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1.1. O6bweknnHuueckue uccneaosaHuma kposu (General Clinical Blood
Tests)
KnuHuyeckun aHanms kposu: obwwmii aHanus, nevikogpopmyna, CO3 (¢
MUWKPOCKOMNUEN Ma3ka KpoBM Npu Hanmumm natonormdeckux casuros) (Clinical
Blood Analysis: General Blood Analysis, Leucocyte Formula, ESR (with
Microscopic Examination of Blood Smear if Presence of Pathologic
B03.016.002 1515 Changes))
O6wwmii aHanma kposu (OAK) (6e3 nerikoumTapHon dopmynbl n COJ)
B03.016.002 5 (General Blood Analysis, without White Blood Cell (WBC) Count and ESR)
TpomboumnTbl, MUKpOCKONUA (MOACHET B OKpPALLEHHOM Mas3sKe Mo MeTOAY
®oHuo) (Platelets, Microscopy (Manual Platelet Count (PLT Count): Indirect
A12.05.120 TRO Method by Fonio))*
JNenkouutapHas dpopmyna (auddepeHUMpoBaHHbIN NOACHET NENKOLUTOB,
nemnkoumTorpamMmma) ¢ MMKpPOCKOMMEW Ma3ka KpOoBY NpY Hanuyinm
natonorudeckmx casuros (Leucocyte Formula (Differential White Blood Cell
Count) with Microscopic Examination of Blood Smear if Presence of
A12.05.121 119 Pathologic Changes)*
JlerikountapHasa popmyna (auddepeHUnpoBaHHbIA NOACHET NENKOLUTOB,
nemnkoumTorpamma) ¢ 06s13aTenbHOM «PYyYHO» MUKPOCKOMNMUEN Ma3ka KpOBM
(Leucocyte Formula (Differential White Blood Cell Count) with Manual
A12.05.121 911 Microscopic Examination of Blood Smear)*
A12.05.123 150 PeTtukynoumnTtsl (Reticulocytes)
COD3 (ckopocTb ocenanuns aputpountoB) (Erythrocyte Sedimentation Rate,
A12.05.001 139 ESR)
2.1. UmmyHoremaTtonorua (Immunohematology)
A12.05.005 93 "pynna kposwu (Blood Group, ABO)
A12.05.007.004 |94 Pesyc-npuHagnexHocTs (pesyc-cakrop) (Rh-factor, Rh)
A12.05.007 15RH Rh (C, E, c, e) Kell-cheHotunuposanue (Rh C (E, c, e) Kell-Phenotyping)
A12.05.008 140 AnNnovMMyHHble aHTuTena, Bknoyas aHtutena Kk Rh-antureny (Anti Rh)
3.1. OueHKa cBepTbiBatoLen cuctembl KpoBu (Assessment of Coagulation
System)
AKTMBUPOBaAHHOE YacTUYHOE (NnapumanbHoe) TPOMOONNacTMHOBOE BPEMSI
(AYTB (AITB), kedanuH-kaonuHoBoe Bpems) (Activated Partial
A12.05.039 1 Thromboplastin Time, APTT)
MpoTpoMOuH (npoTpombuHoBoe Bpems, NB), MHO (MexayHapogHoe
HopmanuaoBaHHoe oTHoweHue) (Prothrombin, Prothrombin Time, PT,
A12.30.014 2 International Normalized Ratio, INR)
®aktop VIl (aHTuremocunbeHbivi rnobynuH A) (Antihemophilic Globulin A,
A09.05.188 1409 FVIII)
A09.05.050 3 ®ubpuHoreH (Fibrinogen, FG)
A09.05.047 4 AHTUTPOMOUH llI, % aktnBHocTu (AT I, Antithrombin I, % Activity)
A12.05.028 194 TpombuHoBoe Bpems (TB) (Thrombin Time, TT)
A09.05.051.001 (164 D-gumep (D-Dimer)
A09.05.125 1263 MpoteunH C, % aktuBHocTu (Protein C, % Activity)
A09.05.126 1264 MpoteuH S ceoboaHkin (Protein S, Free)
A09.05.048 1153 Mna3smuHoreH (Plasminogen)




"emocTasnorpamma (koaryrnorpamma), ckpuHuHr (Coagulation,

B03.005.004 OBC103 |Gemostaziogram, Screening)
"emocTasnorpamma (koarynorpamma) pacumpeHHas (Hemostasiogram
B03.005.004 OBC109 |[(coagulogram), extended
A12.06.030 190 BonuaHouHbin aHTukoarynsaHT (BA) (Lupus Anticoagulant, LA )
4.1. YrneBoapbl (Carbohydrates)
A09.05.023 16 mioko3sa (Glucose)
A09.05.102 17 ®pykTo3amuH (Fructosamine)
A09.05.083 18 I"muknpoBaHHbIv remornobud HbA1C (HbA1C, Glycated Hemoglobin, GHB)
A09.05.207 215 JlaktaT (Lactate)
[MOKO30-TONEepPaHTHBIN TECT C oNpeaesieHMeM MoKO3bl B BEHO3HOW KPOBU
