic Changes))

940

B03.016.002

O6wwmii aHanu3 kposu (OAK) (6e3 nerkoumTtapHon dopmynbl n COJ)
(General Blood Analysis, without White Blood Cell (WBC) Count and
ESR)

530

A12.05.120

TRO

TpomboumnTbl, MUKpOCKONUS (MOACYET B OKpaLLEHHOM MasKe Mo MeToay
®oHuno) (Platelets, Microscopy (Manual Platelet Count (PLT Count):
Indirect Method by Fonio))*

400

A12.05.121

119

NenkouutapHas dopmyna (auddepeHUnpoBaHHbIA NoacyeT
nenkouunToB, NenkoumMTorpammMa) ¢ MMKpPOCKONUen Maska KpoBu npu
Hanuuuu natonorunveckmx casuroe (Leucocyte Formula (Differential
White Blood Cell Count) with Microscopic Examination of Blood Smear if
Presence of Pathologic Changes)*

715

A12.05.121

911

IenkountapHasa cdopmyna (anddepeHUnpoBaHHbIN NnoacyeT
NEenKoLMTOB, NnerkoumMTorpammMa) ¢ 06a3aTenbHON «Py4HOM»
MuKpockonuen maska kposu (Leucocyte Formula (Differential White
Blood Cell Count) with Manual Microscopic Examination of Blood
Smear)*

705

A12.05.123

150

Petukynoumntsl (Reticulocytes)

510

A12.05.001

139

COD3 (ckopocTb ocenaHus apuTtpountos) (Erythrocyte Sedimentation
Rate, ESR)

370

2.1. UmmyHoremaTonorua (Immunohematology)

A12.05.005

93

"pynna kposwu (Blood Group, ABO)

520

A12.05.007.00

4

94

Pesyc-npuHagnexHocTb (pesyc-caktop) (Rh-factor, Rh)

520

A12.05.007

15RH

Rh (C, E, c, e) Kell-dbeHotunuposanue (Rh C (E, c, e) Kell-Phenotyping)

1330

A12.05.008

140

AnnonmMMyHHble aHTUTENa, BKNoYasa aHtutena k Rh-aHtureHy (Anti Rh)

1180

3.1. OueHKa cBepTbiBaloLen cuctembl Kpoeu (Assessment of
Coagulation System)

A12.05.039

AKTVBUPOBaHHOE YacTMYHOE (NapumansHoe) TPOMOOoNNacTMHOBOE BPeEMS
(AYTB (AITB), kedanuH-kaonuHoBoe Bpems) (Activated Partial
Thromboplastin Time, APTT)

440

A12.30.014

MpoTpoM6BuH (npoTpombuHoBoe Bpems, NB), MHO (MexayHapogHoe
HopmanuaoBaHHoe oTHoleHue) (Prothrombin, Prothrombin Time, PT,
International Normalized Ratio, INR)

575

A09.05.188

1409

daktop VI (aHTuremodpuneHbii rmodynmH A) (Antihemophilic Globulin A,
FVIII)

1440




A09.05.050 3 ®unbpuHoreH (Fibrinogen, FG) 550
A09.05.047 4 AHTUTpOMOUH llI, % aktuHocTU (AT Ill, Antithrombin 111, % Activity) 815
A12.05.028 194 TpombuHoBoe Bpems (TB) (Thrombin Time, TT) 600
A09.05.051.00
1 164 D-gumep (D-Dimer) 2135
A09.05.125 1263 |[MpotenH C, % aktusHocTu (Protein C, % Activity) 2710
A09.05.126 1264 |[lMpoteunH S cBoboaHbin (Protein S, Free) 3635
A09.05.048 1153 [MnasmwuHoreH (Plasminogen) 1110
OBC10|'emocTasnorpamma (koarynorpamma), ckpuHuHr (Coagulation,
B03.005.004 |3 Gemostaziogram, Screening) 1990
OBC10|r'emocTasunorpamma (koarynorpamma) paclumpeHHas (Hemostasiogram
B03.005.004 |9 (coagulogram), extended 5390
A12.06.030 190 BonuyaHouHbin aHTukoarynsaHT (BA) (Lupus Anticoagulant, LA ) 1435
4.1. Yrnesoapbl (Carbohydrates)
A09.05.023 16 mioko3sa (Glucose) 385
A09.05.102 17 ®pykTo3zamuH (Fructosamine) 1045
"muknposaHHbin remornobuH HbA1C (HbA1C, Glycated Hemoglobin,
A09.05.083 18 GHB) 960
A09.05.207 215 JNaktat (Lactate) 1045
"MOKO30-TONEepPaHTHBIN TECT C ONpeaeSieHNEM TOKO3bl B BEHO3HON
KPOBM HATOLLAK 1 nocne Harpysku Yyepes 2 4yaca (2-Hour Oral Glucose
Tolerance Test, OGTT, Glucose Concentration (Fasting and 2 Hours
A12.22.005 T after Load), Venous Blood) 1120
MoKO30-TONEepaHTHBIN TECT C onpegeneHmem rmokosbl n C-nentuaa B
BEHO3HOW KPOBW HATOLLLAK U NOocne Harpy3ku Yyepes 2 vyaca (2-Hour Oral
Glucose Tolerance Test, OGTT, Glucose and C-Protein Concentration
A12.22.005 MTrc |[(Fasting and 2 Hours after Load), Venous Blood) 1985
MoKo30ToNepaHTHbIM TECT Npu BepeMeHHOCTU (Nnasma KpoBK)
(nepopanbHbIv rnoko3otonepaHTHel TecT, T, OITT) Oral Glucose
Al12.22.005 'TB-C |Tolerance Test, Plasma, OGTT, Pregnancy 1290
OnpepgeneHne Bo3byauTenen ocTpbIX peCcnMpaTopHbIX BUPYCHbIX
nHpekyunn yenoseka (OPBWU): PHK pecnnpaTopHO-CUHLMTUANBHOIO
Bupyca (human Respiratory Syncytial virus, hRSv),
mMeTanHeBMoBupyca(human Metapneumovirus, hMpv), Bupycos
A26.08.020.00 naparpunna 1, 2, 3 n 4-ro Tunos (human Parainfluenza virus 1-4, hPiv),
1 3318 |kopoHasupycos (human Coronavirus, pCov), pyHOB1pPYCOB 3020
4.2. lunuapbl, AMNONPOTEeUHbI, anoaunonpoTteuHsl (Lipids)
A09.05.025 30 Tpurnuuepuabl (TT) (Triglycerides) 440
A09.05.026 31 XonectepuH obwun (XonectepuH) (Cholesterol Total) 435
XonectepuH JNBIT (XonectepuH NMNonpoTeENHOB BbICOKOW NIIOTHOCTH,
JiNBM, ?-xonectepuH) (High-Density Lipoprotein Cholesterol, HDL
A09.05.004 32 Cholesterol) 475
A09.05.028 1644 [XonectepuH JINHIT (npsmoint metoa) Cholesterol LDL (direct) 475
XonectepuH JIMHI (XonecTepyH NMNONpoOTENMHOB HU3KOW MIIOTHOCTM,
JINHI, ?-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL
A09.05.028 33 Cholesterol)* 450
XonectepuH JINMOHIM (XonectepyvH NMNoNpoTEUHOB OYEHb HU3KOW
nnotHocTtu, JINOHIT) (Very Low-Density Lipoprotein Cholesterol, VLDL
A09.05.028 218 Cholesterol) 790
A09.05.027 1071 [NunonpoTtewnH (a), J1IMN (a) (Lipoprotein (a), Lp (a)) 1390
AnonunonpoTteunH A1 (AnonpoTteuH A1, ano A1) (Apolipoprotein A1, Apo
A09.05.250 219 Al) 830
A09.05.251 220 AnonunonpoteunH B (AnonpoteunH B, ano B) (Apolipoprotein B, Apo B) 835
15128l
A09.05.129 LE YKenuHble kucnotol (Bile Acids) 3155
4.3. benku n amuHokucnaotbl (Proteins and Amino Acids)
A09.05.011 10 AnbOymuH (Albumin) 490
A09.05.010 28 O6wwmi 6enok (Protein Total) 430
A09.05.014 29 Benkoeble dpakumm (Serum Protein Electrophoresis, SPE, SPEP)* 770




Onektpodopes 6enkoB Moun, onpegenenne Tuna npotenHypum (Urine

A09.05.014 1551 [Protein Electrophoresis) 2110
Benok beHc-[>xoHca B MOYe, CKPUHWHTI C NPUMEHEHNEM
A09.28.030.00 UMMyHoMKCaLMK 1 KonnyectseHHoe onpeaeneHve (Bence-Jones
1 1552 |Protein, Urine, Immunofixation, Quantification ) 2 495
Benok BeHc-[IxoHca B MoYe: uMMyHOUKCaLMSA, KONMYECTBEHHOE
onpegenexHne, TMNMPoBaHne kanna, namoaa (Bence-Jones Protein,
A09.28.030.00 Urine, Electrophoresis, Immunofixation, Kappa/Lambda Typing,
1 1553 [Quantification ) 5120
A09.05.106.00 CsobogHble nerkve ueny MMyHornobynnHoB kanna u nambaa
5 1539 |[cbIBOpPOTKM C pacyeToM MHAEeKca kanna/nsmbaa 3260
A09.28.030.00 CsobogHble nerkve uenu nMmyHornobynuHoB kanna v nambaa B moye
3 1540 [(Urine immunoglobulin free light chains (FLC) kappa and lambda) 2 505
A09.05.214 153 "omoumnctenH (Homocysteine) 2 580
M-rpagmeHT, TMnMpoBaHue. AneKkTpodopes CbIBOPOTKN KPOBH,
UMMYHOMKCaLUS C NaHenbo aHTUCBIBOPOTOK (pasaensHo K 1gG, IgA,
IgM, kanna, nambaa), konnyecTBeHHas oueHka M-6enka (M-Gradient,
A09.05.106.00 Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with
1 4051 |Antisera (IgG, IgA, IgM, Kappa, Lambda), Quantification of M-Protein) 4945
M-rpagmeHT, CKPpUHUHI. OnekTpodopes CbIBOPOTKM KPOBM,
UMMYHOMKCAUUS C NONMBANEHTHOW aHTUCLIBOPOTKOW, KONMYECTBEHHAs
oueHka M-6enka (6e3 Tunuposanus) (M-Gradient, Screening. Serum
Protein Electrophoresis (SPEP), Immunofixation with Polyvalent
A09.05.106 4050 |Antiserum, Quantification of M-Protein (without Typing)) 3395
4.4. OueHKa PpyHKumMmn nouek (Assessment of renal function)
A09.05.020 22 KpeaTtuHuH (Creatinine) 435
KnyboukoBas dpunbstpaums, pacyet no opmyne CKD-EPI — kpeaTuHuH
40CKD |(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Creatinine
B03.025.001 |EPI Equation) 390
A09.05.230 1525 [UwuctatmH C (Cystatin C) 1490
KnyboukoBas dpunbtpaums, pacyet no ¢opmyne CKD-EPI — unctatnH C
(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C
B03.025.001 |1526 |Equation) 895
A09.05.017 26 MouesuHa (Urea) 430
A09.05.018 27 MoueBas kucnota (Uric Acid) 435
4.5. NurmeHTbl (Pigments)
A09.05.021 13 BunupybuH obwmn (Bilirubin Total) 430
A09.05.022.00 BunmpybuH npsimon (BunnpybuH KoHbIOTMPOBaHHbIN, cBA3aHHbIN) (Direct
1 14 Bilirubin, DBIL, Conjugated Bilirubin ) 435
4.6. depmeHTbl (Enzymes)
AnaHuHamuHoTpaHcdepasa (AnAT, AT, rmyTaMnHo-NMPOBUHOrpagHas
TpaHcamMuHa3a, ['TIT) (Alanine Aminotransferase, ALT, Serum Glutamic
A09.05.042 8 Pyruvic Transaminase, SGPT ) 400
AcnapTtatamuHoTpaHcdepasa (AcAT, ACT, rnyramuHo-
LLIaBeneBOYyKCYCHasi TpaHcamuHasa, I'LLUT) (Aspartateaminotransferase,
A09.05.041 9 AST, Serum Glutamicoxaloacetic Transaminase, SGOT ) 400
A09.05.045 11 Anbda-amunnasa (?-amunasa, gnactasa) (Alpha-Amilase, ?-Amylase) 525
Anbda-amnnasa naHkpeatnyeckas (P-nsoepmeHT amvnasbl)
A09.05.180 12 (Pancreatic ?-Amylase) 580
Mamma-rnytamuntpaHcnentuaasa (MM T, rmyTamunTpaHcnenTugasa)
A09.05.044 15 (Gamma-Glutamyl Transferase, GGT) 425
KpeaTtnHkuHasa (KpeatuHdocdokumHasa, KK, KOK) (Creatine Kinase, CK,
A09.05.043 19 Creatine Phosphokinase, CPK) 630
KpeaTtnHkuHasa-MB (KpeatnHdocdokmHasza-MB, KK-MB, KOK-MB)
A09.05.177 20 (Creatine Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.) 930
A09.05.173 23 Jlvnasa (Tpraumnrnvueponauunrugponasa) (Lipase) 630
Naktatpermgporenasa (J14I, L-nakraTt, HAL+Okcupopenykrasa) (Lactate
A09.05.039 24 Dehydrogenase, LDH) 455




XonvHacTepasa (S-lceBgoxonuHacTepasa, XxonuHactepasa ll, S-X3,

A09.05.174 34 auunxonuHrugponasa) (Cholinesterase, Pseudocholinesterase, PCHE) 495
A09.05.046 36 docdaTasza wenoyvHas (LLP) (Alkaline Phosphatase, ALP) 430
4.7. OueHKa COCTOAHMUA UHKPETOPHOU U CEKPeTOPHOU P-unn KT
(Assessment of endocrine and secretory functions of gastrointestinal
tract (Gl Tract))
A09.05.057 216 ractpuH (Gastrin) 2 260
A09.16.003 294 MencuHoreH | (Pepsinogen 1) 2 295
A09.16.003 295 MencwuHoreH Il (Pepsinogen 1) 2 295
MencuHoreHsl | n Il ¢ pacyeTom cooTHoweHus (MencuHoreH
A09.16.003 2111 |I/MencuHoren Il) (Pepsinogen I/Pepsinogen Il, PG1/PG2) 2535
4.8. MapKepbl meTa60113ma KOCTHOU TKaHU (Bone Metabolism)
OcrteokanbumH (KoctHein Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone
A09.05.224 146 Gla Protein, BGP) 1365
C-koHueBble TenonenTuapl konnareHa | Tuna (6eta-CrossLaps, C-
TepmuHanbHbI Tenonentug, CT) (Carboxyterminal Cross-linking
Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide,
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1
A09.05.297 203 Collagen, CT, b-CTx Serum) 1720
A09.28.064 147 OesokcvnupuanHonui (AMNWA) B move (Deoxypyridinolinein, DPD, Urine) 2 350
N-TepMuHanbHbIN NponenTua npokonnareHa 1 obwmn (Procollagen Type
A09.05.296 204 1 N-terminal Propeptide, PLNP, Total) 2475
4.9. AHTMOKCUMAAHTHbI cTaTyc (Total Antioxidant Status, TAS)
B03.016.017.0 AHTUOKCMAAHTHbIN cTaTyc (O6LWMiA aHTMOKCMAaHTHBIN cTaTyc) (Total
01 1500 [Antioxidant Status, TAS) 6 520
4.10. ButamuHbl (Vitamins)
A12.06.060 117 ButamuH B12 (umaHokobanamuH, ko6anamuH) (Cobalamin) 1310
A09.05.080 118 donnesas kncnota (Folic Acid) 1420
1317B |AkTuBHbIN BUTaMuH B12 (FonotpaHckobanamuH, Active-B12,
A12.06.060 12 Holotranscobalamin) 2 015
ButamuH K1 B cbiBOopoTKe (punnoxuHoH) (Vitamin K1, Phylloquinone,
A12.06.060 877 Serum) 2980
A12.06.060 931 ButamuH A B cbiBopoTKe (peTuHon) (Vitamin A, Retinol, Serum) 2975
ButamuH E B ceiBopoTke (anbda-Tokocepon) (Vitamin E, alpha-
A12.06.060 932 Tocopherol, Serum) 2975
A09.05.264.00
1 1581 |Owmera-3 nHgekc (Omega-3 Index) 5700
B03.016.017 |1587 [>KupHble kucnoTel, npodunb (omera-3, -6, -9), nna3ma 10 835
A12.06.060 1604 |[ButamuH B1 (TiamuH) 2975
A12.06.060 1609 [ButamuH B2 (pnbodnasuH) 2975
A12.06.060 1610 |[ButamuH B3 (HUkotuHamung) 2975
A12.06.060 1608 [ButamuH B5 (naHTOTEHOBas kncnota) 2975
A12.06.060 1605 |[ButamuH B6 (nupuaokcanbgocdar) 3135
A12.06.060 1611 [ButamuH B7, H (6uotuH) 2930
A12.06.060 1606 [ButamuH C (ackopbrHoBas kucrota) 2935
A12.06.060 1615 |BeTta-kapoTuH 2945
A12.06.060 1614 [PeTtuHun nanbmutat 2825
25-OH ButamuH D obwwmii (25-OH Vitamin D Total, 25(0OH)D, 25-
A09.05.235 928 Hydroxycalciferol) 2 605
A09.05.258 1676 [KoaHanm Q10 B kpoBm 4190
A09.05.192 1681 |ManoHoBbIN Ananbaerng 4190
4.11. HeopraHuueckue Beuectsa (Inorganic Matters)
Kanwui/Hatpuin/Xnop B ceiBopoTke kpou (K+/Potassium, Na+/Sodium, ClI-
A09.05.030 39 /Chloride, Serum) 590
A09.05.032 37 Kanbuni obwun (Ca) (Calcium Total) 425
Kanbuwnin noHusnpoBaHHbin (Ca2+, ceoboaHbIv kanbuumii) (lonized
A09.05.206 165 Calcium, Free Calcium) 710




A09.05.127 40 Marnui (Mg) B cbiBopoTke kpoBu (Magnesium (Mg), Serum) 480
A09.05.033 41 docdop Heopranudeckui (P) (Phosphorus (P)) 415
A09.05.007 48 YKeneso (Fe) B chiBOopoTKe kpoBu (Iron (Fe), Serum) 430
JlaTeHTHas (HeHachblLEeHHas) )Xene3ocBa3blBakoLLLast COCOOHOCTb
cbiBopoTku kpoeu (JDKCC, HXKCC) (Unsaturated Iron Binding Capacity,
A12.05.011 49 UIBC) 490
4.12. Cneumduueckue 6enku (Specific proteins)
A12.06.015 42 AnTtuctpentonuanH-O (ACJT-O, ACJ10) (Antistreptolysin-O, ASO) 780
A09.05.009 43 C-peaktusHbii 6enok (CPB) (C-Reactive Protein, CRP) 770
A09.05.009 1643 |BbicokouyBCTBUTENBHLIN C-peakTUBHLIN 6enok (Kapamo) 745
A09.05.077 840 LlepynonnaamuH (Ceruloplasmin) 910
A09.05.079 841 "antorno6uH (Haptoglobin) 990
Anbga-2-makpornobynuH (Alpha-2-Macroglobulin, ?2-Macroglobulin,
A09.05.241 1210 |A2M) 920
1200A [Anbdpa-1-aHTutpuncuH (A1AT), koHueHTpaums (Alpha-1-Antitrypsin,
A09.05.073 1AT A1AT, AAT, Concentration) 1970
832A1 |Anbda-1-aHTutpuncuH (A1AT), deHoTunuposaxme (Alpha-1-Antitrypsin,
A09.05.073 A AL1AT, AAT, Phenotyping) 3125
A09.05.008 50 TpaHcdeppuH (Cugepodunun) (Transferrin) 865
A09.05.076 51 ®epputnH (Ferritin) 965
A09.05.006 21 Mworno6buH (Myoglobin) 1490
HaTpwitypeTuyeckoro ropmoHa (B-tuna) N-koHueBow nponentug (NT-
proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic
A09.05.256 1631 [Peptide) 4 505
A09.05.193 157 TponoHwuH-I (Troponin-|) 1700
Kapborngpat-gedmumnTHein TpaHcdeppuH (Carbohydrate-Deficient
A09.05.229 838 Trancferrin, CDT) 4 655
Kapborngpart -gevumnTHbIN TpaHCcdepPpUH € anekTpodoperpaMmmon
(Carbohydrate-Deficient Transferrin with results on an electrophoregram
A09.05.229 839 (CDT)) 6 010
A09.05.007 1566 |lencmaunH 25 (6rnoakTusHbIN) (Hepcidin 25, bioactive) 11 345
1595S [PacTtBopuMble peuentopbl TpaHcdeppuHa (pTPP, Soluble Transferrin
A09.05.008 TFR |Receptor, sTR) 2520
4.13. OHKomapkepbl (Tumor Markers)
MCA obwui (MpocTaTuyeckuii cneundudecknii aHTUreH ooLLmin)
A09.05.130 103 (Prostate-Specific Antigen Total, PSA Total) 995
OHkopuck MyxXcKoW: npeactaTensHas xxenesa (Male oncologic risk:
A27.30.278 OBCG69 |prostate) 1590
B03.070.521 |2113 |OueHka 3gopoBbs npoctathl (MCA obwy., NMCA cB., -2proPSA, phi) 5285
PakoBo-ambpuoHanbeHbin aHTureH (POA, kapuMHOOIMOPUOHANbHbIN
A09.05.195 141 aHTureH) (Carcinoembryonic Antigen, CEA) 1225
CA-15-3 (YrneBogHbin aHtureH 15-3) (Carbohydrate Antigen CA-15-3,
A09.05.231 142 Cancer Antigen CA-15-3) 1250
CA-72-4 (YrneBogHbI aHTureH 72-4) (Carbohydrate Antigen CA-72-4,
A09.05.200 166 Cancer Antigen CA-72-4) 1730
CA-19-9 (YrneBogHbin aHTureH 19-9) (Carbohydrate Antigen CA-19-9,
A09.05.201 144 Cancer Antigen-Gl) 1230
LintokepaTtuHoBbii cparmeHT (Cyfra 21-1, pbparmeHT untokepatmHa 19)
(Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19 Soluble
A09.05.247 167 Fragments, Cyfra 21-1) 1840
CA-125 (YrneBogHbit aHTureH 125) (Carbohydrate Antigen CA-125,
A09.05.202 143 Cancer Antigen CA-125) 1220
HE4 (benok 4 anuamammuca Yenoseka) (Human Epididymis Protein 4,
A09.05.300 1281 |HEA4) 1795
OueHka pucka paka sudHukoB no anroputMy ROMA (Risk of Ovarian
Malignancy Algorithm, anropuTm pacyeTta pucka anutTenvanbHOro paka
ROMA [anyHmkoB) (4ns )eHwWwmH Jo meHonay3bl) (Risk of Ovarian Malignancy
A09.05.196 1 Algorithm, ROMA (Before Menopause)) 2410




OueHka pucka paka simdHukoB no anroputMy ROMA (Risk of Ovarian
Malignancy Algorithm, anroputm pacyeta pucka anutenuansHoOro paka

ROMA [sn4yHukoB) (4ns »xeHLWwmH nocne meHonaysbl) (Risk of Ovarian Malignancy
A09.05.196 2 Algorithm, ROMA (After Menopause)) 2410
CA-242 (YrneBoaHbIh aHTUreH 242, onyxonesbii mapkep CA-242)
A09.05.232 1280 [(Carbohydrate Antigen CA-242, Tumor Marker CA-242) 1260
beTta-2-mMukpornobynuH (?-2-MukpornobynmnH) B CbiIBOPOTKe KpoBu (Beta-
A09.05.245 208 2-Microglobulin, BMG, Serum ) 1715
A09.05.246 209 HenpoHcneuudunyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE)| 2 350
A09.05.227 946 XpomorpaHuH A (Chromogranin A, CgA) 6 490
A09.05.219 1198 |[Benok S100 (S100 Protein) 3530
SCC (AHTUreH NNOCKOKNeTo4YHOM KapumHoMel) (Squamous Cell
A09.05.298 1296 [Carcinoma Antigen, SCCA, SCCAQ) 3000
UBC (AHTWreH paka MO4eBOro ny3blpsi, UCCieA0BaHME PacTBOPUMBIX
hparmeHTOB UnTokepaTnHoB 8 n 18 B moue) (Urine Bladder Cancer
A09.28.054 1297 |Antigen, Urine Bladder Cancer, UBC) 3160
Beta-2-mukpornobynuH (?-2-mukpornobynuH) B moye (Beta-2-
A09.28.003 225 Microglobulin, Urine) 1735
A09.05.119 171 KanbuutoHuH (Calcitonin) 1760
A09.30.002 92 Anbga-petonpoteunH (API) (a-Fetoprotein, AFP) 790
5.1. OueHka ¢dpyHKUuK runodpumsa (Assessment of Pituitary Function)
AOPEHOKOPTMKOTPOMHbIA rOpMOoH (AKTT, KOPTUKOTPONWH)
A09.05.067 100 (Adrenocorticotropic Hormone, ACTH) 1245
A09.05.066 99 ComaTtoTponHbIvi ropmoH (comatoTtponuH, CTIN) (Growth Hormone, GH) 1040
ComatomegnH C (MHcynmHonogobHbin daktop 1) (Somatomedin C,
A09.05.204 174 Insulin-like Growth Factor 1, IGF-1) 1920
®onnukynoctumynumpytowmin ropmoH (®CI) (Follicle Stimulating
A09.05.132 59 Hormone, FSH) 840
A09.05.131 60 TMoTenHnsmpyrowmin ropmoH (J11N) (Luteinizing Hormone, LH) 840
A09.05.087 61 MponaktuH (Prolactin) 865
A09.05.087 6161 [MakponponaktuH (Macroprolactin)* 1750
5.2. OueHKa GyHKUUM WUTOBUAHOIM Kene3bl (Assessment of Thyroid
Function)
TupokcuH o6wmn (T4 obwmi, TeTpanoaTUPOHNH o6wmin) (Total
A09.05.064 54 Thyroxine, TT4) 765
A09.05.063 55 TupokcnH cBobogHbin (T4 ceBoboaHbin) (Free Thyroxine, FT4) 785
A09.05.060 52 TpuiiogTNPoHWH obwmn (T3 obwmin) (Total Triiodthyronine, TT3) 775
A09.05.061 53 TpwuiiogTnpoHnH cBobogHbiv (T3 cBoboaHbin) (Free Triiodthyronine, FT3) 790
TpuogTnpoHWH pesepcnBHbIn (T3 peBepcuBHLIN, Reverse
B03.058.001 [1612 |Triiodthyronine). 7 815
TupoKcUHCBA3bIBatOLWLAs CNOCOOHOCTL (MOrNoLweHne TUPEOUAHbIX
rOPMOHOB; UHAEKC CBA3bIBAHMS TUPOKCUMHA; MHOEKC CBOBOAHOrO
TpokcuHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding Capacity, TBC,
A09.05.097 196 Thyroxine-Binding Index, TBI, free T4Index, fT4l) 1090
A09.05.117 197 Tupeornobynun (TI) (Thyroglobulin, TG) 1225
AHTuTena Kk Tupeornobynuny (AT-TI) (Anti-Thyroglobulin Autoantibodies,
A12.06.017 57 Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 975
AHTUTEna K TupeoungHon nepokcmgase (AT-TIO, MrkpocomanbHble
aHTutena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal
A12.06.045 58 Antibodies, TPO Antibodies, TPOAb, Anti-TPO) 940
AHTUTENa K MMKpOCcOMarbHOW dpakuum TupeoumnTos (AT K
MUKpOCOMansHOMY aHTureHy Tupeountos, AT-MAIT, AMAT, TupeouaHble
A12.06.017 198 aHTUMKUKpocomanbHble aHTuTena) (Anti-Thyroid Microsomal Antibodies) 930




AHTuTena K peuentopam TTI (AT K peuenTopam TUPEOTPOIHOro
ropMoHa B cbiBopoTke Kposu, AT-pTTT) (Thyroid-Stimulating Hormone
Receptor Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH binding

A12.06.046 199 inhibitor immunoglobulin, TBII) 2200
TupeoTtponHbii ropmoH (TTI, TupoTponuH) (Thyroid Stimulating
A09.05.065 56 Hormone, TSH) 735
5.3. OueHKa ¢pyHKUMMU Kopbl HagnoyeuyHMKkoB (Assessment of
adrenocortical function)
A09.05.135 65 Koptnson (F'mapokoptnaoH) (Cortisol, Hydrocortisone) 805
CeoboaHbIn kopTu3on, cytouHaa Mmoua (Free Cortisol, Free
A09.28.035 178 Hydrocortisone, 24-Hour urine) 1320
A09.07.007 1508 |[KopTtmson, cntoHa (Cortisol, Saliva) 1165
A09.05.069 205 AnbaoctepoH (Aldosterone) 1275
PeHnH (PeHnH nnasmbl kposu, npsimoe onpeaeneHue) (Direct Renin,
A09.05.121 206 Plasma) 1540
1302A
A09.05.069 RR AnbaocTepoH-peHrHoBoe cooTHoweHune (Aldosterone-Renin Ratio, ARR) | 2 275
5.4. OueHKa aHgporeHHoro ctatyca (Assessment of Androgen Status)
A09.05.078 64 TectocTtepoH (Testosterone) 820
A09.05.078.00
1 169 CBoboaHbIn TectocTepoH (Free Testosterone) 1775
A09.05.150 168 OurnppotectoctepoH (OI'T) (Dihydrotestosterone, DHT) 2 055
A09.05.146 195 AHgpocTeHamoH (Androstenedione) 1945
AHOpOCTEHAMON IMOKYPOHUA (AHOPOCTAHAMON ITIOKYPOHUA)
A09.05.147 170 (Androstanediol Glucuronide, 3?-Androstanediol Glucuronid, 3?-diol G) 2 050
OernpgpoannangpocTtepoH-cynbdat (43A-S04, Dehydroepiandrosterone
A09.05.149 101 sulfate, DHEA-S) 805
A09.05.148 1602 |OernaposnnaHopoCTepPOH (HEKOHBIOMMPOBAHHbIN) 1750
B03.016.022.0
01 156 17-ketoctepongbl (17-KC) B Mmode (17-Ketosteroids, Urine) 2705
A09.05.139 154 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 1105
"noBynuH, ceasbiBatowmii nonosble ropmoHsl (FCMT) (Sex Hormone-
A09.05.160 149 Binding Globulin, SHBG) 865
5.5. 9cTporeHbl u nporectuHbl (Estrogens and Progestins)
A09.05.154 62 Octpaguon (32) (Estradiol, E2) 825
A09.05.153 63 MporecTtepoH (Progesterone) 815
5.6. HecTtepoupgHblie perynatopHblie ¢aKTOpbl NONOBbIX }Kenes
(Nonsteroidal Gonadal Factors)
AHTuMmionnepos ropmoH (AMIT) (Anti-Mullerian Hormone, AMH, Mullerian
A09.05.225 1144  |Inhibiting Substance, MIS) 2 035
A09.05.203 1145  [WHrmbuH B (Inhibin B) 1915
Tpodobnactnueckun 6eta-1-rnukonpotenH (TBIN) (Trophoblastic beta-1-
A12.05.110 1158 |[Globulin, TBG) 765
5.7. MoHUTOpPUHT BepemeHHOCTHU, Buoxmmunyeckme mapKepbl
coctoAHuA nnoaa (Monitoring of Pregnancy, Biochemical Markers of
Fetal Status)
XopuoHudeckuii roHagoTponuH Yenoseka (XY, 6eta-XIr'y, ?-Xry)
A09.05.090 66 (Human Charionic Gonadotropin, HCG) 765
CeobogHbin ?-XIM'Y (cBob6ogHas ?-cydbeanHuLa XOpUOHUYECKOTO
roHagoTtponuHa yenoseka) (Free Human Chorionic Gonadotropin, Free
A09.05.090 189 HCG) 1090
MnaueHTapHbIV NakToreH (XopmoHMYECKNIA COMaTOMaMMOTPONMH)
(Placental Lactogen, PL, Human Placental Lactogen, hPL, Chaorionic
Somatomammotropin, CS, Human Chorionic Somatomammotropin,
A09.05.249 207 hCS) 1315
AccoummpoBaHHbIN ¢ 6epeMEHHOCTLIO NpoTenH-A nnasmel (Pregnancy-
A09.05.161 161 Associated Plasma Protein-A, PAPP-A) 1265
A09.05.157 134 CBoboaHbIn actpuon (Estriol Free, E3) 1035




5.8. OueHKa 3HAOKPUHHOMU PYHKLUM NOAKENYA0UHOM XKenesbl
(Assessment of Pancreatic Endocrine Function)

A09.05.056 172 WHcynuH (Insulin) 1100
A09.05.205 148 C-nentug (C-Peptide) 960
OueHKa UHCYNMHOPE3UCTEHTHOCTU: INOKO3a (HaToLLaK), MHCYMWH
(haTowak), pacdet nHaekca HOMA-IR (Insulin Resistance: Fasting
11HO [Glucose/Insulin, Homeostasis Model Assessment of Insulin Resistance,
B03.058.007 |MA HOMA-IR) 1340
5.9. buoreHHble amuHbl (Biogenic Amines, BA)
KaTtexonamuHbl (agpeHanuH, HopagpeHanuH, JodamuH) B Nnasme KpoBu
KATET |- KATETJT (Catecholamines: Epinephrine/Adrenaline,
A09.05.133 N Norepinephrine/Noradrenaline, Dopamine, Plasma) 3245
KaTexonamuHel (agpeHanvH, HopagpeHanvH, 4odamMuH) B Mo4ve
(Catecholamines: Epinephrine/Adrenaline,
A09.28.034 151 Norepinephrine/Noradrenaline, Dopamine, Urine) 3035
MeTabonuTbl KAaTEXONAaMUHOB N CEPOTOHUHA: BaHUNUIIMUHAANEBas
kucnota (BMK), romoBanunuHosas kucnota (I'BK), 5-okcumHgonykcycHas
kucnota (5-ONYK) (Catecholamines and Serotonin Metabolites, 24 Hours/
Urine: Vanillyimandelic Acid, VMA, Homovanillic Acid, HVA, 5-
A09.28.034 950 Hydroxyindoleacetic Acid, 5-HIAA) 4900
MeTaHedpuvHbI (Ppakummn) B CyTOHHON MoYe: MeTaHeddpyH,
A09.28.034.00 HopMeTaHedpuH (Metanephrines, Fractinated, 24 Hours-Urine —
1 1166 [Metanephrine, Normetanephrine) 4075
KaTtexonamuHbl (agpeHanuH, HopagpeHanvH, JodamMuH) B Move
(Catecholamines: Epinephrine/Adrenaline,
A09.28.034 152 Norepinephrine/Noradrenaline, Dopamine, Urine) 3000
A09.05.085 1270 [MmctamuH B nnasme kpoeu (Histamine, Plasma) 3490
A09.05.124 993 CepoTOHMH B CbIBOPOTKE KpoBw (Serotonin, Serum) 3185
5.10. Kanbuuii-peryampytowme ropmonbi (Calcium-regulating
hormones)
MapatupeonaHbii ropMmoH ([NapaTtropmoH, napatupuH, MTI7) (Parathyroid
A09.05.058 102 Hormone, PTH) 1345
5.11. FTopmoHbI }kuposoi TKaHu (Adipose Tissue Hormones)
A09.05.159 175 NenTtuH (Leptin) 1500
5.12. Perynauusa sputponoasa (Regulation of Erythropoiesis)
A09.05.082 222 OputponoaTtuH (Erythropoetin) 1945
6.1. MuUKpoanemeHTbl B KPOBM (CbIBOPOTKA KPOBM, Lie/IbHaA KPOBb)
(Microelements, Serum, Venous Blood)
OcHoBHble acceHumarnbHble (KM3HEHHO HEOOXOAMMbIE) MUKPOINEMEHTHI
B cbiBOpOTKe KpoBwu (Essential Vital Elements, Essential Trace Elements,
A09.05.242 M31  [Serum) 1785
TOKCUYHbIE MUKPO3MEMEHTI (TSXKENble MeTarnsbl) B BEHO3HOW KPOBU
A09.05.242 M32 [(Toxic Trace Elements, Toxic Heavy Metals, Venous Blood) 1785
MWKpO3NeMeHTbI B CbIBOPOTKE KPOBM 1 BEHO3HOW KPOBU: CKPUHWUHT
A09.05.242 M33 [(Trace Elements, Serum, Venous Blood: Screening) 4 565
A09.05.278.00
1 874 Kagmui (Cd) B ceiBopoTke kpoBu (Cadmium (Cd), Serum ) 1230
A09.05.271.00
1 863 KobGanbT (Co) B cbiBOpoTKE KpoBu (Cobalt (Co), Serum) 1230
A09.05.273.00
1 888 Megb (Cu) B ceiBopoTke KpoBwu (Copper (Cu), Serum ) 1230
A09.05.270.00
1 892 MapraHey (Mn) B ceiBopoTke kpoBu (Manganese (Mn), Serum) 1230
A09.05.276.00
1 869 CeneH (Se) B cbiBopoTKe kpoBu (Selenium (Se), Serum) 1230
A09.05.274.00
1 868 LinHk (Zn) B cbiBOpOTKE KpoBM (Zinc (Zn), Serum) 1230




A09.05.272.00

1 893 Hukenb (Ni) B coiBopoTke Kposu (Nickel (Ni), Serum) 1230
A09.05.242 1111 |3onoto (Au) B cbiBopoTke kpoBwu (Gold (Au), Serum) 1230
A09.05.277.00
1 873 Monn6aeH (Mo) B cbiBopoTke kpoBu (Molybdenum (Mo), Serum) 1230
A09.05.242 1118 |Tannun (TI) B cbiBopoTKe KpoBwm (Thallium (TI), Serum) 1230
A09.05.275.00
1 883 Mbiwbsk (As) B cbiBOpoTke kpoBu (Arsenic (As), Serum) 1230
A09.05.117 1491 [Wog B ceiBopoTKe (lodine, serum) 1230
A09.05.278 1112 |Kagmui (Cd) B BeHo3HoM kposwu (Cadmium (Cd), Blood) 1230
A09.05.271 1113 |[KobGanbT (Co) B BeHo3HoM kpoBu (Cobalt (Co), Blood) 1230
A09.05.273 1114 |Megp (Cu) B BeHo3HOM kpoBu (Copper (Cu), Blood) 1230
A09.05.270 1115 [MapraHey (Mn) B BeHo3HoM kpoBu (Manganese (Mn), Blood) 1230
A09.05.272 1116 |Hwkenb (Ni) B BeHo3HoM kpoBwu (Nickel (Ni), Blood) 1230
A09.05.276 1117 |[CeneH (Se) B BeHO3HOWM kpoBu (Selenium (Se), Blood) 1230
A09.05.274 1119 |UwunHk (Zn) B BeHO3HOM KpoBM (Zinc (Zn), Blood) 1230
A09.05.281.00
1 878 CeuHey, (Pb) B BeHo3HoM kpoBwu (Lead (Pb), Blood) 1230
A09.05.280.00
1 1141 |Ptytb (Hg) B BeHo3HOM kpoBm (Mercury (Hg), Blood) 1230
A09.05.086 814 Jintni (Li) B cbiBOpOTKE KpoBwm (Lithium (Li), serum) 1365
6.2. MuKpoanemeHTbl B mouye (Microelements, Urine)
OcceHumanbHble (KU3HEHHO HEOBXOAMMbIE) N TOKCUYHbIE
MUKpoarnemeHTbl B Move (Essential Vital Elements, Toxic Trace
A09.28.060 M34 [Elements, Urine) 3985
A09.28.083.00
1 1040 [Kagmwuin (Cd) B moye (Cadmium (Cd), Urine) 1230
A09.28.076.00
1 1034 |KobGanbT (Co) B moye (Cobalt (Co), Urine) 1230
A09.28.078.00
1 1035 [Megp, moua, pasosas nopuums (Copper, random urine; Cu) 1230
A09.28.078 889 Megb (Cu) B cytouHom moye (Copper (Cu), 24-Hours Urine) 1230
A09.28.075.00
1 1032 [MapraHey (Mn) B moye (Manganese (Mn), Urine) 1230
A09.28.081.00
1 1038 [CeneH ( Se) B mo4e (Selenium ( Se), Urine) 1230
A09.28.079.00
1 1036 |[UwuHk (Zn) B Moye (Zinc (Zn), Urine) 1230
A09.28.077.00
1 894 Hukenb (Ni) B Moye (Nickel (Ni), Urine) 1230
A09.28.061.00
1 895 CeuHey, (Pb) B moye (Lead (Pb), Urine) 1230
A09.28.085.00
1 1042 [PtyTb (HQ) B MOue (Mercury (Hg), Urine) 1230
A09.28.060 1074 |Tannwun (Tl) B moue (Thallium (TI), Urine) 1230
A09.28.080.00
1 1037 [Mbiwbsk (As) B moye (Arsenic (As), Urine) 1230
A09.28.071.00
1 881 AntomuHui (Al) B moye (Aluminum (Al), Urine) 1230
A09.28.060 1033 [XKeneso (Fe) B moue (lron (Fe), Urine) 1230
A09.28.065 1479 [Wog (1) B moye (lodine (1), Urine) 1230
6.3. MuKpoanemeHTbl B Bosiocax (Microelements, Hair)
A09.01.007 M38 |TokcuyHble MukpoanemMeHTbl B Boniocax (Toxic Trace Elements, Hair) 2420
ToKCH4YHbIE 1 3cCceHUmanbHble MUKpoanemMeHThl B Borocax (Toxic Trace
A09.01.007 M39 |Elements, Essential Vital Elements, Hair) 4770
BonbLLON CKPUHWHT 3anemMeHTHOro coctasa Bonoc (Elemental
A09.01.007 M310 [Composition of Hair: Screening ) 8 480
A09.01.012.00
1 1004 |[AntomuHun (Al) B Bonocax (Aluminum (Al), Hair) 1230




A09.01.008 1126 |bapwi (Ba) B BOonocax (Barium (Ba), Hair) 1230
A09.01.008 1127 |Bepunnun (Be) B Bonocax (Beryllium (Be), Hair) 1230
A09.01.011.00
1 1001 |Bop (B) B Bonocax (Boron (B), Hair) 1230
A09.01.008 1138 [Banagum (V) B Bonocax (Vanadium (V), Hair) 1230
A09.01.008 1128 [Bucmyt (Bi) B BOnocax (Bismuth (Bi), Hair) 1230
A09.01.008 1139 |Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1230
A09.01.008 1129 [lMannumn (Ga) B Bonocax (Gallium (Ga), Hair) 1230
A09.01.008 1130 [lepmanunii (Ge) B Bonocax (Germanium (Ge), Hair) 1230
A09.01.007.00
1 1011 [Xeneso (Fe) B Bonocax (Iron (Fe), Hair) 1230
A09.01.008 1125 |3onoto (Au) B Bonocax (Gold (Au), Hair) 1230
A09.01.008 1131 [Wog (1) B Bonocax (lodine (1), Hair) 1230
A09.01.024.00
1 1019 [Kagmuii (Cd) B Bonocax (Cadmium (Cd), Hair) 1230
A09.01.007.00
1 1006 |Kanuwn (K) B Bonocax (Potassium (K), Hair) 1230
A09.01.007.00
1 1007 |Kanbumn (Ca) B Bonocax (Calcium (Ca), Hair) 1230
A09.01.017.00
1 1012 |[KobGanbeT (Co) B Bonocax (Cobalt (Co), Hair) 1230
A09.01.013.00
1 1005 |[Kpemnwuii (Si) B Bonocax (Silica (Si) , Hair) 1230
A09.01.008 1132 |NaHTaH (La) B BOnocax (Lantanum 9La), Hair) 1230
A09.01.007.00
1 1000 |Nutwmn (Li) B BONocax (Lithium (Li), Hair) 1230
A09.01.007.00
1 1003 [Marnun (Mg) B BOnocax (Magnesium (Mg), Hair) 1230
A09.01.016.00
1 1010 [MapraHev (Mn) B Bonocax (Manganese (Mn), Hair) 1230
A09.01.019.00
1 1014 [Megp (Cu) B Bonocax (Copper (Cu), Hair) 1230
A09.01.023.00
1 1018 [Monnbgen (Mo) B Bonocax (Molybdenum (Mo), Hair) 1230
A09.01.021.00
1 1016 [Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) 1230
A09.01.007.00
1 1002 [Hatpum (Na) B Bonocax (Sodium (Na), Hair) 1230
A09.01.018.00
1 1013 |Hwkenb (Ni) B Bonocax (Nickel (Ni), Hair) 1230
A09.01.008 1136 |[OnoBo (Sn) B Bonocax (Tin (Sn), Hair) 1230
A09.01.008 1134 [MnatuHa (Pt) B BOnocax (Platinum (Pt), Hair) 1230
A09.01.026.00
1 1021 |Ptytb (Hg) B BOnocax (Mercury (Hg), Hair) 1230
A09.01.008 1135 |[Pybugwmin (Rb) B Bonocax (Rubidium 9Rb), Hair) 1230
A09.01.027.00
1 1022 |CsuHey (Pb) B Bonocax (Lead (Pb), Hair) 1230
A09.01.022.00
1 1017 |[CeneH (Se) B Bonocax (Selenium (Se), Hair) 1230
A09.01.008 1124 |Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1230
A09.01.008 1137 |CtpoHuun (Sr) B Bonocax (Strontium (Sr), Hair) 1230
A09.01.025.00
1 1020 |[Cypbma (Sb) B Boniocax (Antimony (Sb), Hair) 1230
A09.01.008 1008 |Tannwun (TI) B BOnocax (Thallium (Tl), Hair) 1230
A09.01.008 1133 |[®ocdop (P) B Bonocax (Phosphorus (P), Hair) 1230
A09.01.015.00
1 1009 [Xpowm (Cr) B Boriocax (Chromium (Cr), Hair) 1230
A09.01.020.00
1 1015 |[LwuHk (Zn) B BONocax (Zinc (Zn), Hair) 1230




A09.01.008 1140 |[Uwupkonun (Zr) B Bonocax (Zirconium (Zr), Hair) 1230
6.4. MukpoanemeHTbl B HOrtax (Microelements, Nails)
A09.01.007 M311 [TokcuuHble MukpoanemeHTbl B HOrTax (Toxic Trace Elements, Nails) 2420
ToKCUYHbIE 1 3cCeHUManbHble MUKpoanemeHThbl B HOrTsx (Toxic Trace
A09.01.007 M312 [Elements, Essential Vital Elements, Nails) 4770
BonbLUIOW CKPUHUHT 3rieMeHTHOro coctaea Horten (Elemental
B03.070.499 [|M313 [Composition of Nails: Screening ) 8 480
A09.01.008 1076 |AmomuHun (Al) B Hortax (Aluminum (Al), Nails) 1230
A09.01.008 1080 |Bapun (Ba) B HorTsx (Barium (Ba), Nails) 1230
A09.01.008 1081 |[Bepunnui (Be) B HorTsix (Beryllium (Be), Nails) 1230
A09.01.008 1079 |Bop (B) B HorTax (Boron (B), Nails) 1230
A09.01.008 1120 [Banagum (V) B HorTsix (Vanadium (V), Nails) 1230
A09.01.008 1082 [Bucmyt (Bi) B Hortsax (Bismuth (Bi), Nails) 1230
A09.01.008 1121 |Bonbdpam (W) B HorTax (Tungsten, Wolframium (W), Nails) 1230
A09.01.008 1089 [lrannwm (Ga) B HorTsax (Gallium (Ga), Nails) 1230
A09.01.008 1090 [Fepmanun (Ge) B HorTax (Germanium (Ge), Nails) 1230
A09.01.008 1088 [Xene3so (Fe) B HorTsax (Iron (Fe), Nails) 1230
A09.01.008 1078 |[3onoto (Au) B Hortsax (Gold (Au), Nails) 1230
A09.01.008 1092 [Woa (1) B HorTax (lodine (1), Nails) 1230
A09.01.008 1084 [Kagmun (Cd) B Hortax (Cadmium (Cd), Nails) 1230
A09.01.008 1093 [Kanuwn (K) B HorTax (Potassium (K), Nails) 1230
A09.01.008 1083 |Kanbumn (Ca) B Hortsax (Calcium (Ca), Nails) 1230
A09.01.008 1085 [KobGanbT (Co) B Hortsax (Cobalt (Co), Nails) 1230
A09.01.008 1107 |Kpemnui (Si) B HorTax (Silica (Si), Nails) 1230
A09.01.008 1094 [NaHTaH (La) B HorTax (Lantanum (La), Nails) 1230
A09.01.008 1095 [Nutun (Li) B HorTsx (Lithium (Li), Nails) 1230
A09.01.008 1096 [Marnun (Mg) B HorTax (Magnesium (Mg), Nails) 1230
A09.01.008 1097 [Mapraney (Mn) B Hortax (Manganese (Mn), Nails) 1230
A09.01.008 1087 [Megb (Cu) B HorTax (Copper (Cu), Nails) 1230
A09.01.008 1098 [MonnbgeH (Mo) B HorTax (Molybdenum (Mo), Nails) 1230
A09.01.008 1077 |[Mbiwbsk (As) B HorTax (Arsenic (As), Nails) 1230
A09.01.008 1099 [Hatpum (Na) B HorTsix (Sodium (Na), Nails) 1230
A09.01.008 1100 |[Hwkenb (Ni) B Hortsax (Nickel (Ni), Nails) 1230
A09.01.008 1108 |[OnoBo (Sn) B HorTax (Tin (Sn), Nails) 1230
A09.01.008 1103 |[MnatuHa (Pt) B HorTax (Platinum (Pt), Nails) 1230
A09.01.008 1091 [P1yTb (HQ) B HOorTax (Mercury (Hg), Nails) 1230
A09.01.008 1104 [Pybugmn (Rb) B HorTax (Rubidium (Rb), Nails) 1230
A09.01.008 1102 |[CsuHey (Pb) B HorTax (Lead (Pb), Nails) 1230
A09.01.008 1106 |[CeneH (Se) B HorTsix (Selenium (Se), Nails) 1230
A09.01.008 1075 |[Cepebpo (Ag) B HorTsax (Silver (Ag), Nails) 1230
A09.01.008 1109 [CtpoHuwmn (Sr) B HorTsx (Strontium (Sr), Nails) 1230
A09.01.008 1105 |[Cypbma (Sb) B HorTax (Antimony (Sb), Nails) 1230
A09.01.008 1110 |Tannwun (TI) B Hortax (Thallium (TI), Nails) 1230
A09.01.008 1101 [®ocdop (P) B HorTsix (Phosphorus (P), Nails) 1230
A09.01.008 1086 [Xpowm (Cr) B Hortax (Chromium (Cr), Nails) 1230
A09.01.008 1122  |UwuHk (Zn) B HOrTsiX (Zinc (Zn), Nails) 1230
A09.01.008 1123 |UwupkoHun (Zr) B Hortax (Zirconium (Zr), Nails) 1230
7.1. NeKapcTBeHHbIi moHUTOpUHT (Drug Monitoring)
A09.05.035 88 ®eHobapbutan (JltomuHan) (Phenobarbitalum) 4110
A09.05.035 89 ®enutonH (OudpenuH, QunantmH) (Phenytoin) 3920
Banbnpoesas kucnota (QenakuH, KoHsynekc) (Acidum Valproicum,
A09.05.035 90 Depakin, Convulexs) 2 260
A09.05.035 91 Kap6amasenuH (®PunnencuH, Terpeton) (Carbamazepine, Tegretol) 3660
A09.05.035 274 LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 3 465
Takponumyc (Agsarpad, Mporpad, MNMpoTonuk, Takpocen) (FK506,
A09.05.035 1353 [Advagraf, Prograf, Protopic, Tacrosel) 3285
1377T |TepudpnyHomna, necnyHomug (MetabonuT) (Teriflunomide, Leflunomide
A27.30.290 ER metabolite) 4 285
A09.05.035 917 NamoTpumxkuH (Lamotrigine) 4 580




A09.05.035 1271 |[Neetupauetam (Levetiracetam, Keppra®) 4 580
8.1. Knununueckume tectbl (Clinical Tests)
AHanus moun o6wmn (AHann3 Mo4m obLLMI C MUKPOCKONNEN ocaaka)
B03.016.006 |116 (Complete Urinalysis, Microscopic Examination) 460
WccneposaHne mouun no metoay Heumnoperko (Nechiporenko’s Urine
B03.016.014 |272 Test) 570
Kanbuuin moun, kayecTBeHHbIN TecT (npoba Cynkosuya) (Sulkowitch
A09.28.012 401 Urine Calcium Test) 325
8.2. buoxumua moum (cytouHas skckpeums) (Urine Biochemistry (Daily
Excretion))
A09.28.003.00
1 95 AnbOymuH, cytouHas moda (Albumin, 24-Hour urine) 610
AnbbymuH, pasoBas nopumsi MoYn (C KpeaTUHUHOM U pac4yeToM
A09.28.003.00 anbbymuH/kpeaTHMH oTHowweHus) (Albumin, random urine, with
1 95110 [creatinine and albumin/creatinine ratio calculation, UACR) 995
A09.28.011 109 'ntoko3a, cytoyHasa moya (Glucose, 24-Hour urine) 370
A09.28.006 110 KpeaTtuHuH, cytouHas moda (Creatinine, 24-Hour urine) 410
Mpoba Pebepra (KnupeHc 3HOOreHHOro kpeaTuHMHa, CKOPOCTb
A12.28.002 96 knyboykoson unstpaumu) (Glomerular Filtration Rate, GFR)* 500
AmMnnasa B MOYe CYyTOYHOM UMM NOPLIMOHHON 33 M3MEPEHHOE BpeMS
A09.28.027 108 (Anbtha-amunasa, guactasa mouun) (Amylase, 24-Hour or Timed Urine) 490
A09.28.009 111 MoueBuHa, cyTouHas mo4a (Urea, 24-Hour urine) 400
A09.28.010 112 MoueBasi kucnota, cytouHasa moya (Uric Acid, 24-Hour urine) 400
A09.28.003.00
2 97 O6wmn 6enok, cytoyHasa moya (Protein Total, 24-Hour urine) 435
A09.28.012 113 Kanbuun (Ca), cytodyHasa moya (Calcium (Ca), 24-Hour urine) 405
Kanun (K), Hatpun (Na), cytouHas moua (Potasium (K), Sodium (Na), 24-
A09.28.014 114 Hour urine) 420
A09.28.026 115 docdop (P), cytouHas moua (Phosphorus (P), 24-Hour urine) 465
A09.28.018 1458 |[Okcanatbl, cyTouHaa Mmouya (Oxalates, 24-Hour urine) 1920
Kanbuuin, pasoBasi nopuus Mo4uum (C KpeaTMHNMHOM U pacyeToMm
Kanbuun/kpeaTUHWH oTHowweHus) (Calcium, random urine, with creatinine
A09.28.012 110113|and calcium/creatinine ratio calculation) 245
Benok, pasoBasi nopums Mo4n (C KpeaTUHUHOM U pacyeToM
HOpMarnu3oBaHHOrO No kpeaTuHWHY nokasartens) (Protein, random urine,
A09.28.003 97110 |with creatinine and protein/creatinine ratio calculation) 335
Marnwuii, cytouHasi Mova (CyTodHas akckpeums), (Magnesium, 24 h urine
A09.28.060 1318 |excretion) 410
Marnuii, pazoBas nopumnst Mo4m (C KpeaTUHMHOM 1 pacyeToM
131811 |marHuin/kpeaTnHuH oTHowweHns) (Magnesium, random urine, with
A09.28.060 0 creatinine and magnesium/creatinine ratio calculation) 650
docdop, pasoBas NOpLUUst MOYM (C KPEAaTUHMHOM 1 Pac4YETOM
HOpMarnu3oBaHHOIO Mo kpeaTUHWHY nokasartens) (Phosphorus, random
A09.28.026 115110(urine, with creatinine and phosphorus/creatinine ratio calculation) 365
MoueBas kncnota, pasoBas nopUMs MOYU, C KPEATUHMHOM 1 PacyYeTOM
A09.28.010 112110|{HOopMann3oBaHHOIo NO KpeaTUHWHY MNOK-1is 365
OueHka pucka kaMHeobpa3oBaHuWs - NIMTOreHHbIE CyOCTaHLMM Moun,
OBC11|cyToyHast Moya (kanbumi, MarHun, docdop, okcanartbl, MOYeBas
A09.28.060 0 KMCnoTa, KpeaTMHUH CYTOYHOM MOYM C pacHEeTOM CYTOYHOW SKCKpeLuun) 3460
8.3. McuxoakTueHbie BelectBa B moue (Psychoactive Substances,
Urine)
HapKOTUKM 1 NCMXOTPONHbIE BELLECTBA - CKPUHUHI (KOMMMEKCHbIN
aHanM3 Mo4u Ha onvaTbl, ameTamH, MeTaM@EeTaMm1H, KOKaWUH,
KaHHabuHomabl 1 nx metabonuTel) (Drugs and Psychotropic Substances
A09.28.055.00 Screening: Opiates, Amphetamines, Methamphetamine, Cocaine,
1 JIMC |Cannabinoids, Cannabinoid Metabolites, Urine) 4 345