HaToLLakK 1 nocne Harpysku 4yepes 2 yaca (2-Hour Oral Glucose Tolerance
Test, OGTT, Glucose Concentration (Fasting and 2 Hours after Load),
A12.22.005 T Venous Blood)
MOKO30-TONEepaHTHBIN TECT C onpeaeneHmem ko3l n C-nentuga B
BEHO3HOW KPOBW HaTOLLLAK U MOocne Harpy3kn Yyepes 2 vyaca (2-Hour Oral
Glucose Tolerance Test, OGTT, Glucose and C-Protein Concentration
A12.22.005 rmrc (Fasting and 2 Hours after Load), Venous Blood)
[NoKo30ToNepaHTHbIV TECT Npu 6epemMeHHOCTU (Nnasma KpoBK)
(nepopanbHbIn rnoko3otonepaHTHel TecT, 'TT, O TT) Oral Glucose
Al12.22.005 Mb-C Tolerance Test, Plasma, OGTT, Pregnancy
OnpegeneHne Bo3byauTenen ocTpbiX PeCNUpaTopHbIX BUPYCHBIX MHPeKUMI
yenoseka (OPBW): PHK pecnmpaTtopHo-cuHumMTHansHoro Bmpyca (human
Respiratory Syncytial virus, hRSv), metanHeBsmoBupyca(human
Metapneumovirus, hMpv), Bupycos naparpunna 1, 2, 3 n 4-ro Tunos (human
Parainfluenza virus 1-4, hPiv), kopoHasupycos (human Coronavirus, pCov),
A26.08.020.001 |3318 pUHOBMPYCOB
4.2. /Iunuapbl, NIMNONPOTEUHbI, anoaunonpoTenHsbl (Lipids)
A09.05.025 30 Tpurnuuepuabl (TT) (Triglycerides)
A09.05.026 31 XonectepuH o6wmn (XonectepuH) (Cholesterol Total)
XonectepuH JTMBIT (XonectepuH nMNonpoTeNHOB BbICOKOW NIIOTHOCTH,
JINBM, ?-xonectepuH) (High-Density Lipoprotein Cholesterol, HDL
A09.05.004 32 Cholesterol)
A09.05.028 1644 XonectepuH JIMHI (npsmon meton) Cholesterol LDL (direct)
XonectepuH JIMHI (XonecTepyH NMNonpoTeNHOB HU3KOKW nnoTHocTwy, JTTHI,
A09.05.028 33 ?-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL Cholesterol)*
XonectepuH JINMOHI (XonectepnH NMNonNpoTENHOB O4YEHb HU3KOW
nnotHocTtw, JINMOHTIT) (Very Low-Density Lipoprotein Cholesterol, VLDL
A09.05.028 218 Cholesterol)
A09.05.027 1071 JlnnonpotewuH (a), I (a) (Lipoprotein (a), Lp (a))
A09.05.250 219 AnonunonpotenH A1 (AnonpoteuH A1, ano A1) (Apolipoprotein A1, Apo A1)
A09.05.251 220 AnonunonpoteunH B (AnonpoTteunH B, ano B) (Apolipoprotein B, Apo B)
A09.05.129 1512BILE |>KenuyHble kucnoTbl (Bile Acids)
4.3. benku u amuHokucnotbl (Proteins and Amino Acids)
A09.05.011 10 AnbbymuH (Albumin)
A09.05.010 28 06w 6enok (Protein Total)
A09.05.014 29 Benkosble dpakumu (Serum Protein Electrophoresis, SPE, SPEP)*
OnekTpodopes 6enkoB mo4u, onpegeneHne Tuna npotenHypum (Urine
A09.05.014 1551 Protein Electrophoresis)
Benok beHc-[)xoHCa B MOY€e, CKPUHWHT C MPUMEHEHMEM MMMyHOdMKCaLUn 1
KonunyecTtseHHoe onpeaeneHue (Bence-Jones Protein, Urine, Immunofixation,
A09.28.030.001 |1552 Quantification )
Benok beHc-[IxoHca B Moye: MMMYyHOMDUMKCaLMS, KONMMYECTBEHHOE
onpegenexHve, TUNMpoBaHue kanna, namoéaa (Bence-Jones Protein, Urine,
A09.28.030.001 [1553 Electrophoresis, Immunofixation, Kappa/Lambda Typing, Quantification )




CBoboaHble nerkme Lenn MMMyHOrnoOynmHOB Kanna v nsméaa CbIBOPOTKM C

A09.05.106.005 |1539 pacyeToM MHAEKCa Kanna/nambaa
CBoboaHble nerkme Lenn MMMyHornobynnHoB kanna un naméaa B mode (Urine
A09.28.030.003 [1540 immunoglobulin free light chains (FLC) kappa and lambda)
A09.05.214 153 "omoumctenH (Homocysteine)
M-rpagueHT, TUNnupoBaHune. AnekTpodopes CbIBOPOTKU KPOBH,
MMMYHOMKCaALMS C MaHeNblo aHTUCLIBOPOTOK (pa3aenbHo Kk 1gG, IgA, IgM,
kanna, nambaa), konnyectBeHHas oueHka M-6ernka (M-Gradient, Typing.
Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG,
A09.05.106.001 4051 IgA, IgM, Kappa, Lambda), Quantification of M-Protein)
M-rpagmeHT, CKPMHUHT. OnekTpodopes CbiIBOPOTKM KPOBU, MMMYHOUKCaLNS
C NONMBanNEeHTHON aHTUCLIBOPOTKON, KONMYeCTBEHHad oueHka M-6ernka (6e3
TunupoBaHus) (M-Gradient, Screening. Serum Protein Electrophoresis
(SPEP), Immunofixation with Polyvalent Antiserum, Quantification of M-
A09.05.106 4050 Protein (without Typing))
4.4. OueHKa PpyHKumuu nouek (Assessment of renal function)
A09.05.020 22 KpeatnHuH (Creatinine)
KnyboukoBas dpunbTpauums, pacyet no dopmyne CKD-EPI — kpeaTuHunH
B03.025.001 40CKDEPI |(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Creatinine Equation)
A09.05.230 1525 LinctatnH C (Cystatin C)
KnyboukoBas dpunbtpaums, pacyet no dopmyne CKD-EPI — unctatuH C
B03.025.001 1526 (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)
A09.05.017 26 MouesuHa (Urea)
A09.05.018 27 Moueas kucnota (Uric Acid)
4.5. MurmeHTb! (Pigments)
A09.05.021 13 BunnpybuH obwmn (Bilirubin Total)
BunnpybuH npamown (BunmpybuH KOHBbIOrMpOBaHHbIW, cBA3aHHbIN) (Direct
A09.05.022.001 |14 Bilirubin, DBIL, Conjugated Bilirubin )
4.6. depmeHTbl (Enzymes)
AnaHnHamuHoTpaHcdepasa (AnAT, AIT, rmyTaMMHO-NMpoBUHOrpagHas
TpaHcamuHag3a, I'MIT) (Alanine Aminotransferase, ALT, Serum Glutamic
A09.05.042 8 Pyruvic Transaminase, SGPT )
AcnapTtatamuHoTpaHcdepasa (ACAT, ACT, rmyTaMuMHO-LL@aBENEBOYKCYCHas
TpaHcamuHasa, 'L T) (Aspartateaminotransferase, AST, Serum
A09.05.041 9 Glutamicoxaloacetic Transaminase, SGOT )
A09.05.045 11 Anb@a-amunasa (?-amunasa, gnacrasa) (Alpha-Amilase, ?-Amylase)
Anbda-amnnasa naHkpeaTtndeckasa (P-nsogpepmeHT ammnasel) (Pancreatic ?-
A09.05.180 12 Amylase)
Mamma-rnytamuntpaHcnentugasa ([T T, rmytamuntpaHcnenTtugasa) (Gamma-
A09.05.044 15 Glutamyl Transferase, GGT)
KpeatnHkuHasa (KpeatuHdocdokmHasza, KK, KOK) (Creatine Kinase, CK,
A09.05.043 19 Creatine Phosphokinase, CPK)
KpeaTtuHkuHasa-MB (KpeatuHdocdoknHasa-MB, KK-MB, KOK-MB) (Creatine
A09.05.177 20 Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.)
A09.05.173 23 Jlvnasa (Tpuaumnrnuueponauunrugponasa) (Lipase)
NaktatperngporeHasa (J14r, L-nakraTt, HAO+Okcupopenykrasa) (Lactate
A09.05.039 24 Dehydrogenase, LDH)
XonuHacTtepasa (S-lNceBgoxonuHactepasa, XxonuHactepasa ll, S-X3,
A09.05.174 34 auunxonuHrugponasa) (Cholinesterase, Pseudocholinesterase, PCHE)
A09.05.046 36 docdarasa wenoyHas (L) (Alkaline Phosphatase, ALP)
4.7. OueHKa COCTOAHUA UHKPETOPHOU U CeKpeTopHOU ¢-unn XKKT
(Assessment of endocrine and secretory functions of gastrointestinal tract
(Gl Tract))
A09.05.057 216 "acTpuH (Gastrin)
A09.16.003 294 MencuHoreH | (Pepsinogen 1)
A09.16.003 295 MencuHoreH Il (Pepsinogen 1)




MencuHorensl | 1 1l ¢ pacyeTom cooTHoweHus (MencuHoreH I/TMencuHoren 1)

A09.16.003 2111 (Pepsinogen I/Pepsinogen Il, PG1/PG2)
4.8. MapKepbl meTaboan3ama KocTHoi TKaHu (Bone Metabolism)
OcteokanbumH (KoctHbin Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla
A09.05.224 146 Protein, BGP)
C-koHueBble TenonenTuapl konnareHa | Tuna (6eta-CrossLaps, C-
TepmuHanbHbi Tenonentug, CT) (Carboxyterminal Cross-linking Telopeptide
of Bone Collagen, Collagen Cross-linked C-Telopeptide, Beta-Cross Laps, ?-
CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx
A09.05.297 203 Serum)
A09.28.064 147 OesokcunupuanHonuH (AMNWA) B move (Deoxypyridinolinein, DPD, Urine)
N-TepMuHanbHbIN NponenTya npokonnareHa 1 obwmn (Procollagen Type 1 N-
A09.05.296 204 terminal Propeptide, PINP, Total)