A09.28.055.00

1 902 KanHabuHoungsl (MapuxyaHa) B Mode (Cannabinoids (Marijuana), Urine)* 2 505
A09.28.055.00
1 925 Onwuatbl (MopcuH/reporH) B moye (Opiates (Morphine/Heroin), Urine)* 2275
B03.016.018 |898 BbapbuTtypaTbl B Moye (Barbiturates, Urine)* 2 505
A09.28.059.00
4 982 OTtaHon (ankoronb) B Mmove (Ethanol (Alcohol) Urine)* 2285
«BpegHbie npmBbIYkn» (AHaANM3 MOYM HA HUKOTWH, MCUXOTPOMHbIE U
HapKOTMYeCKMe BELLECTBA, NCUXOAKTUBHbIE NEKAPCTBEHHbIE Npenaparbl
(HUKOTUH; NCUXOTPOMHbIE N HAPKOTUYECKNE BELLECTBA, NMCUXOAKTUBHbIE
nekapcTBeHHble npenapaTsl) (Pernicious Habits: Nicotine, Drugs,
A09.05.211 9950 [Psychostimulants and Psychotropic Substances, Urine)* 4 450
8.4. UccnepoBaHue nouyeuHoro KamHsa (Study of Kidney Stone)
AHann3 xmMm4yeckoro coctaBa MOYeBbIX (MOYEYHbIX) KAMHEN METOO0M
PEeHTreHOCTPYKTypHOro aHanmaa (Compositional Analysis of Urine
A09.28.018 1265 [(Kidney) Stones, infrared spectrometry, X-ray diffraction analysis) 5480
AHanu3 XMMM4Yeckoro coctaBa Mo4eBbIX (MOYEYHbIX) KAMHEN METOLOM
15651 (nHdpakpacHom cnektpomeTpum (Compositional Analysis of Urine
A09.28.018 OK (Kidney) Stones, infrared spectrometry) 4 845
9.1. UccnepoBaHua Kana (Examinations of Feces, Stool Examinations)
B03.016.010 |158 Konporpamma (Koprogramma, Stool) 960
CopgepxaHuve yrneBoAoB B Karne (pefyuvpyoLme BellecTsa B Kane)
A09.19.012 236 (Stool Sugars, Reducing Substances, Fecal) 1010
WccnepoBaHuve kana Ha CKpbITyo KpoBb, 6eH3nanHoBas npoba (Occult
A09.19.001 240 Blood Feces Analysis) 575
CkpbITast KpoBb B karne (KornopekTarnbHble KpOBOTEYEHMS),
KOnmM4ecTBeHHbIN nMmmyHoxnMmmdeckun metog FOB Gold (Quantitative
A09.19.001 2401 [Immunochemical Fecal Occult Blood, Test FOB Gold) 1525
A09.19.010 162 Onacrasa 1 (O1), naHkpeaTnyeckasi anactasa 1 (Elastase 1, E1) 3535
1533A
B03.019.012 [1AT |Anbda-1-aHTutpuncuH B kane (Alpha-1-Antitrypsin, Feces) 2 350
15920
A26.05.016 CcC OcTtartoyHast ocMonspHocTb cTyna (Stool osmotic gap) 1790
A09.19.013 1338 |[KanbnpoTekTuH dekanbHbln (Fecal Calprotectin) 4 285
AHanus kana Ha sanua rensMmmHToB (sirua rmmnctoB) (PRO Stool, Helminth
A26.19.011 159A4I |Eggs) 670
16010 |WccnepoBaHume Ha aHTepobuos (arua octpuy), wnatens (Enterobiasis,
A26.01.017 CT Spatula) 620
1600C |WccnepoBaHne Ha sHTepobuos (arua octpuy), TamnoH (Enterobiasis,
A26.20.006 T Swab) 615
159rMP
A26.19.011 @) AHanus kana Ha npoctenwue (PRO Stool) 690
10.1. AgeHoBupycHaa uHdpekuua (Adenovirus Infection)
A26.06.005 242 AHTuTena knacca IgA k ageHoupycy (Anti-Adenovirus IgA) 1 055
A26.06.005 241 AHTuTena knacca IgG k ageHosupycy (Anti-Adenovirus 1gG) 1055
10.2. Ackapmpgos3 (Ascariasis)
AHTuTena knacca IgG k aHTureHam ackapuvg (Anti-Ascaris lumbricoides
A26.06.121 237 IgG) 1325
10.5. boppenunos (6onesHb /laiima) (Borreliosis, Lyme Borreliosis,
Lyme Disease, LD)
A26.06.011.00 AHTUTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi
2 243 IgG) 1090
A26.06.011.00 AHTUTEena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi
1 244 IgM) 1090
AHTuTena knacca IgM k Borrelia burgdorferi, BbisiBNsieMble METOO0M
A26.06.011 1191 [BectepH-6nota (Anti-Borrelia burgdorferi IgM, Western Blot (WB)) 3125




3112C |Boppenun, onpepenenne OHK B cMHoBmnansHowm xunakoctu (Borrelia
A26.05.053 VH burgdorferi, DNA, Synovial Fluid)* 650
A26.05.053.00 |3112C |boppenuu, onpeaenexHne OHK B cnnHHoMo3roBow »xuakocTu (Borrelia
1 MX burgdorferi, DNA, Cerebrospinal Fluid)* 660
10.6. BeTpaHana ocna: BMpYyC repneca YyesoBeka 3 TMna
(onoacbisatowmin anwai) (Varicella-Zoster Virus, VZV, Chickenpox,
Chicken Pox)
A26.06.084.00 AHTUTena knacca IgG kK BMpyCy BETPSIHON OCMbl U OMOSIChIBAOLLIENO
1 256 nvwas (Anti-Varicella-Zoster Virus IgG, Anti-VZV IgG) 1105
A26.06.084.00 AHTuTena knacca IgM k Bupycy BETpPsSIHOM OCMbl U OMOSIChIBAKOLLENO
2 257 nvwas (Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM) 1225
10.7. BUM-uHdeKuusa (Bupyc ummyHoaedpuuuta yenoseka) (Human
Immunodeficiency Virus, HIV)
A26.06.049.00
1 68 AntuTena k BUY 1 n 2 n antured BUY 1 n 2 (HIV Ag/Ab Combo) 740
Bupyc nmmMmyHogeduumTa yenoseka Tuna 1, ka4ecTBEHHOE onpeaeneHue
A26.05.021 3102 |PHK (Human immunodeficiency virus, quality, RNA) B CbiIBOpOTKE KPOBMU 4155
10.8. BNY-uHdekumna, nanunnomasupycHas nHdekuumsa (smpyc
nanunnombl Yenoseka) (Human papillomavirus, HPV, HPV Infection)
Bupyc nanmnnombl YenoBeka BbICOKOTO OHKOTEHHOIO pUcKa, CKPUHUHT 14
Tmnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenexve OHK B cockobe anutenuanbHbIX KNeToK CrM3ncTomn
A26.21.008.00 |311c- [npsimon kmwikm (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types
1 npK (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )* 1385
Bupyc nanmnnombl YenoBeka BbICOKOTO OHKOTEHHOrO pUcka, CKpUHUHT 14
Tunos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenexve [HK B cockobe anutenuanbHbiX KNeTok potornotkn (HPV
A26.21.008.00 |311c- |DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39,
1 poT 45,51, 52, 56, 58, 59, 66, 68) Screening )* 1385
Bupyc nanvnnomel YenoBeka BbICOKOrO OHKOreHHOro pucka, CKpUHUHI 14
Tunos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenenne [IHK B cockobe anutenmnanbHbIX KNETOK ypOreHUTansHoro
A26.21.008.00 |311c- |TpakTta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16,
1 ypo 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )* 1385
Bupyc nanmnnombl YenoBeka BbICOKOTO OHKOTEHHOIO pUCKa,
onpegenexne AHK 16 n 18 Tunos + KBM B cockobe anutenmnanbHbIX
A26.21.008.00 |312c- |kneTok yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital
1 ypo Epithelial Cells, 2 Types (16, 18)) 780
Bupyc nanmnnombl YenoBeka BbICOKOTO OHKOTEHHOIO pUCKa,
reHoTunuposanue HK 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56,
58, 59, 66, 68 + KBM B cockobe anutenuarnbHbIX KNeTok
A26.21.008.00 |313c- |yporenuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
1 ypo Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)) 2215
Bupyc nanvnnomel YenoBeka HU3KOrO OHKOrEHHOTO pUCKa, onpeaeneHme
OHK 3 Tunos: 6, 11, 44 + KBM B cockobe anuTenuanbHbIX KNeTok
A26.21.008.00 |399C- |yporenuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
1 YPO |[Cells, 3 Types (6, 11, 44)) 825
Bupyc nanunnomel YenoBeka HU3KOrO OHKOrEHHOTO pUCKa, onpeaeneHme
OHK 3 Tunos: 6, 11, 44 + KBM B cockobe anuTenuanbHbIX KNeTok
A26.21.008.00 |399C- |cnmaucTton npsimon knwkn (HPV DNA, Scrape of Rectal Epithelial Cells,
1 npK 3 Types (6, 11, 44)) 825
Bupyc nanmnnombl YenoBeka HU3KOrO OHKOTEHHOTO pUcka, onpeaeneHue
A26.21.008.00 |399C- |OHK 3 tmnos: 6, 11, 44 B cockobe anuTenuarnbHbIX KNETOK POTOrMOTKM
1 poT (HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types (6, 11, 44)) 825




Bupyc nanunnomel Yyenoseka, onpegenenune JHK 4 tunos: 6, 11, 16, 18 +
KBM B cockobe anutenunanbHbIX KNeTok yporeHntansHoro Tpakta (HPV

A26.21.008.00 |374C- |DNA, Scrape of Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18)
1 YPO [Screening) 875
OnddepeHumnporaHHoe onpeaenerHme OHK BIMY (Bupyc nanunnomeol
yenoseka) 14 Tunos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68
+ KBM B cockobe anutenuanbHbIX KNeTok yporeHntansHoro tpakra (HPV
A26.21.008.00 |377C- |DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35,
1 YPO |39, 45, 51, 52, 56, 58, 59, 66, 68) Screening) 2750
Bupyc nanvnnomel yenoseka, onpeaenerne AHK 21 tuna: 6, 11, 16, 18,
26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B
cockobe anuTenuanbHbIX KNeTok yporeHuTansHoro Tpakta (HPV DNA,
A26.21.008.00 |391C- |Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33,
1 YPO |35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82)) 3 455
10.9. NapaHepennes (rapgHepenna) (Gardnerella vaginalis)
A26.20.030.00 |305mo |FapaHepenna, onpegenexune OHK B mode (Gardnerella vaginalis, DNA,
1 Y Urine)* 530
A26.20.030.00 MapgHepenna, onpegenenune [JHK B cekpeTe npoctatbl, 39KynaTe
1 305cn |(Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)* 530
apaHepenna, onpeaenexve OHK B cockobe anuTenmanbHbIX KNeTok
A26.20.030.00 yporenntaneHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of
1 305ypo |Urogenital Epithelial Cells)* 550
10.10. FTenbmuHTo3 (Helminthiasis)
A09.05.054 297 AHTUTENa K aHTUreHam Hemartog pozga Anisakis IgG 1000
A26.06.120 299 AHTuTena kK aHtureHam Kurtaiickon asyyctku Clonorchis sinensis IgG 1265
10.12. FenatuT A BUpycHaa nHdeKuma (Bupyc renatura A, Hepatitis A
Virus, HAV)
A26.06.034.00
2 71 AHTUTena knacca IgG k Bupycy renatuta A (Anti-HAV IgG) 970
A26.06.034.00
1 72 AHTuTena knacca IgM k Bupycy renatuta A (Anti-HAV IgM) 1310
A26.05.030.00 Bupyc renatuta A, onpegenenne PHK B cbiBopoTke kposu (HAV RNA,
1 328CB |Serum)* 1140
10.13. F'enatut B BUpycHaa uidekumsa (supyc renatura B, Hepatitis B
Virus, HBV)
HBs-aHTureH Bupyca renatuta B (HBs-aHTureH, noBepXHOCTHbIN aHTUIEH
A26.06.036.00 BMpyca renatuta B, «aBCTpanuMncKUny» aHTUreH), KayecTBEHHbIN TeCT
1 73 (HBsAg, Hepatitis B Surface Antigen, Qualitative) 650
A26.06.035 74 HBe-aHTUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 1035
AHTuTena knaccos IgM u IgG k HB-core aHTureHy Bupyca renatuta B,
cymmapHo (Anti-HBc IgM, 1gG, Antibodies to Hepatitis B Core Antigen;
A26.06.039 75 HBcAD, Total, HBV Core Total Antibodies (IgG + IgM)) 940
A26.06.039.00 AHTuTena knacca IgM k HB-core aHTureny Bupyca renatuta B (Anti-HBc
1 76 IgM Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies IgM) 1215
A26.06.038 77 AHTuTena kK HBe-aHTureHy Bupyca renatuta B (Anti-HBe, HBeAb) 960
A26.06.040.00
2 78 AHTUTEna Kk HBs-aHTureHy Bupyca renatuta B (Anti-HBs, HBsADb) 1100
HBs-aHTureH Bupyca renatuta B (HBs-aHTureH, NOBEpXHOCTHbIN aHTUIEH
A26.06.036.00 BMpyca renatuta B, «aBCTpanuncKuny» aHTUreH), Konn4yecTBeHHbIN TeCT
2 87 (HBsAg, Hepatitis B Surface Antigen, Quantitative) 1765
A26.05.020.00 Bupyc renatuta B, onpegenenue HK B cbiBOpOTKe KpOBMY,
1 319CB |kavectBeHHOe (HBV DNA, Serum, Qualitative)* 1110
A26.05.020.00 Bupyc renatuta B, onpegenenue JHK B cbiBOpOTKe KpOBMY,
2 320CB |konunuyecTtBeHHoe (HBV DNA, Serum, Quantitative)* 5215

10.14. Fenatut C BupycHasa uHdekuyma (supyc renatuta C, Hepatitis C
Virus, HCV)




A26.06.041.00

AHTuTena knaccos IgM un IgG k Bupycy renatuta C, cymmapHo (Anti-HCV

1 79 Total (IgG + IgM))* 925
A26.05.019.00 Bupyc renatuta C, onpegenexne PHK B cbiBOpOTKe KpOBM,
1 321CB |kavectBeHHOoe (HCV RNA, Serum, Qualitative)* 1215
Bupyc renatuta C, onpegenexve PHK B nnasme, reHoTMNnupoBaHue ¢
A26.05.019.00 cybtunamm (tunel 1 (cyotunsel 1a u 1b), 2, 3) (Hepatitis C Virus (HCV)
3 324111 |RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))* 1825
Bupyc renatuta C, konuyectBeHHoe onpeaenerHne PHK Bupyca n
A26.05.019.00 reHoTunupoBaHue (Tunbl 1, 2, 3) (Hepatitis C Virus (HCV) RNA,
3 324 Quantitative PCR, Genotyping (Types 1, 2, 3)) 5015
A26.05.019.00 Bupyc renatuta C, onpegenexve PHK B cbiIBOpOTKE KPOBU METOAOM
2 350CB |MNuP, konnyectBeHHoe (HCV RNA, Serum, Quantitative, PCR)* 4 095
A26.05.019.00 |3500C |Bupyc renatuta C (BI'C), ynbTpadvyBctBUTENLHOE OnpeaeneHne PHK
1 B BI'C (Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR) 4135
UHTepnenknn-28B (UJ1-28B), reHoTunnpoBaHune (nccnegosaHve
reHeTUYECKMX MapKepoB, onpeaenstoLlmx 3dgekTMBHOCTb NevYeHns
XpoHuyeckoro renatuta C nHtepdepoHom n pubasmpunHom) (Interleukin
28 Beta IL28B, Genotyping (Study of Genetic Markers Determining
Effectiveness of Treatment of Chronic Hepatitis C in Interferon and
A27.30.120 2447 |Ribavirin)) 2 025
10.15. F'enatut D BupycHaa nHdekuua (supyc renatuta D, Hepatitis D
Virus, HDV)
A26.06.043.00
1 1268 |AntuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM) 1110
A26.06.043.00 AHTuTena knaccos IgM u IgG k Bupycy renatuta D, cymmapHo (Anti-HDV
2 1269 [Total (IgG + IgM)) 1050
A26.05.023.00 Bupyc renatuta D, onpegenerne PHK B coiBopoTke kposu (HDV RNA,
1 325CB |Serum)* 1060
10.16. F'enatut E BupycHaa nHdeKuyma (supyc renatuta E, Hepatitis E
Virus, HEV)
A26.06.044.00
1 227 AHTuTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM) 1180
A26.06.044.00
2 228 AHTuTena knacca IgG k Bupycy renatuta E (Anti-HEV 1gG) 1195
10.17. Fenatut G BupycHaa uidekuusa (supyc renatuta G, Hepatitis G
Virus, HGV)
A26.05.026.00 Bupyc renatuta G, onpegenexue PHK B cbiBopoTke kposu (HGV RNA,
1 326CB |Serum)* 1140
10.18. F'epnec (repnec-eupycobl yenoseKa 1 u 2 tunos, Herpes simplex
virus, HSV-1, HSV-2)
AHTuTena knacca IgG k Bupycy npoctoro repneca 1 n 2 Tunos (Anti-HSV-
A26.06.045 122 1,21gG) 990
A26.06.045.00 AHTuTena knacca IgG k Bupycy npoctoro repneca 1 tuna (Anti-HSV-1
1 1222 |IgG) 995
A26.06.045.00 AHTuTena knacca IgG k Bupycy npocToro repneca 2 tuna (Anti-HSV-2
2 1223 |IgG) 930
A26.06.045.00 AHTuTEna knacca IgM k Bupycy npoctoro reprneca 1 1 2 Tmnos (Anti-HSV-
3 123 1, 2 IgM) 920
A26.06.046.00 |4AVHS|AHTHTEna knacca IgG, onpegeneHve aBuaHOCTM K BUPYCY MPOCTOro
2 Vv reprneca 1 u 2 Tunos (Anti-HSV-1, 2 IgG, Avidity) 980
A26.01.024.00 epnecsupyc 1 1 2 Tunos, onpegenenne JHK B Boinote (HSV-1, 2 DNA,
1 309enT |Exudate)* 540
epnecsupyc 1 n 2 Tunos, onpegenexnne [JHK B cockobe anntenmanbHbIX
A26.26.012.00 kneTok koHbloHKTUBBLI (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial
1 309rn3 |Cells )* 650




A26.01.024.00

"epnecsupyc 1 n 2 Tunos, onpeaenerHve OHK B cockobe anntenuanbHbIX

1 309kox|kneTok koxu (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells)* 650
A26.05.035.00 epnecsupyc 1 n 2 Tunos, onpegenexve OHK B BeHo3HoM kpoBu (HSV-1,
1 309«p |2 DNA, Blood)* 670
A26.28.023.00 |309mo [lepnecsupyc 1 n 2 Tunos, onpegenexve OHK B moue (HSV-1, 2 DNA,
1 Yy Urine)* 650
"epnecsupyc 1 n 2 Tunos, onpegenerHne HK B cockobe anntenmanbHbIX
KneTok crnmaucton Hoca (HSV-1, 2 DNA, Scrape of Nasal Epithelial
A26.08.017 309Hoc|Cells)* 650
"epnecsupyc 1 n 2 Tunos, onpegenerHne HK B cockobe anntenmanbHbIX
A26.08.017 309porT |kneTok poTtornotkn (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)* 630
A26.05.035.00 epnecsupyc 1 n 2 Tunos, onpegenerHne HK B ceiBopoTke KpoBu (HSV-
1 309cB |1, 2 DNA, Serum)* 780
"epnecsupyc 1 1 2 Tunos, onpegenenne JHK B critoHe (HSV-1, 2 DNA,
A26.08.017 309cnH|Saliva)* 630
A26.23.008.00 |309cm |epnecsupyc 1 n 2 Tunos, onpegenexHve AHK B cnmHHOMO3roBow
1 X xnakoctn (HSV-1, 2 DNA, Cerebrospinal Fluid)* 650
epnecsupyc 1 1 2 Tunos, onpeaenenne JHK B cekpete npocTtaTsl,
A26.05.035 309cn |askynare (HSV-1, 2 DNA, Prostatic Fluid, Semen)* 650
"epnecsupyc 1 n 2 Tunos, onpegenerHne JHK B cockobe anntenmanbHbIX
A26.21.009.00 KneTok yporeHunTtansHoro Tpakta (HSV-1, 2 DNA, Scrape of Urogenital
1 309ypo |Epithelial Cells)* 620
A26.01.024.00 [30908n|epneceupyc 1 n 2 Tunos, onpeaenenune [JHK B BbInOTE, TUNMPOBaHNE
1 T (HSV-1, 2 DNA, Exudate, Typing)* 660
epnecsupyc 1 n 2 Tunos, onpegenerne [HK B cockobe anntenmanbHbIX
A26.26.012.00 |3090rn [KneToK KOHBbIOHKTUBLI, TMNMpoBaHue (HSV-1, 2 DNA, Scrape of
1 3 Conjunctiva Epithelial Cells, Typing)* 660
epnecsupyc 1 n 2 Tunos, onpegenexHne HK B cockobe anntenmanbHbIX
A26.01.024.00 |3090ko [kneTok koxu, TunuposaHune (HSV-1, 2 DNA, Scrape of Skin Epithelial
1 X Cells, Typing)* 660
A26.05.035.00 "epnecsupyc 1 n 2 Tunos, onpegenerHve JHK B BeHO3HOM KPOBM,
1 3090kp |TunupoBaHue (HSV-1, 2 DNA, Blood, Typing)* 780
A26.28.023.00 |3090Mm [lepnecsupyc 1 n 2 Tunos, onpegenexHve JHK B moye, TunupoBaHue
1 oy (HSV-1, 2 DNA, Urine, Typing)* 660
epneceupyc 1 1 2 Tuno., onpegenenne JHK B cockobe anutenmanbHbix
3090Ho|kneTok crnuancTon Hoca, TunuposaHue (HSV-1, 2 DNA, Scrape of Nasal
A26.08.017 c Epithelial Cells, Typing)* 660
epnecsupyc 1 n 2 Tunos, onpegenerHne HK B cockobe anntenmanbHbIX
3090po|kneTok poTornoTtku, TnuposaHue (HSV-1, 2 DNA, Scrape of Faucial
A26.08.017 T Epithelial Cells, Typing)* 660
A26.05.035.00 "epnecsupyc 1 n 2 Tunos, onpeaenerHne HK B cbiBOpOTKE KPOBMU,
1 3090cB |TunupoBaHue (HSV-1, 2 DNA, Serum, Typing)* 860
3090cn|epneceupyc 1 1 2 Tunos, onpegeneHue OHK B cntoHe, TUNMpoBaHue
A26.08.017 H (HSV-1, 2 DNA, Saliva, Typing)* 660
A26.23.008.00 |3090c [lepnecsupyc 1 n 2 Tunos, onpegenexHve JHK B cnnHHOMO3roBon
1 VDK xupgkoctu, Tunuposaxme (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)* 660
A26.21.009.00 "epnecsupyc 1 n 2 Tunos, onpegenerHve HK B cekpeTe npocTtarthl,
1 3090cn |asakynaTe, TunuposaHue (HSV-1, 2 DNA, Prostatic Fluid, Semen, Typing)* 660
epnecsupyc 1 n 2 Tunos, onpegenerHne [JHK B cockobe anntenmanbHbIX
A26.21.009.00 |3090yp [kneToK yporeHuTansHoro Tpakra, TunuposaHue (HSV-1, 2 DNA, Scrape
1 0 of Urogenital Epithelial Cells, Typing)* 660
10.19. F'epnec-Bupyc yenoseka 6 Tuna (Human herpesvirus 6, HHV-6)
A26.06.047.00
1 276 AHTuTena knacca lgG k repnecsupycy venoseka 6 Tuna (Anti-HHV-6 IgG)| 1 020
A26.30.018.00 "epnecsupyc 6 Tnna, onpegenexHve JHK B Bbinote (HHV-6 DNA,
1 352enT |Exudate)* 550




A26.05.033.00

epnecsupyc 6 Tnna, onpeaenexne [JHK B BeHo3Hom kpoeu (HHV-6

1 352kp |DNA, Blood)* 690
A26.30.018.00 [352mo0
1 Y "epnecsupyc 6 Tnna, onpepenexve HK B moye (HHV-6 DNA, Urine)* 550
A26.08.060.00 "epnecsupyc 6 Tnna, onpepenexHve [HK B cockobe anuTenuanbHbIX
1 352Hoc |kneTok cnuancton Hoca (HHV-6 DNA, Scrape of Nasal Epithelial Cells)* 550
A26.08.060.00 "epnecsupyc 6 Tnna, onpepenexHne JHK B cockobe anuTenuanbHbIX
1 352por |kneTok poTtornotkn (HHV-6 DNA, Scrape of Faucial Epithelial Cells)* 550
A26.05.033.00 epnecsupyc 6 Tnna, onpepenexve OHK B ceiBopoTke kposu (HHV-6
1 352ce |DNA, Serum)* 815
A26.07.008 352cnH|Mepneceupyc 6 Tuna, onpegenenne OHK B cntoHe (HHV-6 DNA, Saliva)* 550
A26.23.016.00 |352cm |[epnecsupyc 6 Tnna, onpeaenexHve JHK B CIMHHOMO3roBOM XUAKOCTH
1 X (HHV-6 DNA, Cerebrospinal Fluid)* 550
A26.30.018.00 epnecsupyc 6 Tnna, onpeaenexne [JHK B cekpeTe npocTtaThl, 39KynaTe
1 352cn |(HHV-6 DNA, Prostatic Fluid, Semen)* 550
"epnecsupyc 6 Tnna, onpeaenexme [HK B cockobe anuTenuanbHbIX
A26.30.018.00 KneTok yporeHutansHoro Tpakta (HHV-6 DNA, Scrape of Urogenital
1 352ypo |Epithelial Cells)* 550
10.20. F'epnec-Bupyc yenoseka 8 Tuna (Human herpesvirus 8, HHV-8)
A26.06.047.00
1 277 AHTuTena knacca IgG k repnecsupycy 4yenoseka 8 tuna (Anti-HHV-8 IgG)| 1 070
10.21. T'oHOpen (roHOKOKK) (Neisseria gonorrhoeae)
"oHokokk, onpeaeneHune HK B cockobe anutenmanbHbIX KINETOK
A26.26.024.00 |306I'11 |koHbloHKTUBEI (Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva
1 3 Epithelial Cells )* 505
A26.28.015.00 |306mo |MoHokokk, onpepenerve OHK B moye (Neisseria gonorrhoeae, DNA,
1 Y Urine)* 505
"oHokoKK, onpegeneHue JHK B cockobe anuTenuanbHbIX KNeTok
cnusucton npamont kuwku (Neisseria gonorrhoeae, DNA, Scrape of
A26.21.001 306npk |Rectal Epithelial Cells)* 530
"oHokokk, onpeaeneHune JHK B cockobe anutenmanbHbIX KNeToK
potornoTku (Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial
A26.08.067 306por |Cells)* 530
"oHokokk, onpepgeneHune OHK B cnHoBmnanesHom xugkoctn (Neisseria
A26.04.001 306¢cuH|gonorrhoeae, DNA, Synovial Fluid)* 610
"oHokokk, onpegeneHune HK B cekpeTe npocTtartsl, askynsaTte (Neisseria
A26.21.024 306¢cn |gonorrhoeae, DNA, Prostatic Fluid, Semen)* 505
"oHokokK, onpegeneHue HK B cockobe anuTenuanbHbIX KNeTok
yporeHutanbHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of
A26.21.001 306ypo |Urogenital Epithelial Cells)* 565
10.23. Aemopekos (knew, gemoaekc, Demodex folliculorum,
Demodex brevis)
VccnepnoBaHue Ha Hanuuue knewa aemopgekc (Demodex folliculorum,
A26.01.018 250 Demodex brevis) 670
VccnepnoBaHue Ha Hanuuue knewa aemopgekc (Demodex folliculorum,
A26.01.018 240 Demodex brevis) 635
10.24. AunseHTepua amebHana, amebuas (Entamoeba histolytica)
AHTUTEna knacca IgG Kk aHTureHam gu3eHTepuinHon amebbl (Anti-
A26.06.026 235 Entamoeba histolytica 1gG) 1120
10.25. AiuseHTepua 6aKTepuanbHas, wurennes, wurennol (Shigella
flexneri, Shigella sonnei)
A26.06.098 280 PIIA ¢ Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 780
A26.06.098 281 PIIA c Shigella flexneri 6 (Shigella flexneri 6, IHA) 780
A26.06.097 282 PIIA ¢ Shigella sonnei (Shigella sonnei, IHA) 780




MoceB Ha NaTOreHHY0 U YCIOBHO-NATOreHHY0 MUKPOIIOPY KMLLEYHMKA

437Y1 [(Stool Culture, Pathogenic Intestinal and Conditionally Pathogenic
A26.19.086 M Microflora, Bacteria Identification) 1540
lMoceB Ha NATOrEHHyIO M YCITOBHO-NATOrEHHYI0 MUKPOIIOPY KULLEYHWKA C
onpegeneHnem YyBCTBUTENbHOCTU K aHTUMMUKPOOHBIM Npenapatam
437YT [(Stool Culture, Pathogenic Intestinal and Conditionally Pathogenic
A26.19.008 M-A Microflora. Bacteria Identification and Antibiotic Susceptibility Testing) 1750
lMoceB Ha NATOrEHHyIO M YCITOBHO-NATOrEHHYI0 MUKPOIIOPY KULLEYHWKA C
onpegeneHnem YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM Npenapartam 1
437YT |6akTteprodparam (Stool Culture with Bacteria Identification and
A26.19.008 M-® [Antibiotic+Bacteriophage Susceptibility Testing) 1885
10.26. Audrepus (andtepuiiHas nanouka) (Corynebacterium
diphtheriae)
AHTuTena knacca IgG k gudtepunHomy aHatokcuHy (Anti-Diphtheria
A26.06.104 855 Toxoid IgG) 1170
10.27. UepcunHum (nepcuHmnos, ncespoTtybepkynes) (Yersinia
enterocolitica)
AHTUTEna knacca IgA k aHTureHam Yersinia enterocolitica (Anti-Yersinia
A26.06.093 238 enterocolitica IgA) 1015
AHTUTEna knacca IgG k aHTureHam Yersinia enterocolitica (Anti-Yersinia
A26.06.093 239 enterocolitica 1gG) 1015
A26.06.094 286 PITA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 780
PIIA ¢ Yersinia enterocolitica cepotnna O:3 (Yersinia enterocolitica
A26.06.093 284 0:3, IHA) 780
PIIA ¢ Yersinia enterocolitica cepotnna O:9 (Yersinia enterocolitica O:9,
A26.06.093 285 IHA) 780
10.29. Kangupos, kaHguaa (Candidiasis, Candida)
A26.06.006 254 AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans IgG ) 1010
B03.002.004 [6617 [lneceHb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG ) 815
Kangupa, onpegenenune HK B Beinote (Candida albicans, DNA,
A26.20.048 344enT |Exudate)* 530
Kangupa, onpegenenune JHK B cockobe anuTenmnanbHbIX KNETOK KOXK
A26.20.048 344kox|(Candida albicans, DNA, Scrape of Skin Epithelial Cells)* 530
344mo
A26.20.048 Y Kanguga, onpegenenune IHK B moye (Candida albicans, DNA, Urine)* 530
Kangupa, onpegenenue JHK B cockobe anuTenuanbHbIX KNeTok
cnusucton npamont kuwku (Candida albicans, DNA, Scrape of Rectal
A26.20.048 344npk |Epithelial Cells)* 530
Kangupa, onpegenenue JHK B cockobe anuTenuanbHbIX KNeTok
A26.20.048 344por |potornoTkn (Candida albicans, DNA, Scrape of Faucial Epithelial Cells)* 530
A26.20.048 344cnH|KaHanaa, onpegenerve OHK B cnitoHe (Candida albicans, DNA, Saliva)* 530
A26.21.044.00 Kangunpa, onpegenenune [IHK B cekpeTe npocTathl, asikynate (Candida
1 344cn |albicans, DNA, Prostatic Fluid, Semen)* 530
Kangupa, onpegenenune IHK B cockobe anuTennanbHbIX KNeTok
yporeHutanbHoro Tpakta (Candida albicans, DNA, Scrape of Urogenital
A26.20.048 344ypo |Epithelial Cells)* 550
10.30. KneweBoit aHUedanuT, BUpyC Kaew,esoro sHuedpanuta
(Flavivirus, Tick-borne encephalitis virus)
A26.06.088.00 AHTUTena knacca IgG k Bupycy knewiesoro aHuedanuTa (Anti-Tick-borne
2 267 Encephalitis Virus (TBEV) 1gG) 970
A26.06.088.00 AHTUTena knacca IgM k Bupycy kneweoro aHuedanuta (Anti-Tick-borne
1 268 Encephalitis Virus (TBEV) IgM) 970




JlabopaTopHoe uccnegoBaHue knewa ans BoiseneHs PHK/OHK
B030OyauTenen nHdeKUMn, nepeaatoLLmxcs MKCOAOBbIMM KreLLamu:
KNELWEBOW SHLE®ANNT, BOPPENTMO3 (EONE3HbL NTAMA),
AHAIMNA3MO3, SPNIMXNO3 (Detection of pathogen DNA/RNA in ticks:
Tick-borne encephalitis Virus (TBEV), Borrelia burgdorferi s. I.,
Anaplasma Phagocytophillum, Ehrlichia muris/chaffeensis6 (RNA/DNA),

A26.05.054 1227M |PCR) 4010
VccnepoBaHue Knela: CKpUHUHE (nabopaTtopHoe uccnegoBaHue Knewa
ans soigeneHua PHK/OHK Bo3byautenen nHgekumn, nepegaroLmxcs

A26.04.012.00 nkcogoBbiMu knewammu: PHK Tick-borne encephalitis Virus (TBEV), OHK

1 370 Borrelia burgdorferi s. I.) (Study of Tick: Screening) 2120
10.32. Koknwouw (Bordetella pertussis, Whooping Cough)
AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA

A26.06.103 247 ) 1160
AHTUTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis

A26.06.103 245 IgG) 1185
AHTUTEna knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis

A26.06.103 246 IgM) 1195
10.33. Kopb (Morbillivirus, Measles virus)

A26.06.056.00

1 2500 [AnTtuTena knacca IgG k Bupycy kopu (Anti-Measles IgG) 1245
10.34. KpacHyxa (Rubella virus)

A26.06.071.00

1 84 AHTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella 1gG) 805

A26.06.071.00

2 85 AHTuTena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM) 995
AHTUTena knacca IgG K aHTUreHam BUpyca KpacHyxu, BbisiIBNIAEMblE

A26.06.071 1142 [meTogom ummyHobnottuHra (Anti-Rubella IgG, Immunoblot ) 6 455

A26.06.071.00 |3AVRU|AHTUTENa knacca IgG k BUpycCYy KpacHyxu, onpeaeneHme aBuaHoOCTH

3 B (Anti-Rubella IgG, Avidity) 1450
Bupyc kpacHyxu, onpegenenune IHK B cbiBopoTke kposu (Rubella Virus,

A26.07.010 338CB |DNA, Serum)* 1140
10.37. lucrepunos, nuctepuu (Listeria monocytogenes, Listeriosis)

A26.05.037.00 |3114m [Jlnuctepuu, onpepenerHve OHK B moue (Listeria monocytogenes, DNA,

1 oy Urine)* 680
Jnctepuu, onpegenenne OHK B cockobe anutenuanbHbIX KNeTok

A26.05.037.00 |3114Ho|cnm3ucTton Hoca (Listeria monocytogenes, DNA, Scrape of Nasal

1 c Epithelial Cells)* 680

A26.05.037.00 Jlnctepuum, onpegenenune HK B nnasme kposu (Listeria monocytogenes,

1 3114nn|DNA, Plasma)* 695
Jlnctepuum, onpegenenue JHK B cockobe anuTenuanbHbIX KNeTok

A26.05.037.00 |3114po|poTornoTku (Listeria monocytogenes, DNA, Scrape of Faucial Epithelial

1 T Cells)* 680

A26.05.037.00 |3114cu|Jlnctepun, onpeaenervne OHK B cuHoBMansHom xuakocTu (Listeria

1 H monocytogenes, DNA, Synovial Fluid)* 680

A26.23.017.00 |3114c |Jluctepuu, onpepenerHve JHK B cnnHHomMo3rosowm xuakocTu (Listeria

1 VDK monocytogenes, DNA, Cerebrospinal Fluid)* 670
10.38. lambanos,namb6num (Giardia lamblia intestinalis)
AHTUTEna knaccos IgM, IgG, IgA k aHTureHam nambnuii, cymmapHo (Anti-

A26.06.032 234 Giardia lamblia IgM, 1gG, IgA, Total) 1 000
10.40. Mukos3bl (napasuTapHbie rpubbl — gepmatodutnbl) (Skin and
Nail Mycoses)
Mukpockonmyeckoe UccnegoBaHue Ha naToreHHble rpubsl (Microscopic

A26.01.015 995 examination for pathogenic fungi) 1125
MukpockonmMyeckoe nccneaoBaHme 1 NOCEB Ha NaToreHHble rpubhbl

A26.09.024 1277 |[(Microscopic examination and Culture for pathogenic fungi) 2200




10.41. MuKkonnasameHHaa UHPeKUuua, muKonaasmos (Mycoplasma
genitalium, Mycoplasma pneumoniae, Mycoplasma hominis)
(Mycoplasmosis, Mycoplasma Infection)

A26.28.018.00

302MO

Mukonnaama (Mycoplasma hominis), onpegenexve HK B moye

1 Y (Mycoplasma hominis, DNA, Urine)* 535
Mukonnaama (Mycoplasma hominis), onpegenenue HK B cekpete
npocrarthl, askynate (Mycoplasma hominis, DNA, Prostatic Fluid,

A26.21.022 302CTI1 |Semen)* 535
Mukonnasma (Mycoplasma hominis), onpegenenne JHK B cockobe

A26.21.032.00 |302YP |anuTenunankeHbIX KNETOK yporeHutansHoro Tpakta (Mycoplasma hominis,

1 6] DNA, Scrape of Urogenital Epithelial Cells)* 550

A26.28.017.00 |308MO [Mukonnasma (Mycoplasma genitalium), onpegenervne JHK B moue

1 Y (Mycoplasma genitalium, DNA, Urine)* 530
Mukonnaama (Mycoplasma genitalium), onpegenenve OHK B cekpeTte

A26.20.027.00 npoctarthl, askynate (Mycoplasma genitalium, DNA, Prostatic Fluid,

1 308cn |Semen)* 530
Mukonnaama (Mycoplasma genitalium), onpegenenve OHK B cocko6e

A26.21.031.00 anuTenuanbHbIX KNEeTOK yporeHutanbHoro Tpakta (Mycoplasma

1 308ypo|genitalium, DNA, Scrape of Urogenital Epithelial Cells)* 585
Mukonnaama (Mycoplasma pneumoniae), onpegenexve OHK B mokpoTe

A26.09.006 347wk |(Mycoplasma pneumoniae, DNA, Sputum)* 905

A26.28.018.00 Mukonnaama (Mycoplasma pneumoniae), onpegenerve OHK B nna3me

1 347nn |kpoeu (Mycoplasma pneumoniae, DNA, Plasma)* 690
Mukonnaama (Mycoplasma pneumoniae), onpegenexne OHK B cockobe

A26.21.031.00 anuTenuanbHbIX KneTok potornotku (Mycoplasma pneumoniae, DNA,

1 347pot |Scrape of Faucial Epithelial Cells)* 735
Mukonnaama (Mycoplasma pneumoniae), onpegenexve OHK B cntoHe

A26.08.014 347cnH|(Mycoplasma pneumoniae, DNA, Saliva)* 690
AHTUTEna knaccos IgM n IgG k Mycoplasma hominis (Anti-Mycoplasma

A26.06.057 179/80 [hominis IgM, 1gG) 1440
AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis

A26.06.057 179 IgM) 780
AHTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis

A26.06.057 180 IgG) 790
AHTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis

A26.06.057 260 IgA) 995
AHTuTena knaccos IgM 1 IgG k Mycoplasma pneumoniae (Anti-

A26.06.057 181/82 [Mycoplasma pneumoniae IgM, 1gG) 1565
AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma

A26.06.057 181 pneumoniae IgM) 845
AHTuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma

A26.06.057 182 pneumoniae 1gG) 860
AHTuTena knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma

A26.06.057 1367 [pneumoniae IgA) 855
10.42. MukpobuoueHo3 yporeHuTanbHoro Tpakta (Urogenital Tract
Microbiocenosis)
CKpUHUHT MUKpOhNopbl yporeHuTanbHoro Tpakta. ®emodnop CkpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel

A26.20.032 380 Femoflor Screen)) 3745
BeissneHue Bo3byautenen UMMM (7 + KBM), cockob anutennanbHbIxX
KneTok yporeHutansHoro TpakTa (ldentification of Sexually Transmitted

B03.014.036 |383 Infections (STI) Pathogens, Scrape of Urogenital Epithelial Cells)* 3615
WccnepoBaHve GuoLeHo3a yporeHuTansHoro Tpakta. ®emocpriop 8.

A26.20.032 386 (UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 8)) 2 960
WccneposaHve GuoLeHo3a yporeHuTansHoro Tpakra. ®emodriop 16.

A26.20.032 372 (UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 16)) 4 385

A26.20.032 3022 |BaktepunanbHbin BarnHo3 (Bacterial Vaginosis, BV) 2680




MHBUNO®JIOP ? ycnoBHO-NaTOreHHblE MUKOMIIa3Mbl YeNOBEKa
(yporenutanbHbin ckpuHuHr) (INBIOFLOR ? Mycoplasma, Urogenital

B03.014.033 |[3026 [Screening) 825
YCNoBHO-NaToOreHHble MUKOMMa3mMbl, MOHUTOPUHT 3hPEKTUBHOCTM
neyenuns (Ureaplasma urealyticum) (Ureaplasma urealyticum,
B03.014.034 |3027 |Effectiveness Monitoring of Treatments) 540
YCNOBHO-NATOreHHbIE MUKOMa3Mbl, MOHUTOPUHI 3h(PEKTMBHOCTH
neyvenus (Ureaplasma parvum) (Ureaplasma parvum, Effectiveness
B03.014.035 [3028 [Monitoring of Treatments) 540
YCNOBHO-NaTOreHHble MUKOMMa3Mbl, MOHUTOPUHT 3hPEKTUBHOCTM
neyenuns (Mycoplasma hominis) (Mycoplasma hominis, Effectiveness
A26.09.006 3029 [Monitoring of Treatments) 540
AHgpodnop, uccneaoBaHne MUKPOdopbl YporeHUTanbHOoro Tpakra
MY>KYMH B COCKODE anuTenmasnbHbIX KIETOK yporeHMTanbHOro Tpakra
3150Y |(Androflor®REAL-TIME PCR Detection Kit, the study of men’s urogenital
A26.21.036 PO tract microbiocenosis in the epithelial scrapes from the balanus, urethra) 3595
AHgpodnop CkpuH, nccnegosaHve MUKPOMIOpbl YpOreHNTanbHoro
TpaKTa My)X4MH B cOCKoOe anuTenuanbHbIX KNeTOK YPOreHUTanbHoro
Tpakta (Androflor® Screen REAL-TIME PCR Detection Kit, the study of
3250Y |men’s urogenital tract microbiocenosis in the epithelial scrapes from the
A26.21.036 PO balanus, urethra) 2 890
MHBUNO®JIIOP - koMnnekcHoe nccrneaoBaHne MUKpodnopsl
yporenntaneHoro Tpakta (INBIOFLOR ? Comprehensive Study of
B03.014.032 |3020 |Microflora Composition of Urogenital Tract (UGT)) 5 465
A26.06.006 3023 |KaHampos, ckpuHuHr (Candidiasis, Screening ) 520
A26.21.055 3024 |KaHngmpos, TunupoBanue (Candidiasis, Typing) 905
BoissneHune sosbyautenen UMMM (4 + KBM): onpegenerve OHK
Chlamydia trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis,
Mycoplasma genitalium, IHK yenoseka (ldentification of Sexually
Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA,
Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma
B03.014.012 [3025 |genitalium DNA, Human DNA ) 1830
A26.21.055 3021 |KaHampos, ckpuHuHr n TunuposBaHue (Candidiasis, Screening and Typing)| 1 500
Bakrepongpl, onpegenerne HK B cockobe anutenmanbHbIX KNeToK
396YP |yporenutaneHoro Tpakta (Bacteroides spp., DNA, Scrape of Urogenital
A26.30.040 O Epithelial Cells)* 545
MobwunyHkyc, onpegeneHune OHK B cockobe anmTenuanbHbIX KNeTok
397YP |yporenntansHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital
A26.30.039 O Epithelial Cells) 575
Jlaktobakrepwun, onpenenerne JHK B cockobe anutenmanbHbIX KNeToK
A26.05.008.00 |345YP |yporeHutansHoro TpakTa (Lactobacillus spp., DNA, Scrape of Urogenital
1 O Epithelial Cells)* 920
10.44. Onuctopxo3 (KowaubA aBYyycTKa, Opisthorchis felineus)
AHTuTena knacca IgG k aHTureHam onuctopxuca (Anti-Opisthorchis
A26.06.062 230 felineus 1gG) 1235
10.45. OcTpble KuweuHble nHdpekuum (Acute Intestinal Infections)
A26.19.072.00 [33111K
1 All OHTepoBupyceol, onpegenenne PHK B kane (Enterovirus, RNA, Fecal) 920
10.47. NapoTtut anngemudeckui (Epidemic Parotitis, Mumps)
A26.06.112.00 AHTuTena knacca IgG k Bupycy anuaemuyeckoro napotuta (Anti-Mumps
1 252 IgG) 1085
A26.06.112.00 AHTuTena knacca IgM k Bupycy snugemudeckoro napotuta (Anti-Mumps
2 253 IgM) 1095

10.50. PecnupaTtopHO-CUHLMUTHANbHAA MHeKLUa (pecnupaTopHo-
CUHUMTUaNbHbIN BUpYC) (Respiratory Syncytial Virus, RSV)




AHTuTena knacca IgG k pecnmpaTopHO-CUHLMTUaNbLHOMy Bupycy (Anti-

A26.06.067 248 Respiratory Syncytial Virus (RSV) 1gG) 1310
AHTUTEna knacca IgM k pecnupatopHO-CyHLMTUanLHOMY BUpYycy (Anti-
A26.06.067 249 Respiratory Syncytial Virus (RSV) IgM) 1310
10.51. Pukketcunos, Tud coinHom (pukkercumn) (Typhus, Rickettsia
prowazekii)
PIIr'A ¢ cbINHOTUO3HBIM ANArHOCTMKYMOM PUKKETCUI [poBadeka
A26.06.118 283 (Rickettsia prowazekii, IHA) 790
10.53. CanbmoHennsbi (Tug bprowwHoii, napatud, canbmoHennes,
Salmonella spp.)
A26.06.077 273 AnTtuTena k Salmonella typhi, PITA (Salmonella typhi Antibodies, IHA) 890
A26.06.073 288 PITIA c Salmonella gr.A (Salmonella gr.A, IHA) 725
A26.06.073 289 PIIA ¢ Salmonella gr.B (Salmonella gr.B, IHA) 725
A26.06.073 290 PIIA c Salmonella gr.C (Salmonella gr.C, IHA) 725
A26.06.073 292 PII'A ¢ Salmonella gr.D (Salmonella gr.D, IHA) 725
A26.06.073 293 AHTuTena k Salmonella gr.E, PIIA (Salmonella gr.E Antibodies, IHA) 725
A26.06.073 287 PITA c Salmonella O-komnnekc (Salmonella O-antigens, IHA) 725
10.54. Cudunuc (Treponema pallidum, Syphilis)
Cwndunnc RPR — aHTukapguonunuHosbin tect (Syphilis RPR (Rapid
A26.06.082 69 Plasma Reagins), Anticardiolipin Test) 570
A26.06.082.00 AHTuTena knaccos IgM n IgG k Treponema pallidum, cymmapHo (Anti-
2 70 Treponema pallidum IgM, IgG, Total) 960
AHTuTena knacca IgM k Treponema pallidum (Anti-Treponema pallidum
A26.06.082 221 IgM ) 1125
Onpepgenenve aHtuten knacca M (IgM) k Treponema pallidum,
A26.06.082 1206 [ummyHOGROT 2940
AHTuTena knacca IgG k Treponema pallidum, BbisiBNsiemMble METOAOM
A26.06.082 1205 |ummyHoBnoTtTuHra (Anti-Treponema pallidum IgG, Immunoblot ) 2940
bnepHas TpenoHema, onpenenerne [JHK B cockobe anutenmanbHbIX
KneTok KOoHBbIOHKTUBLI (Treponema pallidum, DNA, Scrape of Conjunctiva
A26.21.013 346rn3 |Epithelial Cells )* 540
bnepHas TpenoHema, onpenenerne [JHK B cockobe anutenmanbHbIX
A26.21.013 346kox|kneTok koxu (Treponema pallidum, DNA, Scrape of Skin Epithelial Cells)* 540
346mo |BnepgHas TpenoHema, onpegeneHue JHK B moye (Treponema pallidum,
A26.21.013 Yy DNA, Urine)* 540
BbnegHasa TpenoHema, onpegenexve OHK B otgensemom (Treponema
A26.21.013 346014 |pallidum, DNA, Secretion)* 540
bnepHas TpenoHema, onpenenerne [JHK B cockobe anutenmanbHbIX
knetok potornoTku (Treponema pallidum, DNA, Scrape of Faucial
A26.21.013 346poTt |Epithelial Cells)* 540
bneaHas TpenoHema, onpegenenue [JHK B cbiBOpOTKE KPOBM
A26.21.013 346¢B |(Treponema pallidum, DNA, Serum)* 790
346¢cm |BnepgHas TpenoHema, onpegenexHne JHK B CNMHHOMO3roBOWM XXMAKOCTU
A26.21.013 X (Treponema pallidum, DNA, Cerebrospinal Fluid)* 540
BneaHas TpenoHema, onpegenexHve OHK B cekpeTe npocTathl, 3sKkynsaTe
A26.21.013 346¢cn |(Treponema pallidum, DNA, Prostatic Fluid, Semen)* 545
bnepgHas TpenoHema, onpeaenerune [JHK B cockobe anntenmManbHbIX
KNeToK yporeHuTansHoro tpakta (Treponema pallidum, DNA, Scrape of
A26.21.013 346ypo |Urogenital Epithelial Cells)* 545
10.56. Cton6HaK (Tetanus)
AHTuTena knacca IgG k cTonbHaYHOMY aHaTokcuHy (Anti-Tetanus toxoid
A26.06.105 876 IgG) 1250
10.57. CtpenToKOKKOBaA MHPeKLUA (CTPenTOKOKKMU rpynn A u B)
(Streptococcus group A, B, S. pyogenes, S. agalactiae) (Streptococcal
Infection)
CrtpenTokokk, onpegenenne AHK B mokpoTe (Streptococcus spp., DNA,
A26.20.021 348wmk |Sputum)* 995




CrtpenTokokk, onpegenenne [JHK B nnasme kposu (Streptococcus spp.,

A26.20.049 348nn |DNA, Plasma)* 995
CrtpenTtokokk, onpegeneHne [IHK B cockobe anuTenuanbHbIX KNeToK
potornoTku (Streptococcus spp., DNA, Scrape of Faucial Epithelial
A26.20.049 348port |Cells)* 975
CrtpenTokokk, onpegenenne [AHK B critoHe (Streptococcus spp., DNA,
A26.20.049 348cnH|Saliva)* 975
A26.05.046.00 |33103 [lMHeBmOKOKK, onpenenenne AHK B nnasme kposu (Streptococcus
1 L pneumoniae, DNA) 980
A26.05.046.00 |33103 [lMHeBmoKoKK, onpenenenne AHK B cntoHe (Streptococcus pneumoniae,
1 CJIH |DNA) 980
A26.05.046.00 |33103 |lMHeBMokOKK, onpeaenenune [JHK B cockobe anutenmnanbHbIX KNeTok
1 POT |poTtornoTkum (Streptococcus pneumoniae) 980
A26.05.046.00 |33103 [lMHeBmokokK, onpeaeneHune HK B mokpoTe (Streptococcus pneumoniae,
1 MK DNA) 980
10.58. CtpoHrunounpos (Strongyloides stercoralis)
AHTuTena knacca IgG k aHTureHam ctpoHrunovgosa (Anti-Strongyloides
A26.06.123 1372 |stercoralis IgG) 1185
10.59. T-numdodoTponHbiii Bupyc (Deltaretrovirus, Human T-
Lymphotropic Virus, HTLV)
AHTuTena knacca IgG k T-numdoTponHomy BUpycCy Yyenoseka tuna 1 n 2
A26.06.087 1208 |tunos (Anti-HTLV-1, 2 IgG ) 1040
10.60. ToKcoKapo3 (TokcoKapa, Toxocara canis)
A26.06.080 232 AHTuTena knacca IgG k aHTureHam Tokcokap (Anti-Toxocara IgG) 800
10.61. Tokconnasmos (Tokconnasma) (Toxoplasmosis, Toxoplasma
gondii)
A26.06.081.00
1 80 AHTtuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) 805
A26.06.081.00
2 81 AHTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM)| 1 040
A26.06.081.00 |1AVTO|AHTHTENa knacca IgG k Toxoplasma gondii, onpegeneHne aBugHocTu
3 XO (Anti-Toxoplasma gondii IgG, Avidity) 1710
Tokconnasma, onpegenerHne AHK B Boinote (Toxoplasma gondii, DNA,
A26.05.013 335enT |Exudate)* 540
A26.05.013.00 Tokconnasma, onpegenerHne HK B ceiBopoTke kpoBu (Toxoplasma
1 335cB |gondii, DNA, Serum)* 790
A26.23.024.00 |335cm |Tokconnasma, onpegenexHme AHK B CNMHHOMO3roBOW XXMAKOCTU
1 X (Toxoplasma gondii, DNA, Cerebrospinal Fluid)* 650
10.62. TpuxuHennes (TpuxmuHenna, Trichinella spiralis)
A26.06.079 233 AHTuTena knacca IgG k aHtureHam TpuxmnHenn (Anti-Trichinella 1gG) 780
10.63. TpuxomoHmas (TpuxomoHaga) (Trichomonas vaginalis,
Trichomoniasis)
AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas
A26.06.015 261 vaginalis IgG) 1000
A26.28.016.00 |307mo |TpuxomoHaaa, onpegenexHme JHK B moue (Trichomonas vaginalis, DNA,
1 Yy Urine)* 540
TpuxomoHaga, onpegeneHune [HK B cekpeTe npoctathl, 39KynaTe
A26.20.026 307cn |(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)* 520
TpuxomoHaga, onpegenenue [JHK B cockobe anuTenuanbHbIX KNeTok
A26.20.026.00 yporeHutanbHoro Tpakta (Trichomonas vaginalis, DNA, Scrape of
1 307ypo |Urogenital Epithelial Cells)* 575
10.64. TybepKyne3 (Mukobakrepumu TybepKkynesa) (Mycobacterium
Tuberculosis)
AHTuTena knaccos IgM, IgA, 1gG k Mycobacterium tuberculosis,
A26.06.057 1266 |[cymmapHo (Anti-Mycobacterium tuberculosis IgM, IgA, 1gG, Total) 2 300
A26.23.004.00 MukobakTtepun Tybepkynesa, onpegenexue [JHK B Beinote
1 341enT |(Mycobacterium tuberculosis, DNA, Exudate)* 685