4.9. AHTMOKCUAAHTHDI cTaTyc (Total Antioxidant Status, TAS)
AHTMOKCHAaHTHLIN cTaTyc (ObWmMn aHTMOKCHaaHTHbIN cTaTtyc) (Total
B03.016.017.001 {1500 Antioxidant Status, TAS)
4.10. ButamuHbl (Vitamins)
A12.06.060 117 ButamuH B12 (unaHokobanamuH, kobanamumH) (Cobalamin)
A09.05.080 118 donuesas kucrnota (Folic Acid)
AKTUBHbIN BUTamMuH B12 (MTonoTtpaHckobanamuH, Active-B12,
A12.06.060 1317B12 |Holotranscobalamin)
A12.06.060 877 Butamun K1 B ceiBopoTke (dounnoxmHoH) (Vitamin K1, Phylloquinone, Serum)
A12.06.060 931 ButamuH A B cbiBopoTke (petuHon) (Vitamin A, Retinol, Serum)
ButamuH E B cbiBopoTke (anbda-Tokodepon) (Vitamin E, alpha-Tocopherol,
A12.06.060 932 Serum)
A09.05.264.001 [1581 Owmera-3 nHgekc (Omega-3 Index)
B03.016.017 1587 XupHble kucnotel, npocunb (omera-3, -6, -9), nnasma
A12.06.060 1604 ButamuH B1 (TvamuH)
A12.06.060 1609 ButamuH B2 (pubodnasuH)
A12.06.060 1610 Butamun B3 (HMKoTMHamuA)
A12.06.060 1608 ButamuH B5 (naHTOTEHOBas kucnota)
A12.06.060 1605 ButamuH B6 (nupuaokcanbgocdar)
A12.06.060 1611 ButamuH B7, H (6uoTtuH)
A12.06.060 1606 ButamuH C (ackopbuHoBas kucnota)
A12.06.060 1615 BeTta-kapoTuH
A12.06.060 1614 PeTuHun nanemutar
25-OH ButamuH D o6wmi (25-OH Vitamin D Total, 25(0OH)D, 25-
A09.05.235 928 Hydroxycalciferol)
A09.05.258 1676 KoaHaum Q10 B kpoBu
A09.05.192 1681 ManoHoBbI gnanbaerug
4.11. HeopraHunueckue BewecTtsa (Inorganic Matters)
Kanun/Hatpuin/Xnop B ceiBopoTke kposu (K+/Potassium, Na+/Sodium, CI-
A09.05.030 39 /Chloride, Serum)
A09.05.032 37 Kanbumn o6wmn (Ca) (Calcium Total)
Kanbuun nonnsmposaHHbin (Ca2+, cBobogHbin kanbumn) (lonized Calcium,
A09.05.206 165 Free Calcium)
A09.05.127 40 Maruui (Mg) B cbiBopoTke kpoBu (Magnesium (Mg), Serum)
A09.05.033 41 docdop Heopranudeckuii (P) (Phosphorus (P))
A09.05.007 48 XKeneso (Fe) B cbiBOopoTKe kpoBu (lron (Fe), Serum)
JlaTeHTHas (HeHacbleHHas) )Xene3ocBs3biBaloLwas CnoCoObHOCTb CbIBOPOTKM
A12.05.011 49 kposu (JKCC, HXXCC) (Unsaturated Iron Binding Capacity, UIBC)
4.12. Cneumdunyeckue 6enku (Specific proteins)
A12.06.015 42 AntuctpentonuanH-O (ACJI-O, ACJ10) (Antistreptolysin-O, ASO)
A09.05.009 43 C-peakTtuBHbIn 6enok (CPB) (C-Reactive Protein, CRP)
A09.05.009 1643 BbicokouyBcTBUTENBbHBIV C-peakTnBHbIN 6enok (kapamo)
A09.05.077 840 LiepynonnaamuH (Ceruloplasmin)




A09.05.079 841 "anTorno6uH (Haptoglobin)
A09.05.241 1210 Anba-2-makpornobynuH (Alpha-2-Macroglobulin, ?2-Macroglobulin, A2M)
Anbda-1-aHtutpuncur (A1AT), koHueHTpaums (Alpha-1-Antitrypsin, A1AT,
A09.05.073 1200A1AT |AAT, Concentration)
Anbda-1-aHtutpuncud (A1AT), deHoTunuposaxue (Alpha-1-Antitrypsin,
A09.05.073 832A1A  |ALlAT, AAT, Phenotyping)
A09.05.008 50 TpaHcdheppuH (Cugepodunun) (Transferrin)
A09.05.076 51 ®epputuH (Ferritin)
A09.05.006 21 Mwuorno6uH (Myoglobin)
HaTpunypetuyeckoro ropmoHa (B-tuna) N-koHueson nponentug (NT-proBNP,
A09.05.256 1631 N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)
A09.05.193 157 TponoHwH-I (Troponin-I)
Kapborngpat-gepmumtHbii TpaHcgeppuH (Carbohydrate-Deficient
A09.05.229 838 Trancferrin, CDT)
Kapborngpart -gemumTHbIN TpaHcdeppyH ¢ anekTpodoperpaMmmon
(Carbohydrate-Deficient Transferrin with results on an electrophoregram
A09.05.229 839 (CDT))
A09.05.007 1566 "encnanH 25 (6noaktmneHbin) (Hepcidin 25, bioactive)
PactBopumble peuentopbl TpaHcdeppuHa (pTOP, Soluble Transferrin
A09.05.008 1595STFR |Receptor, STR)
4.13. OHKomapkKepbl (Tumor Markers)
MCA obwwun (MpocTatryeckuii cneundudecknii aHTureH obwmn) (Prostate-
A09.05.130 103 Specific Antigen Total, PSA Total)
A27.30.278 OBC69 OHkopucK MyXCKOW: npeacTaTensHas xenesa (Male oncologic risk: prostate)
B03.070.521 2113 OueHka 3goposbs npoctatsl (MCA obuw., MNCA cB., -2proPSA, phi)
PakoBo-ambpuoHaneHbin aHTureH (POA, kKapuMHOSIMOPNOHANBHBIM aHTUIEH)
A09.05.195 141 (Carcinoembryonic Antigen, CEA)
CA-15-3 (YrneBogHbin aHtureH 15-3) (Carbohydrate Antigen CA-15-3,
A09.05.231 142 Cancer Antigen CA-15-3)
CA-72-4 (YrneBogHbI aHTureH 72-4) (Carbohydrate Antigen CA-72-4,
A09.05.200 166 Cancer Antigen CA-72-4)
CA-19-9 (YrneBogHbin aHtureH 19-9) (Carbohydrate Antigen CA-19-9,
A09.05.201 144 Cancer Antigen-Gl)
LintokepatuHoBbii parmeHT (Cyfra 21-1, pparmeHT untokepatmHa 19)
(Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19 Soluble
A09.05.247 167 Fragments, Cyfra 21-1)
CA-125 (YrneBogHbit aHTureH 125) (Carbohydrate Antigen CA-125, Cancer
A09.05.202 143 Antigen CA-125)
A09.05.300 1281 HE4 (Benok 4 anugugumuca yenoseka) (Human Epididymis Protein 4, HE4)
OueHka pucka paka smdHukoB no anroputmy ROMA (Risk of Ovarian
Malignancy Algorithm, anropuTm pacyeTta pucka anutenvanbHOro paka
SAWYHUKOB) (ANS XeHLWwuH Ao meHonay3bl) (Risk of Ovarian Malignancy
A09.05.196 ROMA1 |Algorithm, ROMA (Before Menopause))
OueHka pucka paka smdHukoB no anroputmy ROMA (Risk of Ovarian
Malignancy Algorithm, anropuTm pacyeTta pucka anutenvanbHOro paka
SAWYHUKOB) (ANS XeHLWuH nocne meHonay3bl) (Risk of Ovarian Malignancy
A09.05.196 ROMA?2 |Algorithm, ROMA (After Menopause))
CA-242 (YrneBoaHbI aHTuUreH 242, onyxonesbin mapkep CA-242)
A09.05.232 1280 (Carbohydrate Antigen CA-242, Tumor Marker CA-242)
BeTa-2-mukpornobynuH (?-2-MukpornoOynuH) B cbiBOpoTke Kposu (Beta-2-
A09.05.245 208 Microglobulin, BMG, Serum )
A09.05.246 209 HenpoHcneundunyeckasn eHonasa (HCE) (Neuron-Specific Enolase, NSE)
A09.05.227 946 XpomorpaHnuH A (Chromogranin A, CgA)
A09.05.219 1198 Bernok S100 (S100 Protein)




SCC (AHTUreH nNIockokneTo4Hon kapumnHoMmebl) (Squamous Cell Carcinoma

A09.05.298 1296 Antigen, SCCA, SCCAQ)
UBC (AHTWreH paka MO4€BOro ny3blps, MCCieAoBaHME pacTBOPUMbIX
hparmeHToB UMTOKepaTMHOB 8 1 18 B Moye) (Urine Bladder Cancer Antigen,
A09.28.054 1297 Urine Bladder Cancer, UBC)
Beta-2-mukpornobynuH (?-2-mukpornobynuH) B moye (Beta-2-Microglobulin,
A09.28.003 225 Urine)
A09.05.119 171 KanbuutoHuH (Calcitonin)
A09.30.002 92 Anbda-petonportenH (ADI) (a-Fetoprotein, AFP)
5.1. OueHKa ¢pyHKuuK runodpumsa (Assessment of Pituitary Function)
AppeHokopTukoTponHbin ropMmoH (AKTT, kopTukoTponuH) (Adrenocorticotropic
A09.05.067 100 Hormone, ACTH)
A09.05.066 99 ComaTtoTponHbIvi ropmoH (comatoTtponuH, CTIN) (Growth Hormone, GH)
ComatomeguH C (MHcynuHonogo6HbIn dhaktop 1) (Somatomedin C, Insulin-
A09.05.204 174 like Growth Factor 1, IGF-1)
donnukynoctumynmpytowmin ropmoH (®CT') (Follicle Stimulating Hormone,
A09.05.132 59 FSH)
A09.05.131 60 TNotenHunsmpyrowmn ropmoH (J11) (Luteinizing Hormone, LH)
A09.05.087 61 MponaktuH (Prolactin)
A09.05.087 6161 MakponponaktuH (Macroprolactin)*
5.2. OueHKa pyHKUMM WwmuTtoBmuaHom Kenesbl (Assessment of Thyroid
Function)
TupokecuH o6wmn (T4 obwni, TeTpanoaTupoHuH obwmi) (Total Thyroxine,
A09.05.064 54 TT4)
A09.05.063 55 TupokcnH cBoboaHbin (T4 ceoboaHbin) (Free Thyroxine, FT4)
A09.05.060 52 TpunogTnpornH o6wmn (T3 obwmn) (Total Triiodthyronine, TT3)
A09.05.061 53 TpunoaTnpoHuH ceoboaHbin (T3 ceBoboaHbin) (Free Triiodthyronine, FT3)
B03.058.001 1612 TpunoaTnpoHuH pesepcusHbii (T3 peBepcuBHbIi, Reverse Triiodthyronine).