A26.09.002.00

MwukobakTepumn Tybepkynesa, onpegenenue [JHK B mokpoTte

1 341mk |(Mycobacterium tuberculosis, DNA, Sputum)* 995

A26.05.008.00 |341mH |MukobGakTepumn Tybepkynesa, onpegenerune JHK B MeHcTpyanbHom

1 c kpoBu (Mycobacterium tuberculosis, DNA, Menstrual Blood)* 685

A26.28.028.00 |341mo |Mukobaktepum Tybepkynesa, onpegenenune JHK B moue (Mycobacterium

1 Y tuberculosis, DNA, Urine)* 685

A26.05.008.00 MwukobakTtepumn Tybepkynesa, onpeaeneHue [JHK B cbiIBOpOTke KpoBU

1 341ce |(Mycobacterium tuberculosis, DNA, Serum)* 775

A26.04.003.00 MukobakTepumn Tybepkynesa, onpegenerune [JHK B cmHoBmansHom

1 341cuH | xnakoctn (Mycobacterium tuberculosis, DNA, Synovial Fluid)* 685

A26.23.004.00 |341cm |MukobGaktepumn Tybepkynesa, onpegeneHne JHK B ciMHHOMO3roBom

1 X xungroctn (Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)* 685

A26.21.017.00 MukobakTepumn Tybepkynesa, onpeaeneHue [HK B cekpeTe npocTaThl,

1 341cn |asakynate (Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)* 685
10.65. Ypeanna3amos (ypeannasmsi) (Ureaplasmosis, Ureaplasma spp.,
Ureaplasma urealyticum, Ureaplasma parvum)

A26.06.015.00 AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma

3 264 urealyticum IgG) 910

A26.06.015.00 AHTUTEena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma

1 265 urealyticum IgA) 910

A26.28.019.00 |303mo |Ypeannasma (Ureaplasma urealyticum) (6noBap T-960), onpegeneHue

1 y IOHK B moye (Ureaplasma urealyticum (T-960), DNA, Urine)* 535
Ypeannasma (Ureaplasma urealyticum) (6uoBap T-960), onpegeneHue

A26.21.023.00 [OHK B cekpeTe npocTaThl, askynate (Ureaplasma urealyticum (T-960),

1 303cn |DNA, Prostatic Fluid, Semen)* 535
Ypeannasma (Ureaplasma urealyticum) (6unosap T-960), onpegeneHue
OHK B cockobe anuTennanbHbIX KNeTOK YpOreHUTanbHoro Tpakra

A26.21.033.00 (Ureaplasma urealyticum (T-960), DNA, Scrape of Urogenital Epithelial

1 303ypo|Cells)* 535

A26.28.019.00 |342MO|Ypeanna3ma (Ureaplasma parvum), onpegenenune HK B mo4ye

1 Y (Ureaplasma parvum, DNA, Urine)* 525
Ypeannasma (Ureaplasma parvum), onpegenexve HK B cekpeTte

A26.21.023.00 npoctarthl, askynate (Ureaplasma parvum, DNA, Prostatic Fluid,

1 342cn |Semen)* 525
Ypeanna3ama (Ureaplasma parvum), onpeaenenne OHK B cockobe

A26.21.033.00 anuTenuanbHbIX KNEeTOK yporeHuTanbHoro Tpakta (Ureaplasma parvum,

1 342ypo |DNA, Scrape of Urogenital Epithelial Cells)* 525
Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),

A26.28.019.00 |343mo |onpegenenune OHK B moye (Ureaplasma urealyticum + Ureaplasma

1 Y parvum, DNA, Urine)* 540
Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),

A26.21.023.00 onpegenexne [HK B cekpeTe npocTtathl, askynate (Ureaplasma

1 343cn |urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)* 540
Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenexne OHK B cockobe anutenuanbHbIX KNETOK YPOreHUTanbHoro

A26.21.033.00 TpakTa (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Scrape of

1 343ypo |Urogenital Epithelial Cells)* 550
10.66. XenukobakrepHaa uHdpekuusa (xenukobakrep) (Helicobacter
pylori)

A26.06.033 133 AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori 1IgG) 955

A26.06.033 176 AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) 1205

A26.06.033 177 AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA) 1170

1303H [13C-ypeasHbin gpixatenbHbii TecT (13C-YOT, 13C-Urea Breath test,
A07.16.006 EL UBT). BuisBnexue nHdpekunm Helicobacter pylori 3 245




Xenvkobakrep nunopu, onpegenerne HK B 6uontaTte crnvauncrom

A26.16.001.00 |3158X |xenyaka n/vnu aBeHaguatunepctHon kuwkm (Helicobacter pylori, DNA,

1 EN Bioptates of Gastric Mucosa and/or Duodenum, PCR) 1225
10.67. XnamugunHaa nipekuma, xnamuamos (xnammaum)
(Chlamydiosis, Chlamydia Infection, Chlamydia trachomatis,
Chlamydophila pneumoniae)

A26.06.018.00 AHTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia

1 105 trachomatis 1gA) 900

A26.06.018.00 AHTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia

3 106 trachomatis 1gG) 920
AHTuTena knaccos IgA n IgG k Chlamydia trachomatis, pasgensHo (Anti-

A26.06.016 105/6 [Chlamydia trachomatis IgA, IgG) 1760

A26.06.018.00 AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia

2 188 trachomatis IgM) 885

A26.06.018.00 AHTuTena knacca IgG k 6enky Tennosoro woka (bTL) Chlamydia

3 1495 |[trachomatis (Anti-cHSP60 IgG) 1125

A26.04.009.00 Xnamugusa (Chlamydia trachomatis), onpeaenenne JHK B BbinoTe

1 3018nT |(Chlamydia trachomatis, DNA, Exudate)* 525
Xnamugus (Chlamydia trachomatis), onpegenenne OHK B cocko6e

A26.26.007.00 anuTenuanbHbIX KNEeTOK KOHbIOHKTMBBLI (Chlamydia trachomatis, DNA,

1 301rn3 |Scrape of Conjunctiva Epithelial Cells )* 525

A26.28.014.00 |301mo |Xnammngus (Chlamydia trachomatis), onpegenenve OHK B moye

1 Y (Chlamydia trachomatis, DNA, Urine)* 525
Xnamungus (Chlamydia trachomatis), onpegenenve OHK B cockobe

A26.19.028.00 anuTenuarnbHbIX KNETOK CrM3ncTon npsamon knwku (Chlamydia

1 301npk |trachomatis, DNA, Scrape of Rectal Epithelial Cells)* 525
Xnamugus (Chlamydia trachomatis), onpegenenne OHK B cockobe

A26.08.066.00 anuTenuanbHbIX kneTok potornotku (Chlamydia trachomatis, DNA,

1 301pot|Scrape of Faucial Epithelial Cells)* 525

A26.04.009.00 Xnamugusa (Chlamydia trachomatis), onpegenexHve JHK B cuHoBuansHon

1 301cwuH xunakocTtn (Chlamydia trachomatis, DNA, Synovial Fluid)* 570
Xnamugusa (Chlamydia trachomatis), onpepenexHve OHK B

A26.04.009.00 |301cm |cnuHHOMO3rosow xuakoctn (Chlamydia trachomatis, DNA, Cerebrospinal

1 X Fluid)* 525
Xnamungua (Chlamydia trachomatis), onpeaenexve JHK B cekpeTte
npoctarthl, askynate (Chlamydia trachomatis, DNA, Prostatic Fluid,

A26.21.020 301cn |[Semen)* 525
Xnamugus (Chlamydia trachomatis), onpegenenne OHK B cockobe

A26.21.007.00 anuTenuanbHbIX KNETOK yporeHntanbHoro Tpakta (Chlamydia

1 301ypo |trachomatis, DNA, Scrape of Urogenital Epithelial Cells)* 570
AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila

A26.06.016 183 pneumoniae IgA) 960
AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila

A26.06.016 184 pneumoniae IgM) 875
AHTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila

A26.06.016 185 pneumoniae 1gG ) 860
Xnamugus (Chlamydia pneumoniae), onpegenexune JHK B MmokpoTe

A26.09.016 349mk |(Chlamydophila pneumoniae, DNA, Sputum)* 905

A26.05.012.00 Xnamugus (Chlamydia pneumoniae), onpegenenvne JHK B nnasme kposu

1 349nn |(Chlamydophila pneumoniae, DNA, Plasma)* 905
Xnamugus (Chlamydia pneumoniae), onpegenexune JHK B cockobe

A26.08.066.00 anuTenuanbHbiX kreTok potornotku (Chlamydophila pneumoniae, DNA,

1 349por |Scrape of Faucial Epithelial Cells)* 795
Xnamugusa (Chlamydia pneumoniae), onpegenenne AHK B critoHe

A26.09.016 349cnH|(Chlamydophila pneumoniae, DNA, Saliva)* 795
AHTUTEna knacca IgG k rmasHomy 6enky HapyxHon membpaHsl MOMP n
AHTuTena knacca IlgG Pgp3 (MembpaHoaccouMmnpoBaHHbIN NnasmMuaHbIni

A26.30.038 1379 |[6enok) Chlamydia trachomatis 670




10.68. LutomeranosupycHaa uHPeKLUuaA: BUpYC repneca yenoseka 5
Tuna (yuutomeranosupyc, LLMB) (Cytomegalovirus, CMV,
Cytomegalovirus Infection)

A26.06.022.00

1 82 AHTuTena knacca IgG k untomeranosupycy (Anti-CMV IgG) 865

A26.06.022.00

2 83 AHTuTena knacca IgM k uutomeranosupycy (Anti-CMV IgM) 1080

A26.06.022.00 [2AVC |AnTuTena knacca IgG k uutomeranosupycy, onpeaenexHme aBugHoCcTm

3 MV (Anti-CMV IgG, Avidity) 1665

A26.23.009.00

1 310enT |LiuTomeranosupyc, onpegenenne [HK B Beinote (CMV DNA, Exudate)* 530
Lintomeranosupyc, onpegeneHue HK B cockobe anuTenuanbHbIX

A26.30.015.00 kneTtok koHbloHKTUBLI (CMV DNA, Scrape of Conjunctiva Epithelial Cells

1 310rn3 |)* 565

A26.30.015.00 Lintomeranoeupyc, onpegenenue [JHK B cockobe anuTenuanbHbIX

1 310kox|knetok koxun (CMV DNA, Scrape of Skin Epithelial Cells)* 565
Lintomeranosupyc, onpegeneHune JHK B BeHo3Hom kpoBu (CMV DNA,

A26.05.017 310kp |Blood)* 670

A26.28.009.00 (310mo

1 Y Lintomeranosupyc, onpegeneHne JHK B moye (CMV DNA, Urine)* 565

A26.08.058.00 Lntomeranoeupyc, onpegenenune JHK B cockobe anuTenuanbHbIX

1 310Hoc |kneTok cnnsmcton Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)* 565

A26.08.058.00 Lntomeranoeupyc, onpegenenune JHK B cockobe anuTenuanbHbIX

1 310por |kneTok potornoTtkm (CMV DNA, Scrape of Faucial Epithelial Cells)* 550
LinTomeranosupyc,kadectBeHHoe onpegernerve [HK B cbiBOpoTKe KpoBU

A26.05.017 310cB |(CMV DNA, Serum)* 765

A26.08.058.00

1 310cnH|Uutomeranosupyc, onpegenenve OHK B cnione (CMV DNA, Saliva)* 565

A26.23.009.00 [310cm |LmTomeranosupyc, onpegenerne JHK B CNMMHHOMO3roBOW XXMAKOCTH

1 X (CMV DNA, Cerebrospinal Fluid)* 565

A26.21.010.00 Lintomeranosupyc, onpegeneHue OHK B cekpeTe npocTaTbl, 35KynsaTe

1 310cn |(CMV DNA, Prostatic Fluid, Semen)* 565
Lintomeranosupyc, onpeaeneHne JHK B cockobe anutenmanbHbix

A26.21.010.00 KneTok yporeHutansHoro Tpakta (CMV DNA, Scrape of Urogenital

1 310ypo |Epithelial Cells)* 555

A26.05.017.00 Lintomeranosupyc, konmyectseHHoe onpegernenne AHK

2 3156 |(Cytomegalovirus, DNA) B CbIBOPOTKE KPOBU 670
10.70. dnwrtenHa-bapp BupycHaa MHPEKLMA: BUPYC repneca YenoBeka
4 tuna (Bupyc AnwreiHa-bapp) (Epstein-Barr Virus, EBV, EBV
Infection)

A26.04.005.00 Bupyc OnwteinHa-bapp, onpegenexHve OHK B BuinoTe (EBV DNA,

1 351BnT |Exudate)* 555
Bupyc OnwtenHa-bapp, onpeaenexHve JHK B BeHo3HoM kposu (EBV

A26.05.011 351kp |DNA, Blood)* 690

351mo0

A26.05.011 Yy Bupyc OnwrenHa-bapp, onpegenenne JHK B moye (EBV DNA, Urine)* 550
Bupyc OnwrennHa-bapp, onpegenenne JHK B cockobe anutenuanbHbix

A26.05.011 351Hoc|kneTok cnusnucton Hoca (EBV DNA, Scrape of Nasal Epithelial Cells)* 550
Bupyc OnwrteriHa-bapp, onpenenenne JHK B cockobe anutenumanbHbix

A26.05.011 351port |kneTok potornoTtku (EBV DNA, Scrape of Faucial Epithelial Cells)* 550
Bupyc OnwtenHa-bapp, kavyectseHHoe onpepeneHve [HK B cbiBopoTke

A26.05.011 351cB |kpoBu (EBV DNA, Serum)* 780

A26.05.011 351cnH|Bupyc OnwrtenHa-bapp, onpegenenne OHK B critoHe (EBV DNA, Saliva)* 550

351cm |Bupyc SnwrternHa-bapp, onpegenerve JHK B cnMHHOMO3roson
A26.05.011 X xunakoctu (EBV DNA, Cerebrospinal Fluid)* 550




A26.05.011

351cn

Bupyc OnwTtenHa-bapp, onpepenexHve HK B cekpeTe npoctaThl,
agkynaTte (EBV DNA, Prostatic Fluid, Semen)*

550

A26.05.011

351ypo

Bupyc OnwtenHa-bapp, onpeaenexHne HK B cockobe anutenmanbHbiX
kneTok yporeHutansHoro Tpakta (EBV DNA, Scrape of Urogenital
Epithelial Cells)*

550

A26.06.029.00
1

186

AHTuTena knacca IgM k kancugHomy aHTUreHy Bupyca dGnwtenHa-bapp
(Anti-EBV Viral Capsid Antigens (VCA) IgM )

950

A26.06.031

187

AHTUTEena knacca IgG k agepHomMy aHTUreHy Bupyca JnwTerHa-bapp
(Anti-EBV Nuclear Antigen (EBNA) IgG )

910

A26.06.030

255

AHTUTEena knacca IgG k paHHemMy aHTUreHy Bupyca JnwTeriHa-bapp (Anti-
EBV Early Antigen (EA) IgG )

1035

A26.06.029.00
2

275

AHTuTena knacca IgG k kancugHoMy aHTUreHy Bupyca JnwtenHa-bapp
(Anti-EBV Viral Capsid Antigens (VCA) IgG )

1085

A26.05.011.00
2

3511

Bupyc OnwtenHa-bapp, konnuectseHHoe onpepenexve JHK B
cbiBopoTke kpoeu (EBV DNA, Serum)*

670

10.71. 9XMHOKOKKO3 (3XMHOKOKKM, Echinococcus spp.)

A26.06.024

229

AHTUTEna knacca IgG kK aHTureHam axmHokokka (Anti-Echinococcus IgG)

1095

11.1. Mukpobuonormyeckne uccnenoBaHuaA: Hecneumpuyeckmne
BOCManAuTebHble 3a60/1€BaHUA PA3INUYHbIX JIOKa/IM3aLmni
(Microbiological investigations)

A26.05.016.00
1

455H-

OncbakTepunos KnweyHnka ¢ onpeaeneHnemM YyBCTBUTENBHOCTH K
bakTtepuodharam (Stool Culture, quantitative. Intestinal bacterial
overgrowth. Bacteriophage Efficiency testing)

2 695

A26.20.008

447

WccneposaHve Ha G1oueHO3 Briaranviia, onpegenexHme
YyBCTBUTEJIBHOCTU K aHTI/IMI/IKpO6HbIM M aHTUMWUKOTUYECKUM npenapartam
(c MmKpockonven HaTUBHOIO NpenapaTa, oKpaLleHHoro no pamy)
(Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility
Testing (Gram Stain, Bacterioscopic Examination of Smear))*

2480

A12.09.010

445

Mukpockonmdeckoe (bakTepmockonuyeckoe) nccnegoBaHne mMaska,
okpatueHHoro no Npamy (Gram Stain. Bacterioscopic Examination of
Smear)

825

A26.09.006

440

MoceB Ha MUKONNa3Mbl, onpeaeneHne YyBCTBUTENBHOCTU K
aHTMMMKPOGHbIM NpenapaTtam (Mycoplasma hominis Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

2 050

A26.09.006

444

lMoces Ha ypeanna3smbl, onpegeneHne YyBCTBUTENbHOCTM K
aHTMMUKKPOOHBIM Npenapatam (Ureaplasma spp. Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

2 050

A26.21.004

440/44
4

MoceB Ha MukoNNasMy u ypeannasmbl, OnpeaereHne YyBCTBUTENbHOCTY
K aHTUMUKPOBHBIM npenapatam (Mycoplasma hominis Culture,
Ureaplasma spp. Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

2790

A26.20.008

452

MoceB Ha aHaapOBHyY MUKPOGIOpPY, onpeaeneHne YyBCTBUTENBHOCTY K
aHTMMMKPOGHBIM Npenapatam (Anaerobic Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)

2 205

A26.20.008

474-A

[NoceB paHeBOro oTAensemMoro 1 TkaHen Ha MUKpPodYSTopy, onpeaeneHne
YYBCTBUTENBHOCTU K aHTUMUKPOBOHLIM NpenapaTtam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1 660

A26.02.001

474-®

MoceB paHeBOro oTAENAEMOro u TkaHel Ha MUKpodbropy, onpeaeneHue
YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM nNpenapaTtam 1 6akreprnodaram
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

1770

A26.30.009

464-T1

Moces rpygHoro monoka Ha mukpodnopy (Breast Milk Culture. Bacteria

Identification)

1225




A26.30.009

464-A

[NoceB rpygHOro Monoka Ha MUKpodnopy, onpegeneHve
YYBCTBUTENBHOCTU K aHTUMUKPOBOHbIM npenapatam (Breast Milk Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

1600

A26.30.009

464-0

MoceB rpygHOro Momnoka Ha MUKpodoriopy, onpeaeneHue
YyBCTBUTENBHOCTU K aHTUMUKPOBOHBIM NpenapaTtam 1 6aktepnodaram
(Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

1640

A26.14.003

475-A

MoceB xenum Ha MUKPOIIopy, onpeaeneHme YyBCTBUTENbHOCTU K
aHTUMKUKPOOHLIM nNpenapaTam (Bile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1560

A26.09.002.00

1

467-A

lMoceB oTOENSEMOro BEPXHUX AbIXaTENbHbIX NyTeN Ha MUKpodropy,
onpefeneHve YyBCTBUTENBHOCTM K aHTUMMKPOBHBLIM Npenapartam (ogHa
nokanusauums) (Upper Respiratory Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1805

A26.09.002.00

1

467-®

MoceB oTAENSIEMOro BEPXHUX AbIXaTeNbHbIX MyTel Ha MUKPOIOpY,
onpegerneHne YyBCTBMTENbHOCTM K aHTUMUKPOGHBIM NpenapaTtam u

6aktepmodharam (Upper Respiratory Culture. Bacteria Identification,

Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

1955

A26.28.003

441-A

MoceB moun Ha Mukpodnopy, onpegeneHne YyBCTBUTENbHOCTM K
aHTMMKKPOGHbIM npenapatam (Urine Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1570

A26.28.003

441-p

MoceB Moun Ha MUkpodbriopy, onpeaeneHne YyBCTBUTENbHOCTM K
pacLUMpeHHOMY CNeKTpy aHTUMUKPOGHLIX NnpenapaTtos (Urine Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

2 300

A26.28.003

441-0

lMoceB Moun Ha MUkpodoriopy, onpeaeneHe YyBCTBUTENbHOCTU K
aHTUMUKPOOHBIM Npenapatam n 6aktepmnodaram (Urine Culture. Bacteria
Identification, Antibiotic susceptibility and Bacteriophage Efficiency
Testing)*

1860

A26.26.004

465-A

lMoceB oTaensemoro rnas Ha MUKpoddiopy, onpeaenexHve
YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM Npenapatam (Eye Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

1740

A26.26.004

465-P

MoceB oTaensiemMoro rnas Ha MUKpodgiopy, onpeaenexHve
YYBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMKPOBHbIX
npenapaTtos (Eye Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

2690

A26.26.004

465-0

MoceB oTaensiemMoro rnas Ha MUKpodgiopy, onpeaenexHve
YyBCTBUTENBbHOCTU K aHTUMMKPOOHBLIM Npenapartam v 6aktepunodaram
(Eye Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

2125

A26.21.014

446-A

MoceB Ha MUKpodopy OTAENAeMOoro NonoBbIX OPraHoB, onpeaeneHue
YyBCTBUTENBHOCTU K aHTUMMUKPOBHBLIM Npenapatam (Genitourinary Tract
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

1720

A26.21.014

446-P

MoceB oTAENsieMoro NonoBbIX OPraHoB Ha MMUKpodopy, onpedenexHne
YYBCTBUTENBbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMUKPOGHbIX
npenapaTtos (Genitourinary Tract Culture. Bacteria Identification,
Antibiotic Susceptibility, Enlarged Testing)*

2690

A26.21.014

446-0

MoceB oTAENsiIEMOro NOMoBbLIX OPraHoB Ha MUKPOGIOPY, onpeaeneHue
YYBCTBUTENBHOCTU K aHTUMUKPOBOHLIM NpenapaTtam 1 6aktepmnodaram
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

1775

A26.25.001

473-A

lNoceB oToensemMoro ywemn Ha MUKpodnopy, onpegeneHve
YYBCTBUTENBHOCTU K aHTUMUKPOBOHLIM Npenapatam (Ear Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

1875

A26.25.001

473-9

MoceB oTaensiemMoro ywen Ha MyUkpodpriopy, onpeaeneHne
YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM nNpenapaTtam 1 6akrepnodaram
(Ear Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

2 050




A26.01.001.00
1

477-A

[NoceB NyHKLUMOHHOIO MaTepuana Ha MUKpodbrnopy, onpegeneHue
YYBCTBUTENBHOCTU K aHTUMUKPOBHbBIM nNpenapaTtam (Punctate Fluid
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

1695

A26.09.005.00
1

472-A

[MoceB MOKPOTLI M TPaxeobpoHXMarbHbIX CMbIBOB HA MUKPOIIOpY,
onpegeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM Npenapartam 1
MuKpockonuen maska (Sputum and Tracheobronchial washings Culture.
Bacteria Identification and Antibiotic Susceptibility Testing, Microscopy)*

1740

A26.19.077.00
1

481

ApeHoBupyc (Adenovirus), onapenHbiini CUHOPOM, aHTUreHHbIA TeCT
(Adenovirus. One Step Rapid Immunochromotographic Assay)

1395

A26.19.020

484

Xenukobaktep nunopu (Helicobacter pylori), aHTUreHHbIM TecT
(Helicobacter pylori. One Step Rapid Immunochromotographic Assay)

1370

A26.05.001

438-A

MoceB KpoBU 1 BUOXMAKOCTEN HA a3POBHYO U aHaspPObHYH
MUKpOdopy, onpeaeneHne YyBCTBUTENBHOCTU K aHTUMUKPOOHbBIM
npenapatam (Blood Culture, Biofluids Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

2 540

A26.19.084

402

Kamnunobakrep, AnapenHbli CUHAPOM, BbISIBIIEHWE aHTUreHa B Kare,
nmmyHoxpomartorpacumsa (Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool)

1355

A26.21.002

403

["oHopes, BbisiBNeHne aHTureHa, MMMmyHoxpomartorpadums (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay)

1095

A26.28.010

405

JlernoHenna, BbISIBNEHWE aHTUreHa B Moye, MMMYyHOXpomaTorpagus
(Legionella pneumophila, One step rapid immunochromotographic assay,
antigen, urinae)

1875

A26.21.052

407

Xnamuaun, BbIIBNEHUE aHTUreHa B Ma3Kkax yporeHMTanbHOro TpakTa,
nmmyHoxpomaTtorpadusa (Hexagon Chlamydia, One step rapid
immunochromotographic assay, antigen)

3 965

A26.28.001

408

[MHEBMOKOKK, BbISIBIEHME aHTUreHa B MoYe, MMMyHoXpoMaTorpadus
(Streptococcus pneumoniae, One step rapid immunochromotographic
assay, antigen, urinae)

2 040

A26.19.072.00
1

409

OHTepoBUpYC, BbIIBIEHE aHTUreHa B kane, uMMyHoxpomartorpadus
(Enterovirus, One step rapid immunochromotographic assay, antigen,
stool)

1405

A26.08.039

411

PecnupaTtopHo-cuHunTHaneHbein Bupyc (PC-nHekums), BoisBrneHne
aHTUreHa, umMmMmyHoxpomartorpacdus (Respiratory Syncytial Virus, RSV,
One step rapid immunochromotographic assay, antigen)

1195

A26.23.005

453

lMoceB ruHekonorn4yeckoro maTepuana Ha nuctepun (Listeria
monocytogenes, nnuctepunos) (Listeria monocytogenes Culture. Bacteria
Identification)

1170

A26.19.004

460

Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcmHunos,
onpegeneHve YyBCTBUTENbHOCTM K aHTUMUKPOBOHBLIM Npenapartam
(Yersinia enterocolitica, Stool Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1695

A26.19.084

461

MoceB kana Ha kamnunobaktep (Campylobacter spp.) (Campylobacter
spp., Stool Culture. Bacterial Identification)

1695

A26.19.086

462

Moces Ha knoctpuamm (Clostridium difficile, nceBgomemMOpaHoO3HbIN
konuT) (Clostridium difficile Culture. Bacteria ldentification and Antibiotic
Susceptibility Testing)

1695

A26.19.089

463

PoTtasupyc (Rotavirus), ouapenHbiin CUHOPOM, aHTUreHHbIW TecT
(Rotavirus Direct Detection by Latex Agglutination)

960

A26.01.001

466

MoceB Ha GeTa-reMonUTUYECKUn CTPENTOKOKK rpynnbl A (Streptococcus
group A, Streptococcus pyogenes) (Streptococcus pyogenes Culture.
Bacteria Identification)

1 050

A26.08.001

469

MoceB Ha gudpteputo (Corynebacterium diphtheriae Culture)

1195

A26.09.010

470

MoceB oTgensiemoro poTornoTki Ha 6opaetennel (Bordetella
pertussis/parapertussis, koknow/napakoknioww) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification)

2 020




A26.08.003

471

lMoceB Ha MEHVHIOKOKKW, OnpeaerieHne YyBCTBUTENbHOCTM K
aHTUMUKPOOHLIM nNpenapaTam (Neisseria meningitidis Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1150

A26.19.060.00

1

482

Kpuntocnopuguun napsym (Cryptosporidium parvum), anapenHoii
CYHAPOM, aHTUreHHbIn Tect (Cryptosporidium parvum. One Step Rapid
Immunochromotographic Assay)

1345

A26.19.096

483

Jlambnum (Giardia liamblia), guapenHbI CUHOPOM, aHTUrEHHbIM TECT
(Giardia liamblia. One Step Rapid Immunochromotographic Assay)

1310

A26.19.093

485

VMccnepgoBaHme Ha kuwevHyto nanoyky (Escherichia coli O157:H7,
3LIEepPUXM03), AMapenHbli CMHAPOM, aHTureHHbIn Tect (Escherichia coli
0157:H7. One Step Rapid Immunochromotographic Assay)

2 355

A26.08.018

487

CTpenToKoKK rpynnbl A, aHTUTEHHbIN TeCT (OTAeNnAeMoe pOTOrfoTKN)
(Streptococcus Group A. One Step Rapid Immunochromotographic
Assay)

1405

A26.20.049

488

CTtpenTokokk rpynnbl B, aHTureHHbIn TecT (Streptococcus Group B. One
Step Rapid Immunochromotographic Assay)

1395

A26.01.001

454-11

MoceB Ha GeTa-reMonUTUYECKNn CTPENTOKOKK rpynnbl B (Streptococcus
group B, Streptococcus agalactiae) (Streptococcus agalactiae Culture.
Bacteria Identification)

1010

A26.19.009

442

MoceB Ha gpoxokenogobHele rpnbel (pogos Candida, Cryptococcus) ¢
onpefeneHMeM YyBCTBUTENBLHOCTU K aHTUMUKOTUYECKUM MNpenapaTtam
(Yeast Culture. Identification and Antimycotic Susceptibility testing)

1225

A26.01.001

454-A

MoceB Ha GeTa-reMonMTUYECKUI CTPENTOKOKK rpynnbl B (Streptococcus
group B, Streptococcus agalactiae), onpegeneHve 4yBCTBUTENbLHOCTM K
aHTUMUKPOOHBIM NpenapaTtam (Streptococcus agalactiae Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

1 360

A26.19.086

457-1

MoceB Ha naToreHHyto kuweyHyto dnopy (Stool Culture (Salmonella spp.,
Shigella spp.). Bacteria Identification)

1225

A26.19.086

457-0

[NoceB Ha NaTOreHHyo KNLWEYHYIo dosiopy, onpeaeneHne
YYyBCTBUTENBHOCTU K aHTUMUKPOBOHLIM NpenapaTtam 1 6akteprnodaram
(Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

2100

A26.19.086

458-A

MoceBs Ha kuwweyHyto nanoyky (Escherichia coli 0157:H7, awepuxmos),
onpegeneHve YyBCTBUTENbHOCTM K aHTUMUKPOBOHBLIM Npenaparam
(Escherichia coli O157:H7 Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

1260

A26.19.086

458-0

MoceBs Ha kuweyHyto nanoyky (Escherichia coli O157:H7, awepuxmos),
onpegerneHye YyBCTBMTENbHOCTM K aHTUMUKPOOHBIM NpenapaTtam u
bakTtepuodharam (Escherichia coli O157:H7 Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)

1375

A26.01.001

459-A

MoceB Ha 3o0n0TUCTbIN cTadnNoKokk (Staphylococcus aureus),
onpegereHve YyBCTBUTENbHOCTM K aHTUMUKPOOHbBIM Npenaparam
(Staphylococcus aureus Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

1325

A26.01.001

459-11

MoceB Ha 3onoTuCTbIN cTadnnokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria ldentification)

1085

A26.01.001

459-0

MoceB Ha 3onoTnCTbIN cTadmnnokokk (Staphylococcus aureus,
onpegerneHne YyBCTBMTENBLHOCTM K aHTUMUKPOOHBIM NpenapaTtam u
bakTtepuodparam (Staphylococcus aureus Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

1430

A26.08.015

466-A

MoceB Ha GeTa-reMonUTUYECKNA CTPENTOKOKK rpynnbl A (Streptococcus
group A, Streptococcus pyogenes), onpegeneHue YyBCTBUTENBHOCTU K
aHTUMUKPOOHLIM NpenapaTtam (Streptococcus pyogenes Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1345




lMoceB Ha 30M0TUCTbIN CTAUIOKOKK (METULMINITNH-PE3NCTEHTHbIN
30noTuCThIN cTadumnokokk, MP3C) (Staphylococcus aureus),
onpegerneHve YyBCTBMTENbHOCTM K aHTUMUKPOOHBIM Npenaparam
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification and Antibiotic Susceptibility

A26.01.001 468-A |Testing) 1445
lMoceB Ha 30M0TUCTbIN CTAUNOKOKK (METULMNITNH-PE3NCTEHTHbIN
3onoTtuctbin ctacpunokokk, MP3C) (Staphylococcus aureus)
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
A26.01.001 468-I1 [MRSA) Culture. Bacteria Identification) 1170
lMoceB Ha 30M0TUCTbIN CTAUNOKOKK (METULMNITNH-PE3NCTEHTHbIN
3onoTtuctbin ctacpunokokk, MP3C) (Staphylococcus aureus),
onpegerneHye YyBCTBMTENbHOCTM K aHTUMUKPOOHBIM Npenapartam u
bakTtepuodharam (Staphylococcus aureus (Methicillin-Resistant
Staphylococcus aureus — MRSA) Culture. Bacteria Identification,
A26.01.001 468-® |Antibiotic Susceptibility and Bacteriophage Efficiency Testing) 1485
lMoceB Ha NATOreHHy KULWEYHY donopy, onpegeneHne
YYBCTBUTENBHOCTU K aHTUMUKPOOHBIM Npenapatam (Stool Culture
(Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic
A26.19.080 457-A |[Susceptibility Testing) 1640
12.1. KomnnekcHble UMMYHONIOTMYECKUe uccneaoBsaHmA
(Comprehensive Immunological Examination)
MmmyHornornyeckoe obcnegosaHue paclmpernHoe (Immunological
A12.30.012 192 Survey Extended) 13785
MmmyHonornyeckoe obcnegoBaHue ckpuHuHrosoe (Immunological
A12.30.012 191 Survey, Screening) 8 465
A12.30.012.00 daroumTapHas akTMBHOCTb nenkouuntoB (Phagocytic Activity of
7 1310 [Leucocytes) 2045
deHoTUNMpPOBaHNE NMUMEOLMTOB (OCHOBHbIE cybnonynsauum) — CD3,
CD4, CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3, CD4,
A12.06.001 4192 |CD8, CD19, CD16, CD56) 4790
A12.06.001.00 CD4+ T-numdountsl, % 1 abcontoTHoe konmyecTBo (T-xennepbl, CD4+
2 4193 |T-cells, Percent and Absolute) 3135
A12.06.001.00 B-numdpountsl, % n abcontotHoe konuyectso (CD19+ numdounTsl, B-
5 4194 |cells, Percent and Absolute) 3 260
AkTnBupoBaHHble numaoumnTel (CD3+HLA-DR+, CD3-HLA DR+)
A12.06.001 1311 |(Activated Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)* 3790
A12.06.001 1312 |[Cnoco6HocTtb numdountos k aktuBauum (Lymphocyte Activation Ability) 4 540
Linpkynupytome nmmyHHble komnnekcbl (LUWK) obwue (Circulating
A09.05.074 1235 [Immune Complexes (CIC) Total) 1515
MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopest), onpegeneHue
YYBCTBUTENBHOCTU K aHTUMUKPOBHLIM NpenapaTtam (GC, Neisseria
gonorrhoeae Culture. Bacteria Identification and Antibiotic Susceptibility
A26.21.002 449 Testing) 1150
12.2. UmmyHornobynuHbl o6wue (Immunoglobulins, Total)
A09.05.054.00
2 45 MmmyHornobynuHel knacca A (Immunoglobulin A, IgA) 565
A09.05.054.00
3 46 MmmyHornobynuHel knacca M (Immunoglobulin M, IgM) 560
A09.05.054.00
4 a7 MmmyHornobynuHel knacca G (Immunoglobulin G, 1gG) 565
12.3. Cneundumueckue 6enku (Specific Proteins)
A09.05.234 948 Do3nHOGUNBHLIN KaTUOHHBINM 6enok (Eosinophil Cationic Protein, ECP) 1495
12.4. KomnoHeHTbl KomnnemeHTa (Complement Components)
KoMnoHeHTbl cucteMbl komnnemeHta C3, C4 (Complement components
A09.05.075 193 C3, C4) 1170




A09.05.075.00 [1315C
1 3 C3 KomnoHeHT cuctembl komnnemenTa (Complement Component C3) 715
A09.05.075.00 [1316C
2 4 C4 KomnoHeHT cuctembl komnnemeHta (Complement Component C4) 715
Cucrtema KoMMneMeHTa: oueHka yHKUMOHanbHoM aktBHocT (CH50)
A09.05.075 1534 [(Functionality Test of Complement (CH50)) 1750
A12.06.014 836 MHrnbutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH) 2580
12.5. LutoKkuHbl (Cytokines)
A12.05.108 210 UnTtepnenkmn-1? (U1-1?) (Interleukin 1 Beta, IL-1) 2 695
A12.05.108 211 WHTepnenknH-6 (UJ1-6) (Interleukin 6, IL-6) 2 665
A12.05.108 212 UnTtepnenkmn-8 (M11-8) (Interleukin 8, IL-8) 2705
A12.05.109 213 WHTtepnenknH-10 (MU1-10) (Interleukin 10, IL-10) 2705
dakTop Hekposa onyxonu-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF
A12.06.073 214 ?, Cachectin) 2 680
13.1. UHuTepdepoHoBbIi cTaTyc (Interferon Status)
A09.05.074 1043 |WccnepoBaHne uHtepdepoHoBoro crartyca (Study of Interferon Status) 7 145
13.2. NHTepPepoHOBbIN CTaTyC (4 NOKasaTena) c onpeaeneHmem
YYBCTBMTE/NIbLHOCTM K Npenapatam uHtepdepoHa (Interferon Status (4
Parameters))
A09.05.035 1044  [WurapoH (Ingaron) 2 825
A09.05.035 1047 |[PeadpepoH (Reaferonum) 2825
13.3. MHTepdepoHOoBbIU cTaTyC (4 NOKasaTens) c onpegeneHmem
YyBCTBUTE/IbHOCTU K MHAYKTOpPam UHTepdepoHa (Interferon Status (4
Parameters))
A09.05.035 1050 [AmukcuH (Amixin) 2825
A09.05.035 1051 |[Karouen (Kagocel) 2 825
A09.05.035 1052 [Heosup (Neovir) 2 825
A09.05.035 1054 |UwuknodepoH (Cycloferonum) 2825
13.4. NHTepPepoHOBbIN cTaTyC (4 NOKasaTensa) c onpegeneHmem
YYBCTBUTENILHOCTU K UMMyHOMoaynaTopam (Interferon Status (4
Parameters))
A09.05.035 1055 [lanasuT (Galavit) 2825
A09.05.035 1064 [UM3onpuHo3uH (Isoprinosine) 2825
A09.05.035 1057 [UmmyHan (Immunal) 2825
A09.05.035 1058 [WmyHodaH (Imunofan) 2 825
A09.05.035 1059 [MmmyHomakc (Immunomax) 2825
A09.05.035 1066 |MmyHopukc (Imunorix) 2 825
A09.05.035 1060 [Jlukonug (Licopid) 2825
A09.05.035 1148 |Manasup (Panavir) 2 825
A09.05.035 1061 [MonwuokcuaoHun (Polyoxidonium) 2825
A09.05.035 1062 |TaktmeuH (Tactivinum) 2 825
A09.05.035 1063 [TwumoreH (Thymogen) 2825
14.1. CucremHble 3aboneBaHus coeanMHUTeNbHOM TKaHU (Connective-
Tissue Diseases, CTDs)
AHTUSgepHble aHTuTena (AAA, aHTVHYKNeapHble aHTUTena), CKPUHUHT
A12.06.061 125 (Anti-Nuclear Antibodies, ANA, Screening) 1640
AHTuTena knacca IgG k asycnupaneHow HatueHon OHK (aHtu-gcOHK
IgG, aHTn-OHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-
A12.06.010 126 dsDNA 1gG) 1585
AHTUHYKnNeapHbli dpaktop, HEp-2 cybetpat (AH®, TuTpsl,
aHTVHYKNeapHble aHTUTena MeTogomM HeNnpsiMon
nMMyHodnopecueHunn Ha npenapatax HEp-2-kneTok) (Antinuclear
Antibodies, ANA, Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-Nuclear
A12.06.010 1267 |Antibodies detection, FANA, Titers) 1765




A12.06.010

1586A
DN

AnTuTena k ocHK B cbiBOpoOTKE KPOBU, NOATBEPXKAAIOLMI TECT C
ucnonb3oBaHuneM cybctpata Crithidia luciliae, 1IgG, meTogom Henpsimon
nmmyHodpntoopecueHumn (Crithidia luciliae indirect fluorescent test
(CLIFT))

1495

A12.06.061

825

AHTuTena knacca IgG k akcTparupyeMoMy HykneapHomMmy aHtureHy (QHA)
(Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein Antibodies,
Anti-RNP)

1440

A12.06.025

826

MaHenb aHTUHYKNeapHbIX aHTUTEN Npu cknepoaepmun (pasgensHoe
onucaHue aHTuten kK aHtureHam Scl-70, CENP-A, CENP-B, RP11,
RP155, gnbpunnsapuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku,
PDGFR, Ro-52), ummyHo0noT (Scleroderma (Systemic Sclerosis)
Antibody Panel: Anti-Scl-70, CENP-A, CENP-B, RP11, RP155,
dpunbpunnsapmH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-
52, Immunoblotting)

5 345

A12.06.010

827

AHTVHyKNeapHble aHTuTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[a),
SS-A (52 k[la), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone,
Nucleosome, Rib P, AMA-M2, Jo-1 aHTureny), ummyHobnot (ANA: Anti-
Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl,
PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-
1, Immunoblotting)

4 425

A12.06.010

956

AHTuTena knacca IgG k Hykneocomam (aHTUsIAePHblE aHTUTENa),
ckpuHuHr (Anti-Nuclear Antibodies, ANA, IgG, Screening)

1560

B03.070.477

4059

CkpuHuHr 6onesHer coegnHuTensHom TkaHn (AT kK SHA,
aHTUHYKeapHbIn dakTop (AH®D))

2705

B03.070.475

4060

CucteMHas kpacHas BonyaHka, oocnegosanue (AT Kk Hykneocomam, AT K
kapguonunuHy, 1gG; AT k kapguonunuHy, IgM; aHTUHYKNeapHbIA akTop
(AH®))

5420

A12.06.010

4061

OnddeperHumansHasa gnarHoctuka CKB 1 gpyrmx peBMaTnyeckmx
3aboneBaHuin (AT K HyKIeocomam, aHTUHYKneapHbIn daktop (AH®))

2820

B03.070.470

4069

Mpodunb «CncteMHas kpacHas BonyaHka (CKB), MOHUTOPUHT
aktmBHocTU (aHTn-ac-AHK 1gG, C3, C4 KOMMNOHEHTbI KOMNIEeMeHTa)»
(Systemic lupus erythematosus (SLE) profile, activity monitoring (anti-
double-stranded DNA IgG, C3 and C4 complement components) )

1965

14.2. AuTndpochonunugHoit cuHgpom (Antiphospholipid Syndrome,
APS)

A12.06.030

137/13
8

AHTuTena knaccos IgM u IgG k dbocdonmnuagam (Anti-Phospholipid
Antibodies, APA, IgM, IgG)

1495

A12.06.075

966/74

AHTuTena knaccos IgG u IgM k docdatugnncepuny (Anti-
Phosphatidylserine, 1gG, IgM)

2310

A12.06.029

967

AHTuTena knaccos IgA, IgM, 1gG k kapguonunuHy, ckpuHuHr (Cardiolipin
Antibodies IgA, IgM, 1gG, aCL, Screening)

1545

A12.06.029

968

AHTUTEena knacca IgA k kapguonunuHy (Anticardiolipin IgA, aCL IgA)

1820

A12.06.029

969

AHTuTena knacca IgG k kapguonunuHy (Anticardiolipin IgG, aCL IgG)

1560

A12.06.029

997

AHTUTEena knacca IgM k kapgunonunuHy (Anticardiolipin IgM, aCL IgM)

1540

A12.06.051

1284

AHTuTena knaccos IgG, IgA, IgM k 6eTa-2-rmukonpoTenHy 1, cymmapHoO
(Anti-?2-Glycoprotein 1 Antibodies, anti-?2-GP1, IgG, IgA, IgM, Total)

1535

A12.06.065

1341

AHTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, 1gG)

1885

A12.06.065

1342

AHTuTena knacca IgM k aHHekcnHy V (Annexin V Antibodies, aAnV, IgM)

1885

4062

4062

AT kK kapamonununy, IgG, IgM

2 585

A12.06.030

4063

[unarHoctuka BTOpU4HOro aHtudocdonunuaHoro cuHgpoma (AH®, AT k
kapguonunuHy, 1gG, IgM)

4 090

A12.06.030

4064

AHTUDOCHONUNNAHBIN CUHOPOM, Ppa3BEePHYTOE Ceponornyeckoe
nccriegoanue (AH®; AT k kapanonunuHy, 1gG, IgM; AT k beta-2-
rAVKOMpPOTENHY 1)

5440




14.4. PeBMmaTonaHbIM apTpUT, nopaxkeHua cyctasos (Antiphospholipid
Syndrome, APS)

AHTUTENA K LMKITMYECKOMY LIMTPYNMHUpoBaHHOMY nentuay (ALLMT)

A12.06.052 1204 [(Anti-Cyclic Citrullinated Peptide, anti-CCP) 2 055
AHTuTena knacca IgG k kepaTuHy (AHTUKepaTuHOBbIE aHTUTeNa, AKA,
AHTudunarrpmHosble aHTutena, A®A) (Anti-Keratin Antibodies, AKA, Antii
A12.06.063 965 Filaggrin Antibodies, AFA, 1gG) 2795
AHTuTena knacca IgG k moguunmpoBaHHOMY LIUTPYNNIMHUPOBAHHOMY
BUMeHTUHY (aHTU-MLB) (Anti-Mutated Citrullinated Vimentin Antibodies,
Anti-MCV, Anti-Modified Citrullinated Vimentin Antibodies, Anti-Sa
A12.06.062 1332 |Antibodies, 1gG) 2 055
A09.05.054 1333 |PeBmatougHbin chakTop, IgA (P® IgA; Rheumatoid Factor, RF, IgA) 1505
Kpuctannbl B Ma3ke CMHOBMANbHOWM XUAKOCTM (MOHOYpaT HaTpus,
A12.04.001 808 nupodgocaart kanbums) (Synovial Fluid Smear, Crystals) 2170
OnwvromepHbIn MaTpuKcHbIN 6enok xpsiwa (Human Cartilage Oligomeric
A09.04.005 1536 |[Protein, COMP) 3260
A12.06.019 44 PesmaTongHbii daktop (PP) (Rheumatoid Factor, RF) 750
14.5. BackynuTbl u nopaxkeHusa nodek (Vasculitis and Renal Lesions)
AHTuTena knacca IgG k 6aszanbHon membpaHe kry6o4KoB MNOoYeK (aHTK-
A12.06.024 807 BMK) (Glomerular Basement Membrane Antibodies, Anti-GBM, IgG) 2150
AHTuTena knacca IgG k umtonnasme Hentpodpunos (AHLIA) (Anti-
A12.06.037 970 Neutrophil Cytoplasmic Antibodies, ANCA, IgG) 3555
AHTuTena knaccos IgG, IgA, IgM k kneTkam cocyamcToro aHaoTenus
(HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, AECA, IgG, IgA,
A12.06.030 812 IgM, Total) 2 255
AHTuTena knaccos IgG, IgA, IgM k peuenTopy docdonunassl A2
(PLA2R), cymmapHo (Anti-Phospholipase A2 Receptor Antibodies, Anti-
A12.06.030 822 PLAZ2R, IgG, IgA, IgM, Total) 4110
AHTuTena knacca IgG k muenonepokcugase (aHTn-MPO)
Al12.06.037 823 (Myeloperoxidase Antibody, MPQO) 1560
AHTuTena knacca IgG k C1q dakropy komnnemeHTa (Anti-Complement
A09.05.075 837 1q Antibodies, Anti-C1q, IgG) 2185
AHTuTena knacca IgG k npotenHase-3 (aHTU-PR-3) (Anti-Proteinase-3
A09.05.054 955 Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG) 1560
MaHenb aHTUTEN K aHTUreHam aHTUHENTPOMUIbHBIX aHTUTEN (NaHenb
aHTureHos AHLA), IgG (Anti-Neutrophil Cytoplasmic Antibodies, ANCA,
A12.06.037 821 IgG, Panel) 3840
OnarHocTrka rpaHynemMaTo3HbIX BACKyNMTOB (aHTUHYKINeapHbIn hakTop
A12.06.037 4065 |(AH®), AT k umtonnasme Hentpodunos (AHUA/pANCA, cANCA), 1gG) 3730
[unarHocTtuka GeicTponporpeccupytoLlero rnomepynoHedputa (AT K
6asanbHol MembpaHe knybo4koB noyek, AT K uMTonnasme
B03.070.474 |4066 [HenTpochmnos (AHUA/pANCA, cANCA), IgG) 4 080
OnarHocTrka ayTOMMMYHHOIO NopaXeHWs1 Movek (aHTUHYKNeapHbIn
daktop (AH®P), AT k 6azanbHOM membpaHe kry6o4ukoB nodek, AT K
A12.06.037 4067 |umtonnasme Hentpodunos (AHLLA/pPANCA, cANCA), IgG) 5500
14.6. AyTOMMMYHHbIEe 3HAOKPMHONATUMN: CaXapHbIA auabet 1-ro Tuna
(Autoimmune Endocrinopathies: Diabetes mellitus type 1)
AHTuTena knacca IgG k 6eTa-knetkam nogxenygovHom xernessbl (Anti-
A12.06.020 201 Islet Cell Antibodies, Islet Cell Autoantibodies, ICA) 1980
AHTuTena knacca IgG k rmyramartaekapbokennase (aHTu-GAD) (Anti-
A12.06.020 202 GAD Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, 1gG) 2110
202CM |AHTuTena k GAD (rnytamaTtgekapbokcunase), IgG, nuksop (Anti-GAD
A09.23.014 K (glutamic acid decarboxylase), IgG, CSF) 2 460
A12.06.039 200 AHTuTena knacca IgG k nHcynuHy (Insulin Autoantibodies, 1AA, 1gG) 1390
AHTUTena Kk TuposuHdpocdaTase (IA-2) (Islet Antigen 2 Antibodies, Anti-
A12.06.020 1285 |[IA2 Antibodies, IA-2 Ab, Tyrosine Phosphatase Antibodies) 2140




A12.06.020

1286

AHTWTENA K aHTUreHam KneTok NopkenyaoyHom xenessl GAD/IA-2,
cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid Decarboxylase-
65, GAD and Insulinoma Antigen 2 (Tyrosine Phosphatase, IA2, ICA-512)
Autoantibodies, Total)

2125

14.8. AyTouMmMyHHbIe 3HAOKPMHOMNATUN: NOPaAXKEHME HAaANOYEYHUKOB,
ayTOMMMyHHasa natonorua roHag (Autoimmune adrenal and gonadal
insufficiency)

A12.06.071

1209

AHTUTena knaccos IgA, IgM, IgG Kk TkaHW AnYHMKa (aHTUOBapuarnbHble
aHTuTena), cymmapHo (Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG,
Total)

2 455

A12.06.033

1287

AHTuTena knaccos IgA, IgM, IgG k cTepomanpoayuupyoLwmMM KreTkam
HagnoyeyvHuka (ACITK), cymmapHo (Anti-Steroidal Cell Antibodies, StCAb,
Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG, Total)

1705

A12.06.033

1290

AHTuTena knaccos IgA, IgM, IgG k cTepomanpoayuupyoLLmMM KreTkam
smdka, cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-
Steroidal Cell Antibodies, Testicular StCAb, Steroidal Cell Autoantibodies,
SCA against Testis, IgA, IgM, IgG, Total)

2040

A09.05.054

1291

AHTUTERa K CTepoManpoAyLIMPYIOLLNM KIeTkamM penpoayKTUBHbIX TKaHen
(Reproductive tissue steroid-producing cells Antibodies)

3 485

14.9. AytoummyHHble 3aboneBaHusa Koxu (Autoimmune Skin
Diseases)

A12.06.030

809

AHTuTena knacca IgG k 6asaneHon membpaHe koxun (Basement
Membrane Zone Antibodies, BMZ, 1gG )

2720

A12.06.030

813

AHTuTena knacca IgG k gecmocomam anugepmuca (Desmoglein
Antibodies, Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies,

IgG)

2720

A09.05.054

1298

AHTUTEna knacca IgG k gecmornenHy-1 (Desmoglein 1, DSG1
Antibodies, 1gG)

2 810

A09.05.054

1330

AHTUTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous
Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, IgG)

2720

A09.05.054

1331

AHTUTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous
Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, IgG)

2 855

A09.05.054

4054

Mpodpunb «OuarHoctuka 6ynnesHeix Aepmato3oB (AT kK gecMocoMam
annagepmunca, AT k 6azanbHon membpaHe koxu)» (Bullous Dermatosis
Diagnostics profile (antibodies to epidermis desmosomes, antibodies to
skin basal membrane))

4 820

14.10. AyTOMMMYHHbIE NOPAXKeHUA }KeNyA04YHO-KULLEYHOro TPaKTa.
Uennakusa (Autoimmune Disorders of Gastrointestinal Tract (Gl Tract,
GIT). Coeliac Disease)

A12.06.066

972

AHTUTEna K aHgomusmio, IgG (Anti-Endomisial Antibodies, IgG, EMA)

1840

A12.06.066

810

AHTUTena knacca IgA K 3HOOMU3NIO (AHTUIHOOMU3UIHBLIE aHTUTEenNa,
ASMA) (Anti-Endomysial Antibodies, Anti-EMA, I1gA)

1750

A12.06.026

805

AHTuTena knaccos IgA, 1gG, IgM k napueTanbHbIM KNeTkam xenyaka
(AMKXK), cymmapHo (Gastric Parietal Cell Antibodies, GPA, Anti-Parietal
cell antibodies, APCA, IgA, 1gG, IgM, Total)

2 050

A09.05.054

971

AHTuTena knaccos IgA 1 IgG k peTukynuHy, cymmapHo (Anti-Reticulin
Antibodies, ARA, IgA, 1gG, Total)

1880

A12.06.055

270

AHTuTEna knacca IgG k geamnampoBaHHbIM NenTuaam rmagmHa (Anti-
Deaminated Gliadin Peptide, Anti-DGP, 1gG)

1335

A12.06.055

271

AHTUTEna knacca IgA K feaMnanpoBaHHbIM nenTuaam rmmagmHa (Anti-
Deaminated Gliadin Peptide, Anti-DGP, IgA)

1335

A12.06.056

1282

AHTMTEna knacca IgA K TkaHeBon TpaHcrnoTammHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, I1gA)

1505

A12.06.056

1283

AHTuTena knacca IgG k TkaHeBoM TpaHcrntotammnHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, 1gG)

1445

A12.06.026

817

AHTuTena knacca IgG k BHyTpeHHeMy dakTtopy Kactna (Anti-Intrinsic
Factor, IFADb, Intrinsic Factor Antibodies, I1gG)

2010




A12.06.026

1335

AHTMTena knacca IgG k caxapomuueTam (anarHoctuka 6onesHun KpoHa)
(Anti-Saccharomyces Cerevisiae Antibodies, ASCA, 1gG )

1505

A12.06.026

1336

AHTMTEena knacca IgA k caxapomuueTam (guarHocTuka 6omnesnn KpoHa)
(Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgA )

1505

A12.06.037

1337

AHTuTena knacca IgA k umtonnasme Hentpodumnos (AHLA) (Anti-
Neutrophil Cytoplasmic Antibodies, ANCA, IgA)

1545

A09.05.054

944

[narHocTrka ayToMMMYHHOTO naHkpeaTtuta u gpyrux lgG4-
accouunnpoBaHHbIx 3abonesanun (Diagnosis of Autoimmune Pancreatitis
and other IgG4-Related Diseases)

2 495

A12.06.026

4055

CepoanarHocTtmka ayTouMMYHHOMO racTpuTa U NepHULMO3HOM aHeMuK
(AT k napueTanbHbIM KneTkam xenyaka; AT K BHYyTpeHHeMy chakTopy
Kactna)

3750

A09.05.054

4056

CepopaunarHoctuka 6onesHun KpoHa 1 Hecneumnguyeckoro s3BEHHOro
konuTa (HAK) (AHLIA/pANCA, cANCA, IgG; AHLIA/ANCA, IgA; ASCA,
IgG, IgA)

5990

A12.06.066

4058

Llennakus, ceponormnyeckas guarHoctuka (AT k saHgomumaunio, IgA; AT k
TKaHEeBOW TpaHcrnyTamuHase, IgA, 1gG; IgA obuy.)