TUpPOKCUHCBA3bIBaOLLAA CNOCOOHOCTL (MOrnoLweHne TMPEoOUaHbIX FTOPMOHOB;
WHAOEKC CBA3bIBAHMSA TUPOKCUHA; MHAEKC cBOGoaHOro TupokcuHa) (Thyroid
Uptake, T-Uptake, Thyroxine-Binding Capacity, TBC, Thyroxine-Binding Index,
A09.05.097 196 TBI, free T4Index, fT4l)
A09.05.117 197 TupeornobynuH (TI) (Thyroglobulin, TG)
AHTUTena Kk Tupeornobynuny (AT-TI) (Anti-Thyroglobulin Autoantibodies,
Al12.06.017 57 Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG)
AHTUTEna Kk TupeoungHon nepokcmgase (AT-TIO, MrkpocomanbHble
aHTutena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal
A12.06.045 58 Antibodies, TPO Antibodies, TPOAb, Anti-TPO)
AHTUTENa K MUKpOoCcOoMarnbHoW pakumm Tupeountos (AT K MUKpOCOMansHOMY
aHTureny Tupeouuntos, AT-MAT, AMAT, TupeongHble aHTUMUKPOCOMarbHbIEe
A12.06.017 198 aHTuTena) (Anti-Thyroid Microsomal Antibodies)
AHTuTEna K peuentopam TTI (AT K peuenTtopam TMPEOTPONMHOIO ropMOHa B
cbiBopoTke kposu, AT-pTTI) (Thyroid-Stimulating Hormone Receptor
Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH binding inhibitor
A12.06.046 199 immunoglobulin, TBII)
TupeoTponHein ropmoH (TTI, TupotponuH) (Thyroid Stimulating Hormone,
A09.05.065 56 TSH)
5.3. OueHKa ¢pyHKUMMK Kopbl HagnoyeyHukos (Assessment of
adrenocortical function)
A09.05.135 65 KopTnson (M'mapokoptnsoH) (Cortisol, Hydrocortisone)
CeoboaHbIn kopTu3on, cytodHas Moua (Free Cortisol, Free Hydrocortisone,
A09.28.035 178 24-Hour urine)
A09.07.007 1508 KopTunson, cntoHa (Cortisol, Saliva)
A09.05.069 205 AnbgoctepoH (Aldosterone)
A09.05.121 206 PeHuH (PeHnH nnasmbl kpoBu, npsmoe onpegenexmve) (Direct Renin, Plasma)
A09.05.069 1302ARR |AnbagoctepoH-peHuHoBoe cooTHolleHue (Aldosterone-Renin Ratio, ARR)




5.4. OueHKa aHAporeHHoro ctatyca (Assessment of Androgen Status)

A09.05.078 64 TectoctepoH (Testosterone)
A09.05.078.001 |169 CeoboaHbin TectocTepoH (Free Testosterone)
A09.05.150 168 OurngpotectoctepoH (OI'T) (Dihydrotestosterone, DHT)
A09.05.146 195 AHgpocTeHanoH (Androstenedione)
AHapocTteHauon rrokypoHua (AHgpocTanamon riokypoHna) (Androstanediol
A09.05.147 170 Glucuronide, 3?-Androstanediol Glucuronid, 3?-diol G)
HerngpoannangpoctepoH-cynbdat (0OA-S04, Dehydroepiandrosterone
A09.05.149 101 sulfate, DHEA-S)
A09.05.148 1602 OerngpoanvaHapocTepOH (HEKOHBIOTMPOBAHHbIN)
B03.016.022.001 | 156 17-ketoctepongbl (17-KC) B mode (17-Ketosteroids, Urine)
A09.05.139 154 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP)
"noBynuH, ceasbiBatowmi nonosble ropmoHsl (FCIMIM) (Sex Hormone-Binding
A09.05.160 149 Globulin, SHBG)
5.5. 9cTtporeHbl u nporectuHbl (Estrogens and Progestins)
A09.05.154 62 Octpaguon (32) (Estradiol, E2)
A09.05.153 63 MporectepoH (Progesterone)
5.6. HectepounpHble perynsatopHbie ¢paKTopbl NONOBbIX Xenes
(Nonsteroidal Gonadal Factors)
AHTumionnepos ropmoH (AMI) (Anti-Mullerian Hormone, AMH, Mullerian
A09.05.225 1144 Inhibiting Substance, MIS)
A09.05.203 1145 WHrmbuH B (Inhibin B)
Tpodobnactmnyeckun 6eta-1-rnmkonpotenH (TBIM) (Trophoblastic beta-1-
A12.05.110 1158 Globulin, TBG)
5.7. MoHUTOPUHT 6epemeHHOCTH, BUoOXMMUYEecKne mapKepbl COCTOAHUA
nnoga (Monitoring of Pregnancy, Biochemical Markers of Fetal Status)
XopuoHudeckuii roHagoTponuH Yenoseka (XY, 6eta-Xr4, ?-Xr4) (Human
A09.05.090 66 Chorionic Gonadotropin, HCG)
CeoboaHbin ?-XIM'Y (cBobogHas ?-cydbeanHuLa XOpMoHUYECKOro
A09.05.090 189 roHagoTponuHa yenoseka) (Free Human Chorionic Gonadotropin, Free HCG)
MnaueHTapHbIN NakToreH (XopmnoHudeckuii comatomammoTponuH) (Placental
Lactogen, PL, Human Placental Lactogen, hPL, Chorionic
A09.05.249 207 Somatomammotropin, CS, Human Chorionic Somatomammotropin, hCS)
AccounnpoBaHHbIN ¢ 6epeMeHHOCTLI0 NpoTenH-A nnaswmel (Pregnancy-
A09.05.161 161 Associated Plasma Protein-A, PAPP-A)
A09.05.157 134 CsobogHbin actpuon (Estriol Free, E3)
5.8. OueHKa 3HAOKPUHHOMU GYHKL MM NOAKeNya0UuHOMN Kenesbl
(Assessment of Pancreatic Endocrine Function)
A09.05.056 172 WHeynuH (Insulin)
A09.05.205 148 C-nentng (C-Peptide)
OueHKa MHCYNMHOPE3UCTEHTHOCTU: MN0K03a (HaToLwak), MHCYNUH (HaToLLak),
pacyet nHaekca HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin,
B03.058.007 11HOMA |Homeostasis Model Assessment of Insulin Resistance, HOMA-IR)
5.9. buoreHHble amuHbl (Biogenic Amines, BA)
KaTtexonamuHel (agpeHanuH, HopagpeHanvH, godamuH) B nnasMme Kposu —
KATETT (Catecholamines: Epinephrine/Adrenaline,
A09.05.133 KATENJT |Norepinephrine/Noradrenaline, Dopamine, Plasma)
KaTtexonamuHbl (agpeHanuH, HopagpeHanvH, godamuH) B Move
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,
A09.28.034 151 Dopamine, Urine)
MeTabonuTbl KaTEXONAaMUHOB Y CEPOTOHUHA: BaHUNUIIMUHAANEBASA KUCNoTa
(BMK), romoBaHunuHoBas kucnota (I'BK), 5-okcumHgonykcycHas kncnota (5-
OWNYK) (Catecholamines and Serotonin Metabolites, 24 Hours-Urine:
Vanillyilmandelic Acid, VMA, Homovanillic Acid, HVA, 5-Hydroxyindoleacetic
A09.28.034 950 Acid, 5-HIAA)




MeTtaHedpvHbI (pakunm) B CyTOYHOM MoYe: MeTaHedpUH, HopMeTaHepuH
(Metanephrines, Fractinated, 24 Hours-Urine — Metanephrine,

A09.28.034.001 [1166 Normetanephrine)
KaTexonamuHel (agpeHanuH, HopagpeHanvH, 4oamMuH) B Mo4ve
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,
A09.28.034 152 Dopamine, Urine)
A09.05.085 1270 'mctamuH B Nnnasme kpou (Histamine, Plasma)
A09.05.124 993 CepoTOHMH B CbIBOPOTKE KpoBW (Serotonin, Serum)
5.10. Kanbuuit-perynupyrowme ropmoHbl (Calcium-regulating hormones)
MapaTtupeonaHbin ropmoH (MapatropmoH, napaTtupwuH, MNTI) (Parathyroid
A09.05.058 102 Hormone, PTH)
5.11. FTopmoHbI }Kuposoi TKaHu (Adipose Tissue Hormones)
A09.05.159 175 JlentuH (Leptin)
5.12. Perynauua sputponoa3a (Regulation of Erythropoiesis)
A09.05.082 222 OputponoaTtuH (Erythropoetin)
6.1. MukpoanemeHTbl B KPOBM (CbIBOPOTKA KPOBU, Lie/ibHAsA KPOBb)
(Microelements, Serum, Venous Blood)
OcHoBHble acceHumarnbHble (KM3HEHHO HEOOXOAMMbIE) MUKPO3SIEMEHTHI B
cbiBOpoTke kpoBu (Essential Vital Elements, Essential Trace Elements,
A09.05.242 M31 Serum)
TOKCMYHbIE MUKPO3MNEMEHTBI (TSXKenble MeTansbl) B BeHO3HOM Kposu (Toxic
A09.05.242 M32 Trace Elements, Toxic Heavy Metals, Venous Blood)
MuvkpoanemeHTbl B CbIBOPOTKE KPOBM U BEHO3HOW KPOBW: CKpUHUHT (Trace
A09.05.242 M33 Elements, Serum, Venous Blood: Screening)
A09.05.278.001 |874 Kagmui (Cd) B ceiBopoTke kposu (Cadmium (Cd), Serum )
A09.05.271.001 [863 KobanbT (Co) B cbiBOpoTKe KpoBw (Cobalt (Co), Serum)
A09.05.273.001 |888 Megb (Cu) B ceiBopoTke kpoBu (Copper (Cu), Serum )
A09.05.270.001 |892 MapraHey (Mn) B ceiBopoTke kpoBu (Manganese (Mn), Serum)