4 580

A12.06.026

15306
KK

AHTuTena knaccos IgA 1 IgG k 6okanoBuaHbIM KNeTKaM KULWEYHWKa,
cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, IgG, Total)

2480

A12.06.020

1531A
ALIK

AHTuTena knaccos IgG un IgA k GP2 aHTureHy LeHTpoaumnHapHbIX KNeTok
nomxenynoyHon xxenesbl (Anti-GP2)

2 345

A12.06.020

1532A
MK

AHTUTENa K auMHapHbIM KrneTkam noaxenyaovHon xenesbl, IgG n IgA
CYMMAapHO (aHTUTENa K 9K30KPUHHOW YacTu NOMKENyA04YHOW XKenesbl,
Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies, PAB)

1495

14.11. AyTouMmMyHHble nopaxkeHua nedyeHn (Autoimmune Liver
Diseases)

A12.06.035

804

AHTuTena knaccos IgA, 19G, IgM k muToxoHapusim
(AHTMMUTOXOHOPWAnNbHbIE aHTMTENa, AMA), cymmapHo (Anti-
Mitochondrial Antibodies, AMA, IgA, 1gG, IgM, Total)

2160

A12.06.025

806

AHTuTena knaccos IgA, IgG, IgM k rmagkon myckynatype, CymmapHoO
(Smooth Muscle Antibodies, SMA, Anti-Smooth Muscle Antibodies,
ASMA, IgA, IgG, IgM, Total)

2070

A12.06.036

819

AHTUTENA K MMKPOCOMaM MeYeHun 1 novek, cymmapHo IgA+igG+igM (anti-
liver kidney microsomal antibody, anti-LKM, IgG+IgM+ IgA)

2 065

A12.06.024

1288

MaHenb aHTUTEN KNacca IgG npy ayToMMMyHHbIX 3a60NeBaHNAX NeYeHm
(AT k aHTUreHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1,
SLA/LP, SSA/R0-52), ummyHobnoT (Autoimmune Disease Liver Panel:
AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP,
SSA/Ro0-52, IgG, Immunoblotting)

4 295

A12.06.024

1289

AHTUTena knacca IgG k acnanornnkonpoTeMHoBOMY peLenTopy (aHTu-
ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor, Anti-
ASGPR, IgG)

2040

14.12. AyTouMmMyHHble HeBpoaornueckue sabonesaHua (Autoimmune
Neurological Disoders)

A12.06.021

936

AHTuTena knaccos IgA, IgG, IgM k akBanopuHy 4, cymmapHo
(anarHocTuka HemrpoonTtukomuenuta, NMO) (Aquaporin-4Receptor
Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM, Total)

3 555

A12.06.025

937

AHTuTena knacca IgG k ckeneTHbiM Mbiwuam (ACM) (Anti-Skeletal
Muscle Antibodies, AStMA, 1gG)

1685

A09.05.054

938

AHTuTena knaccos IgG n IgM k raHrnmosugam (nanH-6not: GM1; GM2-
GM3-GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b, cynedatuasbl),
cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b Antibodies, Anti-
Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

6 490

A12.06.025

939

MwuosuT-cneundmndHblie aHTuTena knacca lgG (nanH-6not: Mi-2, Ku, PM-
Scl 100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (R052)) (Myositis-Specific
Panel)

5030




AHTUTENA K aueTunxonmHoBomy peuentopy (AxP, anarHoctuka
MuacTteHun), cymmapHo (Acetylcholine Receptor Antibodies, Anti-AChR,

A12.06.074 803 Total) 6 260
AHTUMHeNnpoHaneHble aHTuTena knacca IgG (nanH-6not: Hu (ANNAT1), Yo-
1 (PCA1), CV2, Ma2, Ri (ANNA2), amduncunaunH) (Anti-Neuronal
Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri
A12.06.021 953 (ANNAZ2), Amphiphysin)) 6 260
AHTtuTena knacca IlgG NMDA (N-meTtun-D-acnapTat) rinytramaTtHomMy
A09.05.054 954 peuentopy B cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies IgG) 5030
AntuTena k NMDA rnytamatHomy peuenTtopy, IgG, onpeaenexve B
954CM |nuksope (aHTU-NMDAR IgG, N-methyl-D-Aspartate Receptor Antibodies,
A12.06.064 K CSF) 5285
OnwuroknoHanbHbin |[gG B nukBope (LepebpocnmHanbHOM XXMOKOCTU) 1
A12.23.001 4049 |cbiBopoTke KpoBwu (Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum) 6 085
CsobogHble nerkve uenm nmmyHornobynmHoB kanna v navbaa B
A09.05.106.00 nukeope (Cerebrospinal Fluid Concentration of Immunoglobulin Free
5 1541 [Light Chains) 2 495
AHTUTENa K MnenuHy IgG, metoa HenpsiMo UMMYHOITOOpECLEHLMN
A12.06.021 1538 [(Anti-myelin antibody, 19G, IF) 1920
AHTuTena k LGI1 n CASPR2 (KOMMOHEHTbI KOMMeKca KanmeBbixX
1581C |kananoB), IgG, ceiBopoTKa kpoBu (VGKC-associated proteins LGI1 and
A09.05.054 B CASPR?2 antibodies, serum) 7270
AHtuTena k LGI1 n CASPR2 (KOMMNOHEHTbI KOMMeKca KkanuesbiX
1581C |kaHanoB), IgG, nukeop (VGKC-associated proteins LGI1 and CASPR2
A09.05.054 MXK antibodies, CSF) 7270
AHTVHeNpoHarbHble aHTUTENa, IgG, metoa Henpsamom
1584A [ummyHodnyopecueHuun (Neuronal antibodies, IgG, Indirect
Al12.06.021 N immunofluorescence (I1F)) 3900
1585M [AHTUTENA K MbILLEYHO-CNEUUPDUYECKON TUPO3UHKMHa3e (aHTn-MuSK) B
A12.06.021 USK [ceiBopoTKe kpoBu, (Muscle-specific tyrosine kinase (MuSK) antibody) 6 465
KomnnekcHoe uccrnegoBaHune Anis UCMONb30BaHUS B AUArHOCTUKE
paccesiHHOro cKknepo3sa: onpeaerneHne onuroknoHaneHoro IgG (nukeop,
Al12.06.021 1537 |cbiBOpoTKa) u cBOBOOHBIX NErKMX Liener UMMYHOrnobynmHoB (NIMKBOP) 6 265
14.13. AytommmyHHble 3a6oneBaHua nerkmx u cepaua (Autoimmune
Lung Diseases, Autoimmune Heart Diseases)
AHTMTena knacca IgG k cepgeyvHon myckynaTtype (Mvokapay),
A12.06.023 815 aHTUMHokapauaneHble aHTuTena (Anti-Heart Antibodies, 19G) 1620
AKTMBHOCTb aHIMOTEH3UH-NpeBpaLLatoLero epmenTa (Ard) cbiBOPOTKM
A09.05.122 844 kpoBu (Angiotensin Converting Enzyme, ACE, Serum) 2 850
BocnanutenbHble mnokapgmonatum (AT k mutoxoHapusam (AMA), AT k
A12.06.023 4068 |cepaeyHon myckynatype) 3255
14.14. UmmyHHble TpombouutoneHumn (Immune Thrombocytopenia,
ITP)
AHTUTEna knacca k IgG TpomboumnTtam, Henpsmown TecT (Platelet
A12.06.013 973 Antibodies 1gG, Indirect) 4 060
15.1. Annepronorunyeckue nccneposaHumsa, TexHonorna ImmunoCAP
(Allergy examination, ImmunoCAP technology)
6804E
A09.05.118 1 Kowka, nepxotb (e1) IgE, ImmunoCAP 890
6803E
A09.05.118 5 Cobaka, nepxotb (e5) IgE, ImmunoCAP 1090
6805F
A09.05.118 2 Monoko kopoBsbe (f2) IgE, ImmunoCAP 1310
6809T
A09.05.118 3 Bepesa (t3) IgE, ImmunoCAP 1235




6817D

A09.05.118 1 Knew, gomawHer noinun / D. pteronyssinus (d1) IgE, ImmunoCAP 1310
6818D

A09.05.118 2 Knew, gomawHen neinum / D. farina (d2) IgE, ImmunoCAP 1310
6819H

A09.05.118 1 HomawHsas neine (Greer Labs.) (h1) IgE, ImmunoCAP 1420
6825H

A09.05.118 2 HomawHas neinb (Hollister —Stier) (h2) IgE, ImmunoCAP 1420
6830M

A09.05.118 6 Alternaria alternata (m6) IgE, ImmunoCAP 1420
6831M

A09.05.118 3 Aspergillus fumigatus (m3) IgE, InmunoCAP 1420
6832M

A09.05.118 1 Penicillium notatum (P.chrysogenum) (m1) IgE, InmunoCAP 1430
6834M

A09.05.118 2 Cladosporium herbarum (m2) IgE, InmunoCAP 1420
6835G

A09.05.118 6 Tumodpeeska nyrosas (g6) IgE, ImmunoCAP 1310
6836F

A09.05.118 1 Anynbin 6enok (f1) IgE, ImmunoCAP 1420
6837F

A09.05.118 75 Anynbin xentok (f75) IgE, ImmunoCAP 1420
6861E

A09.05.118 85 Kypuua, nepo (e85) IgE, ImmunoCAP 1235
6824E

A09.05.118 213 Monyran, nepo (€213) IgE, ImmunoCAP 1265
6874W

A09.05.118 6 MonbiHb 06blIkKHOBEHHAs (W6) IgE, ImmunoCAP 1 300
6880F

A09.05.118 3 Tpecka atnaHTnyeckas (f3) IgE, ImmunoCAP 1420
6920W

A09.05.118 5 MonbiHb ropbkas (w5) IgE, ImmunoCAP 1340
6869F

A09.05.118 4 Muwenunua (f4) IgE, ImmunoCAP 1420
6870F

A09.05.118 93 Kakao (f93) IgE, ImmunoCAP 1430
6871F

A09.05.118 14 CoeBble 606bI (f14) IgE, ImmunoCAP 1420
6872F

A09.05.118 13 Apaxuc (f13) IgE, ImmunoCAP 1440
6873F

A09.05.118 83 Msco kypuupl (f83) IgE, ImmunoCAP 1440
6875F

A09.05.118 49 Abnoko (f49) IgE, ImmunoCAP 1440
6877F

A09.05.118 92 BaHaH (f92) IgE, ImmunoCAP 1430
6878F

A09.05.118 27 loBgauHa (f27) IgE, ImmunoCAP 1420
6879F

A09.05.118 45 Ipoxokn nekapckme (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 1440
6881F

A09.05.118 25 Momunpgop (f25) IgE, ImmunoCAP 1505
6882F

A09.05.118 33 AnenbcuH (f33) IgE, ImmunoCAP 1420
6884F

A09.05.118 7 Osec (f7) IgE, ImmunoCAP 1440
6886F

A09.05.118 11 peunxa (f11), IgE, ImmunoCAP 1495




6887F

A09.05.118 35 Kaptodens (f35) IgE, ImmunoCAP 1440
6888F

A09.05.118 225 Toika (f225) IgE, ImmunoCAP 1235
6889F

A09.05.118 208 JlumoH (f208) IgE, ImmunoCAP 1235
6890F

A09.05.118 44 3emnsaHuka, KnybHuka (f44) IgE, ImmunoCAP 1420
6891F

A09.05.118 31 Mopkossb (f31) IgE, ImmunoCAP 1440
6892F

A09.05.118 9 Puc (f9) IgE, ImmunoCAP 1430
6893F

A09.05.118 26 CsuHuHa (f26) IgE, ImmunoCAP 1450
6894F

A09.05.118 24 Kpesetka (f24) IgE, ImmunoCAP 1440
6896F

A09.05.118 17 ®yHayk (f17) IgE, ImmunoCAP 1430
6898F

A09.05.118 84 Kuswu (f84) IgE, ImmunoCAP 1145
6903F

A09.05.118 210 AHaHac (f210) IgE, ImmunoCAP 1145
6908I7

A09.05.118 1 Komap (i71) IgE, ImmunoCAP 1440
6911C

A09.05.118 1 MeHnumnnuH G (c1) IgE, ImmunoCAP 1320
6917K

A09.05.118 82 NaTtekc (k82) IgE, ImmunoCAP 1320
6919E

A09.05.118 81 Osua, anutenun (€81) IgE, ImmunoCAP 1090
6807F

A09.05.118 78 KaszeunH, monoko (nBos d8) (f78) IgE, ImmunoCAP 2875
6806F

A09.05.118 76 Anba-nakransbymuH (nBos d4) (f76) IgE, ImmunoCAP 2875
6808F

A09.05.118 77 Bbeta-nakrornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 2875
6848F

A09.05.118 232 OBanbbymuH, anbbymuH anyHbii, nGal d2 (f232) IgE, ImmunoCAP 2875
6849F

A09.05.118 233 OBomykong, nGal d1 (f233) IgE, ImmunoCAP 2875
6851K

A09.05.118 208 JInzoumm sanua, nGal d4 (k208) IgE, ImmunoCAP 2875
6822M

B03.002.004 |X2 Cwmecb annepreHos nnecenn (mx2) IgE, ImmunoCAP 1875
6914F

B03.002.004 |X5 Cwmecb getcknx nuweBbix annepreHos (fx5) IgE, ImmunoCAP 1875
6820H [Cmecb annepreHoB gomaluHen noinu (Hollister-Stier) (hx2) IgE,

B03.002.004 |S ImmunoCAP 1905
6821T

B03.002.004 |X9 Cwmecb annepreHos nbiblpbl gepeBbes (1x9) IgE, ImmunoCAP 1815
6838W

B03.002.004 |X1 Cwmecb annepreHoB nbifbLbl COpHbIX Tpae (wx1) IgE, ImmunoCAP 1875
6868G

B03.002.004 |X1 Cwmecb nbinbLUbl paHHeuBeTywux nyrosbix Tpas (gx1) IgE, ImmunoCAP 1815
6823M

B03.002.004 |X1 Cwmecb annepreHoB nnecHesbix rpubkoB (mx1) IgE, ImmunoCAP 1575
6883C

B03.002.004 |F Cwmecb nuweBbix annepreHoB (fx15) IgE, ImmunoCAP 1875




6802P

B03.002.004 [H Phadiatop ImmunoCAP, IgE 3 865
6810T
A09.05.118 215 Bepesa 6opogasuaTtas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP 2875
6811T
A09.05.118 221 Bepesa 6opogasuaTtas, rBet v2, rBet v4 (t221) IgE, ImmunoCAP 2875
6812G
A09.05.118 213 Tumodbeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP 2875
6813G
A09.05.118 214 Tumodbeeka nyrosag, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 3 060
6814W
A09.05.118 230 AmbGpo3us BbicoKas, nonbiHonucTHasa, nAmb a1 (w230) IgE, ImmunoCAP| 2 875
6815W
A09.05.118 231 MonbiHb 0B6bikHOBEHHAs, nArtv1 (w231) IgE, ImmunoCAP 2875
6816W
A09.05.118 233 MonbiHb 0b6bikHOBEHHas, nArtv3 (w233) IgE, ImmenoCAP 2985
6841E
A09.05.118 94 Kowka, rFel d1 (e94) IgE, ImmunoCAP 2875
6843E
A09.05.118 101 Cobaka, rCan f 1 (e101) IgE, ImmunoCAP 2875
6844E
A09.05.118 102 Cobaka, rCan f 2 (e102) IgE, ImmunoCAP 2 845
6846M
A09.05.118 229 Alternaria alternate, rAlt a 1 (m229) IgE, ImmunoCAP 2875
6847E
A09.05.118 204 Bbiynin cbiBOPOTOYHbLIVM anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP| 2 875
6855F
A09.05.118 353 Cosg, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 2 875
B03.002.004 |6801PI |Phadiatop Infant ImnmunoCAP, IgE 3295
15.2. UmmyHornobynuH E o6wuii (IgE, Total)
A09.05.054.00 UmmyHorno6ynuHel knacca E (o6wun IgE, nmmyHorno®ynuH E obwnin)
1 67 (Immunoglobulin E Total, IgE Total) 870
15.3. OnpeaeneHune cneundunyeckux IgE: KomnaekcHble
annepronaHenm (Determination of Specific IgE: Comprehensive Allergy
Panels)
B03.002.004 |665 lMaHenb pasHble anneprexsl, IgE (Panel Different Allergens, IgE) 11 060
B03.002.004 |670 MaHenb negnatpudeckas, IgE (Pediatric Panel, IgE) 11 835
B03.002.004 |666 MaHenb pecnupaTtopHble anneprexsl, IgE (Respiratory Panel, IgE) 11 320
15.4. OnpepeneHue cneympuueckux Igk: nuwesble annepreHbl
(Determination of Specific IgE: Food Allergens)
B03.002.004 |669 MaHenb nuweBble anneprexsl, IgE (Food Allergy Panel, IgE) 13470
Cwmecb nuweBbIx annepreHoB 1: anenbcuH, 6aHaH, s6roko, nepcuk, IgE
(FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach,
B03.002.004 |637 IgE)* 2480
Cwmecb nNuLEeBbIX annepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, IgE (FP50
(F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana,
B03.002.004 638 Pineapple, IgE)* 2 480
Cwmecb nNuweBbIX annepreHoB 3: CBMHUHA, KypMHOE MSICO, FOBSIAMHA,
6apaHuHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef,
B03.002.004 |639 Chicken Meat, Lamb, IgE)* 2480
A09.05.118 677 AHaHac, IgE (Pineapple, IgE, F210) 860
A09.05.118 998 AnenbcuH, IgE (Orange, IgE, F33) 860
A09.05.118 611 Apaxuc, IgE (Peanut, IgE, F13) 860
A09.05.118 676 baHaH, IgE (Banana, IgE, F92) 860
A09.05.118 673 BbapaHuHa, IgE (Lamb, IgE, F88) 860
A09.05.118 649 BbeTta-nakrornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 860
A09.05.118 645 loBaguHa, IgE (Beef, IgE, F27) 860




A09.05.118 636 penndpyr, IgE (Grapefruit, IgE, F209) 860
A09.05.118 650 KaseuH, IgE (Casein, IgE, F78) 860
A09.05.118 642 KanycTa kouaHHas, IgE (Cabbage, IgE, F216) 860
A09.05.118 646 KapTtodpens, IgE (Potato, IgE, F35) 860
A09.05.118 654 Kuen, IgE (Kiwi Fruit, IgE, F84) 860
A09.05.118 634 KnybHuka, IgE (Strawberry, IgE, F44) 860
A09.05.118 608 KopoBbe monoko, IgE (Milk, IgE, F2) 860
A09.05.118 614 Kpabwl, IgE (Crab, IgE, F23) 860
A09.05.118 615 KpeseTku, IgE (Shrimp, IgE, F24) 860
A09.05.118 675 Manro, IgE (Mango, IgE, F91) 860
A09.05.118 617 Mopkosb, IgE (Carrot, IgE, F31) 860
A09.05.118 648 OscaHas myka, IgE (Oat, IgE, F7) 1 065
A09.05.118 632 Mekapckune agpoxokn, IgE (Baker's Yeast, IgE, F45) 860
A09.05.118 674 Mepcuk, IgE (Peach, IgE, F95) 860
A09.05.118 655 MueHble gpoxokn, IgE (Brewer’s Yeast, IgE, F403) 860
A09.05.118 647 Mpoco, IgE (Common Millet, IgE, F55) 860
A09.05.118 610 MuweHnyHasa myka, IgE (Wheat, IgE, F4) 860
A09.05.118 652 Puc, IgE (Rice, IgE, F9) 860
A09.05.118 644 CeuHuHa, IgE (Pork, IgE, F26) 860
A09.05.118 619 Cenbgepen, IgE (Celery, IgE, F85) 860
A09.05.118 612 CoeBble 606bl, IgE (Soybean, IgE, F14) 860
A09.05.118 616 Tomartsl, IgE (Tomato, IgE, F25) 860
A09.05.118 609 Tpecka, IgE (Codfish, IgE, F3) 860
A09.05.118 643 ToikBa, IgE (Pumpkin, IgE, F225) 860
A09.05.118 613 ®yHayk, IgE (Hazelnut, IgE, F17) 860
A09.05.118 653 Abnoko, IgE (Apple, IgE, F49) 860
A09.05.118 607 Anunbin 6enok, IgE (Egg White, IgE, F1) 860
A09.05.118 618 Anunbin xentok, IgE (Egg Yolk, IgE, F75) 860

15.5. OnpeaeneHune cneuyndpuueckux IgE: bbiToBble anneprexobl

(Determination of Specific IgE: Household Allergens)

Cmecb annepreHoB nnecenu: Penicillium notatum, Cladosporium

herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE

(MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum,

Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,
B03.002.004 |602 Alternaria tenuis, IgE)* 2 480
A09.05.118 623 MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 1160

MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE,
A09.05.118 624 M2) 860
A09.05.118 625 MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 860
A09.05.118 627 lNMneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 860
A09.05.118 631 DomawHsas neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1) 1125

Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides
A09.05.118 621 pteronyssinus, IgE, D1) 1255

Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae,
A09.05.118 622 IgE, D2) 1255

15.6. OnpepgeneHune cneundpunueckux IgE: annepreHbl X XMBOTHbIX

(Determination of Specific IgE: Allergens of Animal Origin)

Cwmecb annepreHoB AOMaLUHWX rPbI3yHOB: 3NUTENNA MOPCKON CBUHKM,

ANUTENUIN KpomnuKa, aNUTENUn XoMsika, Kpbica, Mbib, IgE (EP70 (E6,

E82, E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit
B03.002.004 [1070 [Epithelium, Hamster Epithelium, Rat, Mouse, IgE)* 2480
A09.05.118 605 Kowka, IgE (Cat Dander-Epithelium, IgE, E1) 1 000
A09.05.118 606 Cobaka, IgE (Dog Epithelium, IgE, E2) 860
A09.05.118 620 TapakaH, IgE (Cockroach, IgE, 16) 860
A09.05.118 660 Mopckas cBuHka, anutenui, IgE (Guinea Pig Epithelium, IgE, E6) 860
A09.05.118 662 OBua, anutenun, IgE (Sheep Epithelium, IgE, E81) 860
A09.05.118 663 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 1410




15.7. OnpeaeneHue cneumdpuyeckux Igk: annepreHbl NbinbLbl
pacteHuit (Determination of Specific IgE: Allergens of Plant Pollen)

Cmecb annepreHoB TpaBbl: exa cOopHas, OBCSIHHMLA NyroBasi, poXb
MHOroneTHsis, Tumocpeeska, MaTnuk nyroeon, Ige (GP1 (G3, G4, G5, G6,
G8), Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial Rye

B03.002.004 |600 Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)* 2400

Cwmecb annepreHoB TpaBbl: KOJTOCOK OYLLINCTbINA, POXXb MHOTOMNETHSS,
TumModbeeBka, poXb KyrnbTUBUPOBaHHasA, ByxapHuK WwepcTucToin, IgE
(GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass,

Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet

B03.002.004 |601 Grass, IgE)* 2 480
Cwmecb annepreHoB AepeBbeB: OfbXa, NneLuHa obblIkHOBEHHas, MBa,

Oepesa, ayb, IgE (TP9 (T2, T4, T12, T3, T7), Tree Panel: Alder,

B03.002.004 603 Hazelnut, Willow, Birch, Oak, IgE)* 2480
Cwmecb annepreHoB COpHOW TpaBbl: aMBpOo3nst NOMLIHHONUCTHASA, NOSbIHb
0ObIKHOBEHHas!, MOOOPOXHUK, Mapb 6enas, YepTonosnox pycckui, IgE
(WP1 (W1, W6, W9, W10, W11), Weed Panel: Common Ragweed,

B03.002.004 |604 Mugwort, English Plantain, Lamb's Quarters, Russian Thistle, IgE)* 2480

A09.05.118 657 Bepesa, nbinbua, IgE (Birch, IgE, T3) 860

A09.05.118 640 Tononb, IgE (Cottonwood, IgE, T14) 1120

A09.05.118 656 Tumodpeeska, nbinbua, IgE (Timothy Grass, IgE, G6) 1420

A09.05.118 658 MonbiHb 0ObIKHOBEHHAs, NbinbLa, IgE (Mugwort, IgE, W6) 860
15.8. OnpeaeneHue cneuunduueckux Igk: npopeccmoHanbHbie
annepreHbl (Determination of specific IgE: professional allergens)

A09.05.118 628 NaTekc, IgE (Latex, 1gG, K82) 860
15.9. OnpepgeneHune cneundpuyecknx IgG: nuwiesblie annepreHbl
(Determination of Specific IgG: Food Allergens)

Cwmecb nuweBbIx annepreHoB 1: anenbcuH, 6aHaH, s6roko, nepcuk, IgG
(FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach,

B03.002.004 |6612 [IgG)* 2480
Cmechb nuLeBbIX annepreHoB 2: KMBK, MaHro, 6aHaH, aHaHac, IgG (FP50
(F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana,

B03.002.004 [6611 |Pineapple, IgG)* 2480
Cwmech NuLEeBbIX annepreHoB 3: CBMHUHA, KYPUHOE MSICO, FTOBSIAMHA,
6apanwuHa, IgG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef,

B03.002.004 |6613 |[Chicken Meat, Lamb, IgG)* 2480

231AL

B03.002.004 L AHTuTena knacca IgG Kk naHenu nNuLeBbIX annepreHos 20 320

A09.05.118 6672 |AHanac, IgG (Pineapple, IgG, F210) 860

A09.05.118 6667 |AnenbcuH, IgG (Orange, I1gG, F33) 1125

A09.05.118 6645 |Apaxuc, IgG (Peanut, IgG, F13) 860

A09.05.118 6671 [BanaH, IgG (Banana, IgG, F92) 860

A09.05.118 6668 |bapanuHa, IgG (Lamb, IgG, F88) 860

A09.05.118 6601 |Bbeta-naktornobynuH, IgG (Beta Lactoglobulin, IgG, F77) 860

A09.05.118 6654 [loBsaguHa (F27), annepren-cneumdudeckue IgG (Beef, IgG, F27) 860
penindpyT (F209), annepren-cneundudeckume 1gG (Grapefruit, IgG,

A09.05.118 6666 |F209) 860
"peuyHeBas myka (F11), annepreH-cneuunduyeckne IgG (Buckwheat, IgG,

A09.05.118 6644 |F11) 860

A09.05.118 6602 [KaseuH (F78), annepreH-cneuyuduyeckne IgG (Casein, IgG, F78)) 860
KanycTa kouyaHHas (F216), annepreH-cneuudunyeckue IgG (Cabbage,

A09.05.118 6649 |lgG, F216) 860

A09.05.118 6657 |Kaptodpens (F35), annepren-cneumdumyeckue IgG (Potato, IgG, F35) 860

A09.05.118 6608 |[Kueu (F84), annepreH-cneuudunyeckue IgG (Kiwi Fruit, 1IgG, F84) 860

A09.05.118 6659 |KnybHuka (F44), annepren-cneuudunydeckne IgG (Strawberry, 1gG, F44) 860

A09.05.118 6648 |KopoBbe mornoko (F2), annepreH-cneuudpunyeckme IgG (Milk, IgG, F2) 860




A09.05.118 6652 |KpeBetku (F24), annepren-cneumndmyeckue IgG (Shrimp, IgG, F24) 860
KypuHoe msco (F83), annepreH-cneuuduyeckne IgG (Chicken Meat,

A09.05.118 6603 |lgG, F83) 860

A09.05.118 6609 [NumoHn (F208), annepreH-cneuundmnyeckune IgG (Lemon, IgG, F208) 860

A09.05.118 6670 [Mamnro (F91), annepreH-cneunduyeckme IgG (Mango, IgG, F91) 860

A09.05.118 6656 [Mopkosb (F31), annepreHn-cneundudeckume IgG (Carrot, 1gG, F31) 860

A09.05.118 6661 |OBcsiHas myka (F7), annepreH-cneunduyeckme IgG (Oat, I9G, F7) 1035
Mekapckue apoxokn (F45), anneprex-cneundunyeckme IgG (Baker's

A09.05.118 6664 |Yeast, IgG, F45) 1125

A09.05.118 6669 [Mepcuk (F95), annepreH-cneundudeckme IgG (Peach, IgG, F95) 860
MueHble apoxokn (F403), annepreH-cneundudeckme IgG (Brewer's

A09.05.118 6610 |Yeast, IgG, F403) 860

A09.05.118 6660 [lMpoco (F55), anneprex-cneuunduyeckue IgG (Common Millet, 1IgG, F55) 860

A09.05.118 6658 [MNweHunyHas myka (F4), anneprex-cneumndmyeckue IgG (Wheat, 1gG, F4) 860

A09.05.118 6605 |Puc (F9), annepren-cneundudeckme IgG (Rice, IgG, F9) 860

A09.05.118 6653 [CeuHuHa (F26), annepren-cneumndmyeckue IgG (Pork, 1gG, F26) 860
CoeBble 6060bI (F14), annepreH-cneuuduyeckne IgG (Soybean, IgG,

A09.05.118 6646 |F14) 860

A09.05.118 6607 |Tomartbl (F25), annepren-cneundudeckne IgG (Tomato, IgG, F25) 860

A09.05.118 6655 |[Tpecka (F3), annepreH-cneuncpudeckme IgG (Codfish, IgG, F3) 860

A09.05.118 6650 |TwikBa (F225), annepreH-cneuunduyeckue IgG (Pumpkin, IgG, F225) 860

A09.05.118 6647 |dyHayk (F17), annepreH-cneunduyeckue IgG (Hazelnut, 1gG, F17) 860

A09.05.118 6665 |LLokonaa (F105), annepren-cneundudeckme IgG (Chocolate, 1gG, F105) 1125

A09.05.118 6606 |A6noko (F49), annepreH-cneuunduyeckue IgG (Apple, IgG, F49) 860

A09.05.118 6643 |Aununbii 6enok (F1), annepreH-cneumdudeckue IgG (Egg White, IgG, F1) 860
Anunbin xxentok (F75), annepren-cneundudeckne 1gG (Egg Yolk, 19G,

A09.05.118 6662 |F75) 860
MonekynapHo reHeTU4eckoe nccrnegoBaHune npu pake Tena matku (MSl,

A27.30.228 5511 |POLE) 11 185

A27.30.229 5512 |BbisiBnenHve TpaHcnokaumn EMLAALK, ROS1 u mytauuin B rene MET 15 545

Al12.05.013 7313 |Kapuotun nnoga (abopTHeIN maTepunan) 23835
OueHka cocTosiHUS MMKPOBUOLIEHO3a TONCTONO KULLEYHUKA, 16

A26.19.069.00 nokasarteneu (Hopmodnopa, ycrnoBHoO-NnaToreHHasa rnopa) MeToaoM

1 3347 |MNUP. KOJIOHO®JIOP-16 (MmeTabonunam) 5450
OueHka cocTosIHUSA MMKpOBMoLLeHO3a TONCTOro K1LeYHuKa, 16

A26.19.069.00 nokasarteneu (Hopmochnopa, yCnoBHO-NaToreHHasa 1 naToreHHas ¢onopa)

1 3348 |metogowm MUP. KOJIOHO®JIOP-16 (6uoLeHo3) 5450
CKpVHWMHIOBOE 1CCNefoBaHME HanpaBlieHHbIE HA BbISIBEHWE METOAOM
MUP Bo3byanTenewn KnweyHbix Napa3nTto3oB (Nsmonvosa, amebuasa,
©nacToUMCTHOM MHBA3MK, KpMNTOCNOPMAMO3a, n3ocnoposa). MNpoTto-

A26.19.010 3349 |ckpuH 2 905
"enbmo-ckpuH. CkpuHuHrooe lMLP-uccnengosaHue Bo3dyguTenen
renbMUHTO30B (3HTepobMo3a, ackapugosa, andunnoboTpmosa,

A26.19.010 3355 |onucTopxo3a, TeHMOo3a) 2775

A27.30.223 777722|Mytaummn B reHe POLE 9940

A27.30.052 777723[MyTtauun B reHe IDH2 13 930

A27.30.051 777724{MyTtauun B reHe IDH1 13 930

A27.30.184 777725|Mytaumsa PIK3CA 13 930

A27.30.057 777727 |Onpenenenne metunmposaHms reHa MGMT 13930




A27.05.040

560

OnpepeneHne pacnpoctpaHeHHbix MyTaumi reHoB BRCA1,BRCA2 nipu
pake MOJIOYHON Xenes3bl U ANYHMKOB B GMOMCUIHOM MaTtepuarne

8210

A27.05.062

562

Onpepenenne mytaumi B 18,19.20, 21 ak3oHax reHa EGFR

10 095

A27.30.001

574

OnpepgeneHve MukpocaTennmMTHon HectabunsHocTn (MSI)

7 825

A27.30.017

577

OnpepneneHne nepectpoek reHa ALK

8 915

A27.30.018

578

OnpegeneHue nepectpoek reHa ROS1

8 915

15.10. OnpegeneHue cneunduueckux IgG: 6biToBble annepreHbl
(Determination of Specific IgG: Household Allergens)

B03.002.004

6619

Cwmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, 1gG
(MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum,
Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,
Alternaria tenuis, 1gG)*

2480

B03.002.004

6614

MneceHb Penicillium notatum (M1), annepren-cneundudeckue 1gG
(Penicillium notatum, IgG, M1)

860

B03.002.004

6615

MneceHb Cladosporium herbarum (M2), annepreH-cneundudeckme IgG
(Cladosporium herbarum, 1gG, M2)

860

B03.002.004

6618

MneceHb Alternaria tenuis (M6), anneprex-cneumndunyeckue IgG
(Alternaria tenuis, IgG, M6)

860

A09.05.118

6632

Knew, Dermatophagoides pteronyssinus (D1), annepreH-cneunduyeckme
IgG (Dermatophagoides pteronyssinus, 1gG, D1)

860

A09.05.118

6633

Knew, Dermatophagoides farinae (D2), annepren-cneundmyeckune IgG
(Dermatophagoides farinae, 1gG, D2)

860

B03.002.004

6616

MneceHb Aspergillus fumigatus (M3), annepren-cneunduyeckme 1gG
(Aspergillus fumigatus, IgG, M3)

900

15.11. OnpeaeneHue cneumnduyeckux IgG: annepreHbl ) UBOTHbIX
(Determination of Specific IgG: allergens of Animal Origin)

A09.05.118

6638

Kowka, anutenun (E1), anneprex-cneundunyeckme IgG (Cat Dander-
Epithelium, IgG, E1)

860

A09.05.118

6639

Cobaka, anutenun (E2), annepren-cneundunyeckme 1gG (Dog Epithelium,
IgG, E2)

860

16.1. CeeToonTUuyecKkoe uccnegosaHue cnepmartosongos (Optical
Study of Spermatozoa)

A27.21.001

595

WccneposaHne dparmeHtaumm [IHK B cnepmarosongax MetoaomM
TUNEL (Sperm DNA Fragmentation, TUNEL)

10 805

16.3. AHTUCcnepmanbHbie aHTuTena (Antispermatozoal Antibodies)

A12.06.028

597

MAR-TecT, IgA (konnyecTBeHHOE onpedeneHne Hann4Yns/oTCyTCTBUS
aHTUCnepMarbHbIX aHTUTeN Knacca A ¢ UCMoNb30BaHNEM NaTEKCHbIX
YyacTuy Ha noBepxHocTu cnepmarto3dongos) (MAR-test — Mixed
Antiglobulin Reaction, IgA)

1980

A12.06.028

598

MAR-TecT, IgG (konuyecTBeHHOe onpegeneHne Hanuunsa/oTCyTCTBMSA
aHTUCNepMarnbHbIX aHTUTen krnacca G ¢ MCNonb3oBaHWEM fTaTeKCHbIX
yacTuy Ha noBepxHocTu cnepmartosomngoB) (MAR-test — Mixed
Antiglobulin Reaction, IgG )

1980

A09.20.012

223

AHTUTENa aHTUCNepMarbHble B CbIBOPOTKe kpoBu (Anti-Spermatozoa
Antibodies, ASA, Serum)

1815

17.1. XXupaKocTHasa uuTonorua, okpawmsaHue no NanaHukonay (Liquid-
Based Cytology, LBC, Pap-Test)

A08.20.017.00
2

518

YKngkocTtHasa umtonorus. Liutonornyeckoe uccrnegosaHme
6uomartepmana LWenkn maTku (oKkpalimeaHue no ManaHukonay,
TexHonorus ThinPrep ®)*

2 560

17.2. OKpawusaHue no NanaHukonay ? Pap-tect (Papanicolaou Stain)

A08.20.017

517

LinTonornyeckoe nccnegoBaHme buomatepuana LWenku maTku
(okpawwmBaHue no MNManaHukonay, Pap-tecT) (Cytological Examination:

Cervix, Pap-test)

3380




Lintonornyeckoe uccnegoBaHne bnomarepumana cockoboB ByIbBbl U
Bnaranuviia, KpoMme Lienkn maTku (okpawumsaHue no ManaHukonay, Pap-

A08.20.020 519 TECT) 1775
17.3. OkpawwusaHue no PomaHosckomy-F'mmse (Romanowsky-Giemsa
Stain)
LinTonornyeckoe nccnegosaHue marepuarna, nosy4eHHOro npu
XMPYPrmyecknx BmeLlaTenbCcTBax U pyrnx CPOYHbIX CCNeaoBaHUaX
(Cytological Examination of Material Obtained during Surgical
A08.17.002 500 Procedures and Other Urgent Research) 1240
WccneposaHme cockoBoB M OTNEYaTKOB C MOBEPXHOCTU KOXU U
cnnsuncTbix (Examination of Scrapings and Prints of Skin and Mucous
A08.01.002 502 Membranes) 1240
WMccneposaHne cockoboB 1 OTMEYaTKOB ONyxomnen n onyxonenoaobHbIX
obpasoaHum (Examination of Scrapings and Prints Tumor and Tumor
A08.03.001 503 Like Formations) 1255
5043H |WccnepoBaHue aHpockonmyeckoro Matepuana (Examination of
A08.17.002 O Endoscopic Material) 1240
504Cb |WccnepoBaHus npoMbiBHbIX BOA BPOHXOB (ViccrnenoBaHne CMbIBOB C
A08.09.008 P 6poHxoB) (Examination of Bronchial Washouts) 1240
ViccnegoBaHmne COCKOOOB LUEKN MaTKM U LepBrKanbHOro kaHana
A08.20.017 505 (Examination of Scrapings: Cervix and Cervical Canal ) 1375
LinTonormnyeckoe nccnegoBaHue anuTenus WENKN MaTku ¢ onucaHnem rno
TepmuHornornyeckon cucteme betecga (The Bethesda System ? TBS)
(Cytological Examination of Cervical Epithelium with Description on The
A08.20.017 5056 |Bethesda System, TBS) 2 000
506AC |AccnepoBaHue acnupata ns nonoctu matku (Maskm) (Examination of
A08.20.004 I Uterine Aspiration ) 1240
506BM |WccnepoBaHue oTnevatka ¢ BHyTpumaToyHon cnupanu (BMC)
A08.20.017 C (Examination of Imprint Intrauterine Device, IUD) 1240
507MO
A08.28.012 Y WccneposaHne moun (Examination of Urine) 1240
507M |WccnepoBaHue BbiaeneHuni 3 monodHonm xenesbl (Examination of
A08.20.015 XE Breast Discharge) 1240
507T3 |WccnepoBaHue TpaHccygaToB, akccyaaToB, cekpeToB (Examination of
A08.30.028 C Transudates, Exudates, Secrets) 1255
A08.09.011 508 WccnegosaHve mokpoTbl (Examination of Sputum) 1240
509M |NAccnepoBaHue nyHKTAaTOB MOMOYHOM Xxenesbl (Examination of Punctates:
A08.20.015 KE Breast) 1240
509KO
A08.01.002 XK VccneposaHve nyHkTaToB KOxKM (Examination of Punctates: Skin) 1240
ViccnenoBaHme nyHKTaToB ApyrMx opraHoB U TkaHen (Examination of
A08.30.003 510 Punctates: Other Organs and Tissues) 1240
LinTonormnyeckoe nccnegoBaHue nyHKTaTa LWMTOBUAHOM Xenesbl C
onuncaHvwem no TepMuHonorudeckon knaccudukauum betecaa (The
Bethesda System for Reporting Thyroid Cytopathology (TBSRTC), Fine-
A08.22.004 5106 |Needle Aspiration (FNA)) 2 000
Lintonornyeckoe uccnegoBaHue cockoba (Maska) crmsmcTon o6onouku
nonoctn Hoca (ogHa nokanusauus) (Cytological Examination: Scrapings
A08.08.002 512 (Smear) of Nasal Mucous Membrane (1 Localization)) 1240
VMccnepnoBaHme aHaocKkonmyeckoro Mmatepuana Ha Hannyue Helicobacter
pylori (Examination of Endoscopic Material: Presence of Helicobacter
A08.16.007 514 pylori) 2825
17.4. KoHcynbTauusa rotoebix npenapatos (Cytological Examination of
Early Stained Slides with Cytological Smear)
KoHcynbTaums roToBbIX LUTONOMMYECKUX NpenapaToB (O4HO CTEKIO)
A08.30.007 5000 |(Consultation of Finished Cytological Preparations (1 Glass)) 540




18.1. Tucronornyeckune nccnepoBaHUA C OKpaWMBaHUEM
remaToKcuMnuH-303uHoMm (Histology, hematoxylin and eosin stain (H&E
stain, HE stain))

A08.30.046

511

MmcTonormnyeckoe nccnegoBaHme GuoncunHoOro Matepuana u
MaTepwuana,nosy4deHHOro Npu XMpyprumyeckmx
BMeLLaTeNbCTBax(3HAOCKONUYECKOro MaTepurana;TKaHemn >XeHCKon
NOJSIOBOW CUCTEMBbI;KOXWN,MATKUX TKAHEWN;KpOBETBOPHOM U MMM ONSHON
TKaHeN;KOCTHO-XPSILLEBON TKaHn)*

3450

A08.01.001

534

BruoncunHasa gnarHocTrka 4epmarto3oB - Mopdonornyeckoe
nccnegoBaHue GnonTaToB B LENAX AUArHOCTMKU 3a60neBaHNn KOXK
(kpome HoBooGpasoBaHuin) (Pathology of skin biopsyes)*

2610

A08.16.007

524

MacTput, accounnpoBaHHbin ¢ Helicobacter pylori (rnctonoruueckun
npoduns) (Helicobacter pylori Associated Gastritis)*

5 105

A08.16.002

516

N'mcToxmmuyeckoe uccnepgosaHune Helicobacter pylori (cnnsb)
(Helicobacter pylori, Mucus, Histochemical Study)*

2875

A08.30.006

5110

KoHcynbTaums rotToBbIX rMCTONOrMyeckux npenapaTtos (1 ctekno + 1
6nok) (Consultation of Finished Histological Preparations (1 Glass + 1
Block))

1590

18.2. UMmmyHOrncToXumuyecKkue nccneaoBaHuA
(Immunohistochemical Examination)

A08.30.004

PLUM-I

VIMMYHOTMCTOXMMWUYECKUIA CKPUHWHT paka LUENKM MaTKN — UccneaoBaHue
OBYX MapKepoB AN paHHeN ANarHoCTUKM AMCNNAasnmn C BbICOKON
CTeneHblo pucka o3nokadectenenus: p16INK4a + Ki-67 (bromaTtepuan
drKCMpoBaHHbLIV B (hopmanvHoBom Bydepe)

10 070

A08.30.013

PLUM-

VIMMYHOTMCTOXMMWUYECKUIA CKPUHWHT paka LUENKM MaTKN — UccneaoBaHue
OBYX MapKepoB AN paHHeN ANarHoCTUKM AMCNNAasnmn C BbICOKON
cTeneHblo pucka o3nokadecterneHus: p16INK4a + Ki-67 (buomatepuan,
dmkcmpoBaHHbIV B napaduHosom 6noke) (Cervical Cancer — Study of
Two Markers for Early Diagnosis Dysplasia with High Risk Malignancy:
p16INK4a + Ki-67, Immunohistochemical Screening (Fixed Biomaterial in
Paraffin Block))

10 070

B03.027.007

PMXK-TI"

Pak MOno4YHoW xxenesbl — KOMMMEKCHbIN MMYHOMMCTOXUMUYECKNUI
npodunb (buomartepwman, prMKCpoBaHHbIA B opManmHoBom Bydepe)
(Breast Cancer, Immunohistochemistry, IHC (Formalin-Fixed
Biomaterial))

20 030

B03.027.007

PMXX-
b

Pak MOno4YHoW xxenesbl — KOMMMEKCHbIN MMYHOMMCTOXUMUYECKNUI
npodounb (buomartepwmarn, pMKCMpoBaHHbIA B NnapadHOBOM GIIOKe)
(Breast Cancer, Immunohistochemistry, IHC (Paraffin-Embedded Tissue
Block))

20 030

A08.30.034

525

PeuenTopbl kK acTporeHam 1 NporecTepoHy, UMMYHOTMCTOXMMUYECKOE
nccneposaHue (Estrogen and Progesterone Receptors,
Immunohistochemical Study)*

8 755

A08.30.034

5251

PeLenTopbl kK acTporeHaMm 1 NporecTepoHy, MIMMYHOTMCTOXMMUYECKOE
nccneposaHue (buomaTtepwman, OUKCUPOBAHHbLIV B NapadMHOBOM Grioke)
(Estrogen and Progesterone Receptors, Immunohistochemical Study
(Fixed Biomaterial in Paraffin Block))

8 755

A08.30.013

51111
rX

Ki-67 (MIB-1) akcnpeccusi, UMMYHOrMCTOXUMMWYECKOE UCCregoBaHue:
OLleHKa nponndepaTMBHOM akKTUBHOCTK NO aKkcnpeccum Ki-67
(bwomaTtepuan, dukcmpoBaHHbIN B hopmanuHoBoM Gydepe) (Ki-67 (MIB-
1) Expression, Assessment of Proliferative Activity by Expression Ki-67,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

6 935

A08.30.013

52221
X

Ki-67 (MIB-1) akcnpeccusi, UMMYHOTMCTOXUMUYECKOE UccneaoBaHue:
OLleHKa nponundepaTMBHON akTUBHOCTK No akcnpeccum Ki-67
(buomaTtepuan, dukcmMpoBaHHbI B napaduHoBom bnoke) (Ki-67 (MIB-1)
Expression, Assessment of Proliferative Activity by Expression Ki-67,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

6 935




A08.30.013.00
1

51121
rx

HER2/neu akcnpeccusi, HER2-ctatyc, MMMYHOIMCTOXMMUYECKOE
uccneposaHue, NMX (bnomatepuan ukcMpoBaHHbIN B OpMannHOBOM
oydepe) (HER2/neu Expression, HER2 Status, Immunohistochemical
Study (Fixed Biomaterial in Formalin Buffer))*

8 575

A08.30.013.00
1

530FIS
H

Onpepnenenne HER2 cTaTyca onyxonu meToaom
nmMmMyHodpnyopecueHTHon rmbpuansaumm in situ (FISH) (Determination of
HER?2 Status of Tumor, Fluorescence In Situ Hybridization)

37 945

B03.027.020

532Urr
X

Pak npeacraTenbHOM xenesbl — KOMNEKCHOE MMMYHOrMCTOXUMNYECKOE
nccrnegoBaHue € OLEHKOM akcnpeccuu: anbda-metunaumn-KoA-
pauemasbl (P504S, AMACR), untokepaTMHOB BbICOKOTO MOMNEKYNSIPHOrO
Beca (34?E12), 6enka p63 (Prostate cancer — complex
immunomorphological examination using assessment of the expression
AMACR, high molecular weight cytokeratin (34?E12), p63)*

14 415

B03.027.020

533UI
X

Pak npeactatenbHOmn xenesbl — KOMMIEKCHOEe MMMYHOTMCTOXMMUYECKOE
nccnegoBaHmne ¢ OLEHKON akcnpeccun: anbda-metunaumn-KoA-
pauemasbl (P504S, AMACR), uMtokepaTMHOB BbICOKOrO MOJSIEKYIIPHOIO
Beca (34?E12), 6enka p63 (Prostate cancer — complex
immunomorphological examination using assessment of the expression
AMACR, high molecular weight cytokeratin (34?E12), p63)

14 415

A08.30.013.00
1

5113U
X

HER2/neu akcnpeccus, HER2-ctatyc, MMMYyHOrMCTOXMMUYECKOE
nccnegoBanne, UMX (bnomatepuan, UKCMpOBaHHbIN B NapacpMHOBOM
6noke) (HER2/neu Expression, HER2 Status, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

8 575

A08.30.013

51141
X

MMMyHormctoxmmmnyeckas AuarHocTuka XpoHU4ECKoro saHaoMeTpuTa —
BbISIBIIeHVEe nnasmaTunyeckmx knetok (CD138) (buomatepuan,
hukcnpoBaHHbI B hopmanmHoBom bydepe) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis
(Fixed Biomaterial in Formalin Buffer))*

6 835

A08.30.013

51154
rx

MIMMyHOrMCTOXMMMYECKasa AMarHOCTUKa XPOHUYECKOro SHAOMETpUTa —
BbIsiBNEHWE nnasmaTtnyeckux knetok (CD138) (buomartepuan,
dmkcmpoBaHHbIV B napaduHoBom 6noke) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis
(Fixed Biomaterial in Paraffin Block))

6 835

A08.30.013

5116U
rx

MIMMyHOrMCTOXMMMYECKOe uccnegoBaHue mapkepa paHHen guarHOCTUKK
amcnnasum ¢ BbICOKOW CTEMEHbHO pucka o3nokavectereHus: p16INK4a
(buomaTtepuan, gukcmMpoBaHHbIN B hopmanuHoBoM 6ydepe) (Early
Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

6 025

A08.30.013

51171
X

MIMMyHOrMCTOXMMMYECKOe uccnegoBaHue mapkepa paHHen guarHOCTUKK
amcnnasum ¢ BbICOKOW CTEMEHbHO pucka o3nokavectereHus: p16INK4a
(buomaTtepuan, uKcMpoBaHHbIV B NnapaduHoBom 6noke) (Early
Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

6 025

A08.30.013

51181
X

UmmyHornctoxmmmdeckoe (UIMX) nccnegosaHue: gmarHOCTuKa
numdonponudepaTUBHbIX 3aboneBaHuin (bomatepuarn, 3akmo4YeHHbIN B
napacdmHoBbI 65110K) (Immunohistochemical diagnosis of
lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

37 285

A08.30.013

51191
rX

UmmyHornctoxmmmdeckoe (UIMX) nccnegoBaHue: gmarHoCTuka
nuMmdonponudepaTUBHbIX 3abonesaHnin (bnomarepuan,
bukcnpoBaHHbI B hopmanmHoBom Bydepe) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in Formalin
Buffer))*

37 285




A08.30.013

51201
rx

MmmyHornctoxummdeckoe (UIMX) ncenegoeaHme: guarHocTuka
rMcToreHe3a MeTacTasoB Npu HeYyCTaHOBIEHHOM NEPBUYHOM ovare
(cnekTp MapkepoB ANs BbISIBNEHUS] TKAHEBOW MPUHAAIEXHOCTM)
(briomatepuan, 3akntoyeHHbIN B napaguHoBbIA BNoK)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Tissue Embedded in Paraffin Block))

37 285

A08.30.013

51211
rx

MmmyHornctoxummdeckoe (UIMX) nccnegosaHue: guarHocTuka
rmcToreHesa MeTacTasoB MpU HEeyCTaHOBNIEHHOM NEPBUYHOM ovare
(cnekTp MapkepoB ANsl BbISIBNEHUS] TKAHEBOW MPUHAAIEXHOCTM)
(briomatepuan, ukcMpoBaHHbIN B hopmanuHoBoM Bydepe)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Fixed Biomaterial in Formalin Buffer))*

37 285

A08.30.013

535

OudbdepeHumnanbHaa guarHocTMka MenaHombl,
nmmyHoructoxummyeckoe (MIMX) nccnegosaHme, oueHka akcnpeccum S-
100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant
melanoma using assessment of the expression S-100, Melan A (MART-
1), HMB-45, SOX-10)*

41 900

A08.30.013

536

OunddepeHumnaneHasa gnarHoctTmka MenaHoMel,
nMmmyHoructoxmmmndeckoe (MIMX) nccnegosaHume, oLeHKa akcnpeccum S-
100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant
melanoma using assessment of the expression S-100, Melan A (MART-
1), HMB-45, SOX-10)

41 900

A08.30.013

537

MmmyHornmcToxmmmdeckoe nccnegosaHue (1 mapkep): yrouHaowee UIMX-
nccnegoBaHue ¢ ucnonb3osaHveM 1 aHtutena (Mapkepa)

5 895

19.1. UuTtoreHeTnueckue nccnegosanusa (Cytogenetic Examination)

A12.05.013

7811

WccnepoBaHue kapuoTtuna (KONMYeCcTBEHHbIE U CTPYKTYPHbIE aHOManum
xpomocom) (Karyotype)

9 985

A08.30.029

7312

Wccneposanue kapuoTtuna (KonmyecTBeHHbIE U CTPYKTYPHbIE aHoOManum
XpPOMOCOM) C 06A3aTenbHON Bblaayen Kapuorpammol

10 295

20.1. OHKoremartonoruyeckue uccneposaHusa (Oncohematological
Examination)

B03.019.001

777731

LinToreHeTnyeckunin aHanm3 KNeTok KOCTHOro Mo3ra (kapuoTun)
(Cytogenetic analysis of bone marrow (karyotype))

10 090

A27.30.070

777732

AHanns xumepHoro reHa BCR/ABL - 1(9;22), onpegeneHne tuna
TpaHckpunta BCR/ABL rena - MNMUP, kadects. (Analysis of chimeric gene
BCR-ABL - t(9;22), assessment of the BCR-ABL gene transcript type,
PCR, qualitative)

4 835

A27.30.069

777733

AHanua oTHocuTenbHom akcnpeccun reHa BCR/ABL -konnyectBeHHas
RQ MUP (MUP B peansHoM BpeMeHun, konny.) (Analysis of the BCR/ABL
relative expression, RQ-PCR, quantitative)

7715

A27.30.069

777741
BCL

UccneposaHne mytaumoHHoro ctatyca BCR-ABL reHa (metog npsimoro
cekBeHupoBaHus no CaHrepy) (BCR-ABL1 Mutation Analysis using direct
Sanger sequencing, qualitative)

11120

A27.30.070

777734

AHanns xumepHoro reHa BCR-ABL (FISH, konuy.) (Analysis of chimeric
gene BCR-ABL, FISH, quantitative)

11 915

A27.30.346

777735

AHanns nepectpoek reHa FGFR1 (FISH, konuy.) (Analysis of gene
rearrangements FGFR1 (FISH, quantitative))

11 915

A27.30.013

777736

AHanuns nepectpoek reHa PDGFR?(FISH, konuy.) (Analysis of gene
rearrangements PDGFR? (FISH, quantitative))

11 915

A27.30.013

777737

AHanuns xumepHoro reHa FIP1L1/PDGFR?(FISH, konwny.) (Analysis of
chimeric gene FIP1L1/PDGFR? (FISH, quantitative))

11 915

A27.05.012

777738

AHanns mytauumm B 12 ak3oHe JAK2 reHa (MUP, kay.) (Analysis of JAK2
Exon 12 mutations (PCR qualitative))

7 695

A27.05.021

777739

AHanuns mytauum u geneuun B reHe MPL (MUP, kay.) (Analysis of MPL
gene mutations, deletions, (PCR qualitative))

7715

A27.05.021

777740

AHanus mytauumn, geneuun, nHcepumii B reHe CALR (MUP, kay.)
(Analysis of CALR gene mutations, deletions, insertions, PCR,
gualitative)

7715




777769|KapuoTtunn oHkorematonornveckun (Karyotype, Hematologic Disorders,
A12.05.013 KQ Peripheral Blood) 9 765
777742|AHanua xumepHoro reHa PML/RAR? -t(15;17) (INUP, ka4.) (Analysis of
A27.30.090 PML [chimeric gene PML/RAR? -t(15;17) (PCR, qualitative)) 4 080
777743|Ananu3 xumepHoro reHa RUNX1/RUNX1T1 -(8;21) ( MUP, kay.)
A27.30.414 RUN [(Analysis of chimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative)) 4080
AHanus xumepHoro reHa CBF?/MYH1- inv(16),t(16;16) (MUP, ka4)
777744((Analysis of chimeric gene CBF?/MYH1- inv(16),t(16;16) (PCR,
A27.30.089 CBF |qualitative)) 6 530
777753|AHanu3 nepectpoek 5 xpomocomsl (FISH, konuy.) (Analysis of
A27.30.426 Q5 chromosome 5 rearrangements (FISH, quantitative)) 12 505
777748|AHanu3 nepectpoek 7 xpomocombl (FISH, konuy) (Analysis of
A27.30.422 Q chromosome 7 rearrangements (FISH, quantitative)) 12 505
777749|Ananua nepectpoek MLL reHa (FISH, konny.) (Analysis of MLL gene
A27.30.413 MLL [rearrangements (FISH, quantitative)) 12 505
777747|Ananns nepectpoek 3q (FISH, konun4.) (Analysis of 3q rearrangements
A27.30.421 3Q (FISH, quantitative)) 12 505
777751|Ananuns geneunn 12p (FISH, konund.) (Analysis of 12p deletion (FISH,
A27.30.415 P guantitative)) 12 505
777752|Ananuns geneunn 20q (FISH, konund.) (Analysis of 20q deletion (FISH,
A27.30.415 Q20 |quantitative)) 12 505
777745|AHann3 xumepHoro reHa MLL/AF4 -t(4;11) (MNUP, kay.) (Analysis of
A27.30.100 MLL  [chimeric gene MLL/AF4 -t(4;11) (PCR, qualitative)) 4 080
777746|Ananun3 xumepHoro reHa E2A/PBX1 - 1(1;19) (MUP, kay.) (Analysis of
A27.30.131 E2A  |chimeric gene E2A/PBX1 -1(1;19) (PCR, qualitative)) 3790
777791|Ananuns geneunn TP53 rena (FISH, konny.) (Analysis of TP53 gene
A27.30.415 TP53 |deletion (FISH, quantitative)) 12 370
777754|Ananuns geneunn TP53 rena (FISH, konny.) (Analysis of TP53 gene
A27.30.415 TP53 |deletion (FISH, quantitative)) 13 350
777755|Ananu3 nepectpoek IGH rena (FISH, konuy.) (Analysis of IGH gene
A27.30.424 IGH rearrangements (FISH, quantitative)) 12 505
777756|AHanu3 TpaHcnokaumu t(4;14)(p16;q32) (FISH, konuy.) (Analysis of
A27.30.144 TH translocation t(4;14)(p16;932) (FISH, quantitative)) 12 370
777757 |Ananus TpaHcnokaumu t(11;14)(q13;932) (FISH, konny.) (Analysis of
A27.30.110 TQQ [translocation t(11;14)(q13;932) (FISH,quantitative)) 12 505
AHanns moHocomuu, geneummn 13 xpomocomsl — (del(13), -13) (FISH,
777792{konuny.) (Analysis of chromosome 13 monosomy, deletion — (del(13), -
A27.30.416 DEL |13) (FISH,quantitative)) 11 925
AHanus moHocomuw, geneunm 13 xpomocomsl — (del(13), -13) (FISH,
777758{konuny.) (Analysis of chromosome 13 monosomy, deletion — (del(13), -
A27.30.427 DEL [13) (FISH,quantitative)) 12 505
777793|AHanua TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH, konuy.) (Analysis of
A27.30.424 IGH translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 11 925
777759|AHanu3 TpaHcnokaumu t(14;16) (IGH/MAFB) (FISH, konuy.) (Analysis of
A27.30.424 IGH translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 12 505
777761|AHanu3 nepectpoek ATM reHa (FISH, konuny.) (Analysis of ATM gene
A27.30.423 ATM [rearrangements (FISH, quantitative)) 13 350
777762|AHanus Tpucomun 12 xpomocomsl (+12) (FISH, konny.) (Analysis of
A27.30.425 Q12 chromosome 12 trisomy (FISH, quantitative)) 12 505
AHanns Bcex cneumndunyeckmx abeppauuin Ha napadmHoOBbIX cpe3ax
777774 (rveTtoFISH, konny.) (Analysis of all specific aberrations on paraffin slides
A27.30.419 TQQ [(FISH Histology, quantitative)) 24 650
AHanns TpaHcnokaumm t(11;14)(q13;932) Ha napadmnHOBbLIX cpe3ax
777790((rncToFISH, konuny.) (Analysis of translocation t(11;14)(q13;932) on
A27.30.110 TQ paraffin slides (FISH Histology, quantitative)) 17 790
777763|Ananuns TpaHcnokaumm t(11;18)(g21;921) (FISH, konuy.) (Analysis of
A27.30.424 TQQ [translocation t(11;18)(q21;921) (FISH, quantitative)) 12 505




777764|AHanu3 nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konu4.) (Analysis
A27.30.148 BCL |of BCL- 6 gene rearrangements (der(3)(q27) (FISH, quantitative)) 12 505
AHanns nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napadunHOBLIX cpe3ax
777771|(T'ncTtoFISH, konuy.) (Analysis of BCL- 6 gene rearrangements
A27.30.148 BCL [(der(3)(g27)) on paraffin slides (FISH Histology, quantitative)) 21 085
AHanus nepectpoek MYC reHa ( 1(8;14)(924;932)-1(2;8)(p11;924), t(8
777765(;22)(q24;q11)) (FISH, konny.) (Analysis of MYC gene rearrangements
A27.30.096 MYC  [(t(8;14)(g24,;932)-1(2;8)(p11;924), t(8 ;22)(g24;q11) (FISH, quantitative)) 12 505
AHanns TpaHcnokaumm t(2;5)(p23;935) Ha napadunHOBLIX cpe3ax
777772)(rvectoFISH, konny.) (Analysis of translocation t(2;5)(p23;935) on paraffin
A27.30.420 TPQ |[slides (FISH Histology, quantitative)) 16 945
AHanns nepectpoek BCL2 reHa
t(14;18)(q32;921),t(2;18)(p11;921),1(18;22)(921;q11) (FISH, konuy.)
777767 |(Analysis of BCL2 gene rearrangements
A27.30.148 BCL2 (t(14;18)(g32;921),t(2;18)(p11;q21),t(18;22)(q21;q11) (FISH, quantitative)) | 12 505
AHanus nepectpoek BCL2 reHa Ha napadmHoBbIx cpe3ax (rmcToFISH,
777773|konny.) (Analysis of BCL2 gene rearrangements on paraffin slides (FISH
A27.30.148 BCL2 [Histology, quantitative)) 21 085
Mapkep pa3sutusa Ph’-HeraTnBHbIX XPOHUYECKMX
MuenonponudepaTnBHbix 3abonesannn (XMIM3): kauecTBeHHas oueHka
Hanm4msa comatmdeckon mytaumm 617F rena JAK2 (Marker of Ph-
7262S [negative Chronic Myeloproliferative Disorders (cMPD): qualitative
A27.05.012 1-PH [|assessment of presence of gene JAK2 617F somatic mutation) 4 460
21.2. O6pas3 xusHu u reHeTudeckue dpakropsl (Lifestyle and Genetic
Factors)
MogrotoBka k onepauuu (reHsl MTHFR, MTRR, MTR, F2, F5)
A27.30.263 110I'M [(Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5)) 9910
MogrotoBka k onepauuu (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3
110IT1/ |JonncaHusa pe3ynbTaToB Bpadom-reHeTukom) (Preparation for Surgery
A27.30.263 b3 (Genes MTHFR, MTRR, MTR, F2, F5) (without Description)) 9075
21.3. PenpogyKtusHoe 3aoposbe (Reproductive Health)
7252A |HapyweHusa cnepmatoreHesa, 6 mapképos (Mukpoaeneunm nokyca AZF)
A27.30.297 ZFI (Spermatogenesis disorders (6 AZF)) 3890
7252b |HapyweHusa cnepmatoreHesa, 6 mapképos (Mukpogeneunm nokyca AZF)
A27.30.297 3 (6e3 onucaHnsa pesynbTaToB rEHETUKOM) 3240
>KeHckoe 6ecnnogue n ocnoxHeHne 6epemeHHocTH (rensl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; kapuoTtun) (Female
Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR, MTR,
A27.30.291 109I'M [ACE, AGT, RHD, HLA II; Karyotype)) 31850
Xouy cTaTb MamoW: OCroXHeHus 6epemeHHocTH (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother: Pregnancy
A27.30.262 108I'M [Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)) 27 870
Xouy cTaTb MaMoWu: ocrnoxHeHus 6epemeHHocT (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (6e3 onvcaHusi pe3ynbTaToB Bpa4oM-
reHeTmkom) (Want to Become a Mother: Pregnancy Complications
108IT1/ [(Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without
A27.30.262 B3 Description)) 26 100
CKMOHHOCTb k TpOM603aM npu 6epeMeHHOCTU: MUHUMarbHasi NaHenb
(reHbl F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2,
A27.30.282 131N |F5)) 3185
CKMNOHHOCTbL K TPOMGO3am Npy 6ePeEMEHHOCTU: MUHUMAaTbHas NaHemnb
(reHbl F2, F5) (6e3 onncaHus pe3ynbTaTtoB BpayoM-reHETUKOM)
13111/ |(Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5) (without
A27.30.268 B3 Description)) 2825




MprBbIYHOE HEBbIHALLMBaHME BEPEMEHHOCTH, B T. Y. CKITOHHOCTb K
Tpombo3am npu 6epemMeHHOCTU: paclumpeHHas naHens (reHsl MTHFR,
MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic Tendency in

A27.30.270 140IM |Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5)) 9910
MpuBbIYHOE HEBBLIHALLMBaHWE BEPEMEHHOCTU, B T. Y. CKIIOHHOCTb K
Tpombo3am npu 6epemMeHHOCTU: paclumpeHHas naHens (reHsl MTHFR,
MTRR, MTR, F2, F5) (6e3 onucaHusi pe3ynbtaToB Bpa4oM-reHETUKOM)
140rT1/ |(Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended
A27.30.270 B3 Panel (Genes MTHFR, MTRR, MTR, F2, F5) (without Description)) 9075
BO3HUKHOBEHME M30MNMPOBaHHBLIX NMOPOKOB Pa3BuUTUS Yy Nrnoga (reHol
MTHFR, MTRR, MTR) (Isolated Malformations in Fetus (Genes MTHFR,
A27.30.269 1371 [IMTRR, MTR)) 5 500
BoO3HUKHOBEHME M30MMPOBaHHBIX MOPOKOB Pa3BUTUS Y Nioda (reHbl
MTHFR, MTRR, MTR) (6e3 onucaHns pesynbTtaToB Bpa4OM-reHETUKOM)
13711/ |(Isolated Malformations in Fetus (Genes MTHFR, MTRR, MTR) (without
A27.30.269 B3 Description)) 4760
TpomboTU4ecKne oCroXXHEHUSA NpY CTUMYNALMK oBYnsAunn (reHol F2, F5)
A27.30.271 1411 |[(Thrombotic Complications of Ovulation Induction (Genes F2, F5)) 3185
TpomboTU4ecKkne oCroXXHEHUSA NpY CTUMYNALKMK oBYnsAunK (reHsl F2, F5)
(6e3 onucaHua pesynbTaTtoB Bpadom-reHeTnkom) (Thrombotic
14111/ |Complications of Ovulation Induction (Genes F2, F5) (without
A27.30.271 B3 Description)) 2825
Myxckoe 6ecnnogue (reHbl AR, CFTR; AZF-pervioH; kapmoTun) (Male
A27.30.294 10711 |Sterility (Genes AR, CFTR; AZF-Region; Karyotype)) 36 270
"eHeTnyeckne dakTopbl Myxckoro 6ecnnogus (reHsl AR, CFTR; AZF-
pernoH) (Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-
A27.30.284 14611 [Region)) 34 545
HapyLwweHns cnepmaToreHesa: paclumpeHHas naHens (AZF-pernoH)
A27.30.297 76611 [(Impairment of Spermatogenesis: Full Panel (AZF-Region)) 13 190
HapylweHusi cnepmaToreHesa: paclumpeHHasa naHens (AZF-pervon) (6e3
76616 |onucaHuga pesynbTtatoB BpadoM-reHeTkoM) (Impairment of
A27.30.297 3 Spermatogenesis: Full Panel (AZF-Region) (without Description)) 13 360
OnacHocTb Npu Npueme oparbHbIX KOHTpaLenTnBoB (reHbl F2, F5) (6e3
118IT1/ [onnucanus pesynstaToB BpadyoM-reHeTkoM) (Risk of Oral Contraceptives,
B03.070.457 |B3 OCs (Genes F2, F5) (without Description)) 2825
O6wmeH donueson kucnotol (reHsl MTHFR, MTRR, MTR) (Folic Acid
A27.30.295 120l [Metabolism (Genes MTHFR, MTRR, MTR)) 5 500
O6wmeH donueson kncnotbl (reHsl MTHFR, MTRR, MTR) (6e3 onucaHus
120IT1/ |pesynbTaTtoB Bpayom-reHeTnkoM) (Folic Acid Metabolism (Genes
A27.30.295 B3 MTHFR, MTRR, MTR) (without Description)) 4760
OnacHocTb Npu Npueme opanbHbIX KOHTpauenTmMBoB (reHbl F2, F5) (Risk
B03.070.461 |118IT1 |of Oral Contraceptives, Ocs (Genes F2, F5)) 3185
21.4. HLA-TunuposaHue u pesyc-¢pakrop (HLA (Human Leukocyte
Antigens) Typing and Rh factor)
7821R
A27.30.431 H Onpegenenne pesyc-akrtopa (Rh factor Definition) 9 265
A12.05.007.00 |7207T
4 PoI OnpepeneHne reHotuna pesyc-akropa (RH factor Genotype) 15 360
Onpepgenenne reHoTuna pesyc-aktopa (6e3 onucaHus pesynbTaToB
A12.05.007.00 |72076 |Bpadom-reHeTnkoM) (Genotype of RH factor Definition (without
4 3 Description)) 14 380
3314G |Pesyc-haktop nnoga. BeiseneHne reHa RHD nnoga B KpoBu matepu
A27.30.276 R (RHD gene of the fetus in the mother's blood) 9 150
TunumpoaHue reHoB cuctemsl HLA |l knacca (redsl DRB1, DQA1, DQB1)
7831H [(System Human Leukocyte Antigen (HLA) Class I, Typing (Genes DRB1,
A27.05.041 |L DQA1, DQB1)) 9 980
MonekynapHo-reHeTuyeckoe uccrnegosaHme HLA-B27 (Molecular
A27.05.041 1334 |Genetic Testing HLA-B27) 2 905

21.5. Cuctema ceeptbiBaHuA Kposu (Blood-Clotting Sequence)




Tpomb603bl: paclumpeHHasi naHens (reHbl F2, F5, MTHFR, MTRR, MTR)

A27.30.264 1141 |(Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR)) 9910
Tpomb6o3bl: paclumpeHHas naHens (reHsl F2, F5, MTHFR, MTRR, MTR)

114IT1/|(6e3 onncaHnst pedynbtaToB BpavyoM-reHeTrnkom) (Thrombosis: Advanced

A27.30.264 B3 Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without Description)) 9075
PaclwmnpeHHoe nccnegoBaHne reHoB CUCTEMbI reMocTtasa (reHbl F2, F5,

MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Extended
Study of Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13,

A27.30.275 19I'M  [FGB, ITGA2, ITGB3, F7, PAI-1)) 13 220

PaclwmnpeHHoe nccnegoBaHne reHoB CUCTEMbI reMocTtasa (reHbl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3
onucaHus pesynbTaTtoB Bpadom-reHeTnkom) (Extended Study of

19ITl/b|Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,

A27.30.275 3 ITGA2, ITGB3, F7, PAI-1) (without Description)) 11 345
Tpombo3bl: cokpaleHHas naHens (reHsl F2, F5) (Thrombosis: Minimum

A27.30.264 1231 [(Genes F2, F5)) 3185
Tpombo3bl: cokpaleHHasa naHens (reHsl F2, F5) (6e3 onucaHns

123IT1/ |pesynbTaToB Bpavyom-reHeTMkoM) (Thrombosis: Minimum (Genes F2, F5)
A27.30.264 B3 (without Description)) 2825
A27.30.429 125l [®unbpurHoreH (ren FGB) (Fibrinogen (Gene FGB)) 3020
1251/ [®nbpuHoreH (reH FGB) (6e3 onucaHnsa pesynbTaToB BpavyoOM-reHETUKOM)

A27.30.429 B3 (Fibrinogen (Gene FGB) (without Description)) 2770
MnepromouuctenHemusa (reHel MTHFR, MTRR, MTR)

A27.30.283 138I'T1 |(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR)) 5 500
M'mnepromounctenHemuns (reHsl MTHFR, MTRR, MTR) (6e3 onucaHus

138IT1/ |pesynbTaToB Bpavom-reHeTMkoM) (Hyperhomocysteinemia (Genes

B03.070.473 |B3 MTHFR, MTRR, MTR) (without Description)) 4760
neparperauust pomboumnToB (reHel ITGA2, GP1BA) (Platelet

A27.30.266 12211 [Hyperaggregation (Genes ITGA2, GP1BA)) 2525
M'neparperauus TpomboumToB (reHbl ITGA2, GP1BA) (6e3 onucaHus

122[T1/ |pe3ynbTaTtoB Bpadom-reHeTukom) (Platelet Hyperaggregation (Genes

A27.30.266 B3 ITGA2, GP1BA) (without Description)) 2 260
TpomboumnTapHbiv peuenTtop cmnbpuHoreHa (reH ITGB3) (Platelet

A27.30.430 72011 [Fibrinogen Receptor (Gene ITGB3)) 2 290
TpomboumnTapHbii peuenTtop cmnbpuHoreHa (reH ITGB3) (6e3 onucaHus

72016 |pesynbTaToB BpadoM-reHeTukom) (Platelet Fibrinogen Receptor (Gene

A27.30.430 3 ITGB3) (without Description)) 1885
21.6. bonesHu cepaua u cocyaos (Heart and Blood Vessel
(Cardiovascular) Diseases)

ApTepuanbHas runepTeHaus, nonHasa naHens (reHsl ACE, AGT, NOS3)
1291 T1/ |(6e3 onucaHusa pesynbTaToB BpavyoM-reHeTukoM) (Arterial Hypertension:

A27.30.267 B3 Full Panel (Genes ACE, AGT, NOS3) (without Description)) 8 425
ApTepuanbHasi runepTeH3ns, cBA3aHHasi C HapyLeHUsiMU B
peHuHaHrmoTeHsnHoson cucteme (reHol ACE, AGT) (Arterial

B03.070.476 [121IT1 [Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT)) 2525
ApTepuarnbHas runepTeH3us, CBA3aHHas C HapyLUEHUSMHY B
peHUHaHrMoTeH3nHoBon cucteme (reHol ACE, AGT) (6e3 onucaHus

1211 TV/ |pesynbTaToB Bpavyom-reHeTkoMm) (Arterial Hypertension, Renin-

B03.070.472 |B3 Angiotensin System Disorder (Genes ACE, AGT) (without Description)) 2 260
ApTepuarnbHas runepTeH3us, CBA3aHHas C HapyLeHusiMu B pabote
aHpgoTenuanbHon NO-cuHTasbl (reH NOS3) (Arterial Hypertension,

B03.070.479 |76111 [Endothelial NO-Synthase Disturbance (Gene NOS3)) 2 005
ApTepuarnbHasi runepTeH3uns, cBA3aHHasi C HapyLeHusimu B paboTe
aHgotenuanbHon NO-cuHTasbl (reH NOS3) (6e3 onncaHnsi pesynbtaToB

76116 |Bpayom-reHeTnkom) (Arterial Hypertension, Endothelial NO-Synthase
B03.070.480 |3 Disturbance (Gene NOS3) (without Description)) 1700




21.7. bonesHM }enyaouHo-KueyHoro TpakTa (Gastrointestinal
Diseases)

A27.30.265

117111

BbonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease
(Genes DLG5, NOD2, OCTN1, OCTN2))

12 260

21.8. bonesHu UeHTpanbHOM HepBHOWM cuctembl (Central Nervous
System (CNS) Diseases)

A27.30.296

7641B-
API

Puck 6onesHn Anburenvepa (AnonunonpotenH E (ApoE). BeisiBneHne
nonnmopduama e2?e3?e4)

3500

A09.05.259

1231

myTaTtvoH obLwmi

3 600

21.9. OHKonoruyeckue 3abonesaHus (Cancer Diseases)

A27.30.274

15411

HacnegcteeHHble criydyan BRCA-accouumnpoBaHHOro paka y My»KYuH: pak
rpyaHou, nogkenyqoyHon, npeacTaTenbHOn Xenes, pak ssiudek (reHbl
BRCA1, BRCA2) (Hereditary Breast Cancer In Men: Cancer of Breast,
Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2))

4 400

A27.30.274

154111/
B3

HacnegcteeHHble crniydan BRCA-accounmnpoBaHHOro paka y My»XX4YuH: pak
rPyAHOW, NogKenyaoYHON, NpeacTaTenbHOM Xenes, pak anyek (reHbol
BRCA1, BRCA2) (6e3 onncaHusi pe3ynbTaToB Bpa4OM-reHETUKOM)
(Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,
Prostate, Testicular Cancer (Genes BRCAL, BRCA2) (without
Description))

4 080

A27.05.012

7260

Mapkep pa3BuTus Ph’-HeraTtuBHbIX XPOHNYECKNX
MuenonponudepaTBHbix 3abonesaHun (XMM13): konuyectBeHHOE
onpegerneHne COOTHOLLEHNSI HOPMarbHOIO U MyTaHTHOrO annenen
617V/617F reHa JAK2 (Marker of Ph-negative Chronic Myeloproliferative
Disorders (cMPD): quantification of wild-type and mutant allelic ratio of
gene JAK2 617V/617F)

12 260

A27.30.279

12411

HacnenctBeHHble crnydan paka MOOYHOM Xenesbl W/Wnm SNYHUKOB (FeHbI
BRCA1, BRCA?2) (Hereditary Breast and/or Ovarian Cancer, HBOC
(Genes BRCAL, BRCA2))

6 505

A27.30.281

12411/
B3

HacnepncTteeHHblE criyyan paka MOSIOYHON XKernesbl U/KUnm SNYHUKOB (reHbl
BRCA1, BRCA2) (6e3 on1caHusi pe3ynbTaToB Bpa4YOM-reHETUKOM)
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1,
BRCAZ2) (without Description))

5 560

A27.30.279

12441

HaCJ'Ie,EI,CTBeHHbIe Cny4daun paka MOJIOMHOM Xene3bl U/unm ANYHNKOB
BRCAL, BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian Cancer

)

10 465

21.10. HapyweHusa ob6meHa Bewects (Metabolic Disease, Metabolic
Disturbance)

A27.30.273

15311

Ocrteonopoas: nonHas naHens (reHsl CALCR, COL1A1, VDR)
(Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR))

8 295

A27.30.273

153/
B3

Octeonopo3s: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (6e3
onucaHus pesynbTaTtoB Bpadom-reHeTnkom) (Osteoporosis: Full Panel
(Genes CALCR, COL1A1, VDR) (without Description))

7 850

A27.30.433

7691

JlakTasHasa HegocTaTtoyHocTh (reH MCMG6) (Adult Lactase Deficiency
(Gene MCM6)

2075

21.11. dapmaKkoreHeTuka (Pharmacogenetics)




A27.30.293

1421T1

WHrmbuTopsl AMN®, dnysactaTtuH, 6nokatopsl peuentopos ATII.
MporHo3npoBaHne HedponpoTeEKTMBHOrO addekta uHrnbutopos Alld
npu HeamabeTnyeckux 3aboneBaHusx. eHeTU4eckne Mapkepbl
3apheKTMBHOCTIN aTeHonona nNpy apTepmuansHON rmMnepTeH3nmn ¢
rmnepTpocdhmen NeBoro xenyaodka unv Tepanum dprysactaTMHOM npu
nwemmnyeckon bonesHu cepgua. OnpegeneHve Hanuums
NonMMopn3MOB reHa aHrMOTEH3MH-NpeBpaLLaLLero epmMmeHTa (reH
ACE) (ACE Inhibitors, Fluvastatin, ATII Receptor Blockers. Forecasting
Renoprotective Effect of ACE Inhibitors in Un-Diabetic Diseases. Genetic
Markers of Effectiveness of Atenolol in Hypertension with Left Ventricular
Hypertrophy or Fluvastatin Therapy in Ischemic Heart Disease. Detection
of Polymorphisms of Gene of Angiotensin-Converting Enzyme (Gene
ACE))

2525

A27.30.434

7261D-
CY

JlozapTtaH/vpbecapTaH. F'eHeTU4EeCKUn MapKep pucka HapyLleHun
meTabonuama 6rnokaTopoB peLenTopoB aHrMoTeH3nHa Il: nosapTtaHa u
npbecaptaHa no TMny ocnabneHns 1 ycuneHus nx rmnoTeH3MBHOro
OencTBNsA, COOTBETCTBEHHO. OnpeaeneHne Hanuuusa nonnMMopguamMoB
reHa umtoxpoma CYP2C9 (Losartan/Irbesartan. Genetic Marker of Risk
of Metabolic Disorders Blockers of Receptors of Angiotensin Il, Losartan
and Irbesartan Type of Weakening and Strengthening their Hypotensive
Action, Respectively. Detection of Polymorphisms of Cytochrome
CYP2C9)

2115

A27.30.272

14811

MeToTpekcar. _['eHeTn4eckne MapKepbl NOBLILLEHHOIO pUcka pa3BUTKSA
NoBGOYHbIX peakumn Npy npueme meToTpekcaTa Ha ooHe nevyeHus
peBmaTomgHoro aptputa. MeTtoTpekcar: HapyLleHne metabonmama
cdonmeson kucnoTel. OnpegeneHne HanMyunus NONIMMOpPdU3MOB reHOB
depMeHTOB peakumn ponatHoro umkna (Methotrexatum. Genetic
Markers of Increased Risk of Development of Adverse Reactions in
Taking Methotrexate for Treatment of Rheumatoid Arthritis. Methotrexate
Disrupts Metabolism of Folic Acid. Determining Presence of
Polymorphisms of Genes of Enzymes of Folate Cycle Reactions, Genes
MTHFR, MTRR, MTR)

5500

A27.30.435

7261C-
CY

HecTepovgHble NpoTUBOBOCNANUTENbHbIE NpenapaThbl. [eHeTn4Yeckmn
MapKep NOBLILLEHHOIO pMcKa pa3BuUTMS NOOOYHBIX peakuuin B doopme
Xenyoo4yHbIX KpoBoTeyeHuin npu npueme HIBI (MbynpodeH,
TEHOKCUKaM, HanpoKCeH, HO He ANKINOgEHaK) MO TUMY BO3HNUKHOBEHMS
XKenyoo4YHbIX KPOBOTEYEHMWI, CBA3AHHBIX C HAPYLLUEHNEM WX
meTabonuama. OnpegeneHve HanMumMsa NONIMMOpPEU3MOB reHa
uutoxpoma CYP2C9 (Nonsteroidal Anti-Inflammatory Drugs. Genetic
Marker of Increased Risk of Adverse Reactions in Form of Intestinal
Bleeding in Taking NSAID (Ibuprofen, Tenoxicam, Naproxen, not
Diclofenac) by Type of Gastro Bleeding Associated with Violation of their
Metabolism. Detection of Polymorphisms of Cytochrome CYP2C9)

2115

A27.30.436

7261B-
CY

CynboHUNMoYeBMHa 1 ee NPOM3BOAHbIE: _XIloprponamMug, Tornasamuma,
rmmbeHknamug n Tondytamua. FeHeTU4eCcKin Mapkep pyucka pas3BuTus
HexernaTenbHbIX TeKapCTBEHHbIX PeaKLUi Mo TUMy rMnorfmkeMmmn npu
npuemMe nepopanbHbIX CaxapOCHWXaLWMUX CpeacTB, CBA3aHHbIX C
HapyLeHnem nx metabonuama. OnpeaeneHme Hannuus
nonnmopdunamMos reHa uutoxpoma CYP2C9 (Sulfonylurea and
Derivatives: Chlorpropamide, Tolazamide, Glibenclamide and
Tolbutamide. Genetic Marker of Risk of Adverse Drug Reactions by Type
of Hypoglycemia in Taking Oral Hypoglycemic Agents, Associated with
Violation of Metabolism. Detection of Polymorphisms of Cytochrome
CYP2C9)

2115

A27.05.045

7259B
ETA

BeTta-agpeHobnokaTopsl. FeH CYP2D6. ®apmakoreHeTuka (beta-
Adrenergic Blockers. Gene CYP2D6)

7 935

21.12. Cuctema AeTOKCUKALUM KCEHOBMOTUKOB U KaHLLepOreHoB
(Detoxification System of Xenobiotics and Carcinogens)




Lintoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene

A27.30.337 7259 |CYP2D6)) 7 705
7261C [Uutoxpom CYP2C9 (ren CYP2C9) (Cytochrome CYP2C9 (Gene
A27.05.045 Yl CYP2C9)) 2115
21.13. Ycnyru Bpaya-reHeTuKa (Services of Physician-Geneticist)
OnucaHne pe3ynbTaToB rEeHETUYECKOrO TecTa 1 KaTeropun CroXHOCTH
14600 [(NeNe 720163, 761163, 701463, 125IT1/B3, 720763) (Genetic Test
A27.30.428 P1 Results: Description of the 1-st Category Complexity) 660
OnucaHne pesynbTaToB rEeHETUYECKOrO TeCTa 2 KaTeropun CroXHOCTH
(NeNe 118IT1/B3, 121IT1/B3, 123IT1/B3, 131IT1/B3, 1411 T1/BS,
14610 [115IT1/B3, 124IT1/B3, 154 T1/B3) (Genetic Test Results: Description of
A27.30.428 P2 the 2-nd Category Complexity) 1330
OnucaHune pesynbTaToB reHeTUYECKOro TecTa 3 KaTeropun CroXHOCTH
(NeNe 122IT1/B3, 129I'T1/B3, 120l T1/B3, 1371 T1/B3, 138 T1/B3,
153IT1/B3, 110IT1/B3, 1141 T1/B3, 1401 TI/B3, 766163, 725863,
14620 [134IT1/B3, 135IT1/B3, 1361 T1/B3) (Genetic Test Results: Description of
A27.30.428 P3 the 3-rd Category Complexity) 2630
OnucaHune pesynbTaToB reHeTUYECKOro TecTa 4 KaTeropun CroXHOCTH
14630 [(NeNe 1441T1/B3, 143IT1/B3, 139IT1/B3, 145IT1/B3, 108I'T1/B3, 19IT1/B3)
A27.30.428 P4 (Genetic Test Results: Description of the 4-th Category Complexity) 5940
22.1. HacneactBeHHble MOHOreHHble 3a601eBaHUA U COCTOAHUA
(Hereditary Monogenic Diseases)
OcHoBHble HacneacTBeHHble 3aboneBanuns (reHel CFTR, GJB2, PAH,
A27.30.280 1261 T1 |[SMN) (Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN)) 35170
AbunoTtpodms cetyaTku, Tun GpandecketT (bonesHs LWTaprapara 1-ro
7803A |Tuna). MNownck YacTbix myTaumn B reHe ABCA4, u. m. (Stargardt Disease 1,
A27.30.437 BCA |STGD1, Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.) 14 380
7624S |AkpogepmatuT sHTeponatuyeckuid. MNonck mytaumii B reHe SLC39A4, m.
A27.30.438 LC (Acrodermatitis Enteropathica, Gene SLC39A4, Mut.) 34 425
7804T |AnbbyHM3M rna3okoxHeln TMN 1A. Mounck myTauun B reHe TYR, m.
A27.30.340 YR (Albinism Oculocutaneous Type IA, Gene TYR, Mut.) 24 800
7881R [AHemusa Janmonaa-bnekdeHa. Mouck mytauumin B reHe RPS19, m.
A27.30.341 PS (Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.) 24 800
ApTporpunos guctanbHbeli (cuHgpom ®pumena-Lengona). Mownck
yacTbix myTauun B reHe MYH3, u. m. (Arthrogryposis Distal Type 2A,
A27.05.051 7107 |Gene MYH3, Freq. Mut.) 13 960
7905F |Atakcua ®pugpenixa. Mouvck mytaumn B reHe FXN, m. (Friedrich Ataxia,
A27.30.432 RDA [Gene FXN, Mut.) 24 800
7808F |ATtakcua dOpugpenxa. Monck yacTtbix myTauun B reHe FXN, 4. m.
A27.30.432 RDAI [(Friedrich Ataxia, Gene FXN, Freqg. Mut.) 6 385
ATtenocrteoreHes (gucnnasus ge na lWanens). Mownck mytauumi B reHe
SLC26A2, m. (Atelosteogenesis Il, De la Chapelle Dysplasia, Gene
A27.30.299 7108 |SLC26A2, Mut.) 26 460
ATtpocpus 3putenbHoro Hepaa Jlebepa. MNonck YacTbix MyTaLui B
7109L [mutoxoHapuanbHon OHK, 12 4. m. (Leber Hereditary Optic Neuropathy,
A27.05.027 El LHON, Mitochondrial DNA, 12 Freq. Mut.) 19 450
ATtpodpus 3putenbHoro Hepaa Jlebepa. [Nonck YacTbix MyTauun B
76100 [mutoxoHapuansHon OHK, 3 4. M. (Leber Hereditary Optic Neuropathy,
A27.05.027 HKI LHON, Mitochondrial DNA, 3 Freq. Mut.) 8 740
AyTOMMMYHHbIN nuMdonponudepaTuBHbIA CMHAPOM. [louck myTauuii B
7706T |reHe TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome, ALPS,
A27.30.343 NFRSF|Gene TNFRSF6, Mut.) 34 425
AyTOMMMYHHbIN NuMdonponudepaTuBHbIA cMHAPOM. [lonck myTauuin B
7705T [«ropsuux» ydactkax reHa TNFRSF6, «ropsay.» y4. M. (Autoimmune
A27.30.343 NFRS [Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point Mut.) 9790
7770G |Adasns nepsuyHas nporpeccupyroras. MNMovck mytauun B reHe GRN, m.
A27.30.344 RN (Aphasia Primary Progressive, Gene GRN, Mut.) 27 255




A27.30.346

7809F
GFR3|

AxoHgponnasus. lNMounck Yactbix myTaumi B reHe FGFR3, 4. M.
(Achondroplasia, Gene FGFR3, Freq. Mut.)

15 280

A27.30.345

7709B
EST

BonesHb becta. NMounck Bcex n3BecTHbIX MyTauui B reHe BEST1, m. (Best
Vitelliform Macular Dystrophy, All Known Mutations, Gene BEST1, Mut.)

42 785

B03.019.011

7810A
TP7BI

Bones3Hb BunbcoHa-KoHoBanoea, reH ATP7B u.m.

9 360

A27.30.300

7812P
ANK2

BbonesHb MannepeopaeHa-LUnartua. MNonck yacTbix MyTauun B reHe
PANK2, 4. m. (Neurodegeneration With Brain Iron Accumulation 1, Gene
PANK2, Freq. Mut.)

10 085

A27.30.347

7813P
RNP

BbonesHb NepctmanHa-LUTpeyccnepa-LUenHkepa. MNMonck mytaumi B reHe
PRNP, m. (Gerstmann-Straussler Disease, Gene PRNP, Mut.)

18 665

A27.30.002

7775P
TEN

BbonesHb KoygeHa. MNMouck mytauui B reHe PTEN, m. (Cowden Syndrome
1, Gene PTEN, Mut.)

38 695

A27.30.347

7814P
RNP

bonesHb Kpentudenbara-Akoba. MNonck mytaumii B reHe PRNP, m.
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.)

18 665

A27.30.002

7776P
TEN

BonesHb JlepmutT-Ayknoc. MNonck mytaumn B reHe PTEN, m. (Lhermitte-
Duclos Syndrome, Gene PTEN, Mut.)

38 695

A27.30.348

7816N
DP

BonesHb Hoppw. MNounck mytaumn B reHe NDP, m. (Norrie Disease, Gene
NDP, Mut.)

14 380

A27.30.349

7818C
STB

BbonesHb YHbeppuxTa-JlyHadopra. MNMouck mytauun B reHe CSTB, m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene
CSTB, Mut.)

18 665

A27.30.349

7817C
STB

BonesHb YHdeppuxTa-JlyHabopra. Mownck yacTteix myTauui B reHe CSTB,
4. M. (Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene
CSTB, Freqg. Mut.)

9 265

A27.30.417

7819A
BCA4

BbonesHb WTaprapara. MNMouck yactbix MyTaumi B reHe ABCA4, 4. m.
(Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

14 380

A27.30.350

7820R
OR2

Bpaxvpaktunus tun B1. MNMonck mytaumi B reHe ROR2, m. (Brachydactyly
Type B1, Gene ROR2, Mut.)

18 665

A27.30.351

7992N
TR

BpoxxaeHHas HeuyyBCTBUTENBHOCTL K 6onu ¢ aHrmgpo3om. Nownck
myTtauun B reHe NTRK1, m. (Congenital Insensitivity To Pain With
Anhidrosis, CIPA, Gene NTRK1, Mut.)

51570

A27.30.352

7711A
DAMT
S

eneodusnyeckasa aucnnasms. Monck mytaumi B reHe ADAMTSL2, m.
(Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.)

76 725

B03.005.020

7822B

"emodpunus. MNMounck mytaumn B reHe dakrtopa IX npu remocpunum B, m.
(Hemophilia B, Gene Factor 1X, Mut.)

31 550

A27.30.353

7989M
VK

Mnep-IgD cuHapom. MNonck myTaumi B «ropsumx» yyactkax reHa MVK,
«ropsy.» yd. M. (Hyper-IgD Syndrome, Gene MVK, Hot-Point Mut.)

11 350

A27.30.354

7778M
VK

Mnep-IgD cuHgpom. Mownck mytaumii B reHe CD40LG, m. (Hyper-IgD
Syndrome, Gene CD40LG, Mut.)

42 785

A27.30.354

7823C

Mnep-IgM cuHapom. MNownck mytaumi B reHe CD40LG, m. (Hyper-IgM
Syndrome, Gene CD40LG, Mut.)

24 800

A27.30.355

7898S
CN4A

MMnepkannemnyeckuin nepuoguydeckuin napanuy. Nouck mytauuin B
3k30Hax 13 n 24 reHa SCN4A, m. (Hyperkalemic Periodic Paralysis Type
2, Exons 13, 24 Gene SCN4A, Mut.)

21 495

A27.30.355

7603S
CN4A

"'Mnokanuemmnyecknin nepuoguydeckuin napanuy. Nouck mytauuin B
ak30Hax 12, 18 n 19 reHa SCN4A, m. (Hypokalemic Periodic Paralysis
Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

18 665

A27.30.301

7126

MnodoccaTemmnyeckunin BUTaMuH D-pe3nCTEHTHBIN paxuT (MOYEYHbIN
docdaTtHbIn gnabeT). Monck mytaumn B reHe PHEX, m.
(Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

81 830

A27.30.346

7906F
GFR3|

M'MnoxoHaponnasus. MNouck YacTteix MyTauun B reHe FGFR3, 4. m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

15 280




dednumnT KapHUTUHA CUCTEMHBLIN NEPBUYHLIN. [Monck MyTaumin B reHe
SLC22A5, M. (Systemic Primary Carnitine Deficiency, SPCD, Carnitine

A27.30.302 7128 |Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.) 41 540
OunacTtpocmyeckas gucnnasug. MNouck mytauun B reHe SLC26A2, M.
A27.30.302 7129 [(Diastrophic Dysplasia, Gene SLC26A2, Mut.) 26 460
OucTtanbHaa moTopHasa HenponaTtus Tun V. MNouck myTauun B reHe
7927B [BSCL2, m. (Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2,
A27.30.330 SCL |Mut.) 31550
OnctanbHasa cnvHanbHas ammoTpodus BpoXXaeHHasi C napanuyom
7131IG |anadparmel. MNonck mytaumii B reHe IGHMBP2, m. (Distal Spinal
A27.30.339 I Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.) 63 905
[OucTtanbHasa cnuHanbHas aMmmnoTpodunsa BpoXaeHHast
Henporpeccupytowas. [MonMck MyTauuin B «ropaymnx» ydacTkax reHa
TRPV4, «ropsy.» yd. M. (Distal Spinal Muscular Atrophy Congenital Non-
A27.30.303 7132 |Progressive, Gene TRPV4, Hot-Point Mut.) 18 120
7604K |NxTnos 6ynnesHbiv. Mouck mytaumn B reHe KRT2, M. (Ichthyosis Bullosa
A27.30.357 RT2 |Of Siemens, Gene KRT2, Mut.) 31550
KocTHas reteponnasms nporpeccupytowas. lMovck mytaumm B reHe
A27.30.305 7140 |GNAS, m. (Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.) | 37 570
KpaHnomeTtadumsapHas gucnnasus. NMonck Mytaunui B «ropsiamx»
yyactkax reHa ANKH, «ropsd.» y4. m. (Craniometaphyseal Dysplasia,
A27.30.306 7141 |Gene ANKH, Hot-Point Mut.) 13 960
KpaHnomeTtadmsapHas gncnnasus. lNounck mytaumin reHa ANKH, m.
A27.30.306 7142 |(Craniometaphyseal Dysplasia, Gene ANKH, Mut.) 50 075
KpaHuocuHocTos. MNonck myTtaumin B reHe TWIST1, m. (Craniosynostosis
A27.30.307 7143 |Type 2, Gene TWIST1, Mut.) 18 125
7717M |KpaHnocumHocTo3. Mouck mytauun B reHe MSX2, m. (Craniosynostosis
A27.30.412 SX2  |Type 2, Gene MSX2, Mut.) 14 380
JInnoamncTpodusa cemenHasa yactnyHas. Nonck Mmytauumn B «ropsiimx
7834L |yyacTtkax» reHa LMNA, «ropsid.» yd. m. (Familial Partial Lipodystrophy 2,
A27.30.314 MNA [FPLD 2, Gene LMNA, Hot-Point Mut.) 16 200
7835L [NlunoancTtpodus cemernHas yactuyHas. MNMonck mytaumm reHa LMNA, M.
A27.30.314 MNA [(Familial Partial Lipodystrophy 2, Gene LMNA, Mut.) 42 785
MangubynoakpansHas gucnnasusa ¢ nunoguctpoduen. lNMouck mytauni B
7720L ([ak3oHax 8, 9 reHa LMNA, M. (Mandibuloacral Dysplasia, Exons 8, 9 Gene
A27.30.314 MNA [LMNA, Mut.) 9790
7605M [MeBanoHoBasg aumaypus. lNMouck mytauun B reHe MVK, m. (Mevalonic
A27.30.353 VK Aciduria, Gene MVK, Mut.) 42 785
7908DI |MeTremornobuHemusi, CYB5R3 m. (Methemoglobinemia, Gene CYB5RS3,
A27.30.359 Al Mut.) 34 425
7836DI |MeTtremornobuHemusi, CYB5R3 4.M. (Methemoglobinemia, Gene
A27.30.359 Al CYB5R3, Freq. Mut.) 9 265
MwoknoHudeckasa anctoHus. MNonck mytaumi B reHe SGCE, m. (Myoclonic
A27.30.308 7147 |Dystonia, Gene SGCE, Mut.) 50 070
7838D [MuoToHuyeckas guctpodus. Nounck yactbix Mytaumn B reHe DMPK, u. M.
A27.30.360 MPKI [(Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.) 4 950
MwuoTtoHusa TomceHa-bekkepa. MNouck yactbix MyTaumm B reHe CLCN1, u.
A27.30.309 7148 |m. (Myotonia Congenita, Gene CLCN1, Freq. Mut.) 13 960
MykoBucumaos. MNMouck Yactbix myTaumi B reHe CFTR, u. m. (Cystic
A27.05.036 77911 |Fibrosis, Gene CFTR, Freq. Mut.) 22 890
7972[ (MbiweyHas anctpoduma OioweHHa/bekkepa. MNouck geneuunn n
A27.30.361 NCl Aynnukauumn B reHe AnCTpodpumHa 9610
MbliweyHasa guctpodus OdroweHHa-bekkepa. JlanoHnsauusa X-
xpomocombl y aeso4dek (Duchenne Muscular Dystrophy, X-Lyonization,
A27.30.289 7701X1|Girls) 15 620
7934F |MbiweyHas guctpodums, Trn Pykyama. MNonck mytaumm B reHe FKTN, m.
A27.30.362 KTN  [(Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.) 51570
MbiweyHas guctpoduma dmepu-Opendyca. MNMouck mytauun B reHe FHL1,
A27.30.310 7163 |m. (Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.) 33 405




7999L [MbliweyHas guctpodust Omepu-Lpendyca. lNMNomck MyTauun B reHe
A27.30.314 MNA [LMNA, m. (Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.) 42 785
MbiweyHas guctpodus dmepu-Opendyca. lNomck myTauun B reHe
amepuHa npu X-cuenneHHon copme, M. (Emery-Dreifuss Muscular
A27.30.338 7935 [Dystrophy, X-Linked Gene Emerine, Mut.) 18 120
7936T |Hanmnam MULIBRAY. MNowuck mytaumn B reHe TRIM37, m. (Muscle-Liver-
A27.30.363 RIM Brain-Eye, Gene TRIM37, Mut.) 14 380
7903S [HapyweHusa getepmuHauum nona. Nouck mytauuii reHa SRY, m.
A27.30.288 RY (Disorders Sex Determination, Gene SRY, Mut.) 9790
7846S |[HapyweHusa petepMmumHauumn nona. AHanma Hannuus reHa SRY, m.
A27.30.288 RYI (Disorders Sex Determination, Analysis Gene SRY, Mut.) 12 930
HacnepcteseHHasa HenponaTus ¢ NOABEPXEHHOCTbIO Napanuyy ot
7902P |coaBneHus. Mouck mytauun B reHe PMP22, M. (Hereditary Neuropathy
A27.30.364 MP with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.) 22 140
HacnepcTtBeHHast HevponaTtus ¢ NOABEPXEHHOCTBIO Napanuyy ot
caasneHus. AHanms 4ymicna konu reHa PMP22 (Hereditary Neuropathy
7952P |with Liability to Pressure Palsies, HNPP, Gene PMP22, Copy Number
A27.30.364 MP Variation) 6 905
7725C [HacnencTBeHHbIN aHITIMOHEBPOTUYECKMIA OTEK. [Tonck MmyTauuin B reHe
A27.30.365 INHI |[C1NH, m. (Hereditary Angioedema Type |, Gene C1NH, Mut.) 31 950
7847A |HeszapalueHne pogHu4koB. Mounck mytauun B reHe ALX4, m. (Parietal
A27.30.366 LX4 Foramina, PFM, Gene ALX4, Mut.) 22140
7961G [HenpoceHcopHas HeCcMHAPOMarbHAsA TYroyxocTb, MOUCK YacTbIX MyTaL i
A27.05.033 JB2l |B reHe GJB2 7 605
7963G |HenpoceHcopHasa HecMHApOMaribHas TYroyxoCTb, MNOMHbIA aHanm3 reHa
A27.05.033 JB2I |GJB2 13 960
7910E |HewnTtponenus. Mouck mytauun B reHe ELA2, m. (Neutropenia Severe
A27.30.367 LA2 Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.) 24 800
7849N |HedpoHodTn3. Mounck mytauui B reHe NPHP1, m. (Nephronophthisis 1,
A27.30.322 PHP1 [NPHP1, Gene NPHP1, Mut.) 19 720
HedpoTtunueckun cungpom. MNMouck mytaumn B reHe NPHS1, M. (Nephrotic
A27.30.311 7166 |Syndrome Type 1, NPHS1, Gene NPHS1, Mut.) 74 485
HedpoTunueckuin cungpom. MNMouck mytauun B reHe NPHS2, m. (Nephrotic
A27.30.311 7167 |Syndrome Type 1, NPHS1, Gene NPHS2, Mut.) 33 405
Hopmokanuemuyeckuin nepuoamyecknii napanuy. lNMouck mytaumm B
7997S |[ak30He 13 reHa SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13
A27.30.355 CN Gene SCN4A, Mut.) 10 085
OkynodapuHreansHas MbilleyHas aguctpodus. Nonck YyacTbix MyTaumn B
7957R [reHe RABPN1, 4. M. (Oculopharyngeal Muscular Dystrophy, OPMD,
A27.30.277 ABPN |Gene RABPN1, Freq. Mut.) 4120
OcTeoneTpos peLeccuBHbIN (MpamopHas 6onesHb kocTten). Mouck
7958T |yactbix MmyTaumi B reHe TCIRGH1, u. m. (Osteopetrosis Autosomal
A27.30.312 CIRG |Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.) 9 265
OcTteoneTpos peLeccuBHbIn (MpamopHasa 6onesHb kocten). MNMounck
myTtauun B reHe TCIRG1, M. (Osteopetrosis Autosomal Recessive 1,
A27.30.312 7168 |[OPTB1, Gene TCIRG1, Mut.) 50 075
MepBu4yHas runepTpodmryeckas octeoapTponaTus
7727H [(naxugepmonepuoctos). Nouck mytaumii B reHe HPGD, m. (Hypertrophic
A27.30.368 PGD |Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene HPGD, Mut.) 31550
7728B [lNepBuyHas nerovyHas runepteHsus. MNMovck mytauun B reHe BMPR2, m.
A27.30.369 MPR [(Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.) 64 455
7851M |Mepuognyeckasn 6onesHb. Mouck mytauun B reHe MEFV, M. (Familial
B03.014.002 |EFVI [Mediterranean Fever, FMF, Gene MEFV, Mut.) 42 870
7012M |MNepuogunyeckasn 6onesHb. Mounck YacTeix MyTauui B reHe MEFV, y. m.
B03.014.002 |EI (Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.) 8 015
7853R [MNurmeHTHas gereHepaumsa cetyatku. MNouck mytauuin B reHe RP2, m.
A27.30.418 P2 (Retinitis Pigmentosa, Gene RP2, Mut.) 20775




MukHogusocTo3s. MNouck mytaumi B reHe CTSK, m. (Pyknodysostosis,

A27.30.313 7176 |PKND, Gene CTSK, Mut.) 26 460
7998F [[NMHeBMOTOpaKC NepPBUYHbIN CNOHTaHHbIN. [lonck myTtaumi B reHe FLCN,
A27.30.370 LCN [m. (Primary Spontaneous Pneumothorax, PSP, Gene FLCN, Mut.) 51570
7636S [Monupaktunus. MNMouck mytauun B reHe SHH, m. (Polydactyly, Gene SHH,
A27.30.371 HH Mut.) 14 380
7730G [Monugaktunus. MNMouck mytauun B reHe GLI3, m. (Polydactyly, Gene GLI3,
A27.30.372 LI3 Mut.) 76 725
Mporepua XatunHcoHa-IMmndopaa. Monck mytaumii B reHe LMNA, m.
A27.30.314 7180 [(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.) 41 545
MceBpokcaHTOMa anactuyeckas. lMNonck yacTbix myTauuin B reHe ABCC6,
A27.30.315 7183 [u. m. (Pseudoxanthoma Elasticum, Gene ABCCB6, Freq. Mut.) 9790
Pabgomuonus (mnornoburypus). MNMounck mytauui B reHe LPIN1, m.
7759L [(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1,
A27.30.373 PIN Mut.) 84 285
PeTtuHowwmamc. MNounck mytaumn B reHe RS1, m. (Retinoschisis 1 X-Linked
A27.30.316 7185 |Juvenile, RS1, Gene RS1, Mut.) 26 460
CewmeliHas nepuognyeckas nuxopagka. lNMouck Mmytauui B reHe
7799T [TNFRSFIA, m. (TNF-Receptor-Associated Periodic Syndrome, TRAPS,
A27.30.343 NFR [Gene TNFRSFIA, Mut.) 18 270
CemelHbIn remodarouutapHbein numdorncTountos. Nounck mytauui B
7916P |reHe PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
A27.30.374 RF PRF1, Mut.) 24 800
CemenHbI remodaroumTapHbii niumdgorncTnounTos. lNonck mytaumm B
7917S [reHe STX11, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
A27.30.375 TX STX11, Mut.) 18 665
CemelHbIn remodarouutapHbein numdorncTountos. Nounck mytauui B
7915S |reHe STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
A27.30.375 TXB STXBP2, Mut.) 51 570
CemeinHbI remodaroumTapHbii nuMdorncTnountos. lNMomck mytaumm B
7914U [reHe UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
A27.30.376 NC UNC13D, Mut.) 76 725
CemelHbIN remodarouuTapHeii numdorncTnoumntos. NMouck YyacTbix
7914U myTtaumm B rene UNC13D, u. m. (Familial Hemophagocytic
A27.30.376 NC1 [Lymphohistiocytosis, Gene UNC13D, Freq. Mut.) 9 265
CemenHbI MeoynnspHbIA pak WUTOBUAHOM xenesbl. [onck MmyTauun B
7798R [ak30Hax 5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer, Exons 5,
A27.05.052 ET 8 Gene RET, Mut.) 14 380
7797Cl |CemeliHbI XON040BOWM ayToBOCNanuTenbHbl cuHapoMm NLRP3 m.
A27.30.377 AS1 (Familial Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.) 51 570
7858N [CeHcopHasi nonuHeriponatusi, NGF m. (Hereditary Sensory and
A27.30.378 GFB |Autonomic Polyneuropathy, Gene NGF, Mut.) 22 140
7733Cl |{Cungpom CINCA, ren NLRP3 m. (Chronic Infantile Neurologic Cutaneous
A27.30.377 AS1  |Articular, Gene NLRP3, Mut.) 51570
Cungpom TAR. Mounck mytaumn B reHe RBM8A, m. (Thrombocytopenia-
A27.30.317 7186 |Absent Radius Syndrome, TAR-Syndrome, Gene RBM8A, Mut.) 26 460
Cungpom Aapckora-CkoTtTa (thaumorenHntansHasa amcnnasms). MNounck
7859F [myTtauum B reHe FGD1, m. (Aarskog-Scott Syndrome, Faciodigitogenital
A27.30.379 GD1 |Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.) 62 415
Cungpom Anbctpoma. [Nonck myTaumii B «ropsidnxy» ydyactkax reHa
ALMS1, «ropsa4.» y4. m. (Alstrom syndrome, Gene ALMS1, Hot-Point
A27.30.318 7187 |Mut.) 18 125
7861K |CuHagpom AHgepceHa. MNounck mytaumn B reHe KCNJ2, m. (Andersen-
A27.30.380 CNJ2 [Tawil Syndrome, Gene KCNJ2, Mut.) 22 140
7913F |[Cungpom AHTnn-Bukcnepa. MNouck mytauun B 3k3oHe 9 reHa FGFR2, m.
A27.30.346 GFR [(Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.) 10 085
7862F [Cungpom Anepa (akpouedanocnHgakTunus). NMomck 4acTbix MyTauum B
A27.30.346 GFR2 [reHe FGFR2, u. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.) 17 395




7863P [Cungpom Aprta. Nonck mytaumii B reHe PRPS1, m. (Art's Syndrome,
A27.30.381 RPS1 [Gene PRPS1, Mut.) 31550
7796P [Cungpom BaHasH-Painnu-PyBanbbaka. Nonck mytaumii B reHe PTEN, m.
A27.30.002 TEN [(Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.) 38 695
7703F [Cungpom Bepta-Xora-Obtoba (BXM). Mounck mytauun B reHe FLCN, m.
A27.30.370 LCN [(Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.) 51 570
Cwungpom BoyaHa-KoHpaam (BKC, uepebporenatopeHarnbHbI CUHOPOM).
Mounck mytauun B reHe EMG1, m. (Bowen Conradi Syndrome, BCS,
A27.30.319 7189 |Gene EMG1, Mut.) 26 035
7734B |CuHapom BeepHcTaga (CMHOPOM KypyaBbix Borioc). [lonck mytaumn B
A27.30.382 CS reHe BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.) 22 140
7866P [Cungpom BaappeHbypra. MNMovck mytauun B reHe PAX3, m.
A27.30.383 AX3 (Waardenburg Syndrome, WS, Gene PAX3, Mut.) 34 425
7867E |CuHagpom BaapaeH6bypra-Laxa. MNonck mytaumn B reHe EDNRB, m.
A27.30.384 DNRB [(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.) 31550
CwvHgpom Ban gep Byaa. MNMouck mytaumi B reHe IRF6, m. (Van der
A27.30.320 7190 [Woude Syndrome, Gene IRF6, Mut.) 37 570
7868W |CuHagpom BuckoTtta-Ongpuya (CBO). MNownck mytaumi B reHe WAS, m.
A27.30.385 AS (Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.) 31550
7785P |CuHapoM BpOXOEHHOW LeHTpanbHon runoseHTunauum (CBLIN). Mowuck
HOX2 [vacTbix myTaumn B reHe PHOX2B, 4. m. (Congenital Central
A27.30.386 B Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.) 9 265
CwvHppowm MepmaHcku-INyanaka (AnbOVHU3M rnas3o-KOXHbIN C
remMopparm4eckum guates3omM U NMrmeHTaunen peTmkyno-
aHAOTENManbHbIX KNeTokK). MNonck YacTbix myTaumn B reHe HPS1, 4. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq.
A27.30.321 7192  |Mut.) 13 960
7869G |CuHapowm [Npenra (cemeriHbivi runepTenopusm). lNMouck mytauui B reHe
A27.30.372 LI3 GLI3, m. (Greig Syndrome, Gene GLI3, Mut.) 76 725
7737R |Cungpom IMpucuennu. Mouck mytaumi B reHe RAB27A, m. (Griscelli
A27.30.387 AB27 |[Syndrome, Gene RAB27A, Mut.) 24 800
Cungpom [xekcoHa-Bencca. MNonck mytaumii B ak3oHe 9 reHa FGFR2 u
7738F [ak3oHe 7A reHa FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9
A27.30.346 GFR [Gene FGFR2, Exon 7A Gene FGFR1, Mut.) 14 380
CwuHpgpom XKy6epa (CXK). AHanma yncna konuii reHa NPHP1 (Joubert
Syndrome, Cerebelloparenchymal Disorder IV, CPD IV, Classic Joubert
Syndrome, Joubert Syndrome type A, Joubert-Boltshauser Syndrome,
A27.30.322 7194 |Pure Joubert Syndrome, Gene NPHP1, Mut.) 19 720
CuHgpom KapnieHTepa (akpoLedanononMcuHaakTunuga BToporo tuna).
Mounck mytauun B rene RAB23, m. (Carpenter Syndrome, Gene RAB23,
A27.30.323 7195 |Mut.) 30 630
CwvHppowm kepaTtuTa-uxtnosa-tyroyxoctu (KNO-cungpom). Mouck mytauui
7768G [B reHe GJB2, m. (Keratitis-Ichthyosis-Deafness Syndrome, KID
A27.05.033 JB2 Syndrome, Gene GJB2, Mut.) 14 380
Cungpom Knunnensa-®enns (CMHOpoM KOpoTKow wen). MNonck mytauumi B
A27.30.324 7198 |reHe GDF6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.) 18 120
7739E [Cungpom KokkenHa. Nouck mytaumin B reHe ERCCG, m. (Cockayne
A27.30.388 RCC6 |[Syndrome, Gene ERCC6, Mut.) 84 285
Cungpom Koctenno. MNouck mytauun B reHe HRAS, m. (Costello
A27.30.325 7199 |Syndrome, Gene HRAS, Mut.) 9790
Cungpom Kodpduna-Noypu (CKI). Mouck mytaumin B reHe RPS6KA3, M.
A27.30.326 7202 |(Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.) 81 825
CuHapom kpaHuodpaLmanbHOM AMCMOPUN-TYrOyXOCTU-YNbHapHON
7740P |peBunauun kucten. MNMouck mytauun B reHe PAX3, m. (Craniofacial-
A27.30.383 AX3 Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.) 34 425
7010U |CuHapom Kpurnepa-Hangapa (CKH, cemenHas xentyxa). Nonck mytaumn
A27.30.015 Gl B reHe UGT1, m. (Crigler-Najjer Syndrome, Gene UGT1, Mut.) 21 540




Cungpom KpysoHa ¢ YepHbIM akaHTo30M. [onck myTaumii B 3k3oHe 10

7760F [reHa FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican, CAN,
A27.30.346 GFR3 |Exon 10 Gene FGFR3, Mut.) 10 085
7964F [Cungpom KpysoHa. Mownck myTaumm B ak3oHax 7 u 9 reHa FGFR2, m.
A27.30.346 GFR2 [(Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut.) 14 380
7794Cl [Cungpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS,
A27.30.377 AS1 [Gene NLRP3, Mut.) 51570
Cungpom Makneopga. MNMouck mytauun B reHe XK, m. (McLeod Syndrome,
A27.30.327 7204 |Gene XK, Mut.) 21500
7743Z |CuHapom MoyaT-BunbcoH. MNouck mytauui B reHe ZEB2, m. (Mowat-
A27.30.389 EB2 [Wilson Syndrome, Gene ZEB2, Mut.) 64 455
7872N |CuHapom HunmereH, NBN y.m. (Nijmegen Breakage Syndrome, NBS,
A27.30.390 BS1l [Gene NBN, Freq. Mut.) 8 740
CvHapoM HorTer-HaaKoneHHrka (octeoHuxoamennasns). MNonck mytaummn
B reHe LMX1B, m. (Nail-Patella Syndrome, NPS, Onychoosteodysplasia,
A27.30.328 7213 |Gene LMX1B, Mut.) 30 630
CwvHppom Ocnepa-PaHpto-Bebepa (HacnenoctBeHHasi remopparmyeckas
TeneaHrnakrasus). Nonck mytaumii B reHe ENG, m. (Rendu-Osler-Weber
A27.30.329 7215 |Disease, Gene ENG, Mut.) 37570
7874T |CuHgpowm Mannuctepa. Mouck mytauun B reHe TBX3, m. (Pallister W
A27.30.391 BX3 [Syndrome, Gene TBX3, Mut.) 31550
7744G |CuHapowm Mannuctepa-Xonna. Mouck mytauun B reHe GLI3, m. (Pallister-
A27.30.372 LI3 Hall Syndrome, Gene GLI3, Mut.) 76 725
CvHapom nogkoneHHoro nrepurnyma. Novck mytaumn B reHe IRF6, m.
A27.30.320 7217 |(Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.) 37 575
Cungpom lMopanddepa. MNMouck mytauuin B 3k3oHax 7, 9 reHa FGFR2 n
7745F |ak3oHe 7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2,
A27.30.346 GFR |Exon 7A Gene FGFR1, Mut.) 18 665
7218M |CuHgpom PetTa. MNMonck mytaumii B reHe MECP2, m. (Retts Syndrome,
A27.30.392 El Gene MECP2, Mut.) 15 955
CuHgpom CeTpe-YHoTaeHa. MNouck mytauuin B reHe TWIST1, m. (Saethre-
A27.30.307 7219 |Chotzen Syndrome, Gene TWIST1, Mut.) 18 125
CuHgpom Cunbaepa. Mouck mytaumm B reHe BSCL2, m. (Silver
A27.30.330 7220 |Syndrome, Gene BSCL2, Mut.) 30 630
Cungpom CumncoHa-Ionabu-bemens. MNouck mytaunii B reHe GPC3, m.
A27.30.331 7221 |[(Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3, Mut.) [ 33 420
7877D |CuHagpom Cmuta-Nlemnun-Onuua (CINOC). MNMouck myTauuii B reHe
A27.30.393 HCR7 |[DHCR7, m. (Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.) 38 695
CwvHapowm TecTukynapHon pemunmnsauum (CTO, cuigpom Moppuca).
7879A [Mowuck mytaumii B reHe AR, M. (Testicular Feminization Syndrome, Gene
A27.30.394 R AR, Mut.) 42 785
CwvHpgpowm Tpuuepa-KonnmHsa-®panyeckeTTn (MaHgnbyno-daumnansHbin
ansocto3). MNMounck mytauun B reHe TCOF1, m. (Treacher-Collins
7747T [Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial Dysostosis
A27.30.395 COF1 |without Limb Anomalies, Gene TCOF1, Mut.) 84 285
CvHgpom Xunnens-Jinnaay (uepebpo-peTMHo-BUCLIEPArbHBIN
aHrmomatoa). [Nouck mytaumn B reHe VHL, m. (Von Hippel-Lindau
7984V [Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene
A27.05.053 HL VHL, Mut.) 18 665
CvHppom Xunnens-Jinnaay (uepebpo-peTuHo-BUCLIEPArbHBIN
aHrmomatos). Onpegenenne yncna konun reHa VHL, m. (Von Hippel-
7973V [Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome,
A27.05.053 HL Gene VHL, Copy Number Variation Gene VHL, Mut.) 20 310
Cungpowm LWsaxmaHa-Adanmonaa. MNouck myTtauuin B reHe SBDS, m.
A27.30.332 7223 |(Shwachman-Diamond Syndrome, Gene SBDS, Mut.) 24 080
Cungpowm LlBaxmaHa-[anmonga. MNMounck Yacteix MyTaumi B reHe SBDS1,
A27.30.332 7224  |4. M. (Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.) 9790




7911P [Cungpom 3nepca-Oanno, Tvn VI. MNownck yacTteix myTauun B reHe PLOD,
A27.30.396 LODI [4. m. (Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq. Mut.) 15 280
7750C [Cungpom 3ckobapa. MNMouck mytaumm B reHe CHRNG, m. (Escobar
A27.30.397 HRNG [Syndrome, Gene CHRNG, Mut.) 34 425
CnnHanbHast ammoTpodumsa ¢ napannyom guadparmel. lNonck mytaumm B
7994IG [reHe IGHMBP2, M. (Spinal Muscular Atrophy (SMA) with Diaphragmatic
A27.30.339 HMB [Paralysis, Gene IGHMBP2, Mut.) 64 455
CnuHanbHast ammoTtpodmsa Tunel I, 1, 1Il, IV. OnpegeneHne uncna Kkonun
7996A [rena (Spinal Muscular Atrophy, SMA, Type |, II, lll, IV, Copy Number
A27.05.034 M Variation) 7 825
CnnHanbHas amuotpocdpmsa tunel |, 11, IIl, 1V. Monck mytaumi B reHe
SMN1, M. (TONbKO NpK HanM4MM ogHon konum reHa) (Spinal Muscular
Atrophy, SMA, Type I, 11, Ill, IV, Gene SMN1, Mut. (Only Presence One
A27.05.034 7228 |Gene Copy) ) 33420
CnumHanbHo-6ynbbapHas amuotpodus KeHHeau. Nonck 4yacTbix myTaumm
7976A |BreHe AR, 4. M. (Kennedy Spinal and Bulbar Muscular Atrophy, Gene
A27.30.394 RI AR, Freq. Mut.) 4 950
7788A |CnunHouepebennsapHas atakcus. MNouck yactbix MyTaumn B reHe ATXN7,
A27.30.398 TXN7 [4. m. (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.) 9 265
7787A |CnunHouepebennsapHas atakcus. Nouck yactbix MyTaumn B reHe ATXNS,
A27.30.398 TXN8 [4. M. (Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.) 9 265
CnoHrnodopmMHas aHuedanonatus ¢ HeMPONCUXNYECKUMU
7978P |nposiBneHusamun. MNounck mytaumn B reHe PRNP, m. (Spongiform
A27.30.347 RNP |Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.) 18 665
CnoHannokocTanbHbIN n3ocTos. Nouck mytaumin B reHe DLL3, m.
A27.30.333 7230 |[(Spondylocostal Dysostosis, Gene DLL3, Mut.) 30630
CrongunoanudusapHas gucnnasusa (C3[). MNouck myTauni B reHe
7979T |TRAPPC2, M. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene
A27.30.399 RAP [TRAPPC2, Mut.) 22 140
CynepakTnBHOCTb hocdopubosmnnupodocdart cnuHTeTassl. [MNovck
7980P [myTtauumm B reHe PRPS1, m. (Phosphoribosylpyrophosphate Synthetase
A27.30.381 RPS1 |[Superactivity, PRS Superactivity, Gene PRPS1, Mut.) 31550
7638T |TpuxopuHodanaHreaneHbli cuHapoM. MNouck mytauun B reHe TRPS1, M.
A27.30.439 RPS [(Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.) 42 785
TpomboumnToneHns BpoxgeHHas. [Nonck mytaumn B reHe MPL, m.
(Congenital Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL,
A27.05.021 7238 |Mut.) 33420
7885P |®aTanbHasa ceMmenHasa MHCOMHUS. MNonck mytaumii B reHe PRNP, m.
A27.30.347 RNP  [(Fatal Familial Insomnia, FFI, Gene PRNP, Mut.) 18 665
7888P |®eHunketoHypus. MNouck mytaunin B reHe PAH, M. (Phenylketonuria,
A27.30.287 AH PKU, Gene PAH, Mut.) 51570
®deHunkeToHypu4. Nounck yactbix MyTaLmn B reHe PAH, 4. m.
A27.30.287 77811 |(Phenylketonuria, PKU, Gene PAH, Freq. Mut.) 21 040
dubpogmcnnasmsa occudunympyrowas nporpeccupytoLlas. MNMomck
MyTauuMin B «rops4vmx» ydacTtkax reHa ACVR1, «ropsay.» y4. m.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
A27.30.334 7240 |Mut.) 21 495
dubpogmcnnasmsa occudunympyrowas nporpeccupytoLlas. MNMomck
MyTaummn 6e3 «ropsaymx» yyacTtkoB reHa ACVR1, 6e3 «ropsy.» yd. m.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without Hot-
A27.30.334 7241 |Point Mut.) 30 630
XoHapoaucnnasusa metadusapHas, Tun Mak-Ketocuka. Nonck mytauuii B
7786R [reHe RMRP, m. (Metaphyseal Chondrodysplasia, McKusick Type, Gene
A27.30.400 MRP [RMRP, Mut.) 10 085
XoHapoaucnnasusa ToyevHas KoHpaau-XioHepmara. Nouck myTtauuin B
reHe EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann
A27.30.335 7244 |Syndrome, Gene EBP, Mut.) 21 500




XoHapokanbumHo3. NMouck mytauun B reHe ANKH, m. (Chondrocalcinosis,

A27.30.306 7245 [Calcium Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.) 50 075
7815H [Xopes NeHTUHrTOHa. Mownck yacTbix myTauui B reHe IT15, 4. m. (Chorea
A27.30.401 DI Huntington, Gene IT15, Freq. Mut.) 4620
7889C |Xopougepemus. Nouck mytaumii B reHe CHM, m. (Choroideremia, CHM,
A27.30.402 HM Gene CHM, Mut.) 64 455
7890C [XpoHuueckas rpaHynemaTto3Has bonesHb. [Nouck mytaumi B reHe CYBB,
A27.30.403 YBB |m. (Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.) 51570
7891B |X-cuenneHHas arammarnobynuHemus. MNovck mytaumn B reHe BTK, m. (X-
A27.30.404 TK Linked Agammaglobulinemia, XLA, Gene BTK, Mut.) 76 725
X-cuenneHHbIn numconponudepaTuBHbIN cuHapom (6onesHsb [yHkaHa,
7981BI [cnHapom MypTtuneo), XIAP m. (X-Linked Lymphoproliferative Syndrome,
A27.30.405 RC4 [XLP, Gene XIAP, Mut.) 34 425
X-cuenneHHbI numdonponudepaTuBHbIN CUHAPOM (O6onesHb [yHkaHa,
7982S |cuHapom MypTnnbo). Mouck mytauun B reHe SH2D1A, m. (X-Linked
A27.30.405 H2 Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.) 22 140
7894F [X-cuenneHHbIn MOTOPHbLIN HUCTarMm. NMonck myTtaumii B reHe FRMD7, m.
A27.30.406 RMD7 [(X-Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.) | 51 570
X-CLIEMNEHHbIN TSHKEbIN KOMOMHMPOBAHHbLIN MMMYHoAeuumnT. Monck
7983IL |myTauun B reHe IL2RG, m. (X-Linked Severe Combined
A27.30.407 2RG [Immunodeficiency, Gene IL2RG, Mut.) 22 140
LlepebpookynodaumockeneTHbIn cuHapom. lNMouck mytauui B reHe
7757E |ERCCB, m. (Cerebrooculofacioskeletal Syndrome, COFS Syndrome,
A27.30.388 RCC6 [Gene ERCC6, Mut.) 84 285
7896E |3OK30CTO3bl MHOXECTBEHHbIE. Monck myTauun B reHe EXT1, m. (Multiple
A27.30.408 XT1 Exostoses, Gene EXT1, Mut.) 51 570
7895E |OK30CTO3bl MHOXECTBEHHbIE. [Monck myTauun B reHe EXT2, m. (Multiple
A27.30.408 XT2 Exostoses, Gene EXT2, Mut.) 64 455
OkccyaaTuBHas BUTpeOoXopeopeTuHarnbHasa auctpodus. MNonck mytaumm
7758N [B reHe NDP, m. (Familial Exudative Vitreoretinopathy, FEVR, Gene NDP,
A27.30.348 DP Mut.) 14 380
7897E |OkTogepmMarnbHas aHrmgpoTuyeckas ancnnasns. lNMouck mytauui B reHe
A27.30.409 DA EDA, M. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.) 34 425
7883G |OkTogepmanbHas rugpoTudeckas amcnnasms. NMomck Mytauunm B reHe
A27.05.033 JB6 GJB6, M. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.) 14 380
OnndusapHas gucnnasus, MHOXeCTBEeHHas. [Tonck YacTbiX MyTaLumin B
reHe COMP, 4. m. (Multiple Epiphysial Dysplasia, MED, Gene COMP,
A27.30.336 7248 |Freq. Mut.) 8 995
OnndusapHas gucnnasud, MHoXecTBeHHas. [lonck myTauuii B reHe
SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2,
A27.30.299 7249 |Mut.) 26 460
7901G [Oputpokepatogepmus. MNMonck mytauun B reHe GJB3, m.
A27.05.033 JB3 (Erythrokeratodermia, Gene GJB3, Mut.) 14 380
7899G |SpwuTtpokepatogepmus. MNMouck mytauun B reHe GJB4, m.
A27.05.033 JB4 (Erythrokeratodermia, Gene GJB4, Mut.) 14 380
OpUTPOLMTO3 pELIECCUBHBIN (CEMENHast HAacCNeACTBEHHAs! NONULUTEMUS).
Mownck mytaumn B reHe VHL, m. (Autosomal Recessive Erythrocytosis,
A27.05.053 7250 |[Gene VHL, Mut.) 18 120
OpUTPOLMTO3 peLleCCUBHBIN (CEMeNHasi HacneACTBEHHas NoNUUUTEMUS).
7900V [Mowuck yacTbix myTauun B reHe VHL, 4. m. (Autosomal Recessive
A27.05.053 HLI Erythrocytosis, Gene VHL, Freq. Mut.) 10 320
CemelHbI MegynnsipHbln pak WMTOBUAHON xenesbl (3k3oHbl 10, 11, 13,
7004M (14, 15 rena RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13,
A27.05.052 RI 14, 15 Gene RET)) 25 395
CuHOPOM MHOXECTBEHHOWN SHOOKPMHHON Heonnasum 2A Tvna (3K30HbI
7006A (10, 11 rena RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11
A27.05.052 2l Gene RET)) 15 280




7005B [CuHOPOM MHOXECTBEHHOW SHAOKPUHHOM Heonnasuu 2B tnna (reH RET)
A27.05.052 21 (Multiple Endocrine Neoplasia Type 2B (Gene RET)) 10 320
AppeHoreHuTanbHbIi cuHapom (AIC). MNonck YacTbix MyTauun B reHe
7802C [CYP210HB, 9 u. m. (Congenital Adrenal Hyperplasia (CAH), Gene
B03.070.478 |YI CYP210HB, 9 Freqg. Mut.) 12 470
7779H |HacnegcteeHHbIn remoxpomatos, | Tun (reH HFE) (Hemochromatosis
A27.30.286 FEI Type 1 (Gene HFE)) 3075
7003U [Cungpom XXnnbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene
A27.30.285 Gl UGT1A1)) 4340
23.1. OnpepeneHne buonornyecKoro poAacTea B CeMbe: OTLLOBCTBA U
martepuHctBa (Definition of Biological Relationship: Paternity and
Maternity)
Cpo4yHoe ycTaHoBneHne B1Monormyeckoro poacTea Anst OgqHoro n3
poauTenen npu 6eccnopHom poactee apyroro (3 Yen.) (Urgent
Establishment of Biological Relationship for One Parent at Indisputable
B03.045.030 |BP3/5 [Relationship of Another (3 Persons)) 36 410
YcTtaHoBneHve 6nonornyeckoro poacTea Aris OAHOrO U3 poanTENen npu
BeccnopHom pogcTtee gpyroro (3 yen.) (Establishment of Biological
Relationship for One Parent at Indisputable Relationship of Another (3
B03.045.030 |BP3/20|Persons)) 27 290
Cpo4yHoe ycTaHoBneHne 61MonorMyeckoro poacTea Asnst ogHoro n3
poautenen npu otcytcTemm gpyroro (2 ven.) (Urgent Establishment of
Biological Relationship for One Parent in Absence of Another (2
B03.045.030 |BP2/5 [Persons)) 36 410
YcTtaHoBneHve 6nonornyeckoro poacTea Aris OAHOrO U3 poanTenen npu
otcytcTBum gpyroro (2 yen.) (Establishment of Biological Relationship for
B03.045.030 |BP2/20|One Parent in Absence of Another (2 Persons)) 19 635
BP/0O |QononHuTenbHbIN y4acTHUK nccneaoBaHns (pebeHok unn matb unm
B03.045.038 |l oteu) (Additional research participant (child or mother or father)) 9530
24.1. HacnepctBeHHble bone3HN obmeHa BeLecTB y
HOBOPOXAEHHBIX/CKpUHUHT «lMaTtouka» (Hereditary Metabolic
Disorders in Newborns. Newborn Screening "HEEL")
B03.016.025.0
01 HBO1 |CkpuHuHr HoBopoxaeHHbIX «[MATOYKA» (Newborn Screening "HEEL")* 8 335
B03.016.018.0 Ma3oBas xpomaTorpacmsa odpasLoB MOYM (OpraHnyeckme aumaypum)
01 HBO2 |[(Gas Chromatography of Urine (Organic Aciduria)) 13 980
OnpepgeneHne akTUBHOCTU OMOTUHMAA3bI (HE4OCTAaTOYHOCTb
6uotmHnaassl) (Biotin-Dependent Carboxylases Activity (Biotinidase
A27.30.447 7060 |Deficiency)) 6 885
YacTas myTtaums B reHe BTD (HegocTtaTouHoCTb GBrotuHmMaassl) (BTD
A27.30.440 7040 [(Biotinidase Deficiency) Gene, Freq. Mut.) 8 020
YacTas mytaumsa B reHe GCDH (rnytaposas aungypusa tun 1) (GCDH
7041G [(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria, Type
A27.30.441 |CDH 1)) 6 885
MonHebin aHann3 reHa GCDH (rnytaposas auuaypua tvin 1) (GCDH
A27.30.441 7042 |(Glutaryl-CoA Dehydrogenase) Gene (Glutaric Aciduria, Type 1)) 54 580
Yactasa myTtauusa B reHe HADHA (HegocTaTtouHOCTb ANMHHOLENOYEYHOM
3-rngpokcunauun-KoA-gerngporeHassl) (HADHA Gene, Freq. Mut. (Long-
A27.30.442 7048 [Chain 3-Hydroxyacyl-Coa Dehydrogenase (LCHAD) Deficiency)) 6 885
YacTtasa mytauusa B reHe ACADM (HegoCcTaTOYHOCTb CpeaHeLenoyYeyHom
aervaporeHasbl xupHblx kucnot MCAD) (ACADM Gene, Freq. Mut.
A27.30.443 7052 [(Medium-Chain Acyl-CoA Dehydrogenase (MCAD) Deficiency)) 6 885
MonHbIn aHann3 reHa OTC (HegocTaTOMHOCTL
opHuTuHTpaHckapbamunasel) (OTC Gene (Ornithine Transcarbamylase
A27.30.444 7055 |(OTC) Deficiency)) 48 060




Yactble myTauum B reHe FAH (TuposnHemus tun 1) (FAH Gene, Freq.

A27.30.445 7056 [Mut. (Tyrosinemia, Type 1)) 12 560
26.1. Ona peten (For children)
OueHka MMMYHHOrO OTBeTa k geTckum nHdekumsim (Pediatric Infections:
B03.070.460 |OBCA47|Immune Response) 7670
3nopoBbii pebeHok: ans aeten ot 0 go 14 net (Healthy Child: for
B03.070.450 |OBC89|Children from 0 to 14 Years) 1690
26.2. Ona xeHwmH (For women)
lMporpamma CKpuHWHIra paka wenkn maTtkn — onpegenexme JHK BIMY n
LMTONOrMYecKoe uccrnenoBaHme cockoba LWerkn MaTkm U LepBuKanbHOro
B03.027.015 2019 |kaHana MeToaoM XWUOKOCTHOW LuTonornm* 2 250
YKeHCckun ropMoHanbHbI NPounb: ANCHYHKLMS ANYHUKOB, HapyLLEHNS
MeHcTpyanbHoro uukna (Female Hormonal Profile: Ovarian Dysfunction,
B03.016.023 |OBC80|Menstrual Irregularities) 7 330
A27.30.278 OBC70|OHkopuck xeHckui: wernka maTtkm (Women's Oncorisk: Cervix ) 4190
Mpobnembl HEBbIHALLMBAHMS: ayTOMMMYHHbIN Npodunb (Miscarriage:
B03.070.456 |OBC81|Autoimmune Profile) 7780
B03.070.462 |OBC82|OueHka aHpporeHHoro cratyca (Assessment of Androgen Status) 3140
MnaHupoBaHne 6epeMeHHOCTI: AMArHOCTUKA YPOreHUTanbHbIX
nHdekumn (Pregnancy Planning: Diagnosis of Urogenital Tract Infection
B03.070.448 |OBC88|(UTI)) 4 560
Xouy cTaTb MamoW: KoMnnekcHoe obcnegosBaHve Npu NNaHMpoOBaHUK
6epemeHHocTn (Want to Become a Mother: Pregnancy Planning,
B03.001.001 |OBC83|Comprehensive Survey) 15 390
B03.014.006 |OBC84|TORCH-uHpekunm (ToRCH-Infections) 6 290
BepemenHocTb: |l TpumecTp (14-28 Hepenwn) (Pregnancy: Second
B03.070.448 |OBC86|Trimester (14-28 Weeks)) 1690
BepemeHHocTb: Il TpumecTp (o1 29-30 Hepenb) (Pregnancy: Third
B03.070.448 |OBC87|Trimester (29-30 Weeks) ) 8 040
OBC12
B03.070.488 |1 MoproTtoBka k 6epemMeHHOCTU: 6a3oBbIN 19 690
OBC12
B03.070.488 |2 MoproTtoBka kK 6GepPEeMEHHOCTU: OLeHKa BUTaMUHHOIO cTaTtyca 6 810
OBC12
B03.070.488 |3 MoarotoBka kK 6€peMeHHOCTU: CKPbITLIN AednumnT xenesa 2370
26.4. ExxerogHble npodpunaktuueckue obcnegosaHma (Annual
preventive examinations)
ExxerogHoe npodmnaktnyeckoe obcnegosaHue (nocne 40 net) (Annual
B03.070.447 |OBC46|Check-Up after 40 Years of Age) 9980
340poB Tbl — 310pOBa CTPaHa: eXerogHoe NpogunakTmyeckoe
obcnepoBaHue (no 40 net) (Healthy You - Healthy Country: Annual
B03.070.458 |OBC79|Check-Up up to 40 Years of Age) 17 345
Broxmmus kposu: pacumpeHHbIn npodune (Serum Biochemistry:
B03.016.004 |OBC73|Extended Profile) 7990
BroxmmMus kpoBu: MMHUManbHbIA Npodunb (Serum Biochemistry:
B03.016.004 |OBC74|Minimum) 4940
26.5. CnopTtusHbie npodunm (Sport Profiles)
Crnoe
B03.070.464 |T1 Supersport basoBsbliit 4125
Crnoe
B03.070.464 |T2 Supersport OnTumanbHbIi 10 245
Crnoe
B03.070.464 |T3 Supersport MpoaBuHYTbLIN 18 160

26.7. OueHKa p1cKa pa3BuTtua 3abonesaHuii cepaeuHo-cocyanucTon
cuctembl (Cardiovascular disease risk assessment)




MpodunakTrka 3aboneBaHnii cepaLa 1 CoCyaoB M UX OCIOXHEHUN

B03.070.451 |OBC51|(Preventing Heart and Blood Vessel Diseases ) 5410
B03.016.005 [OBC53|NunnaHbin npoduns: pacumpeHHbin (Lipid Profile: Extended ) 4 890
B03.016.005 |OBC54 [NunnaHein npodunb: ckpuHuHr (Lipid Profile: Screening) 1650
26.8. OmnarHoctuka aHtupochonmnugHoro cuHapoma (Diagnosis of
antiphospholipid syndrome (APS))
AHTUdOCHOoNUNMaHbIN cuHagpom (APC), nabopaTopHble KpUTEpPUK
A12.06.030 OBC55|(Antiphospholipid Syndrome, APS) 5 360
26.9. lnarHoCTUKa COCTOAHUA XeNyA04HO-KULLIEYHOTO TPaKTa
(Diagnosis of gastrointestinal tract (Gl Tract))
OnarHocTvka uenuakum: HenepeHoCMMOCTb Gernka 3nakoB (rmTeHa)
B03.070.471 |OBC62|(Coeliac Disease: Gluten Intolerance ) 8 550
B03.014.004 |FACTP |[lracTponaHensb (GastroPanel) 6 005
26.10. OueHKa ¢yHKUMM neveHun (Assessment of liver function)
B03.016.008 |OBC56|06cnenoBaHme neyeHn: pacumpeHHoe (Survey of Liver: Extended ) 5735
B03.070.500 |OBC57|0O6cnenosanne neyeHun: cKpuHuHr (Survey of Liver: Screening) 2290
CKPUHMHI ayTOMMMYHHOTO nopakeHust nedeHun (Autoimmune Liver
A12.06.024 OBC59|Disease: Screening) 9 590
26.12. OueHKa ¢yHKLMM novek (Assessment of renal function)
B03.025.001 |OBC60|0O6cnenoBaHme noyek: pacwumpeHHoe (Survey of Kidneys: Extended ) 4 430
26.13. TocnutanbHble uccnegosaHua (Hospital Examination)
ocnuTanu3aums B TepaneBTuyeckuin ctaumnoHap (Hospitalization in
B03.070.401 |OBC77|Therapeutic Hospital) 8 050
B03.070.402 |OBC78|JlabopaTopHbIN XMpypru4eckun npourb 11 490
26.14. inarHocTuKa 3aboneBaHuii coeguHUTENbHOM TKaHu (Diagnosis
of connective tissue diseases (disorders of connective tissue))
Bonu B cyctaBax: pacwmpeHHoe obcnegoBaHme (Joint Pain: Extended
B03.070.463 |OBC63|Survey) 12 340
B03.040.002 |OBC64|ApTpuThl Npu peBmatnyecknx 3abonesannsx (Rheumatic arthritises) 4 030
OBbC64
B03.070.463 |[MOD |Bonu B cyctaBax: ckpuHuHr (Arthralgia: screening test) 7 190
OBC12
B03.070.487 |0 Moparpa 1690
OBC12
B03.070.501 |5 PeBmartoungHbin aptpuT (Rheumatoid arthritis). 4410
26.15. flnarHocTuKa caxapHoro auaberta (Diagnosis of diabetes)
B03.012.001 |OBC65|KoHTponb grnabeTa: pacwmpenHbin (Diabetes Control: Extended) 6 570
B03.012.001 |OBCG66 |KoHTponb grabeTa: ckpuHuHr (Diabetes Control: Screening) 1190
B03.070.459 |OBC67|Onabet: aytonmmyHHble Mapkepsbl (Diabetes: Autoimmune Markers) 5190
26.16. fluarHoCcTMKa U KOHTPOJIb Tepanumn octeonopo3a (Diagnosis and
monitoring therapy for osteoporosis)
B03.070.452 |OBC71|OunarHocTuka octeonopo3sa (Diagnosis of Osteoporosis) 5170
OueHka meTabonuama KOCTHOW TKaHM U pyUcka OCTEONOpPO3a:
OBC12|pacwmpeHHoe obcnenoBaHme (Metabolic bone and osteoporosis risk
B03.070.502 |4 evaluation: comprehensive examination). 7 890




26.17. OueHKa GyHKLUM WMTOBUAHOM Kene3bl (Assessment of
thyroid function)

LLinToBmaHas xenesa: pacwmpeHHoe obernegosaHue (Thyroid Gland:

B03.058.001 |OBC75|Extended Survey) 3590
B03.058.001 |OBC76|LLuTtoBmaHas xenesa: ckpuHuHr (Thyroid Gland: Screening) 2290
26.18. UHdekuun, nepegaBaemble NonoBbiM NyTém (Sexually
transmitted infections (STI))
B03.014.031 |OBC90(BWY, cudpmnnuc, renatutel B u C (HIV, Syphilis, Hepatitis B, C) 3060
WccnenoBaHme komnnekcHoe «Cekc B 60MbLLIOM ropoge: 6 MHgekumii
(ananwus kposu)» (Comprehensive Study «Sex in City: 6 Infections (Blood
B03.014.010 |OBC91|Test)») 6 230
WccnepnoBaHne komnnekcHoe «Cekc B 6onbLuomM ropoge: 14 nHdekumn +
Ma3ok Ha mukpodnopy» (Comprehensive Study «Sex in City: 14
B03.014.030 |OBC92|Infections + Smear on Flora») 8 350
WccnenoBaHne komnnekcHoe «Cekc B 6onbLluioM ropoge: 12 nHdekumn +
OBC10|KBM (yporeHutansHbin cockob)» (Comprehensive Study «Sex in City: 12
B03.014.029 |5 Infections (Urogenital Scraping)») 5 540
Uccneposarve komnnekcHoe «Cekc B 6onbLuom ropoge: 8 nHgekuun +
ma3ok Ha mukpodprnopy» (Comprehensive Study «Sex in City: 8 Infections
B03.014.028 |OBC93|+ Smear on Flora») 5230
26.19. NMpo6nemsbi Beca (Weight Problems)
Mpobnembl Beca (NepBnyHOE 0OCnegoBaHNe 340POBbS NALMEHTOB C
B03.070.454 |OBC94 |HapyweHnammn Beca) (Weight Problems: Primary Survey) 6 050
OBC10|MNepeq oueTton: mnHumanesHoe obcnenoBanne (Survey Before Diet:
B03.070.481 |7 Minimum ) 3590
OBC10|MNepeq oveTton: gononHuTenesHoe obcnenoBanHne (Survey Before Diet:
B03.070.481 |8 Additional ) 11 290
26.20. AueTbl (Diets)
OBC11
B03.070.482 |2 BeretapunaHupl 5315
OBC11
B03.070.483 |3 lNuTaHwne, ncknoyaroLLee KpacHoe MsSICo 1890
OBC11
B03.070.484 |4 BenkoBaga gueTta 6 370
26.22. Anneprua (Allergy)
B03.002.004 |OBC98|Anneprunsi Ha XMBOTHbIX, Mbifb, NneceHb (Allergy to Animals, Dust, Mold) | 12 540
B03.002.004 |OBC99|Anneprusa Ha nuwwesble npoaykTel (Food Allergy) 15 550
OBC10
B03.002.004 |0 Anneprust Ha nneceHb (Mold Allergy) 4 050
OBC10
B03.002.004 |1 Anneprusi Ha pacteHus (Plant Allergy ) 10 390
26.23. FemaTtonoruyeckue uccnegosanua (Hematological
Examination)
B03.005.013 |OBC68|OunarHocTunka aHemuin (Diagnosis of Anemia) 6 120
26.24. KpacoTa KoKu, Bonoc u Hortel (Beauty of skin, hair and nails)
OBC11
B03.070.485 |8 KpacoTta 3gopoBow koxu (Healthy skin beauty) 4160
OBC11|CunbHble BONOChI, Kpenkue Hortu, 6apxaTHas koxa (Strong hair and
B03.070.486 |9 nails, velvet skin) 5 050
HoBble nccnepoBaHus
FACTP
B03.004.001 978 ["acTponaHenb co CTUMynsumnen 7670




AHgpodniop, nccnegoBaHme MUKPOMNopbl YporeHNTansHoro TpakTa

A26.21.036 3152  |MYX4MH B 3AKynaTe 3 365
AHapodnop, nccnegoBaHme MUMKPOQIIOpbl YypOreHUTanbHoro Tpakra
A26.21.036 3153 |MyX4uMH B CeKpeTe npeacratenbHON Xenesbl 3365
AHgpodnop CKpuH, nccnegosaHe MUKPOriopbl YpOreHUTanbHoro
A26.21.036 3253 |TpakTa MyX4uH B CEKpeTe npeacTaTenbHOM Xenesbl 2720
A09.05.209 1700 [lMMpokanbUNTOHWH 3380
A26.05.016 1593 [XenyHble KNCROTbI B CTYNE 4 225
Onpepgenenve nona nnoga. BeisBneHne Y-xpoMocoMbl Mroga B KPOBU
A27.20.001 3316 |matepum (Y-chromosome of the fetus in the mother's blood) 6 870
A26.08.038.00 Bupyc rpunna A/B, kauecTtBeHHoe onpegenenne PHK (Influenza virus
1 3317 |A/B, quality, RNA) 2035
PasgenbHoe onpeaeneHue TokcmHa A n TokcrHa B Clostridium difficile B
486/47 |kane, aHTureHHbl TecT (Toxin A and B Clostridium difficile. One step
A26.19.086 9 rapid immunochromotographic assay) 1925
Bupyc renatuta C: reHotunmposaHue no reHotunam 1-6 (BI'C,
A26.05.019 1688 |onpepenexue reHotunos 1-6, HCV Genotyping) 3090
A09.05.124 1645 [MenaToHuH 3325
A26.06.057 1641 |AntuTena k kopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 1125
MonekynapHo-reHeTu4Yeckast AMarHoCTUKa paka npegcraTenbHON
A27.30.292 7650 [xenesbl 6 935
B03.001.002 [1634 [MnaueHTapHbIn cbakTop pocTa (Placental growth factor, PIGF) 4 895
dakTop IX, aktuBHOCTb % (hakTop Kprctmaca, aHTUreMounbHbIN
A09.05.187 1410 |dbakTtop «By) 1730
A09.05.052 1412 |AHTK-Xa, akTMBHOCTbL % 2170
A09.05.220 1413 |®akTop BoH Bunnebpanga, aHTureH % 2610
A09.05.221 1603 |ButamuH 1,25-gurngpokecm D3 4095
A09.05.035 1633 |[OBeponumyc 4 285
JlTabGopaTopHoe uccnegoBaHue knewa ans BoisiBreHns OHK Bo3dbyguTtens
A26.04.012.00 boppenuosa (6onesHu Jlanma) (Detection of pathogen DNA in ticks:
1 271 Borrelia burgdorferi s. 1.) 2130
B03.016.004 |[4H®T [NASH-FibroTest 21290
Oo3nHOUNBHLIN HelpoTokcnH B cTyrne (Fecal Eosinophil derived
A26.05.016 1594 [Neurotoxin; EDN, stool) 4 845
A26.05.016 1597 [XumoTpuncuH B cTyne,akTnBHoCTb (Chymotrypsin activity in Stool) 2 365
Crteatokput ctyna (OnpegeneHne cogepxaHus Xupa B karne MeToaom
A26.05.016 1599 [kmcnoTHoro cteaTokpuTa; Fecal Fat; Acid Steatocrit) 1740
AHTUTENa, KONMYeCcTBEHHbIEe, K cnavikoBomy (S) 6enky SARS-CoV-2, IgG
A26.06.057 1659 [(Anti-SARS-CoV-2, spike (S) protein, IgG, quantitative) 1705
A26.05.016 1596 |3oHynuH dekanbHbIn (Zonulin, stool; Fecal zonulin) 7 315
OBC15
B03.016.004 |4 Broxmmusa kposu: 6a30BbIN Npodunb 2890
A08.30.046 580 OLGA-system(6uoncunHeln (>kenynok) 5240
Mukpockonmyeckoe UccnegoBaHme MoYm nocre maccaxa
Al12.21.005 1169 |npencTtaTernbHOM Xenesbl 700
Mpsmown aHTUrMobynnHOBKIN TecT, nonucneundunyHein (MAIT, npavas
npob6a Kymbca, Direct Antiglobulin Test, DAT, Direct Coombs Test
A12.05.009 999 Polyspecific) 1465
A27.30.008 7653 |Ananus mytauuin B reHe BRAF (V600E) (MUP, kau) 8 695
OBC12
B03.016.005 |7 JInnnaHbIi Npodunb He-HaToLWaK pacLUMPEHHbIN 3905
OBC12
B03.016.005 |8 JInnnaHbii Nnpodunb He-HaToLaK CKPUHMHT 1530
OBC12
B03.070.465 |9 BeraHbl. Mpodunb "MuHMmanbHbIR" 10 490
OBC13
B03.070.465 |0 BeraHbl. Mpoduns "basoBbiin” 12 090
OBC13
B03.070.465 |1 Beranbl. Mpoduns "PaclumpeHHbIn" 20 860




OBC15

B03.070.497 |5 Mpoduns «ExerogHas npodunakTmka» 1390
OBC17 |AnarHocTtuka noctkoBmaHoro cuHgpoma (Diagnosis of Post-COVID-19
B03.070.495 |2 syndrome) 8 740
B03.070.467 |CIKA1[NabopaTopHasa anarHocTmka runepaaHaporeHemMmum 4530
B03.070.453 |CIKA2[OueHka ropmoHanbHOro cratyca npu HapyLleHUM MeHCTpyanbHoro uuknal 2 765
OBC15
B03.070.466 |6 ButamuH 1 n muHepansbHbi o6MeH 4140
B03.014.024 |3032 |PacwupeHHoe uccnegosaHme MMKpodnopbl YporeHMTanbHoro Tpakra 3480
B03.014.023 3033 [CkpuHUHroBoe nccrnegoBaHne MUKPOnopbl yporeHMTanbHoro TpakTta 2 955
KnnHnyeckun aHanms kposu: obLumin aHanus, nerikocgpopmyna (c
B03.016.002 [5/119 [mukpockonuen maska KpoBU Npu HanmMyYnmM NaTonormyecknx CABUroB) 835
OnpepgeneHne oCMOTUYECKON PE3UCTEHTHOCTM apuTpoumnToB (Osmotic
A12.05.002 1600 [fragility (OF) test, RBC) 2 365
A12.05.012.00
2 1618 |[3nektpodopes remornobuHa (Hemoglobin Electrophoresis) 4 845
AHTUTENa K MuToxoHapusam (AMA-M2), IgG (Anti-AMA-M2
A12.06.035 1221 [autoantibodies, IgG) 2275
A12.06.051 1670 |AHnTuTena k 6eta-2-rnmkonpoteunHy, IgG (Anti-beta-2-glycoprotein, IgG) 1835
1671A
Al12.06.051 B2M  |AHTuTena k 6eta-2-rnukonpoteunHy, IgM (Anti-beta-2-glycoprotein, IgM) 2 050
B03.002.004 [6706 |[NaHenb pa3Hble annepreHsb 1 5460
B03.002.004 |6707 |lMaHenb pa3Hblie annepreHbl 2 5 255
CvHpgpom MapTtuH-Benn (reHogmMaHocTMKa cMHgpoma nomkon X
A27.30.298 7643 |XpOMOCOMBbI) 7 375
A27.30.141 7645 |Mytaumu B reHe LDLR 14 870
A27.30.142 7646 |[Mytauun B reHe PCSK9 13525
AHTUTEna K kopoHasupycy SARS-CoV-2, IgM (ka4yecTBeHHOe
1641/5 (onpepeneHue) n IgG (konnyectseHHoe onpeaeneHue) (Anti-SARS-CoV-
A26.06.057 9 2, IgM/IgG) 2 705
OBC16
B03.070.489 |4 ButamuH D n MmuHepanbHbii 06meH (IMepekpecTok) 3350
A09.05.099 1689 |AMMHOKMCNOTbI B Nasme KpoBu 5440
B03.016.019 [1690 |AMWMHOKMCNOTHLI B Nra3me kposu, 48 nokasaTtenen 10 550
A09.05.026 1675 |[PeMHaHTHbIN XOnecTepuH HaTowwak (NpoayKT —Npodunb); 830
A09.05.026 1685 |PeMHaHTHbIN XONECTEPUH HEe HaToLWakK (MPOAYKT —Npodusib) 830
A26.04.012.00 JlTabopaTopHoe nccnegoBaHue krella ans BoisiBneHns PHK Bupyca
1 350 knewesoro aHuedanurta (Tick-borne encephalitis Virus, TBEV, RNA) 1390
[MaTonoroaHaToMmnyeckoe uccregoBaHve onepaLmMoHHOro Mmatepuana
A08.30.046 51104 |(go 6-Tn napadnHOBbLIX BITOKOB) 4 520
[MaTonoroaHaToMmnyeckoe uccregoBaHve onepaLmMoHHOro Mmatepuana
A08.30.046 51105 |(6onee 6-T1 napadunHOBLIX OOKOB) 4520
OBC17
B03.070.492 |1 'MnoroHagn3m y My>4vH 6 190
Kapaunopuck, CKPUHWHI-NEW — C BKIMOYEHNEM BbICOKOUYYBCTBUTEIBHOIO
OBC17 |TponoHunHa n HaTpuypeTmdeckoro ropMoHa (B-tuna) N-koHueBoro
B03.015.009 |3 nponentuga 8 490
OBC18|XeHckun ropMoHarnbHbIN NPOUIb: HAPYLLEHUS MEHCTPYarbHOMO LMKNa,
B03.070.468 |7 CKPUHWUHT 3700
OBC85
B03.070.448 |NEW [BepemeHHocTb: 1-i1 TpumecTp (1-13 Hepgenu) unu 1-n BU3UT 11 150
Cnepmorpamma (ViccnenoBaHme asgkynaTa ¢ OLEeHKON MOpdhoriormm no
B03.053.002 5999 (Kptorepy) 3350
OBC20
B03.070.455 |2 AHanuabl ns cnpaeku B 6accenH 1190




CTtepoungHbin npodunb B critoHe (TecTocTepoH,
OernppoanvangpoctepoH, AHapocteHamoH, Koptuson, KopTunsoH,

B03.016.023 [1577 [Octpagmon, MporectepoH, 17-OH-nporectepoH) 8 735
LinTonormnyeckoe 1 UMMyHOLIMTOXMMUYECKOE UCCNedoBaHME C
mapkepamu p16INK4a n Ki-67 ona nogreepXaeHnst AUCnnasmm B Maskax
A08.30.013 547N |cnuancTom LWenkn MaTku 10 365
3255C |Bupyc renaTtuta D, konnyecTBeHHoe onpegeneHne PHK B cbiBopoTke
3255CB B kposu (HDV RNA, quantitative) 1010
NapsoBupyc B19 (Parvovirus B19)
3324C
A26.05.032 B Mapeosupyc B19, onpepenexve OHK (cbiBopoTka) 905
Bapuuenna-3octep Bupyc (Varicella-Zoster virus)
A26.05.042.00 |3215C |Bupyc Varicella-Zoster, onpeaenexue [OHK B cbiBopoTke kposu (Varicella
1 B ZosterVirus, DNA, serum) 550
3215K [Bupyc Varicella-Zoster, onpegenernne JHK B cockobe anutenmanbHbIX
A26.06.056 OX knetok koxu (Varicella Zoster Virus, DNA, scrape of skin epithelial cells) 565
3215C |Bupyc Varicella-Zoster, onpegenexne OHK B cnioHe
A26.06.056 JIH (VaricellaZosterVirus, DNA, saliva) 515
Hosble uccneposaHusa 2024
HeunHBasvBHbIN NpeHaTanbHbI TecT (HUMMT) - ctTaHgapTHasa naHenb
A27.20.001 2HUMT|(Noninvasive Prenatal Testing (standart)) 30 345
HewnHBasmeHbIV NnpeHaTanbHbiv TecT (HUMMT) - paclumnpeHHas naHenb
A27.20.001 3HUMT|(Noninvasive Prenatal Testing (advanced)) 38 900
HeunHBasnBHbIN NpeHaTanbHbii TecT (HUMT 6a3osein) (Non-Invasive
A27.20.001 4HWMT|Prenatal Test (base)) 26 145
6027A |bepesa 6opopasyatas, rBet v1 (215), IgE (Birch, Betula verrucosa, rBet
A09.05.118 b vl (t215), IgE) 860
6031A
A09.05.118 b HomawHas neinb (Hollister —Stier) (h2), IgE 860
6044A
A09.05.118 b An ocbl natHucTonm (i2), IgE 860
6046A
A09.05.118 b Komap (i71), IgE 900
6048A
A09.05.118 b MeHvumnnuu V (c2), IgE 900
6049A
A09.05.118 b Orypey, (f244), IgE 860
6050A
A09.05.118 b Asokapo (f96), IgE 860
6052A
A09.05.118 b Monoko ko3be (f300), IgE 860
6055A
A09.05.118 b Abpwukoc (f237), IgE 860
6056A
A09.05.118 b BuwHs (f242), IgE 860
6058A
A09.05.118 b ManpapuH (f302), IgE 860
6059A
A09.05.118 b baknaxaH (f262), IgE 860
6060A
A09.05.118 b Bpokkonu (f260), IgE 860
6061A
A09.05.118 b YecHok (f47), IgE 860
6062A
A09.05.118 b pnbbI (WwamnuHboHbI) (f212), IgE 860
6063A
A09.05.118 b MopconHeyHnk (w204), IgE 860




6064A

A09.05.118 b Pomawka (w206), IgE 860
6068A |Cmecb nuLLeBbIx annepreHoB (fm5) (AanyHbIN 6enok, MOMOKO KOPOBLE,

B03.002.004 |b Tpecka, nweHuua, apaxumc, coesble 606bl), IgE 2020
6074A |Cmecb nuLLeBbIX annepreHoB (fm24) (Tpecka, KpeBEeTKNU, MUONN, TyHel,

B03.002.004 |b nococsb), IgE 2 020
6085A |Cmecb annepreHoB nbifbLbl AepeBbEB (paHHee LBeTeHue) (tm5) (onbxa

B03.002.004 |b cepasi, nelumHa, Bs3, UBa, TONomMb TpexrpaHHbin), IgE 2020
6088A

A09.05.118 b BuHorpag (f259), IgE (Grape (f259), IgE) 1250
6090A

A09.05.118 b INocock/cemra (f41), IgE (Salmon (f41), IgE) 1250
6092A

A09.05.118 5} Ckymbpus (f206), IgE (Mackerel (f206), IgE) 1250
6093A

A09.05.118 5} Kambana (f254), IgE (Plaice (f254), IgE) 1250
6095A

A09.05.118 b KokocoBbin opex (f36), IgE (Coconut (f36), IgE) 1215
6096A

A09.05.118 b "peukmn opex (f256), IgE (Walnut (f256), IgE) 1250
6103A

A09.05.118 b Coip Yeppep (f81), IgE 895
6104A

A09.05.118 b Chblip ¢ nnecexbto (f82), IgE 895
6107A

A09.05.118 5} TyHewy (f40), IgE 895
6108A

A09.05.118 b Kykypysa (f8), IgE 895
6109A

A09.05.118 5} CnuBa (f255), IgE 895
6119A

A09.05.118 5} Wmbupsb (f270), IgE 895
6098A

A09.05.118 b daconb 6enas (f15), IgE (White bean (f15), IgE) 1250
6099A

A09.05.118 5} ObiHs (f87), IgE (Melon (f87), IgE) 1250
6100A

A09.05.118 5} Poxb (f5), IgE (Rye (f5), IgE) 1180
6159A

A09.05.118 b KypuHoe msico (f83), IgE 895
6144A

A09.05.118 b Candida albicans (m5), IgE 895
6148A

A09.05.118 b LWokonag (f105), IgE 895
6122A

A09.05.118 b Exxa cbopHas (g3) IgE (Dactylis glomerata (g3), IgE) 895
6124A

A09.05.118 b OBcsiHuua nyroeas (g4), IgE (Festula elatior (g4), IgE) 1235
6126A

A09.05.118 b MaTtnuk nyrosomn (g8), (IgE Poa pratensis (g8), IgE) 895
6164A

A09.05.118 b MonbiHb ropbkas (Artemisia absinthium) (w5), IgE 895
6166A

A09.05.118 b Mepbsa BonHUCTOrO nonyranyunka (e78), Ige 895
6150A

A09.05.118 5) NumoH (f208), IgE 895
6152A

A09.05.118 b peva (f11), IgE 895




6182A

A09.05.118 b Onbxa cepas (12), IgE (Alnus incana (t2), IgE) 895
6183A
A09.05.118 b JlewmHa obbikHoBeHHas (t4), IgE (Corylus avellana (t4), IgE) 895
6184A
A09.05.118 b MopopoxHuk (w9), IgE (Plantago lanceolata (w9), IgE) 895
OBC19
B03.070.469 |6 Crtpecc 9490
OcTpble knweyHble nHdekumn. OnpegenerHne PHK BUpYCHbIX
33127K|Bo3byautenei kuwedHbix nHgekunni (Potasupyc A, Actposupyc,
A26.05.016 All Hopoewupyc G |, Hoposupyc G Il) B kane 1575
OcTpble knweyvHble nHdekunn. OnpegeneHue 6akTepuanbHbIX U
BMPYCHBIX BO3byauTeEnemn KULeYHbIX MHAEKLMIA
(Kamnunobakrep(tepmodunsHas rpynna),lUurennsi n UK,
33128K|CanbmoHennsl, AaeHoupyc F, PotaBupyc A, Actposupyc, Hopoeupyc G
A26.05.016 Al I, Hoposupyc G Il) B kane 3410
Hosble uccneposaHua 2024_2
ASTRA|Broxnmmnyeckuin CKpuHUHT 1-ro TpymecTpa 6epeMeHHOCTM Anis
B03.032.002 [IAl nporpammbl AcTpans 3 850
ASTRA|WccneposaHne PAPP-A u cB. ?-XI'Y B 11-14 Hepenb 6epeMeHHOCTM C
B03.032.002 [IA2 pacyeToM PUCKOB XPOMOCOMHbLIX aHoManuin B nporpamme ASTRAIA 4 630
Wccneposanne PAPP-A u cB. ?-XI'Y B 11-14 Hegenb GepeMeHHOCTU C
ASTRA|pacuyeTom puUCKOB XPOMOCOMHbIX aHOManun, 3agepXkv pocTta nnoaa,
B03.032.002 |IA3 npexaeBpeMeHHbIX poaoB, npeaknamncum B nporpamme ASTRAIA 4630
MceneposaHne PAPP-A u cB. ?-XI'Y n PIGF B 11-14 Hepenb
6epeMeHHOCTH C pacHETOM PUCKOB XPOMOCOMHbIX aHOManun, 3a4epXKku
ASTRA|pocTa nnoaa, npexaeBpeMeHHbIX poaoB, MHAMBUOYaNbHOIO pucka
B03.032.002 |IA4 npeaknamncun B nporpamme ASTRAIA 8 160
WccneposaHne TREC n KREC ans anarHoctukm nMmyHoaeduumToB
A08.05.019 1576 [(TREC and KREC analysis for immunodeficiency diagnostics) 6 830
A09.05.152 1301 [lMperHeHonoH 4 360
A09.05.035 1399 |[BaHkomuumH (Vancomycin) 4190
WccnegosaHusa coctaBa MUKPOBMOThI KULLEYHMKA Y eTeln METOAOM
B03.016.010 |398 MUP, SHtepodnop deTtu 8 230
A26.06.012 1546 |Bbpyuenna-IgA (Brucella, IgA) 785
A26.06.012 1548 |Bpyuenna-lgG (Brucella, 19G) 940
Bupyc nmmyHogeduumta yenoseka, Tun 1 (BUY-1), onpegeneHne PHK
(kon.) B cbiBOpOTKe KpoBM (Human immunodeficiency virus, HIV-1, RNA,
A26.05.021 339 quality, Serum) 9 640
Bupyc nanunnomsl yenoseka (BIMY), BbisenexHne OHK (ckpuHuHr 14
TmnoB BINY BbicOKOro oHKoreHHoro pucka - 16, 18, 31, 33, 35, 39, 45, 51,
A26.21.008.00 52, 56, 58, 59, 66 1 68 TMNoOB, c auddepeHunansHbIM onpeaeneHmem 16
1 3011 |n 18 Tunos, Tect-cuctema Peanbect BINY OHKOCKPUH. 1580
Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k aHTUreHam
A26.06.062 1563 |[kowauben aByycTku Opisthorchis felineus) 1030
B03.002.004 [6010 [|PecnupatopHas naHens PROTIA Allergy-Q 9180
AHTuTena knacca IgG k aHTureHam Yersinia Enterocolitica u Yersinia
Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia
A26.06.093 2391 [Pseudotuberculosis, IgG) 1000
A09.05.118 6005 |CTadunnokokKoBbIM SHTEPOTOKCUH A, IgE 1430
A09.05.118 6006 [CtacmnokokKoBbIN SHTEPOTOKCUH B, IgE 1430
B03.002.004 [6011 [ATtonnueckas naHens PROTIA Allerqy-Q 7 450
B03.002.004 6008 [Cwmecb nuweBbix annepreHoB 15: anenbcuH, 6aHaH, ss6noko, nepcuk, IgE| 2 355
6002W
A09.05.118 1 Amb6posus (w1), IgE (Ambrosia (w1), IgE) 895




Cneunduyeckme nmmyHornobynuHbl krnacca G (IgG) kK nuweBbIM
aHTureHam: Food Xplorer (FOX). (Specific IgG to food antigens: Food

B03.002.004 |1880 [Xplorer (FOX)). 27130
Cmecb annepreHoB JOMaLLHMX FPbI3YHOB: 3NUTENUA MOPCKOM CBUHKM,
3NUTENWI KPOnurKa, aNUTENNIA XOMsiKa, Kpbica, Mbilwb, IgE (EP70 (ES,
1070A |E82, E84, E87, E88), Rodents Panel: Guinea Pig Epithelium, Rabbit
B03.002.004 |b Epithelium, Hamster Epithelium, Rat, Mouse, IgE) 1810
MmcTonormnyeckoe nccnegosaHme GuoncuMHOro maTepmana:
[obpokayecTBEHHbIE OMYXONM KOXM Pa3HbIX riokanM3auni SCHOro reHesa
(nanunnomsl, HeByChl, 6opoaaskm)]
Cockobbl LiepBUKarnbHOro kaHana v nonoctn matku (6e3 gucnnasmm) 1
nokanusaums!;[
HobpokayecTBeHHbIe 3aboneBaHNsA MOMOYHOW Xerneabl 6e3 avcnnasmm
A08.30.046 51103 |(®PKB,cpnbpoageHoma), NnaueHTa 3980
MonekynapHo-reHeTuyeckoe nccrnegoeaHme npy GIST-onyxonsax (cKIT,
A27.30.230 5502 |PDGFRa) 18 890
A27.05.041 77802 [lNcopwuas, TunupoBaHne HLA-Cw6 4530
A12.05.010 77800 |bonesHb bexyeta, TunuposaHne HLA B51 4 350
B03.005.017 |7021 |OwarHoctuka 6eTa-Tanaccemum u remornobuHonatui (reH HBB) 12 390
HeunHBasnBHbIN npeHaTanbHbii TecT (HUMT Makcumym) (Non-Invasive
A27.20.001 6HUMT|Prenatal Test (Maximum)) 44 900
Nabop
artopwus
Nabopartopua |IABKB
NABKBECT ECT
LinTonormnyeckoe nccnegoBaHue ¢ 3akrnoyYeHNEM Mo TEPMUHOMNOTMYECKOM
cucteme betecpa (6e3 onucaHusa uutorpammel), 1 CTEKNO, okpacka no
A08.20.017 C001 |Nenwmany 2 000
Lintonornyeckoe nccnegoBaHue ¢ 3aknoyYeHneM no TePMUHOMNOrMYECKOM
cucteme betecpoa (6e3 onucaHus LMTOrpammsbl), 2 CTEKNa, okpacka no
A08.20.017 C002 [NenwmaHy 2000
LinTonornyeckoe nccnegoBaHue ¢ 3akrnoyYeHNEM MO TEPMUHOMOTNYECKOM
cucteme betecpa (c onucaHmem uutorpammel), 1 CTEKNO, OKpacka no
A08.20.017 C003 |Nenwmany 2 000
Lintonornyeckoe nccnegoBaHue ¢ 3aknoyeHneM no TePMUHONOrMYECKOM
cucteme betecpa (c onucaHnem yutorpaMmmel), 2 cTekna, okpacka no
A08.20.017 C004 [NenwmaHy 2000
LinTonornyeckoe nccnegoBaHue ¢ 3akrnoyYeHNEM MO TEPMUHOMOTNYECKOM
cucteme betecpa (c onucaHmem uutorpammel), 1 CTEKNO, OKpacka no
A08.20.020 CO005 [ManaHukonay 2 000
Lintonornyeckoe nccnegoBaHue ¢ 3aknoyYeHneM no TePMUHONOrMYECKOM
cucteme betecpa (c onucaHnem umMTorpamMmmel), 2 CTekrna, okpacka no
A08.20.017 C006 |ManaHukonay 2000
A26.21.008.00 BIMY-MATlM-TecT xxunaKocTHbIN (koMnnekc Tectos: BMNY paclumpeHHbIn ¢
1 C009 |onpeneneHvem konu4yecTsa u Tuna eupyca + MNAI-TecT) 3 550
A26.21.008.00 BlMY-TecT paclumpeHHbIn XNAKOCTHLIN (C onpeaeneHnemM KonmyecTsa u
1 C008 |Tuna Bupyca) 3100
[dnarHocTrka NnopaxxeHust KOXu, nccrnegoBaHne cocKoOoB 1 OTNEYaTKOB
A08.30.028 C012 |[spo3un, paH, ceuwen (4o 5-n ctekon) 1240
A08.22.004 C013 |OmarHocTuka 3aboneBaHun LUTOBUAHON Xenesbl (00 5-Tu cTekon) 1240
A08.28.007 C014 |OwnarHocTtuka 3aboneBaHuin MOYEnosioBo CUCTEMBI (00 5-Tn cTeKon) 1240
A08.20.015 C015 |OmarHocTtuka 3aboneBaHUn MONOYHON Xenesbl (4o 5-Tu cTekon) 1240
A08.20.004 C016 |OwmarHocTuka acnvparta nonoctu MaTtkm (4o 5-Tu ctekon) 1240
VccnepoBaHve masoka-oTrnevaTka ¢ BHYTPUMAaTOYHOM cnvpanu (8o 5-tu
A08.20.017 C034 |cTekon) 3 300




ViccnenoBaHme acLMTUYECKOWN, nneBpaanon, CUHOBMAarbHOM XUOKOCTH,

A08.09.010 C017 |cnMHHOMO3roBast XNOKOCTb, COAEPXKUMOTO KUCT (3a 1 KOHTEHep) 1240
ViccnenoBaHne matepuana, nofy4eHHOro npu onepaTuBHbIX

A08.17.002 C018 [BmewarenbcTBax (4o 5-Tv cTtekon) 2560

A08.06.001 C019 |WccnepoBaHue nyHkTaTa numdaTnyeckmx ysnos (40 5-Tu cTekon) 1240
ViccnegoBaHve MOKPOThLI M MOYM Ha aTunnyeckme KrneTkn (3a 1

A08.09.011 C020 |koHTelHep) 1240

A08.17.002 C021 [WccnepoBaHue sHOOCKONMYECKOro Matepuana (4o 5-tu ctekon) 1240
LinTtonornyeckoe uccnegoBaHue oTrne4aTkoB ONyxornen u

A08.30.016 C027 |onyxonenogobHbix obpasoBaHuii (00 5-Tu cTekon) 1240
Lintonornyeckoe nccnegoBaHue NyHKTaToB M OTNEYaTKOB APYrnx

A08.30.016 C033 |opraHoB u TkaHen (3a 1 nokanMsauuio oo 5-Tu cTekon) 3290
KomnnekcHoe uccnegoBaHue cockoba Lenkn MaTkm U LiepBUKanbHOro

A08.20.017.00 KaHarna MeToAoM XWOKOCTHOW LUTOJSIONMKN C UCCIieJoBaHNEM

2 C035 [koakcnpecun oHkobenkoB p16 (p16-ink4a) n Ki67 12 890

B03.027.017 [C011 [Koskcnpeccusi oHkobenkoB p16/Ki67, UMMYHOLMTOXUMUS 9 740

A08.30.013 C036 |MmmyHoUMTOXUMUYECKOE UccregoBaHme (1 Mapkep Mo CornacoBaHuIo) 11 470
KoHcynbTaumsi rotoBoro umuronormdeckoro npenapara (1 -5

A08.30.007 C037 |cTeknonpenaparoB) 3 200
KoHcynbTaumsi rotoBoro uutosnormdeckoro npenapata (6 - 10

A08.30.007 C038 |cTeknonpenapartoB) 4 800
KoHcynbTaumsi rotoBoro uutonormdeckoro npenapata (11 n 6onee

A08.30.007 C039 |cTeknonpenapartoB) 8 000

A08.30.006 C040 |doTopernctpauus (1 CHUMOK) 2 380

A08.30.007 C041 |doTockaHupoBaHue (3a 1 crnyyan Jo 5 crtekon) 2900
KXNOKOCTHAA UMTOJIOIMNA (pacumpeHHoe 3akmoyeHune).

A08.20.017.00 Lintonornyeckoe uccnegoBaHne cockoba Lenkn MaTku 1 LLepBUKaNbHOMO

2 C023 [kanana 2 560
>KnpgkoctHas umTonorus. Lintonornyeckoe nccnegoBaHue cockoba

A08.20.017 C024 |weikn maTKkn 1 LiepBUKarbHOro KaHana 2 560
>KnpgkoctHas umTonorusa cockoba (acnuparta) nonoct matku (3a 1

A08.20.013 C042 |koHTelHep) 2560
YKnakocTHasa UMTONOrMSA NyHKTaTOB LWMTOBUAHOM Xenesbl (3a 1

A08.22.004 C043 |koHTelHep) 2560

A08.20.015 C044 [XKupgkocTHasi LMTONOIMsSI NYHKTATOB MOJIOYHOW XXenesbl (3a 1 KOHTENHep) 2 560
YKnakocTHasa LMToNorMsa NyHKTaToB APYrnxX opraHoB U TkaHen (3a 1

A08.30.016 C046 |koHTelHep) 2560

A08.16.002 H013 [BuigesneHue Helicobacter pylori 2825
WccneposaHve sHOockonuyeckon bruoncum (NuueBos, XXenynok, TOHKUA

A08.30.046 HO81 [wu ToNCTbIV KMLIEYHWK) 6€3 AONONTHUTENBHON OKpPacKK (3a 1 KOHTENHeP). 3450
WccnepoBaHve sHOockoNnyeckon Gruoncum (NuLeBos, XXenynok, TOHKMUIA
N TONCTbIV KNLWIEYHWK) C AOMOMHMTENBHOW OKPacKon Ha cnu3b (3a 1

A08.30.046 H082 [koHTelnHep). 3450
ViccnegoBaHme 3HO0CKOMMYECKon Guoncum (NULLEBo, Xenynok, TOHKUA
W TOMNCTbIV KULLEYHWK) C AOMOMHUTENbBHOM OKpackomn Ha cnuab 1 HP (3a 1

A08.30.046 HO083 |[koHelHep). 3900
WccneposaHve MynbTUOKanbHOM 3HO0CKONMYECKon Buoncum xenyaka

A08.16.002 H084 |c onucaHnem no OLGA/OLGIM (3 koHTelriHepa) 4 260
VccnepoBaHve MynbTUdoKanbHOM 3HO0CKoNMYeckon buoncum

A08.30.046 HO085 |[kmweyHuka npu guarHoctuke B3K (0o 9 koHTenHepoB) 4900
'cTonornyeckoe nccnegoBaHme AnarHOCTUYECKOW OMOMNCcUM opraHoB
KKT (critoHHble Xenesbl, NofoCcTb pTa, NULEBOA, XXENYAOoK,
noaxenygoyvHas xenesa, nedeHb, TOHKUA U TONCTbIN KALLEYHUK) 1

A08.30.046 HO86 |KoHTenHep. 3450




A08.30.046

HO88

ViccnepgoBaHme onepaumnoHHoro matepuana opraHoB XXKT (matepuan B
koHTerHepe go 100 mn)

3450

A08.30.046

HO089

ViccnegoBaHue onepaunoHHoro matepuana opraHoB XXKT (maTepuan B
KoHTerHepe 6one 100 mn)

5990

A08.30.046

H148

WccneposaHue sHgockonuyeckon bruoncum (Nuesos, Xernyaok, TOHKUA
N TONCTbIV KULLIEYHMK) 6€e3 AONONHUTENBHON OKpacku (2-3 KOHTeHepa)

4 290

A08.30.046

H149

VccneposaHve sHOockonuyeckon Groncum (NyieBos, XXenyaooK, TOHKUA
W TOMNCTbIV KULLIEYHWK) 6e3 JONONHUTENbHOW OKpacku (4-6 KOHTEHepoB)

5000

A08.30.046

H150

WccneposaHne sHOockonuyeckon buoncum (Nuesos, Xernyaok, TOHKUA
N TONCTbIV KMLLIEYHMK) 6e3 JONONHUTENBHOM OKpackn (7-9 KOHTEHepoB)

8 000

A08.30.046

H151

WccneposaHue aHgockonuyeckon bruoncum (Nuwesos, Xernyaok, TOHKUA
N TONCTbIV KULLEYHMK) 6e3 4ononHUTenbHOM okpackm (10-12
KOHTeNHepoB)

10 000

A08.30.046

H152

WccneposaHve sHOockonuyeckon broncum (NueBos, XXenynok, TOHKUA
W TONCTbIV KULLEYHMK) 6e3 gononHuTensHom okpackn (13-15
KOHTENHepOoB)

12 000

A08.30.046

H153

WccnegosaHve sHgockonuyeckon broncum (Nuiesos, Xenyaok, TOHKUA
N TONCTbIV KNLIEYHWK) C AOMNOMHMUTENBHOM OKPacKon Ha cnusb (2-3
KOHTelrHepa)

4 290

A08.30.046

H154

WccnepoBaHue aHAoCKONMYeckon uoncum (MULLeBos, XXenyaok, TOHKWN
W TONCTbIV KULLEYHWK) C JOMOMHUTENBbHOW OKpacKom Ha crinab (4-6
KOHTENHepOoB)

7 000

A08.30.046

H155

WccneposaHme sHgockonuyeckon broncum (Nuiesos, Xenyaok, TOHKUA
N TONCTbIV KNLIEYHWK) C AOMNOMHUTENBHOW OKpacKon Ha cnuab (7-9
KOHTeNHepoB)

13 000

A08.30.046

H156

VccnepoBaHue aHOoCKOMMYecKon broncun (Muwesos, XXenyaok, TOHKUN
N TONCTbIV KNLWEYHWK) C AOMNOMHUTENBbHOW OKpackomn Ha cnm3b (10-12
KOHTENHepOoB)

14 000

A08.30.046

H157

WccnegosaHve sHOockonnyeckon broncum (Nuiesos, Xemnyaok, TOHKUA
W TOMNCTbIV KULLIEYHWK) C OOMOMHUTENBHOM OKpackomn Ha cnuab (13-15
KOHTeNHepoB)

15 000

A08.30.046

H158

VccneposaHve sHOockonuyeckon Gruoncum (NuLeBos, XXenynok, TOHKUA
N TONCTbIV KNLWEYHWK) C AONOMHMUTENBHOW OKpackon Ha cnusb n HP (2-3
KOHTeNHepa)

5328

A08.30.046

H159

WccnegosaHve sHOockonuyeckon broncum (Nuiesos, XenyaoK, TOHKUA
W TONCTbIV KULLIEYHWK) C OOMNOMHUTENbHOM OKpackomn Ha crnsb 1 HP (4-6
KOHTeNHepoB)

8 000

A08.30.046

H160

VccneposaHve sHOockonuyeckon Groncum (NuLeBos, XXenynok, TOHKUA
N TONCTbIV KMLWEYHWK) C AONOMHMUTENBbHOM OKpackon Ha cnuab n HP (7-9
KOHTENHepOoB)

15 000

A08.30.046

H161

ViccnegoBaHme 3HO0CKOMMYECKon Guoncum (NULLEBo, Xenynok, TOHKUA
W TONCTbIV KULLEYHWK) C OOMOMHUTENbHOM OKpackomn Ha cnn3b 1 HP (10-
12 KOHTENHEPOB)

16 000

A08.30.046

H162

WccnepoBaHve sHOockoNnyeckon Gruoncum (NuLeBos, XXenynok, TOHKMUIA
N TONCTbIV KNLWEYHWK) C AONOMHUTENBHOW OKpackon Ha cnuab 1 HP (13-
15 KOHTENHepoB)

17 000

A08.16.002

HO90

ViccnegoBaHme NyHKUMOHHON Buoncum MonoYHowm xenessbl (3a 1
KOHTENHep).

5790

A08.20.009

HO091

VMccnenoBaHue onepaumoHHOro Matepmana Moso4YHON xenesbl
(matepuan B koHTenHepe 0o 100 mn)

5250

A08.20.009

H092

VccnegoBaHue onepaumoHHOro Matepuana Moso4YHON xenesbl
(matepuan B 1 koHTenHepe cBbiwe 100 mn)

8 400

A08.09.001

HO093

Wccneposanume 6uoncum (roptaHb, Tpaxed, OpOHXM, TOpakocKonuyeckas
6uorcus) (3a 1 KOHTENHED)

3450

A08.08.001

H094

'McTonornyeckoe nccnegoBaHve 06pasoBaHuMii Nasyx Hoca, MUHAAMMUH
(3a 1 KOoHTENHep)

3450




A08.08.001

HO095

VMccneposaHue onepaLMoHHOro MaTepuana opraHoB AblXaHus
(matepuan B 1 koHTerHepe go 100 mn)

3450

A08.08.001

HO096

VccneposaHve onepauvoHHOro Matepuara opraHoB AblXaHust
(matepuman B 1 koHTenHepe cBbiwe 100 mn)

3450

A08.20.003

HO097

ViccnepgoBaHue nannenb-6uoncum nonoctu maTkm (3a 1 KoOHTenHep)

3450

A08.20.003

HO098

ViccnepoBaHme cockoba nonocty MaTky Unu LiepBUKarnbHOro kKaHana
(rvnepnnasusa sHooMeTpus/nonun, obpasoBaHMe NOMOCTU MaTkK) 3a 1
KOHTENHEp

3450

A08.30.046

HO099

WccnepoBaHue cockoba nonoctn MaTku, abopTuBHBIA MaTepuan
(3amepluag (HepasBuBatoLlasacs) 6epeMeHHOCTb AMarHo3o0B 3a 1
KOHTENHep)

3450

A08.20.003

H100

KomnnekcHoe nccnegoBaHue pasgenbHOro AnarHoCTUYECKOro
BbICKabnmnBaHWs NONOCTU MaTKW (MaTepuan B 2-X OTAENbHbIX
KOHTenHepax)

3510

A08.20.011

H101

ViccnegoBaHne Ouvoncuu Wenkn maTtku (3a 1 KOHTenHep)

3290

A08.20.011

H102

MccnegosaHve onepaumMoHHOro Matepuana Wenkn MaTku C OLLEHKOM
KpaéB pe3ekumm (3a 1 KOHTENHED)

3450

A08.28.009

H106

M'mcTonornyeckoe nccnegoBaHme GUONCUNHOIO MaTepuana noYexk,
OpraHoB MOYEBbIAENUTENBHON CUCTEMBI (MaTepuarn B KOHTENHeEpPe A0
100 mn)

3450

A08.28.009

H107

'McTonornyeckoe nccnegoBaHve onepaumMoHHOro marepuana novex,
OpraHoB MOYEBbIAENUTENBHON CUCTEMbI (MaTepuarn B KOHTENHepe Ao
100 mn)

5460

A08.28.009

H108

'McTonornyeckoe nccnegosaHne onepaumMoHHOro marepuana novex,
OpraHoB MOYeBbIAENUTENbHON cucTemMbl (Matepuan B 1 KOHTenHepe
cebiwe 100 mn)

4410

A08.30.046

H109

KomnnekcHoe nccnegoBaHme MynbTUGOKanbHOM NyHKLUMOHHOW Guoncum
npegcratenbHon xenesbl (4o 12 KOHTeHepoB)

8 400

A08.21.001

H110

WccneposaHuve onepaumoHHoro matepuana (TYP-6uoncus)
npeacTaTtenbHoOm Xenesbl (3a 1 KOHTENHep)

12 000

A08.22.003

H111

VccnegoBaHme NyHKUMOHHON LLMTOBUOHOM Xernesbl (3a 1 KOHTenHep)

3450

A08.01.001

H113

"'McTonornyeckoe nccnegoBaHne KOXM N NOAKOXHOW KneT4yaTku
(6vonTaTbl KOXW/NMOAKOXKHOM KreTyaTku) 3a 1 KoHTenHep, Ao 5
obpasoBaHun.

3 990

A08.01.001

H114

'cTonornyeckoe nccnegoBaHme onepaLyMoHHOro Marepuara onyxonu
KOXW M NOOKOXHOM KNneTyaTKu C OLIEHKOW KpaéB pesekumm (3a 1
KOHTEenHep)

3 800

A08.01.001

H115

'McTonornyeckoe nccnegosaHme Manoro onepauuoHHOro matepuana
KOXW 1 NOOKOXHOM KneTyaTku (paHbl, CBULLM U Npoud.) (MaTepman B 1
koHTeriHepe go 100 mn)

3 800

A08.01.001

H116

'McTonornyeckoe nccnegoBaHne KPYNHOro onepaunoHHOro Matepuana
KOXM 1 NOOKOXHOW KnetyaTtkn (matepuan B 1 kKoHTenHepe cBbiwe 100
M)

5990

A08.03.002

H117

WccnegosaHve GuoncMnHoro matepuarna KocTen 1 cyctaBos (3a 1
KOHTEeNHep)

6 830

A08.30.014

H119

ViccnegoBaHne OMONCUMIHOrO Matepuana Markux TkaHen (3a 1
KOHTEeNHep)

3450

A08.03.002

H120

VccnegoBaHue onepaunoHHOro Matepuana KoCTen 1 cyctaBoB
(matepuan B 1 koHTenHepe o 100 mn)

5220

A08.03.002

H121

VccnenoBaHue onepaunoHHOro Matepuana KoCTen 1 cyctaBoB
(matepuan B 1 koHTenHepe cBbiwe 100 mn)

5220

A08.06.002

H122

VMccnegoBaHve NyHKUMOHHOM Broncumn numdatmndeckux y3nos (3a 1
KOHTENHep)

3450

A08.06.002

H123

M'mcTonornyeckoe nccnegoBaHme numMdaTnyecknx y3nos (3a 1
KOHTelHep, He 6onee 5 numdoy3nos)

3 550

A08.06.002

H124

M'mcTonornyeckoe nccnegoBaHme numMdaTnyecknx y3nos (3a 1
KOHTenHep, 6onee 5 numdoy3nos)

3810




IMcTonornyeckoe uccrieqoBaHve Npu HEOMyXOoeBbIX 3a6orieBaHUsX
maTepuana 6uoncuy Apyro nokanusaumm (cocyasbl, XXuposast
KrneTyaTka, paHeBble, THOWMHbIE M NPOY. Npouecchl) (MaTepuan B 1

A08.30.046 H128 |koHTenHepe o 100 mn) 3540
'cTonornyeckoe nccneaoBaHme KpynHoro onepaunoHHoro Matepuana
Opyron nokanusaumm He Bxoadwlero B Apyrue pybpuku (matepuan B 1

A08.30.046 H129 [koHTernHepe cBbiwe 100 mn) 6 820

A08.30.039 HO30 |[Onpegenenwne akcnpeccun PD-L1 npn menaHome 19 960

A27.30.106 H047 |[Onpepenenwne cratyca reHa HER2 u Chr 17 (CISH) 35 000

A08.20.003 HO55 [UIX-nccnepgosarnmne CD138 6 320

A08.30.013 H056 [MmmyHornctoxummdeckoe (UIMX) onpenenenne akcnpeccun CD56 6 320

A08.30.039 H080 [UIX-uccneposaHue PDL-1 27 290

A27.30.017 HO77 |UIMX-nccnepoeanme ALK 32 380

A08.30.013 HO50 [UIX-uccneposaHue Ki67 6 420

A08.30.034 HO066 |KomnnekcHoe UIMX-nccneposanmne ER n PR 7 500

A08.30.013.00

1 H138 [MmmyHoructoxmmmnyeckoe (MIMX) onpepeneHue akcnpeccum Her2/neu 7 930

A08.30.013 HO53 [UMmmyHornctoxummdeckoe (MIMX) onpenenenune akcnpeccun VGFR 11 905
UmmyHornctoxmmmdeckoe (UIMX) nccnegosaHne HEMpO3IHOOKPUHHBIX

A08.20.009 HO063 |onyxonen 18 165
UmmyHornctoxmmmdeckoe (UIMX) onpegenexHve peuentopHoro cratyca

A08.20.009 H062 |[paka monoyHon xenesbl (PR, ER, Ki-67, Her2-neu) 18 165
KomnnekcHoe UIMX-nceneposaxve npegcrarensHon xenessl (HMWCK,

A08.30.013 H064 (P63, AMACR) 12 695

A08.30.013 HO78 [MmmyHoructoxmmmyeckoe (MIMX) onpeaenenne akcnpeccum ROS1 13 210
KomnnekcHoe nmmyHoructoxummndeckoe (UIMX) nccnegosaxue
3HAOMETPUSA NPU XPOHMYECKOM 3HOAOMETPUTE/ OKHO MMNNaHTauum (4o 5

A08.30.013 H143 |aHTuTEn) 56 500
MIMMyHOrMCTOXMMUYECKOE UCCrneaoBaHue (aHTMTeNa no CorfacoBaHuio).

A08.30.013 HO019 ((1 aHTMTENO) 25215
VIMMYHOrMCTOXMMUYECKOE UCCneaoBaHue (aHTMTeNa no CorfacoBaHuio).

A08.30.013 H133 [(2-4 aHTuTEna) 31 400
VIMMyHOrMCTOXMMUYECKOE UCCrefoBaHue (aHTUTeNa no CornacoBaHumio)

A08.30.013 H134 |[(5-8 aHTuTen) 34 500
VIMMyHOrMCTOXMMUYECKOE UCCrefoBaHue (aHTUTeNa no CornacoBaHumio)

A08.30.013 H135 |[(9-12 aHTuTena) 40 035
VIMMyHOrMCTOXMMUYECKOE UCCrefoBaHue (aHTUTeNa no CornacoBaHunio)

A08.30.013 H136 |[(6onee 12 aHTuTEN) 48 690
KoHcynbTaTuBHbLIV NEPECMOTP FOTOBbIX MTMCTONOMMYECKUX NpenapaToB

B01.030.001 [|HO18 [nepepn npoBeAeHWEM UMMYHOrMCTOXMMNYECKOTO UCCIIef0BaHUS 3090

A08.30.006 HO15 |PectaBpauuns 4OCTaBEHHbIX FOTOBLIX NpenapaToB 3590
[MepecmoTp roToBbIX FTMCTONOMMYECKMX NpenapaToB 6e3 3aknoyeHns

B01.030.001 |H140 |(BbiGOp MaTepuana) nepeg UMX/MIN. 3090

A08.30.006 H139 [CkaHupoBaHue ructonormyeckoro npenapara (3a 1 npenapar) 2900
KoHcyrnbTaTMBHbIA NEPECMOTP FOTOBbLIX MTMCTOMNOrMYECKMX NpenapaTos

B01.030.001 |H141 |Bepgywmmu cneumanuctamm natomopcponoramm nabopatopuu JlabKeect 6 240

A08.08.002 A003 |Mwukpockonuyeckoe uccrnegoBaHme Ha 303MHOUITbI 740

A08.30.006 H144 |OononHutenbHas rucToxMMmmyeckas okpacka (3a CTekno) 5 200
Cneuuduueckue 6enku (NlabKeecr)

A09.05.009 B036 |C-peakTtvBHbIN 6€M0K (BbICOKOYYBCTBUTENBHBIM METOA) 760
HeopraHunueckue BewecTtsa (/labKsecr)

A09.05.032 B054 |Kanbuui obLiun 420
HeuHBa3uBHbIi NpeHaTaNbHbIN cKpuHUHT (HUMT) (/TabKBecT)

A27.20.001 D078 |OMNPELOENEHUE NOJIA MNOLA (c 9-on Hepgenu 6epemMeHHOCTH) 8 190
CUDPUNNC (NabKeecT)
Bosbyautene cudpunuca (Treponema pallidum), kauectBeHHOe

A26.20.025 P010 [onpegenexne OHK 520




BMPYCHbIE TENATUTbI (1a6Keecr)

A26.05.030.00

1 PO11 [Bupyc renatuta A (HAV), kauectBeHHoe onpegeneHve PHK 1480

A26.05.020.00

1 P014 |Bupyc renatuta B (HBV), kauectBeHHoe onpegenerne JHK 980

A26.05.020 P016 |[Bupyc renatuta B (HBV), onpegenenne reHoTtnna 3800
Bupyc renatuta B (Hepatitis B Virus), kauectBeHHoe onpegenerve OHK

A26.05.030 P017 [(ynbTpa4vyBCTBUTENbLHbLIA METOA) 4 480

A26.05.030 P019 [OHK HBYV (konnyecTBeHHOE yNbTpavyBCTBMTENBHOE UCCIefoBaHNE) 4 490

A26.05.020.00 Bupyc renatuta B (Hepatitis B Virus), konMyecTtBeHHOe onpegeneHue

2 PO15 [OHK (nnasma kposw) 5000
Bupyc renatuta B (HBV), onpegeneHne mytaumin yCTOM4YMBOCTU K
NPOTUBOBMPYCHBIM NpenapaTtam (namMuByAuH, TeNBUByAUH, SHTEKaBup,

A26.05.030 P018 |apgedoBup, TeHOOBMP) 26 500

A26.05.030 P664 |Bupyc renatuta B (HBV), konuuectseHHoe onpegenerne JHK 4930

A26.05.019.00

1 P028 |Bupyc renatuta C (HCV), kayectBeHHoe onpegenenne PHK 1000

A26.05.019 P031 [Hepatitis C Virus (HCV) Genotype (Types 1a, 1b, 2, 3a, 4, 5, 6) 2910

A26.05.019.00 Bupyc renatuta C (HCV), konndectBeHHoe onpenenenne PHK

1 P033 |(ynbTpadyBCTBMTENBHBLIN METOL) 6 670

A26.05.019.00 Bupyc renatuta C (Hepatitis C Virus), kayectBeHHoe onpeaeneHne PHK

1 P032 |(ynbTpadyBCTBMTENBHBLIN METOLA) 4010

A26.05.019.00 Bupyc renatuta C (Hepatitis C Virus), konnyectBeHHOe onpefeneHue

2 P029 [PHK (nnasma kpoBu) 4110

A26.05.023.00

1 P036 [Bupyc renatuta D (HDV), ka4yecTBeHHOe onpeaeneHne PHK 970

A26.05.026.00

1 P041 [Bupyc renatuta G (HGV), kayectBeHHOe onpegeneHme PHK 2010
Mukobaktepumn Ty6epkynesa (Mycobacterium tuberculosis complex),

A26.09.085 P087 |kauyecTBeHHOe onpegenerHne OHK 620

A26.09.085.00 Mukobaktepumn Ty6epkynesa (Mycobacterium tuberculosis complex),

1 P088 [kauyecTBeHHOe onpegeneHne OHK 940

A26.05.047.00 Mukobaktepumn Ty6epkynesa (Mycobacterium tuberculosis),

1 P390 [kauyecTtBeHHOe onpepeneHve OHK (kpoBb) 685
MukobakTtepun TyGepkynesa (Mycobacterium tuberculosis),

A26.09.085 P425 |kauyecTtBeHHOe onpepeneHune [HK (cockob 13 yporeHMTanbHoro Tpakra) 605
Bo3byautens nentocnupo3sa (Leptospira interrogans), kauectBeHHoe

A26.05.004 P466 |onpepenenve OHK 2 150
TORCH MHO®EKLUWU (NabKeecr)

A26.07.010 P062 |[Bupyc kpacHyxu (Rubella virus), kauectBeHHoe onpefeneHue PHK 970

A26.07.010 P063 [Bupyc kpacHyxu (Rubella virus), kauectBeHHoe onpegenexve PHK 920
Bo3byguTens Tokconnasmosa (Toxoplasma gondii), Ka4yecTBeHHOE

A26.05.013 P067 |onpegenexve OHK 1010

A26.05.013.00 Bo3byauTens Tokconnasmosa (Toxoplasma gondii), KayecTBeHHOE

1 P068 |onpegenexve OHK 800
Bo3byaguTens Tokconnasmosa (Toxoplasma gondii), KayecTBeHHOE

A26.05.013 P407 |onpepenexue OHK (cntoHa) 580

A26.05.032 P082 [Parvovirus B19 (napsoBupyc), kayectseHHoe onpegenexHve OHK 1650

A26.05.032.00

2 P083 [Parvovirus B19 (napsosupyc), konnyectseHHoe onpegenexHve JHK 870
Bupyc npoctoro repneca 1 1 2 tTuna (HSV 1/2), kauectBeHHOE

A26.05.035 P042 |onpegeneHne AHK 580

A26.05.035.00 Bupyc npoctoro repneca 1 n 2 Tuna (HSV 1/2), kauectBeHHoe

1 P043 |onpegeneHne OAHK 620

A26.05.035.00 Bupyc npoctoro repneca 1 n 2 Tuna (HSV 1/2), kauectBeHHoe

1 P044 |onpegenexne AHK 580
Bupyc npoctoro repneca 1 1 2 Tuna (HSV 1/2), konmdecTBeHHOe

A26.05.035 P362 |onpepeneHne OHK (kpoBb) 720




A26.05.035.00

Bupyc npoctoro repneca 1 1 2 Tuna (HSV 1/2), konndectBeHHOe

2 P419 |onpegenenne AHK 580
A26.05.035.00 Bupyc npoctoro repneca 1 tuna (HSV 1), kayecTBeHHOe onpeaeneHve
1 P420 |OHK (cntoHa) 580
A26.05.035.00 Bupyc npoctoro repneca 2 tuna (HSV 2), kayecTBeHHOe onpeaeneHve
1 P421 |OHK (cntoHa) 580
A26.05.035.00
1 P334 |Herpes simplex virus | Tna 580
A26.05.035.00
1 P335 [Herpes simplex virus Il Tuna 580
A26.08.058.00
1 PO50 [Lutomeranosupyc (CMV), kadectBeHHoe onpegenerve OHK 510
A26.05.017.00 Lintomeranoeupyc (CMV), konuvectBeHHoe onpeaenerne OHK (knetkn
1 PO51 |kposw) 590
A26.05.017.00 Lintomeranosupyc (CMV), konnyecteeHHoe onpeaenexve OHK (nnasma
2 P0O52 |kpoBw) 850
A26.08.058.00
2 P0O53 |Lwutomeranosupyc (CMV), konnyectseHHoe onpegenerve OHK 580
A26.08.059.00
1 P149 |Bupyc OnwTtenHa-bapp (EBV), konuyecteeHHoe onpeaenerne JHK 580
A26.05.011.00
2 P150 [Bupyc SnwTerniHa-bapp (EBV), konunyectseHHoe onpeaenenne JHK 610
A26.05.033.00
1 P159 |[Bupyc repneca 6 tTuna (HHV-6 tnna), kadecteseHHoe onpegenenne OHK 610
A26.05.033.00 Bupyc repneca 6 Tuna (HHV-6 Tvna), konuyectBeHHOe onpegeneHme
2 P160 [OHK 630
A26.05.033.00 Bupyc repneca 6 Tuna (HHV-6 tuna), kauectBeHHoe onpegenerve OHK
1 P461 |(kpoBb) 1150
A26.30.018.00 Bupyc repneca 6 Tuna, kayectseHHoe onpegenenvne OHK (HHV-6, DNA)
1 P385 [(cntoHa, mokpoTa) 4 050
A26.05.035.00 "epnecsupycsl (Bupyc SnwrenHa-bapp/ Liutomeranosupyc/ Bupyc
2 PO57 |[repneca 6 Tuna), konnyecTeeHHoe onpegeneHne JHK 1690
A26.05.035.00 "epnecsupycsl (Bupyc SnwrenHa-bapp/ Liutomeranosupyc/ Bupyc
2 P058 [repneca 6 Tuna), konnyecteeHHoe onpegeneHue HK 1520
A26.05.011.00 Bupyc OnwrteinHa-bapp (EBV), kayectBeHHoe onpeageneHve OHK
1 P475 |(kpoBb) 610
Bupyc OnwTteinHa-bapp (EBV), kayectBeHHoe onpenenerHve OHK
A26.05.011 P391 |(cnioHa) 800
A26.05.035.00 "epnecsupycsl (Bupyc npoctoro repneca 1 n 2 Tuna/Llutomeranosupyc),
2 P059 |kayecTtBeHHOe onpegeneHne OHK 980
A26.05.035.00 "epnecsupycsl (Bupyc npoctoro repneca 1 n 2 Tuna/Llutomeranosupyc),
2 P060 |kauyecTBeHHOe onpegeneHne OHK 980
A26.05.035.00 "epnecsupycsl (Bupyc npoctoro repneca 1 n 2 Tuna/Llutomeranosupyc),
2 P061 [kayecTBeHHOe onpegenerHne OHK 980
A26.06.056 P145 |[Bupyc Bapuuenna-3octep (VZV), kayectBeHHoe onpeaeneHve JHK 980
A26.05.042.00
1 P146 |[Bupyc Bapuuenna-3octep (VZV), kayectBeHHoe onpeaeneHve JHK 980
Bupyc Bapuuenna-3octep (VZV), kauectBeHHoe onpeaeneHme JHK
A26.06.056 P428 |(cntoHa) 980
BO3BYAUTE/IN PECNIUPATOPHbIX MHOEKLIUMN (NlabKeecr)
OPBW Komnnekc. QudpdepeHumnanbHas gnarHocTvka kKopoHasmpyca
SARS-CoV-2, Bupycos rpunna A un B, pecnnpaTtopHO-CUHLUTUANBHOIO
BMpyca, BUpYCOB naparpunna 1-4 TMnoBs, puHoBUpyca, ageHoBmpyca,
A26.08.020.00 MeTanHeBMoBupyca, kopoHasupycos HKU1, NL63, OC43, 229E,
1 P711 |GokaBupyca 3 850




A26.08.020.00

OPBW Komnnekc. QuddepeHumnansHas guarHocTvka KopoHaBmpyca
SARS-CoV-2, Bupycos rpunna A un B, pecnnpatopHO-CUHLMUTUANBHOIO
BMpYyCa, BUpYCcOB naparpunna 1-4 TMnoB, puHoOBMpYyca, afeHoBUupyca,
MeTanHeBMoBupyca, kopoHasupycos HKU1, NL63, OC43, 229E,

1 P734 |bokaBupyca 4620
OunarHoctuka OPBW. Bo3byanTtenu pecnupatopHbIX BUPYCHBIX MHADEKLMI
yenoBeka (PecnnpaTopHo-cMHUUTMAanbHbIM BUpYyc / MeTanHesmoBupyc /
KopoHasupyc / PuHosupyc / AneHoBupyc Yenoseka rpynn B, Cun E /

A26.08.020.00 BbokaBupyc / Bupyc naparpunna 4enoseka 1, 2, 3 n 4 Tunos),

1 P072 |kayecTtBeHHOe onpeaenerne HK/PHK 3700
Bo3byagutenu pecnmpaTopHbix MHdekumin (Mycoplasma pneumoniae/

A26.21.032 P0O74 |[Chlamydophila pneumoniae), kayectBeHHoe onpegenerve OJHK 2450
Bo3byagutenu pecnmpaTopHbix MHdekumin (Mycoplasma pneumoniae/
Chlamydophila pneumoniae/ Pneumocystis jirovecii (carinii)),

A26.09.006 PO75 |kayecTtBeHHOoe onpegenerne OHK 2175
Xnamugus nHeBmoHus (Chlamydophila pneumoniae), kayecTBeHHoe
onpegenexve OHK (Ma3ok n3 HOCOrnoTkM, Masok U3 POTOITIOKN,

A26.21.052 P448 [MokpoTa, acnupaT us Tpaxem) 800

A26.08.019.00 Bupychkl rpunna A, A/H1N1pdm2009 («cBuHom rpunn») u B,

1 P0O76 |kayecTtBeHHoe onpeaeneHne PHK 3590
OudbdepeHumansHan ]
anarHoctuka PHK kopoHaBsupyca SARS-CoV-2,0]

A26.08.027.00 rpunnos A, B n cy6tnna H1pdmO09 (naHgemuyeckoro)(

1 P735 |[rpunna A 2950

A26.08.038.00 Onpegenenne PHK Bupycos rpunna A v B (Influenza A virus/ Influenza B

1 PO77 |virus), kayecTBeHHOE nccnegoBaHve 1790
Bupyc naparpunna (Parainfluenzae virus) 1,2,3,4 Tunos, ka4ecTBeHHOE

A26.08.024 P0O78 |onpegenenve PHK 2610

A26.08.022 P0O80 |ApeHoBupyc (Adenovirus), kayecTBeHHoe onpegenerve OHK 1100

A26.08.040.00

1 P399 |[Adenovirus (ageHoBupyc), kayectBeHHoe onpegeneHve OHK (kan) 1490
PecnupaTopHo-cMHUMTManbHbI BUpYC Yernoseka (PC-supyc),

A26.08.020 P081 [kauyecTBeHHOe onpeaenenne PHK 2610
JlernoHenna (Legionella pheumophila), kayectBeHHoe onpeaenexHne JHK

A26.06.051 P412 [(mokpoTa) 800
Bo3bygutenun koknowa/napakokntowa (Bordetella pertussis /

A26.08.050 P093 |parapertussis / bronchiseptica), kauectseHHoe onpeanexHve JHK 1775
MueBmoumcTta (Pneumocystis jirovecii (carinii)), kayecTtBeHHOE

A26.08.061 P099 |onpegenexne AHK 1 090
Mcuttakos (Chlamydia psittaci), kauectBeHHoe onpenenexHve OHK

A26.21.052 P366 [(mokpoTa) 800
Mukonnaama nHeBMoHMs (Mycoplasma pneumoniae), ka4ecTBeHHoe
onpegeneHne AHK (Ma3ok U3 HOCOrNOTKM, Ma30K U3 POTOrMOKM,

A26.09.007 P449 [MokpoTa, acnupaT u3 Tpaxem) 800
MeHWHIroKoKK, remodunbHasi nano4dka, MHEBMOKOKK. BbisiBneHue n
anddeperumaums N. meningitidis, H. influenzae, S. pneumoniae,

B03.014.040 |P733 |kayectBeHHoe onpenenerHne OHK 5 860
BO3BYAUTE/NIN KULLEYHbIX MUHOEKLIUN (N1abKsecr)

Bo3byautenu kuweyHbix Hdekumn (Shigella spp. + E.coli (EIEC,

A26.19.069.00 3HTepouHBa3mBHbIe WTaMmbl) / Salmonella spp. / Campylobacter spp. /

1 P107 [Adenovirus F), kauectBeHHoe onpegeneHue HK 2 250

A26.05.016.00 Bo30ygutenu knweyHbix Hdekumn (Rotavirus/ Astrovirus/ Norovirus/

1 P108 |Enterovirus), kayectBeHHoe onpegeneHne PHK 2990
WccnepnoBaHue Ha poTtaBupychl (Rotavirus), kauecTBeHHOe onpeaeneHe

A26.19.074 P350 [PHK 1790
WccnenoBaHne Ha HopoBupychl (Norovirus), kauecTBeHHOe onpeaeneHve

A26.19.075 P351 ([PHK 2 080

A26.19.076.00 WccnepnoBaHue Ha acTpoBupychl (Astrovirus), kayectBeHHOE

1 P352 |onpegenexne PHK 1830




A26.19.063.00

1 P643 |OuddepeHumnansHas AnarHOCTMKa KULLEYHbIX NHAEKLNIA 2420
A26.05.016.00 Bo3byautenu kuwweydHbix nHdekumii (Rotavirus/ Astrovirus/ Norovirus),
1 P662 [kauyecTBeHHOe onpepeneHe PHK 2590
A26.19.066.00 Bo3byautenb nepcunmnosa (Yersinia enterocolitica) B kane, kayecTBeHHOe
1 P417 |onpepenenve OHK 2 200
A07.16.006 P112 [Helicobacter pylori, 13C - ypea3sHbili gblxaTeNnbHbIN TECT 3590
A26.19.070.00
1 P379 [Helicobacter pylori, kauectBeHHOe onpegenexHve OHK 970
[unaporeHHble awepuxmnossl (SHTeponatoreHHsle E. coli (EPEC)/
aHTepoTokcureHHble E. coli (ETEC)/ sHTepounHBasmeHble E. coli (EIEC)/
A26.19.069.00 aHTeporemopparuyeckue E. coli (EHEC)/ aHTepoaaresnsHble E. coli
1 P118 [(EAgEC)), kayectBeHHOe onpeaeneHne JHK 2270
A26.05.037 P120 [Jluctepwun (Listeria monocytogenes), kayectseHHoe onpeaeneHme JHK 1150
A26.05.037.00
1 P121 [Nuctepun (Listeria monocytogenes), kayectBeHHoe onpegenexHve OHK 1150
A26.05.037.00
1 P122 |Nuctepun (Listeria monocytogenes), kavectBeHHoe onpegenexHve OHK 1790
A26.19.072.00
1 P119 |OHTtepoBupyc (Enterovirus), kayectBeHHoe onpeaeneHue PHK (kan) 1390
BO36YAUTENIN TPAHCMUCCUBHbIX UHDEKLUWU (NabKsect)
Bos3byauTtenu uHdekumn, nepegaroLLmxcsi UKCOA4OBbIMU Krewamm (Bupyc
knewieBoro aHuedanuta (TBEV), BO30yanTenu NkcogoBbIX KMeLleBbIX
b6oppenuosos (B.burgdorferi sl), rpaHynoumMtapHoro aHannasmosa
yenoBeka (A.phagocytophillum), MoHoUMTapHOro 3pnNMxmno3a YenoBeka
A26.01.031 P123 |[(E.chaffeensis, E.muris), kauectBeHHOe onpegenexHne JHK/PHK 3880
Bos3byauTtenu uHdekumn, nepegaroLLmxcsi UKCOA4OBbIMU Krewamm (Bupyc
kneLieBoro aHuedanuta (TBEV), BO30yanTenu NKCogoBbIX KMeLeBbIX
b6oppenuosos (B.burgdorferi sl), rpaHynoumMTapHoro aHannasmosa
yenoseka (A.phagocytophillum), MOHOLMTapHOIO 3pNUXMo3a YeroBeka
A26.05.053 P718 |[(E.chaffeensis, E.muris), kauectBeHHoe onpegeneHune OHK/PHK (kpoBb) 2290
OHK Rickettsia spp. (SFG) - Bo30yautenu kneweBbiX NATHUCTBIX
A26.05.064 P654 |nuxopafgok, kayecTBeHHOoe onpegeneHve 1570
OHK Rickettsia spp. (SFG) - Bo30yautenu kneweBbiX NATHUCTBIX
A26.05.064 P652 |nuxopafgok, kayecTBeHHOe onpegeneHve 1570
A26.06.088.00 Bupyc knewesoro sHuedanuTa, aHtutena knacca IgG (Anti-TBEV IgG),
2 P126 [konunyecTBeHHOe onpeaeneHve 1690
A26.06.088.00 Bupyc knewesoro sHuedanuta, aHtutena knacca IgM (Anti-TBEV IgM),
1 P127 [nonykonuyecTBeHHOE orpeferieHne 1690
A26.30.044 P134 |Bupyc 3uka, kayecTBeHHOe onpeferneHne PHK 7 990
A26.30.044 P135 [Bupyc 3uka, kayectBeHHOe onpegenexHme PHK 2720
A26.30.044 P136 |[Bupyc 3uka, kayectBeHHoe onpeaeneHne PHK (AXK) 2748
A26.05.065.00 Bo3byauTtenu remopparm4eckon nmxopagku ¢ noYeYHbIM CUHOPOMOM
1 P649 [(TNIMNC), kayecTBeHHOe onpeaeneHne PHK 5500
FNMUCTHBIE MHBA3UU (NTabKsecT)
"enbmo-ckpuH. BeisBnenne JHK Bo3byanTtenei renbMMHTO30B (Ascaris
lumbricoides, Enterobius vermicularis, Opisthorchis felineus, Taenia
A26.19.010 P714 |[solium, Diphyllobothrium latum) 2 950
MpoTo-ckpuH. Beisernenne JHK Bo3byanTenen NpoTo30MHbIX MHEKUMI
(Lamblia Intestinalis Giardia, Blastocystis hominis, Dientamoeba fragilis,
A26.19.010 P715 |[lIsospora belli, Cryptosporidium parvum, Entamoeba histolytica) 2950
OPYTUE BUPYCHDBIE U BAKTEPUAJIbHbIE MH®EKLLUU (NTabKBecT)
A26.06.056 P710 |Bupyc kopu, kauectBeHHoe onpeaeneHne PHK 2950
BoisiBneHune n gudpdepeHuymaums PHK BUpycoB KOpU, KpacHYXu U
B03.014.039 P741 |anugemnyeckoro napotuta 6 500




A26.20.049

P163

CTtpenTokokk rpynnel B (Streptococcus agalactia), konmyectBeHHoe
onpeaenenune JHK

1340

A26.05.046.00
1

P164

CtpenTokokk rpynnel B (Streptococcus agalactia), konmyectBeHHoe
onpeaenenune JHK

1340

A26.05.046.00
1

P411

lMnoreHHbIN CTPenTOKOKK (Streptococcus pyogenes), kayecTBeHHOE
onpegeneHvne AHK (mokpoTa)

855

A26.05.046.00
1

P409

IMHeBMOKOKK (Streptococcus pneumoniae), ka4eCTBEHHOE onpeaerneHme
OHK (Ma30k 13 HoOCOrnoTKW/poOTOrnoTKN)

860

A26.05.046.00
1

P410

MHeBMOKOKK (Streptococcus pneumoniae), kauecTBEHHOe onpeaeneHue
OHK (mokpoTa)

860

rPUBKOBbIE UHPEKLIUM (NTabKBeecT)

A26.20.048

P086

Bosbyaoutenu kangngosa (C.albicans/ C. glabrata/ C. crusei),
kayecTBeHHoe onpegeneHue OHK

1120

A26.21.055

P706

BobisiBrneHune n TunupoBaHmne Bo3byautenen rpubkoBbIX MHeKuun poaa
Candida, Malassezia, Saccharomyces 1 Debaryomyces (Mnko3ockpuH)

3470

A26.01.030

P717

OepmaToduTsl. Beissnenne AHK Trichophyton, Epidermophyton,
Microsporum

2820

MHPEKLUMU MOYEMNOJ/IOBOU CUCTEMDI (8 TOm uncne UMNN)
(NabKseecr)

B03.014.013

P173

KomnnekcHoe nccnegosanuve UMMM (Chlamydia trachomatis,
Mycoplasma genitalium, Neisseria gonorrhoeae, Trichomonas vaginalis),
konuyecTseHHoe onpegenexve OHK

2230

B03.014.042

P174

YporenuTtanbHble nHekummn y myxkunH (Neisseria gonorrhoeae/
Chlamydia trachomatis/Mycoplasma genitalium/ Trichomonas vaginalis/
Ureaplasma parvum /Ureaplasma urealyticum/ Mycoplasma
hominis/Candida albicans/Candida glabrata/Candida crusei),
KonuyecTteeHHoe onpeaenenune JHK

3 580

B03.014.041

P175

YporenutanbHble nHekunm y xeHwmH (Neisseria gonorrhoeae/
Chlamydia trachomatis/Mycoplasma genitalium/ Trichomonas vaginalis/
Ureaplasma parvum / Ureaplasma urealyticum/ Mycoplasma
hominis/Candida albicans/Candida glabrata/Candida crusei/ Gardnerella
vaginalis/Atopobium vaginae/ Lactobacillus spp.), konnyecTBeHHoe
onpeaenenune JHK

5300

B03.014.012

P176

KomnnekcHoe nccnegosanue UMMM (Chlamydia trachomatis,
Mycoplasma genitalium, Neisseria gonorrhoeae, Trichomonas vaginalis),
KayecTBeHHoe onpegeneHue pnbocomansHon PHK metogom NASBA

15 990

A26.20.032

P177

®nopoueHos (OHK Candida albicans, JHK Candida glabrata, AHK
Candida krusei, JHK Candida parapsilosis, [IHK Candida tropicalis, AHK
Ureaplasma parvum, AHK Ureaplasma urealyticum, AHK Mycoplasma
hominis, IHK Cardnerella vaginalis, JHK Atopobium vaginae, OHK
Enterobacteriaceae, IHK Staphylococcus spp., HK Streptococcus spp.,
IHK Lactobacillus spp., IHK Bacteria spp.)

3 600

A26.20.032

P178

®nopoueHos n Mukpockonusa (OHK Candida albicans, [JHK Candida
glabrata, AHK Candida krusei, JHK Candida parapsilosis, JHK Candida
tropicalis, AHK Ureaplasma parvum, HK Ureaplasma urealyticum, AHK
Mycoplasma hominis, HK Cardnerella vaginalis, QHK Atopobium
vaginae, [1HK Enterobacteriaceae, [1HK Staphylococcus spp., AHK
Streptococcus spp., AHK Lactobacillus spp., OHK Bacteria spp.),
Mwukpockonuyeckoe nccregoBaHme Maska n3 2 Touek

2720

A26.20.032

P179

®nopoueHo3 n NCMT (OHK Candida albicans, AHK Candida glabrata,
IHK Candida krusei, JHK Candida parapsilosis, [JHK Candida tropicalis,
OHK Ureaplasma parvum, HK Ureaplasma urealyticum, OHK
Mycoplasma hominis, IHK Cardnerella vaginalis, HK Atopobium
vaginae, HK Enterobacteriaceae, HK Staphylococcus spp., AHK
Streptococcus spp., IHK Lactobacillus spp., OHK Bacteria spp., OHK
Neisseria gonorrhoeae, JHK Chlamydia trachomatis, HK Mycoplasma
genitalium, HK Trichomonas vaginalis)

4 390




A26.20.032

P180

®nopoueHos, NCMT u Mukpockonus (OHK Candida albicans, JHK
Candida glabrata, AHK Candida krusei, JHK Candida parapsilosis, OHK
Candida tropicalis, HK Ureaplasma parvum, [IHK Ureaplasma
urealyticum, JHK Mycoplasma hominis, [IHK Cardnerella vaginalis, AHK
Atopobium vaginae, [JHK Enterobacteriaceae, IHK Staphylococcus spp.,
OHK Streptococcus spp., AHK Lactobacillus spp., JHK Bacteria spp.,
IHK Neisseria gonorrhoeae, IHK Chlamydia trachomatis, JHK
Mycoplasma genitalium, AIHK Trichomonas vaginalis),
Mukpockonuyeckoe nccrnegoBaHue mMmaska u3 2 Tovek

3920

A26.20.032

P208

BakrepuanbHbin BarmHo3 (Gardnerella vaginalis / Atopobium vaginae /
Lactobacillus sp / Konn4ecTBo KNeToK), KONMYECTBEHHOE OnpeaeneHne
OHK

2590

A26.20.032

P344

VccnenoBaHne broLeHo3a yporeHuTansHoro tpakra (Pemodnop-8):
KoHTponb B3siTUA matepuana/ Obwasa 6akrepnansHasa macca/
Lactobacillus spp./ Enterobacterium spp./ Streptococcus spp./
Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp,/
Eubacterium spp./ Mycoplasma genitalium/ Mycoplasma hominis/
Candida spp.

2740

A26.20.032

P357

WccneposaHve GuoLeHo3a yporeHuTaneHoro Tpakta (®emodnop-
CkpuH): KoHTponb B3ATMA matepuana/ Obwas 6akrepuanbHas macca/
Lactobacillus spp./ Gardnerella vaginalis + Prevotella bivia +
Porphyromonas spp./ Candida spp./ Ureaplasma spp./ Mycoplasma
hominis/ Mycoplasma genitalium/ Trichomonas vaginalis/ Neisseria
gonorrhoeae/ Chlamydia trachomatis/ Cytomegalovirus (CMV)/ Herpes
Simplex Type 1 (HSV-1)/ Herpes Simplex Type 2 (HSV-2)

2875

A26.20.032

P345

WccnepoBaHue GuoLieHo3a yporeHMTanbHoro TpakTa, paclumpeHHoe
(Pemodpnop-16): KoHTponb B3saTUst MaTepuana/ Obwas 6akrepmanbHas
macca/ Lactobacillus spp./ Enterobacterium spp./ Streptococcus spp./
Staphylococcus spp./ Gardnerella vaginalis + Prevotella bivia +
Porphyromonas spp,/ Eubacterium spp./ Sneathia spp. + Leptotrichia
spp. + Fusobacterium spp./ Megasphaera spp. + Veillonella spp. +
Dialister spp./ Lachnobacterium spp. + Clostridium spp./ Mobiluncus spp.
+ Corinebacterium spp./ Peptostreptococcus spp./ Atopobium vaginae/
Mycoplasma genitalium/ Mycoplasma hominis/ Ureaplasma spp./
Candida spp.

4 360

A26.21.036

P336

WccnepoBaHve GuoLieHo3a yporeHUTanbHoro TpakTta y My>K4umH
(Angpodorniop-16): NeHomHaa OHK yenoseka / Obuwas 6akrepranbHas
macca / Lactobacillus spp. / Staphylococcus spp. / Streptococcus spp. /
Corynebacterium spp. / Gardnerella vaginalis / Ureaplasma urealyticum /
Ureaplasma parvum / Mycoplasma hominis / Enterobacteriaceae
spp.+Enterococcus spp. / Candida spp. / Mycoplasma genitalium /
Trichomonas vaginalis / Neisseria gonorrhoeae / Chlamydia trachomatis

2720

A26.21.036

P337

UccneposaHve 6roLeHo3a yporeHUTaneHoro Tpakta y My>4mH,
pacwupeHHoe (AHapodrop-24): N'eHomHas OHK yenoseka / O6was
bakTepuanbHas Macca / Lactobacillus spp. / Staphylococcus spp. /
Streptococcus spp. / Corynebacterium spp. / Gardnerella vaginalis /
Atopobium cluster / Megasphaera spp.+Veilonella spp.+Dialister spp. /
Sneathia spp.+Leptotrihia spp.+Fusobacterium spp / Ureaplasma
urealyticum / Ureaplasma parvum / Mycoplasma hominis / Bacteroides
spp.+Porphyromonas spp.+Prevotella spp. / Anaerococcus spp. /
Peptostreptococcus spp.+Parvimonas spp./ Eubacterium spp. /
Pseudomonas aeruginosa+Ralstonia spp.+Burkholderia spp. /
Heamophilus spp / Enterobacteriaceae spp.+Enterococcus spp. /
Candida spp. / Mycoplasma genitalium / Trichomonas vaginalis /
Neisseria gonorrhoeae / Chlamydia trachomatis

3 950

A26.20.020

P181

Xnamugusa (Chlamydia trachomatis), kauectseHHoe onpegenexHve JHK

490

A26.20.020

pP182

Xnamugusa (Chlamydia trachomatis), konnyectseHHoe onpegenexHve JHK

840




A26.20.020.00

Xnamugusa (Chlamydia trachomatis), kauecTBeHHOe onpeaeneHve

2 P186 [pubocomanbHon PHK meTtogom NASBA 3590

A26.20.028 P187 [Mukonnasma (Mycoplasma hominis), kauectBeHHoe onpegenenne OHK 500
Mukonnaama (Mycoplasma hominis), konmyectBeHHoOe onpegeneHne

A26.20.028 P188 [(OHK 880

A26.20.027.00 Mukonnasma (Mycoplasma genitalium), kauecTBeHHOe onpeaeneHne

1 P189 [(OHK 500
Mukonnaama (Mycoplasma genitalium), konnyecTeBeHHOe onpegeneHne

A26.20.027 P190 (OHK 880
TunuposaHue ypeannasmbl (U.urealyticum / U. parvum), Ka4yecTBeHHOE

A26.20.029 P191 |onpegenexne OHK 580
TunuposaHue ypeannasmsl (U.urealyticum / U. parvum),

A26.20.029 P192 |konu4yecTtBeHHOe onpeaeneHune JHK 580
Mwukonna3smsl, komnnekcHoe nccrnegosaHue (Ureaplasma urealyticum,
Ureaplasma Parvum, Mycoplasma hominis), konnyectBeHHoe

A26.20.028 P193 |onpegenenve OHK 1 360

A26.20.027.00 Mukonnaama (Mycoplasma genitalium), kauecTBeHHOe onpegeneHue

2 P200 [pubocomanbHon PHK metogom NASBA 3530
Bo3byautens roHopen (Neisseria gonorrhoeae), kayecTBeHHOE

A26.21.024 P201 |onpegenexve OHK 530
Bo3byautens roHopen (Neisseria gonorrhoeae), konmyecTBeHHOE

A26.21.024 P202 |onpegenexve OHK 880
Bo3byautens roHopen (Neisseria gonorrhoeae), kayecTBeHHOE

A26.21.024 P203 |onpegeneHue pubocomansHon PHK metogom NASBA 3530
Bo3byagutens TpuxomoHo3a (Trichomonas vaginalis), kauecTBeHHOe

A26.20.026 P204 |onpegenexve OHK 500
Bo3byautens TpuxomoHo3a (Trichomonas vaginalis), konuyectBeHHoe

A26.20.026 P205 |onpegenexve OHK 995

A26.20.026.00 Bo3byagutens TpuxomoHo3a (Trichomonas vaginalis), kauecTBeHHOe

2 P206 |onpegeneHue pubocomansHon PHK metogom NASBA 3530

A26.20.030 P207 |FapaoHepenna (Gardnerella vaginalis), kayectBeHHoe onpegenexve OHK 510
Bo3byaoutens kanango3a (Candida albicans), kauecTBeHHoe

A26.21.055 P209 |onpepenenve OHK 590
Bos3byautenu kangugosa (C.albicans/ C. glabrata/ C.

A26.20.048 P210 [crusei),konnyecTtBeHHoe onpegenerHve OHK 1450
CtpenTokokk rpynnel B (Streptococcus agalactia), konmyectseHHoe

A26.20.021 P211 |onpepenenve JHK 1450
Bupyc nanunnomel yenoseka (HPV) Tunel 6/11, kauectBeHHOe

A26.21.008 P212 |onpepenexnve OHK 660

A26.21.008.00 Bupyc nanunnomel Yyenoseka (HPV) Tunel 16/18, kayecTBeHHOe

1 P213 |onpepenenve OHK 720

A26.21.008.00 Bupyc nanunnomel Yyenoseka (HPV) Tunbl 16/18, konuyecTseHHoe

1 P214 |onpegenexve OHK 980
Bupyc nanvnnomel yenoseka (HPV) BbICOKOro oHKOreHHoro pucka (Tunbl

A26.21.008.00 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68),cymmapHoe

1 P215 |kauyecTBeHHOe onpegenerHne OHK 1340
Bupyc nanunnombl yenoseka (HPV) BbICOKOrO OHKOF€HHOro pucka (Tunbl

A26.21.008.00 16, 18, 31, 33, 35, 39, 45, 51, 52,56, 58, 59), konuyecTBeHHOE

1 P216 |onpepenenve OHK c ykazaHuem Tuna supyca 1450
Bupyc nanvnnomel yenoseka (HPV) BbICOKOro oHKOreHHoro pucka (Tunbl

A26.21.008.00 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), cymmapHoe

1 P217 |konuyecTtBeHHOe onpeaeneHune JHK 7 480
Bupyc nanunnomsl yenoseka (HPV) BbICOKOro OHKOreHHOro pucka (Tunbl

A26.21.008.00 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), konnyectBeHHOE

1 P218 |onpepenenve OHK c ykazaHuem Tuna supyca 2 550




A26.21.008.00

Bupyc nanunnomel yenoseka (HPV) BbICOKOro OHKOreHHOro pucka (Tunbl
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), cymmapHoe
konunyecteeHHoe onpeaenerHve OHK ¢ oTaenbHbIM KONMYECTBEHHBLIM

1 P219 |onpepeneHvem 16 n 18 TunoBs Bupyca 2 550
Bupyc nanunnomel Yyenoseka (HPV) Huskoro (Tunbl 6,11,44) 1 BbICOKOrO
OHKOreHHoro pucka (tunel 16, 18, 26. 31, 33, 35, 39, 45, 51, 52, 53. 56,
58, 59, 66, 68, 73, 82), konuvectBeHHoe onpeaenerHne HK c ykazaHnem

A26.21.008.00 TuNa BMpyca (Cockob 13 LepBrKanbHOro kaHana; cockob u3 sBnaranuiia)

1 P377 |"KsaHnT 21" 2 850
MCCNEQOBAHUA HA COVID-19 (/labKsecr)

A26.08.027.00 NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular

1 P617 |detection, qualitative) * 2 300
NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular

A26.08.027.00 detection, qualitative) (HOBbI1 KOPOHABMPYC COVID-19 (SARS-Cov-

1 P650 [2), onpenenenne PHK (kau.) cito 2750
NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular

A26.08.027.00 detection, qualitative) (HOBbI/ KOPOHABWPYC COVID-19 (SARS-Cov-

1 P651 |2), onpegenexne PHK (kauy.) 2 850

A26.08.027.00 Rapid RNA detection of SARS-CoV-2 (COVID-19) by loop-

1 P647 |mediated isothermal amplification (PCR RT-LAMP). 3 445
BoiseneHne PHK kopoHaBupyca SARS-CoV-2 ¢ onpeaeneHnem

A26.08.027.00 reHeTnyeckmx BapmaHtoB Omicron (c anddepeHumnaumen nuHun BA.2) n

1 P673 |Delta 1700
BoisiBnenne PHK kopoHaBupyca SARS-CoV-2 c onpegeneHnem

A26.08.027.00 reHeTnyeckmx BapmaHtos Omicron (¢ anddepeHumnaumen nuHumn BA.2) n

1 P674 |Delta 2100
AUP, uccneaosaHme MMKpo6GUMOTbI KulieuyHuKa (J1abKsecr)

A26.19.069.00 KOJNNOHO®JTIOP-8, konnyecTBeHHOE OnpeaeneHme MUKpobmnoTsl

1 P737 |Toncroro KuwevHvka 7 290

A26.19.069.00 KOJIOHO®JIOP-16 (MeTabonmam), KonNM4ecTBEHHOE onpeaeneHue

1 P738 [MMKPOBMOTLI TONCTOrO KULLIEYHMKA 10 450

A26.19.069.00 KOJIOHO®JIOP-16 (6roLeH03), kKonuyecTBEHHOE onpeaeneHne

1 P739 [MMKPOOMOTLI TONCTOrO KULLIEYHMKA 9990
OHTEPO®JIOP, konuyecTBeHHOE onpeaeneHne MMKpobuoTbl TONCTOrO

B03.016.010 P740 |knweyHuka y neten 9290
KPOBb, BUOXUAKOCTU U3 CTEPUJIbHbLIX JIOKYCOB C
MCNONIb30OBAHUEM ®JIAKOHOB A/19 TEMOKY/IbTYP (NlabKsecT)
lMoceB KpPOBU Ha CTEPUIBLHOCTL C ONpeaeneHneM YyBCTBUTENbHOCTMU K
aHTMMMKPOOHBLIM Npenapatam ¢ Boigaden MIMK (MIC) n pacuétom
nHAekca 3achPeKTUBHOCTU 1 MPOTUBOrPUBKOBLIM NpenapaTam npu

A26.05.001 P220 |[BbisBNeHUn Bo3OyauTENS 5 400
lMoceB BMONOrNYECKNX XXUOKOCTEN HA CTEPUITBHOCTL C ONpeaerieHem
YYBCTBUTENBHOCTU K aHTUMUKPOOHLIM NpenapaTam ¢ Bbigaden MK
(MIC) n pacuyétom nHaekca 3dEKTMBHOCTU 1 NPOTUBOTPUOKOBBIM

A26.09.012 P221 [npenapaTtam npu BbisiBNeHWU BO3byanTens 5120
lMoceB CMMHHOMO3rOBOW XMAKOCTM HAa MEHUHIOKOKK (Neisseria
meningitidis) c onpegeneHMem YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM
npenapaTam c Bbigayen MIK(MIC) n pacuéTtom nHgekca

A26.23.002 P222 |adbdpekTMBHOCTM NpK BbISBNEHMM BO3OYyaUTENS 2750
lMoceB kpPOBU Ha CTEPUITBHOCTL C ONpeaeneHneM YyBCTBUTENbHOCTHU K
AHTMMMWKPOOHBIM M aHTUMUKOTUYECKMM NpenapaTtam npu BbiSBNEHWM

A26.05.001 P665 [Bo3byoutens (ans neguatpun) 2 090
NYHKUMOHHAA XXUAKOCTb, COBPAHHAA B TPAHCNOPTHYIO CPELY
(NabKsecr)
MoceB Ha aspobHy0 1 hakynNbTaTUBHO-aHA3POOHY0 BakTepranbHyto

A26.01.001.00 driopy ¢ onpegeneHmemM YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY

1 P223 |aHTUMKMKPOGHBLIX NpenapaToB™** 1995




A26.01.010

P224

[MoceB NYHKUMOHHOM XNOKOCTM Ha a3pobHyto 1 hakynbTaTUBHO-
aHa3pobHyto BakTepnanbHyo MUKPOMIopy ¢ onpeaeneHnem
YYBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMKPOOHbIX
npenapatos ¢ Bbigaden MIK (MIC) n pacuétom nngekca

3 (PEKTMBHOCTHU

2630

A26.23.006

P225

MoceB Ha aHa3pobbl ¢ onpeaeneHnem YyBCTBUTENbHOCTU K
aHTMMMKPOGHbLIM NpenapaTtam

2 140

A26.01.038.00
1

P226

Moces Ha gpoxokenogobHble rpubsbl (pogos Candida n gpyrux) ¢
onpefeneHmemM YyBCTBUTENBLHOCTU K aHTUMUKOTMYECKMM Npenapartam

1030

A26.30.046

p227

MoceB Ha ncesaomoHaabl (CuHerHonHas nanoyka/Pseudomonas
aeruginosa) c onpefeneHnem YyBCTBUTESNIbHOCTU K aHTUMMUKPOOHBIM
npenapaTtam

1030

A26.20.002

P228

MoceB Ha roHokokk (N. gonorrhoeae) ¢ onpegeneHnem
YYBCTBUTENBHOCTU K aHTUMUKPOGHBIM Npenapatam

1110

A26.01.010

P685

MoceB NYHKLMOHHOM XXMAKOCTU Ha aspobHyto 1 hakynbTaTUBHO-
aHa3pobHyto BakTepuanbHyo MUKPOMIopy ¢ onpedeneHnem
YyBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMKPOBHbIX
npenapaToB ANCKO-ANPPY3MOHHBIM METOL0M

1030

BUONTOTUYMECKUU MATEPUA, NONYYEHHDBIU NMPU XUPYPTUYECKUX
BMELLUATE/IbCTBAX (/1abKBecT)

A26.01.001.00
1

P229

MoceB Ha a3pobHyto 1 hakynbTaTUBHO-aHA3POOHY0 GakTepuanbHyo
cdrnopy ¢ onpegeneHmem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY
aHTUMMKPOOHbLIX NpenapaToB™***

1690

A26.01.001.00
1

P230

MoceB 13 paHbl Ha aspobHyto 1 aKkynNbTaTUBHO-aHA3POOHYHO
GakTepuarnbHy0 MUKPOMIIOpy C onpeaeneHneM YyBCTBUTENBHOCTU K
pacLMpPeHHOMY CNEKTPY aHTUMUKPOOHBLIX NpenapaToB ¢ Bbigaven MIMK
(MIC) n pac4étom nHaekca agoeKTBHOCTM

2740

A26.02.003

P231

MoceB Ha aspobHyto 1 hakynbTaTUBHO-aHa3pobHy0 BakTepmanbHyto
dropy ¢ onpeaeneHmem YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY
aHTMMMKPOOHbIX NpenapaTtoB 1 6akTeprodaram™ **

1720

A26.02.001

P232

MoceB 13 paHbl HA a3pobHYy0 1 hakyNbTaTUBHO-aHA3POOHYO
BakTepuanbHy0 MUKPOMOpyY C onpeaeneHnem YyBCTBUTENbHOCTH K
pacLUMPEHHOMY CMEKTPY aHTUMMUKPOOHLIX NpenapaToB ¢ Bbigadven MK
(MIC) 1 pacuyétom nHagekca apdekTMBHOCTM 1 BakTeprodaram

2420

A26.01.001.00
1

P233

MoceB Ha aHa3pobbl ¢ onpeaeneHneM YyBCTBUTENBHOCTY K
aHTUMKKPOOHBIM NpenapaTam

1920

A26.02.004

P234

Moces Ha gpoxokenonobHble rpudbl (pogos Candida n gpyrux) ¢
onpegeneHnem YyBCTBUTENMbHOCTU K aHTUMUKOTUYECKUM NpenapaTam

1040

A26.30.048

P235

MoceB Ha 30NOTUCTBIN CTadOUINOKOKK (S. aureus) ¢ onpeaeneHnem
YYBCTBUTENBHOCTN K aHTUMWKPOOHBLIM Npenaparam

1280

A26.30.048

P236

[MoceB Ha 30N0TUCTbLINM CTaOUNOKOKK(S. aureus) ¢ onpegeneHvemM
YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM NpenapaTtam 1 6akreprnodaram

1420

A26.30.046

pP237

MoceB Ha ncesaomoHaabl (CuHerHoHasa nanoyka/Pseudomonas
aeruginosa) c onpegeneHneMm YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM
npenaparam

1 300

A26.02.003

P686

lMoceB 13 paHbl Ha a3pobHyo 1 haKyrnbTaTUBHO-aHA3POOHYHO
GakTepuarnbHy0 MUKPOMIIopy C onpeaeneHneM YyBCTBUTENBHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB AUCKO-
anpdysMoHHbIM METOA0M

1100

A26.02.003

P687

lMoceB 13 paHbl Ha a3pobHyo 1 haKyrnbTaTUBHO-aHA3POOHYHO
GakTepuarnbHy0 MUKPOMIIopy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLIMPEHHOMY CMEKTPY aHTUMUKPOOHbIX NpenapaToB ANCKO-
andy3nMoHHBIM MeTogoM 1 BakTepmnodaram

1646

MOMA (cpeaHana nopuua, coObpaHHaA KaTeTepom, Npu HaaNo06KoBoMK
nyHKuum) (SlabKeecr)

A26.28.003

P238

MoceB Ha aspobHy0 1 hakynbTaTUBHO-aHa3pOoOHY0 DakTepuanbHyto
cdhnopy c onpegeneHmem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY
AHTUMKKPOOHBIX NpenapaToB

1590




A26.28.003

P239

lMoceB MOUM Ha aspoOHYHO U haKyNbTaTMBHO-aHA3POOHYH0
BakTepuanbHy0 MUKPOopy ¢ onpeaeneHnem YyBCTBUTENbHOCTU K
pacLMPEHHOMY CNEKTPY aHTUMUKPOOHbLIX NpenapaToB ¢ Bbigaven MIK
(MIC) n pacuyétom nHaekca adpheKTUBHOCTHU

2 660

A26.28.003

P240

MoceB Ha a3apobHyto 1 hakynbTaTMBHO-aHadpOoOHY0 GakTepuarnbHyo
doropy ¢ onpeaeneHMemM YyBCTBUTENBLHOCTU K OCHOBHOMY CMEKTPY
aHTVMUKPOGHbIX NpenapaTtoB 1 6akTepuodaram

1 860

A26.28.003

P241

MoceB Moun Ha aspobHyO 1 hakynbTaTMBHO-aHA3POOHYHO
GakTepuarnbHy MUKPOMIIOpy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLlMpeHHOMY CNeKTPY aHTUMUKPOOHBLIX NnpenapaToB ¢ Bbigaven MIMK
(MIC) 1 pacuétom nHaekca apdekTMBHOCTM 1 BakTeprodaram

2520

A26.28.003

pP242

Moces Ha gpoxokenogobHble rpubsbl (pogos Candida n gpyrux) ¢
onpefeneHmemM YyBCTBUTENBLHOCTU K aHTUMUKOTMYECKMM Npenapartam

1130

A26.28.003

P688

MoceB Moun Ha as3pobHYO U hakynbTaTMBHO-aHA3PO6HYH0
GakTepmarnbHy MUKPOMIIOpY C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB AUCKO-

A Py3nOoHHBIM METOAOM

1130

A26.28.003

P689

MoceB Moun Ha aspobHYyHO U hakynbTaTUBHO-aHa3POOHYHO
GakTepuarnbHy0 MUKPOIIopy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLIMPEHHOMY CMEKTPY aHTUMUKPOOHBIX NpenapaToB ANCKO-
anddysnmoHHEIM MeToaoM 1 BakTepuodaram

1130

OTAENAEMOE NONOBbIX OPTAHOB (/1a6KBecT)

A26.21.004

P243

Moces Ha M. hominis u Ureaplasma spp. ¢ onpegenexHvem
YYBCTBUTENBbHOCTU K aHTUMUKPOOHBIM NpenapaTam

2290

A26.20.005

P388

MoceB Ha Ureaplasma spp. ¢ onpegeneHnem YyBCTBUTENBHOCTHU K
AHTUMKKPOOHBLIM NpenapaTtam (0TAensieMoe NonoBbIX OPraHoB)

1130

A26.01.010

P244

MoceB Ha aspobHyt0 1 hakynbTaTUBHO-aHa3pobHy0 BakTepmanbHyto
dropy ¢ onpeaeneHmem YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY
aHTMMUKPOBHbIX NpenapaTos™™ ™™

1830

A26.20.008

P245

MoceB oTAENsemMoro NoMnoBbIX OPraHoB Ha a3pobHYIO 1 daKyNbTaTUBHO-
aHa3pobHyto BakTepuanbHyo MUKPOMIopy ¢ onpedeneHnem
YYBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMKPOBHbIX
npenapaTtos ¢ Boigaden MK (MIC) n pacuétom nHgekca
3hPEKTMBHOCTHU

3110

A26.20.008

P246

MoceB Ha aspobHy0 1 hakynbTaTUBHO-aHa3poOHY0 DakTepmanbHyto
dnopy ¢ onpegeneHmem YyBCTBUTENbLHOCTU K OCHOBHOMY CMEKTPY
aHTMMMKPOOHbIX NpenapaTtoB 1 6akTeprodaram™ **

1860

A26.20.008

P247

MoceB oTAENsemMoro NoMnoBbIX OPraHoB Ha a3pobHYIO 1 daKyNbTaTUBHO-
aHa3pobHyto BakTepuanbHyo MUKPOMIopy ¢ onpedeneHnem
YYBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMKPOBHbIX
npenapaTtos ¢ Bbigaden MIK (MIC) n pacuétom nHgekca
achdekTnBHOCTU N BakTepmnodaram

2450

A26.21.014

P248

Moces Ha gpoxokenogobHble rpubbl (pogos Candida n gpyrux) ¢
onpegeneHvem YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM Npenaparam

1130

A26.20.002

P249

Moces Ha roHokokk (N. gonorrhoeae) ¢ onpegeneHvem
YYBCTBUTENBLHOCTM K aHTUMMKPOGHBLIM Npenapatam

1130

A26.20.008

P250

MoceB Ha aHa3pobbl ¢ onpeaeneHnemM YyBCTBUTENBHOCTH K
aHTVMUKPOGHBLIM Npenapartam

2 300

A26.23.005

P251

MoceB Ha nuctepun (Listeria monocytogenes) ¢ onpegeneHnem
YYBCTBUTENIBHOCTU K @aHTUMMUKPOOHbLIM Npenapatam

1130

A26.20.008

pP252

lMoceB Ha GeTa-remonUTUYECKUin CTPENTOKOKK rpynnbl B (Streptococcus
agalactiae)

1150

A26.01.001

P253

lMoceB Ha GeTa-remonUTUYECKUin CTPENTOKOKK rpynnbl B (Streptococcus
agalactiae) ¢ onpegeneHMem YyBCTBUTENBHOCTU K aHTUMUKPOGHbLIM
npenapaTtam

1310

A26.30.045

P999

OnpegeneHne YyBCTBMTENBHOCTM K pacLUMPEHHOMY CMEKTPY
aHTUMUKPOOHbLIX NpenapaToB ¢ Bbigaven MIK (MIC) n pac4yétom
nHaekca ahPeKTUBHOCTU

1 600




A26.20.008

P690

lMoceB oTAENAEMOro MOMOBLIX OPraHoB  Ha a3pobHY0 1 hakyNbTaTUBHO-
aHa3pobHyto BakTepnanbHyo MUKPOMIopy ¢ onpeaeneHnem
YYBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMKPOOHbIX
npenapaToB AUCKO-ANPAY3NOHHBIM METOAOM

1130

A26.20.008

P691

MoceB 0TAENAEMOro NONOBLIX OPraHOB  Ha a3pobHYto 1 akynbTaTUBHO-
aHaspobHyto GakTepuanbHyto MUKpodniopy ¢ onpeaeneHem
YYBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMUKPOOHbIX
npenapaToB AMCKO-Anddy3MoHHbIM MeTogoM 1 6akTeprodaram

1130

A26.30.009

P254

MoceB Ha aspobHyto 1 hakynbTaTUBHO-aHa3pobHy0 BakTepranbHyto
dropy ¢ onpeaeneHmem YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOOHBLIX NpenapaToB

1420

A26.30.011

P255

MoceB rpygHOro mornoka Ha aspobHyto 1 dhakynbTaTUBHO-aHa3POOHY0
BakTepuanbHy0 MUKPOMNopy ¢ onpeaeneHnem YyBCTBUTENbHOCTH K
pacLMPEHHOMY CNEKTPY aHTUMUKPOOHbLIX NpenapaToB ¢ Bbigaven MIMK
(MIC) n pacuyétom nHaekca apheKTUBHOCTHU

2630

A26.30.009

P256

MoceB Ha a3apobHyto 1 hakynbTaTMBHO-aHadpOOHY0 GakTepuarnbHyo
doropy ¢ onpeaeneHMemM YyBCTBUTENLHOCTU K OCHOBHOMY CMEKTPY
aHTVMUKPOGHbIX NpenapaTtoB 1 6akTepuodaram

1510

A26.30.011

P257

MoceB rpygHOro Monoka Ha aspobHyto 1 akynbTaTMBHO-aHa3POOHYHO
GakTepuarnbHy0 MUKPOMIIOpy C onpeaeneHneM YyBCTBUTENBHOCTU K
pacLMpPEeHHOMY CNEKTPY aHTUMUKPOOHbLIX NpenapaToB ¢ Bbigaven MIMK
(MIC) n pac4yétom nHgekca acpdekTnBHOCTM U GakTepuodaram

2 330

A26.30.048

P258

MoceB Ha 30M0TUCTBIN CTAUNOKOKK (S. aureus) ¢ onpegeneHnem
YYBCTBUTENBHOCTM K aHTUMMKPOGHBLIM Npenapatam

1330

A26.30.048

P259

lMoceB Ha 30M0TUCTBLIN CTAUNOKOKK(S. aureus) ¢ onpeaeneHmem
YYBCTBUTENBHOCTM K aHTUMWKPOBHBIM NpenapaTtam n 6akrepuodaram

1410

A26.30.011

P692

MoceB rpygHOro Monoka Ha aspobHyto U akyrnbTaTUBHO-aHA3POOHYHO
GakTepuarnbHy0 MUKPOMIIOpy C onpeaeneHneM YyBCTBUTENBHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB AUCKO-
andysmoHHbLIM MeTOA0M

1130

A26.30.011

P693

MoceB rpygHOro Monoka Ha aspobHyo U hakyrnbTaTUBHO-aHA3POOHYHO
GakTepuanbHy0 MUKPOMIopy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB AUCKO-
andy3nMoHHbIM MeTogoMK 1 6akTepmnodaram

1130

OTAENAEMOE BEPXHUX U HUXKHUX AbIXATE/IbHbIX NMYTEU
(NabKseecr)

A26.20.008

P260

Moces Ha BeTa-reMonNUTUYECKUA CTPEMTOKOKK rpynbl Al
(Streptococcus group A, S.pyogenes)

1130

A26.08.015

P261

MoceB Ha GeTa-reMonMTUYECKUI CTPENTOKOKK rpynnbl A (Streptococcus
group A, S.pyogenes) ¢ onpeaeneHneM 4yBCTBUTENBHOCTU K
aHTMMMKPOBHbBIM Npenapartam

1360

A26.08.009

P262

MoceB Ha aspobHy0 1 hakynNbTaTUBHO-aHA3POOHY0 BakTepranbHyto
dniopy ¢ onpeaeneHmemM YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY
aHTUMMKPOOHbLIX NpenapaToB™***

1830

A26.09.011

P263

MoceB oToeNseMoro AbixaTenbHbIX NyTEN Ha aspobHYyLo U
hakynbTaTMBHO-aHa3pPObOHY0 GakTepranbHy MUKpodIiopy C
onpegerneHnemM YyBCTBMTENbHOCTU K pacLLMPEHHOMY CNEeKTpy
AHTMMMKPOGHBIX NpenapaTtoB ¢ Bblgaden MIMK (MIC) n pacyétom
nHaekca apPeKTNBHOCTU

2760

A26.09.010

P264

MoceB Ha a3poOHy0 1 hakynNbTaTUBHO-aHA3POOHY0 BakTepranbHyto
dniopy ¢ onpeaeneHmemM YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY
aHTUMUKPOOHbLIX NpenapaToB K GakTepuodaram™***

1920

A26.09.011

P265

MoceB oToeNseMoro AbixaTenbHbIX MyTEN Ha aspobHYyLo U
hakynbTaTMBHO-aHa3pPObOHY0 GakTepranbHy MUKpodIiopy C
onpegerneHnemM YyBCTBMTENbHOCTU K pacLLMPEHHOMY CNEKTpY
aHTUMUKPOOBHbLIX NpenapaTos ¢ Bbiaaven MK (MIC) u pac4yétom
nHaekca acpeKkTMBHOCTU 1 GakTepuodaram

2 450




A26.30.047

P266

lMoceB Ha NHEBMOKOKK (S. pneumoniae) ¢ onpegeneHnem
YYBCTBUTENBHOCTU K @aHTUMMUKPOOHbLIM Npenapatam

1130

A26.08.009

P267

MoceB Ha gpoxokenogobHble rpnbsl (pogos Candida un gpyrux) ¢
onpegeneHnemM YyBCTBUTENBHOCTM K aHTUMUKOTUYECKUM NpenapatamM

1130

A26.05.044

P268

MoceB Ha remodunbHyto nanoyky (Haemophilus influenzae Tuna b)c
onpegeneHneMm 4YyBCTBUTENMbHOCTU K aHTUMUKPOBHBIM Npenaparam

1330

A26.30.048

P269

MoceB Ha 30MOTUCTbLIN CTAUITOKOKK (S. aureus) ¢ onpeaeneHnem
YYBCTBMTENbHOCTM K aHTUMMKPOGHBLIM Npenaparam

1340

A26.30.048

P270

MoceB Ha 30MOTUCTbLIN CTAUITOKOKK(S. aureus) ¢ onpeaeneHnem
YYBCTBUTENBHOCTU K aHTUMMKPOBHbLIM NpenapaTtam 1 6aktepuodaram

1390

A26.30.048

P271

Moces Ha 3onoTuctein ctadunokokk MP3C (S.aureus, MRSA)
O6cnegoBaHve nepef rocnutanusauven/ap. MegnUMHCKMX NoKa3aHnax

1330

A26.30.048

P272

Moces Ha 3onoTtuctein ctadunokokk MP3C (S. aureus, MRSA) ¢
onpefeneHMeM YyBCTBUTENBLHOCTU K aHTUMUKPOGHBLIM Npenaparam

1330

A26.30.048

P273

Moces Ha 3onoTtuctein ctadunokokk MP3C (S. aureus, MRSA) ¢
onpefeneHMeM YyBCTBUTENBLHOCTU K aHTUMUKPOOHBLIM NpenapaTtam u
bakTtepuodaram

1 440

A26.08.001

P274

Moces Ha Bo3byanTenb audtepumn (Corynebacterium diphtheriae)

1330

A26.08.009

P275

[MoceB HOCOrNOTOYHOM CnNM3n Ha MeHNHIrokokk (Neisseria meningitidis) ¢
onpegeneHvem YyBCTBUTENbHOCTU K aHTUMMKPOOHBLIM Npenaparam

1330

A26.23.005

P276

Moces Ha nuctepun (Listeria monocytogenes) c onpegeneHnem
YYBCTBUTENBLHOCTU K aHTUMWKPOBHBLIM Npenapartam

1330

A26.09.011

P694

MoceB oTAeNseMoro abixaTenbHbIX NyTen Ha aspobHYyo n
dakynbTaTMBHO-aHa3pOOHY0 GakTepmnanbHyo MUKPOMIIopy C
onpegerneHvemM YyBCTBUTENbHOCTU K pacLUMPEHHOMY CNeKTpy
aHTUMWKPOOHBIX NpenapaToB AMCKO-ANddY3MOHHBbIM METOLO0M

1330

A26.09.011

P695

lMoceB oTAENAeMOro AbiXxaTernbHbIX NyTen Ha aspobHyo n
dakynbTaTMBHO-aHa3pOOHY0 GakTepmnanbHyo MUKPOMIIopy C
onpegerneHnemM YyBCTBUTENbHOCTU K pacLUMPEHHOMY CNEeKTpy
aHTUMUKKPOOHBIX NpenapaToB ANCKO-AUGdY3NOHHBIM METOAOMU U
bakTepuodaram

1330

OTOENAEMOE U3 YXA (Hapy:KHbIi cnyxoBoii npoxopg) (/labKsect)

A26.25.001

P277

MoceB Ha aapobHyt0 1 hakynNbTaTMBHO-aHA3POOHY0 BakTepranbHyto
dnopy ¢ onpeaeneHmemM YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY
aHTUMMKPOOHbLIX NpenapaToB™***

1730

A26.01.010

P278

MoceB oToeNseMoro U3 yxa Ha aspoOHyto 1 dhakynbTaTUBHO-aHa3pPOOHY0
BakTepuanbHy0 MUKPOMOpyY C onpeaeneHnem YyBCTBUTENbHOCTH K
pacLUMPEHHOMY CMEKTPY aHTUMMUKPOOHLIX NpenapaToB ¢ Bbigadven MIMK
(MIC) n pacuyétom nHaekca apheKTUBHOCTHU

3070

A26.25.001

P279

MoceB Ha aspobHyt0 1 hakynNbTaTUBHO-aHA3POOHY0 BakTepranbHyto
dnopy ¢ onpeaeneHmemM YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY
aHTUMUKPOOHbLIX NpenapaToB U GakTepuodaram™***

1950

A26.01.010

P280

MoceB oToENsSEMOro U3 yxa Ha aspoOHyt0 1 dhakynbTaTUBHO-aHA3POOHY0
DakTepuanbHy0 MUKPOMIIOpY C onpeaeneHnem YyBCTBUTENbHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOOHLIX NpenapaToB ¢ Bbigadven MIMK
(MIC) n pacuétom nHaekca apdekTMBHOCTM 1 BakTeprodaram

2 330

A26.01.013

P281

Moces Ha gpoxkenonobHble rpudbl (pogos Candida n gpyrux) ¢
onpegeneHnem YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM NpenapaTam

1130

A26.05.044

P282

MoceB Ha remodunbHyto nanoyky (Haemophilus influenzae Tuna b)c
onpegerneHvemM YyBCTBUMTEMNbHOCTM K aHTUMUKPOOHbBIM npenaparam

1330

A26.01.010

P696

MoceB oToENseMoro M3 yxa Ha a3poOHyto 1 dhakynbTaTUBHO-
aHaspobHyto GakTepuanbHyo MMKpPOdopy ¢ onpegeneHnem
YYBCTBUTENBHOCTU K PpaCLUMPEHHOMY CMEKTPY aHTUMMKPOOHbIX
npenapaToB ANCKO-AN(PY3NOHHBIM METOLOM

1130




A26.01.010

P697

lMoceB oTOEnsaemMoro 13 yxa Ha aspobHyo 1 hakynbTaTUBHO-aHa3pOOHYH0
GakTepuanbHy0 MUKPOMopy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOOHBLIX NpenapaToB OUCKO-
anpdysnmoHHbIM MeTogoMu 1 BakTepuodaram

1130

OTAENAEMOE U3 INA3A (NlabKeecrt)

A26.26.004

P283

MoceB Ha a3pobHyo 1 hakynbTaTMBHO-aHA3POOHY0 GakTepuanbHyto
cdnopy ¢ onpegeneHmem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOOBHBLIX NpenapaToB™***

1690

A26.26.004

P284

MoceB oTaensiemMoro 13 rnasa Ha aspobHyto 1 hakynbTaTUBHO-
aHaspobHyto GakTepuanbHyt0 MUKpodiopy ¢ onpeaeneHnem
YYBCTBUTENBHOCTU K paCLUMPEHHOMY CMEKTPY aHTUMMKPOOHbIX
npenapatoB ¢ Bbigaden MIK (MIC) n pacuyétom nngekca
appeKkTUBHOCTH

2960

A26.26.004

P285

MoceB Ha a3pobHyo 1 hakynbTaTUBHO-aHA3POOHY0 GakTepuanbHyo
cdnopy ¢ onpegeneHmem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY
aHTUMMKPOOHbLIX NpenapaToB K bakTepuodaram™* **

1 880

A26.26.004

P286

lMoceB oToensiemMoro n3 rrnasa Ha aspobHyo 1 hakynbTaTUBHO-
aHa3apobHyto DakTepuanbHy0 MUKPOMopy ¢ onpeaeneHnem
YYBCTBUTENBHOCTU K paCLUMPEHHOMY CMEKTPY aHTUMMUKPOOHbIX
npenapaTtos. ¢ Bbigaven MIK (MIC) n pacyétom nHaekca
acpdekTnBHOCTU N BakTepmnodaram

2 330

A26.01.013

pP287

Moces Ha gpoxkenonobHble rpudbl (pogos Candida n gpyrux) ¢
onpegeneHnemM YyBCTBUTENbHOCTM K aHTUMUKOTUYECKUM NpenapaTtamM

1030

A26.05.044

P288

Moces Ha remodunbHy0 nanoydky (Haemophilus influenzae tvna b)c
onpegeneHnem YyBCTBUTENMbHOCTU K aHTUMMUKPOOHBIM Npenaparam

1100

A26.26.002

P289

Moces Ha roHokokk (N. gonorrhoeae) ¢ onpegeneHvem
YYBCTBUTENBHOCTN K aHTUMWKPOOHBLIM Npenapatam

1010

A26.23.005

P290

Moces Ha nuctepun (Listeria monocytogenes) ¢ onpegeneHnem
YYBCTBUTENBHOCTU K aHTUMUKPOOHBIM Npenaparam

1030

A26.26.002

P447

MoceB oTgensiemoro 13 rnasa Ha MeHUHrokokk (Neisseria meningitidis) ¢
onpegerneHvemM YyBCTBUTENbHOCTM K aHTMMUKPOOHbBIM npenaparam

1010

A26.26.004

P698

MoceB oTaensemMoro w3 rnasa Ha aspobHyto U dakynbTaTUBHO-
aHa3pobHyto BakTepuanbHyo MUKPOMIopy ¢ onpedeneHnem
YYBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMKPOBHbIX
npenapaToB ANUCKO-ANDIDY3NOHHBIM METOLOM

1200

A26.26.004

P699

MoceB oTaensemMoro w3 rnasa Ha aspobHyto U dakynbTaTUBHO-
aHa3pobHyto BakTepuanbHyo MUKPOMIopy ¢ onpedeneHnem
YYBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMKPOBHbIX
npenapaToB ANCKO-ANdPY3MOHHBIM METOAOM 1 BakTeprodaram

1200

A26.05.016.00
1

P291

[ncbakTepnos KULLEYHMKa C OnpeaeneHneM YyBCTBUTENBHOCTU K
bakTepuodharam

3 060

A26.05.016.00
1

P343

OncbakTepunos K1LLeYHVKa C onpeaeneHneM YyBCTBUTENbHOCTY K
BakTepmnodaram n aHTUMNKPOOHLIM Npenapatam (B + ABIT + AMIT)

3230

A26.19.008

P503

MoceBs kana Ha MuKpodniopy ¢ onpeeneHnem YyBCTBUTENBHOCTY K
aHTUMKKPOOHBLIM NpenapaTam

1700

A26.19.080

pP292

[MoceB Ha NaTOreHHy KULWeYHyo nopy (LLnrennbl, canbMoHenMbI)
(nepeq rocnuTanusauuen, Npyu MeguUMHCKOM obcrnegoBaHum no
nokasaHusim)

1030

A26.19.080

P293

MoceB Ha NaToreHHyto KuLedHyo dnopy (LunMrennbl, canbMOHENbI) C
onpegeneHvemM YyBCTBUTENbHOCTU K aHTUMUKPOGHLIM Npenapatam

1900

A26.05.016.00
1

P294

MoceB Ha NaTOreHHyo KULWEYHY0 donopy (LUMrensbl, carbMOHENsbI) ¢
onpeeneHnem YyBCTBUTENbHOCTM K aHTUMUKPOBHbLIM Npenapartam u
bakTepuodaram

2100

A26.01.001

P295

lMoceB Ha 30N0TUCTBIN CTadOUNOKOKK (S. aureus) ¢ onpeaeneHnem
YYBCTBUTENBHOCTU K @aHTUMWKPOOHBLIM Npenapatam

1540

A26.30.048

P296

MoceB Ha 30NOTUCTbLIN CTAaOUINOKOKK(S. aureus) ¢ onpegeneHmemM
YyBCTBUTENbHOCTU K aHTUMMKPOBHLIM Npenapartam v bakrepunodgaram

1790

A26.19.004

P297

Moces Ha nepcuHum (Yersinia enterocolitica) ¢ onpegeneHuem
YYBCTBUTENIBHOCTU K aHTUMUKPOOHBIM NpenapaTtam

1800




A26.19.084

P298

MoceB Ha kamnunobakTep (Campylobacter sp.) ¢ onpeaeneHem
YYBCTBUTENBHOCTU K aHTUMUKPOBHLIM NpenapaTtam

1740

A26.19.086

P299

MoceB Ha aHaspobbl, Bo3byantenu MNTW (Clostridium spp.) ¢
onpegeneHnemM YyBCTBUTENBHOCTM K aHTUMUKPOOHbIM Npenapartam

1840

A26.01.013

P300

MoceB Ha gpoxokenogobHble rpnbsl (pogos Candida un gpyrux) ¢
onpegeneHnemM YyBCTBUTENBHOCTM K aHTUMUKOTUYECKUM Npenapatam

1130

A26.05.016.00

1

P367

Moces kana Ha AnaporeHHble awepuxnossl (E. coli)

3400

BbisiBNIeHWe aHTUreHOB - BO36yauTtenei KuledyHbiX UHGEKLUN
(NabKsecr)

A26.19.020

P305

Xenukobakrep nunopu (Helicobacter pylori), BbisBneHne aHTureHa

1430

A26.19.081

P306

TokcuHbl A u B Clostridium difficile, BbisiBneHne aHtureHa

1880

ENYb (oaHa nopuua) (JTabKsecr)

A26.14.003

P308

MoceB Ha a3apobHyto 1 hakynbTaTMBHO-aHadpOoOHY0 GakTepuarnbHyo
doropy ¢ onpeaeneHMemM YyBCTBUTENLHOCTU K OCHOBHOMY CMEKTPY
AHTVMUKPOGHbIX NpenapaToB

1510

A26.14.002

P309

MoceB xxenyn Ha aspobHyo 1 dhakynbTaTUBHO-aHA3POOHYHO
GakTepuarnbHy0 MUKPOMIIopy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLMpPEeHHOMY CNEKTPY aHTUMUKPOOHbLIX NnpenapaToB ¢ Bbigaven MIMK
(MIC) n pac4étom nHaekca agoeKTBHOCTM

2410

A26.14.002

P310

MoceB Ha aspobHyto 1 hakynbTaTUBHO-aHa3pobHy0 BakTepmanbHyto
dnopy c onpegeneHmem YyBCTBUTENbHOCTN K OCHOBHOMY CMEKTPY
aHTMMMKPOBHLIX NpenapaTtoB 1 6akreprnodaram

1610

A26.14.002

P311

MoceB xenyn Ha aapobHyto 1 hakynbTaTMBHO-aHA3POOHYH0
BakTepuanbHy0 MUKPOMOopy C onpeaeneHnem YyBCTBUTENbHOCTH K
pacLMPeHHOMY CNEKTPY aHTUMUKPOOHbLIX NpenapaToB ¢ Bbigaven MIK
(MIC) n pacuyétom nHaekca agpdekTMBHOCTM 1 BakTepmodaram

2 330

A26.14.002

P432

MoceB >xenun Ha aHaspobbl C onpeaeneHnem YyBCTBUTENBHOCTM K
aHTUMKKPOOHBIM NpenapaTam

1300

A26.14.002

P701

MoceB enun Ha aspobHyto 1 hakynbTaTUBHO-aHa3POOHYHO
BakTepuanbHy0 MUKPOMIOpY C onpeaeneHneM YyBCTBUTENbHOCTU K
pacLUMPEeHHOMY CMeKTpy aHTUMMUKPOBHbIX NpenapaToB AMCKO-
Anpdy3sMoHHLIM METOA0M

890

A26.14.002

P702

MoceB enum Ha a3pobHyo 1 hakynbTaTMBHO-aHA3POGHYO
BakTepuanbHy MUKPOMIOpY C onpeaeneHneM YyBCTBUTENbHOCTU K
pacLUMPEeHHOMY CMeKTpy aHTUMMUKPOBHbIX NpenapaToB AMCKO-
anddy3noHHbIM MeTogoMm 1 BakTeprodaram

890

Dpyroe (/TabKBecT)

A26.30.044

P504

MoceB ¢ anemMeHTa (kaTeTep) C onpeAeneHnem YyBCTBUTENbHOCTM K
aHTUMKKPOOHBIM NpenapaTam

1 050

A26.14.002

P505

MoceB xenygo4yHoro coaepXXnMMoro ¢ onpeaeneHmemM YyBCTBUTENbHOCTH
K aHTUMUKPOBHBIM npenapatam ¢ Bolgaden MIK (MIC) n pacuéTtom
nHaekca appeKTMBHOCTH

990

A26.14.002

P703

MoceB >xenun Ha aspodHYH U hakKynbTaTMBHO-aHA3POOHYH0
GakTepuarnbHy0 MUKPOMIIopy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLIMPEHHOMY CMEKTPY aHTUMUKPOOHbIX NpenapaToB AMNCKO-
andy3nMoHHBIM MeTogoM 1 BakTepmnodaram

990

MuKonoruueckue uccnegosanus (JlabKeecr)

A26.09.024

P338

KomnneKkcHoe MUKOnornyeckoe nccnenoBaHme Ha OpoXxoKkeBble rpuobl,
aepmatoduTbl 1 NnecHesble rpubbl ¢ onpeaeneHnem YyBCTBUTENbHOCTU
K aHTUMMKOTMYECKNM NpenapaTtam k rpnbam poga Candida spp.

1 650

A26.01.013

P339

Mwukonorunyeckoe nccrnegoBaHme (NOCEB) HA OPOXHOKEBBIE TPUOHI
(pomoB Candida spp , Cryptococcus spp v apyrux) ¢ onpegeneHmem
YYBCTBUTENBHOCTU K @aHTUMUKOTUYECKUM Mpernapatam npuv BbisiBNIEHUN
BO3OyauTens

1710

Nocesbl Ha Chlamydia trachomatis (/1la6Ksecr)

A26.26.004

P459

MoceB oTgensiemoro m3 rmasa Ha Chlamydia trachomatis

2100




MoceB oTgensiemoro 13 rnasa Ha Chlamydia trachomatis ¢

A26.26.004 P460 |onpepeneHnem YyBCTBUTENBHOCTU K aHTMOMOTUKAM 5150
A26.26.004 P457 [Moces Ha Chlamydia trachomatis 1900
MoceB Ha Chlamydia trachomatis ¢ onpegeneHnem 4yBCTBUTENBHOCTU K
A26.26.004 P458 |aHTMOMOTMKaM 4990
AHann3 MUKPOBHbIX MapKepoB METOA0M ra3oBo XpomaTo-macc-
cnektpomeTpum (no Ocunosy) (J1abKsecr)
VccnenoBaHne MUKpobuoLLeHO3a TOHKOMO KULLEYHUKa METOL0M ra3oBoM
A26.19.008 P480 [xpomatorpacum - macc-cnektpomeTpum (no Ocmnoy) 10 490
VccnepoBaHne MnkpobuoL,eHo3a TONCTOro KMLLIEYHUKa METO40M ra3oBoMm
A26.19.008 P481 [xpomatorpaduu - macc-cnektpomeTpum (no Ocmnoy) 10 490
B03.016.018.0 ViccnegoBaHne MMKpoGMoLieHO3a MOYENOSIOBOM CUCTEMbBI METOAOM
01 P482 |[raszoBon xpomaTorpadum - Macc-cnektpometpum (no Ocunosy) 10 490
VccneposaHve MukpobroLeHo3a Apyrux fiokanusaumn (Tpaxes, BepxHue
OblxaTenbHble MyTU, KOXa, HOTTEBbIE MNAaCTWHbI, OTAENSIEMOE paH)
A26.01.013 P483 [meTogom rasoBow xpomartorpadum - macc-cnekrpometpum (no Ocunosy) | 10 490
KomnnekcHoe uutonornyeckoe u MoneKkynspHo-reHeTuyeckoe
uccneposaHue (/labKeecr)
BlMY-TecT paclumpeHHbI XXUOKOCTHBIN (KONMMYECTBEHHOE OnpeaeneHne
OHK Bupyca nanunnombl Yenoseka ¢ ykazaHueM Tuna BMpyca HU3KOro
A26.21.008.00 (Tunel 6,11,44) n BeIcOKOTO (TUNBI 16, 18, 26, 31, 33, 35, 39, 45, 51, 52,
1 P730 |53, 56, 58, 59, 66, 68, 73, 82) oHkoreHHOro pucka, «KBaHT-21») 3390
BIMY-MATI-TecT x)umaKkocTHbIM (komnnekc TecTtoB: BIMNY paclumpeHHbin ¢
A26.21.008.00 onpegeneHnem KonMyecTsa u Tuna Bupyca (HM3KOro 1 BbICOKOTO
1 R936 |oHkoreHHoro pucka «KBaHT-21»)+IMAll-TecT) 5590
MuKpocKonuueckue uccneaosaHua masKa y keHuwuH (/labKeecr)
A26.20.006 MO001 [Mwukpockonunyeckoe nccrnefoBaHMe XXEHCKOro Maska (3 ToYKK) 900
Mukpockonuyeckoe uccnegoBaHve Maska U3 Bnaranviia u
A12.28.015 MO002 |uepBukanbHOro kaHana 860
A26.20.006 MO003 [Mukpockonunyeckoe nccregoBaHve Maska U3 Bnaranvila u ypetpbl 860
A12.20.001 MO004 |Mukpockonunyeckoe uccregoBaHve Maska 13 LiepBrKanbHOro kaHana 860
A12.20.001 MOO05 |Mukpockonnyeckoe nccrnegoBaHne maska U3 Bnaranuila 860
Al12.28.015 MO0O06 |Mukpockonunyeckoe uccrnegoBaHve maska ns ypetpbl Y XKeHLUNH 860
MuKpocKonnyeckne nccieaoBaHUA Ma3Ka Yy JKeHLLMH C OKpacKoii no
Fpamy (N1abKeecT)
Mukpockonunyeckoe nccregoBaHve Maska U3 Bnaranuila ¢ okpackom no
A26.20.006 MO07 |Ipamy (c oueHkon no wkane HotompkeHTa) 860
Mwukpockonuyeckoe uccrnegoBaHme Maska M3 LepBrKanbHOro KaHana u ns
A26.20.006 MO08 |[Bnaranuua c okpackon no "pamy (c oueHkomn no wkane HetogxkeHTa) 860
A26.20.001 MO13 [Mukpockonunyeckoe uccrnegoBaHme Ha AUMNNOKOKK 860
MuKpocKonuyeckue nccneaoBaHua MmasKa y MyKuuH (JlabKeecr)
Al12.21.005 MO0O09 |Mukpockonunyeckoe nccriegoBaHne cekpeta npeacraternbHon Xenesbl 860
Al12.28.015 MO010 [Mukpockonunyeckoe uccrnegoBaHme maska 13 ypetpbl Y My>KUYUH 860
Al12.21.004 MO11 [Mukpockonunyeckoe nccriegoBaHne maska ¢ KpanHen nioTu 860
UccnepoBaHMe KOXKU U HOITEBbIX NNacTUHOK (/labKeecr)
A26.01.018 P312 [Wccneposanne Ha gemopekos (Demodex folliculorum) 590
VMiccnenoBaHmne HOMTEBLIX NITACTUHOK UMK YeLlyeK KOXW Ha NaToreHHble
A26.01.023 P313 |rpubbl 1 300
A26.01.018 P349 [WccneposaHne Ha Sarcoptes scabiei (4ecoTka) 585
OUATHOCTUKA YPOTEHUTA/IbHbIX UHOEKLIUN (N1labKsecr)
A26.21.036 R054 [lMporpamma - "MuHumym" 7 2600
A26.21.036 R055 [lMporpamma - "Meguym" 9 3430
B03.014.020 |R056 |lMporpamma - "Makcumym" 12 4 280
B03.014.022 |R0O57 [lMporpamma - "MMpemuym" 15 8 270




Onpepenenne JHK B cockobe anuTenunanbHbIX KNETOK ypOreHUTanbHoro
Tpakta (Chlamydia trachomatis, Trichomonas vaginalis, Neisseria

B03.014.049 |R662 [gonorrhoeae) 1700
WHdeKunn yporeHNTanbHOro Tpakta y My>XXYuH, KONM4eCTBEHHOE 1

B03.014.045 |R795 |kayectBeHHoe onpegenerHne OHK 5330
YporeHuTanbHble UH(PEKLUN Y MY>KUMH, pacLUMPEHHbIN (KONMYEeCTBEHHOE

B03.014.046 |R797 |onpeapenenne OHK) 3780
YporeHuTanbHble UH(EKLUN Y XKEHLLMH, paCLUMPEHHbIV (KONMMYeCTBEHHOE

B03.014.047 |R798 |onpeapenexne OHK) 5130