A09.05.276.001 |869 CeneH (Se) B cbiBopoTKe KkpoBu (Selenium (Se), Serum)
A09.05.274.001 |[868 LinHk (Zn) B cbiBopoTKe KpoBw (Zinc (Zn), Serum)
A09.05.272.001 |893 Hukenb (Ni) B ceiBopoTke kpoBu (Nickel (Ni), Serum)
A09.05.242 1111 3ornoTo (Au) B cbiBOpoTke kpoBu (Gold (Au), Serum)
A09.05.277.001 |873 MonubaeH (Mo) B ceiBopoTKe kposu (Molybdenum (Mo), Serum)
A09.05.242 1118 Tannwi (TI) B ceiBopoTKe kposwu (Thallium (TI), Serum)
A09.05.275.001 |883 Mbiwbsik (As) B cbiBOpoTKe kpoBM (Arsenic (As), Serum)
A09.05.117 1491 Wop B ceiBopoTke (lodine, serum)
A09.05.278 1112 Kagmui (Cd) B BeHo3Hom kpoBu (Cadmium (Cd), Blood)
A09.05.271 1113 KobanbT (Co) B BeHo3HoW kpoBu (Cobalt (Co), Blood)
A09.05.273 1114 Megb (Cu) B BeHo3HoM kpoBu (Copper (Cu), Blood)
A09.05.270 1115 MapraHey (Mn) B BeHo3HoW Kposu (Manganese (Mn), Blood)
A09.05.272 1116 Hukenb (Ni) B BeHo3HoW kpoBu (Nickel (Ni), Blood)
A09.05.276 1117 CeneH (Se) B BeHo3HoW kpoBwu (Selenium (Se), Blood)
A09.05.274 1119 LinHk (Zn) B BEHO3HOM KpoBw (Zinc (Zn), Blood)
A09.05.281.001 |878 CsuHel (Pb) B BeHo3HoM kpoBu (Lead (Pb), Blood)
A09.05.280.001 [1141 PTyTb (Hg) B BEHo3HOM KpoBwu (Mercury (Hg), Blood)
A09.05.086 814 Jintni (Li) B cbiBOpOTKe KpoBwm (Lithium (Li), serum)
6.2. MukpoanemeHTbl B Moue (Microelements, Urine)
OcceHumanbHble (KU3HEHHO HEOOXOAMMbIE) N TOKCUYHBLIE MUKPO3NIEMEHTLI B
A09.28.060 M34 moye (Essential Vital Elements, Toxic Trace Elements, Urine)
A09.28.083.001 [1040 Kagmuii (Cd) B moye (Cadmium (Cd), Urine)
A09.28.076.001 [1034 KobanbT (Co) B moye (Cobalt (Co), Urine)
A09.28.078.001 1035 Megb, moya, pasosas nopuums (Copper, random urine; Cu)
A09.28.078 889 Megp (Cu) B cyTouHom moye (Copper (Cu), 24-Hours Urine)
A09.28.075.001 [1032 MapraHey, (Mn) B moye (Manganese (Mn), Urine)
A09.28.081.001 [1038 CeneH ( Se) B moye (Selenium ( Se), Urine)
A09.28.079.001 [1036 LinHk (Zn) B moye (Zinc (Zn), Urine)




A09.28.077.001 |894 Hukenb (Ni) B moye (Nickel (Ni), Urine)
A09.28.061.001 |895 CeuHel, (Pb) B moye (Lead (Pb), Urine)
A09.28.085.001 [1042 Ptytb (Hg) B Mmoye (Mercury (Hg), Urine)
A09.28.060 1074 Tannwi (TI) B moye (Thallium (TI), Urine)
A09.28.080.001 [1037 Meiwbsk (As) B Mo4ve (Arsenic (As), Urine)
A09.28.071.001 |881 AntomuHui (Al) B moye (Aluminum (Al), Urine)
A09.28.060 1033 Xeneso (Fe) B moye (Iron (Fe), Urine)
A09.28.065 1479 Wog (1) B moye (lodine (1), Urine)
6.3. MuKpoanemeHTbl B Bosiocax (Microelements, Hair)
A09.01.007 M38 TokcuyHble MMKPO3neMeHThl B Boniocax (Toxic Trace Elements, Hair)
TokcuyHble 1 acceHumanbHble MMKpoanemMeHTbl B Bonocax (Toxic Trace
A09.01.007 M39 Elements, Essential Vital Elements, Hair)
BonbLuon CKpMHUHT anemeHTHoro coctasa Bonoc (Elemental Composition of
A09.01.007 M310 Hair: Screening )
A09.01.012.001 |[1004 AntomuHui (Al) B Bonocax (Aluminum (Al), Hair)
A09.01.008 1126 Bapwun (Ba) B Bonocax (Barium (Ba), Hair)
A09.01.008 1127 Bepunnwuii (Be) B Bonocax (Beryllium (Be), Hair)
A09.01.011.001 |1001 Bop (B) B Bonocax (Boron (B), Hair)
A09.01.008 1138 Banagun (V) B Bonocax (Vanadium (V), Hair)
A09.01.008 1128 BucmyT (Bi) B BOonocax (Bismuth (Bi), Hair)
A09.01.008 1139 Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair)
A09.01.008 1129 "annui (Ga) B Bonocax (Gallium (Ga), Hair)
A09.01.008 1130 "epmanunii (Ge) B Bonocax (Germanium (Ge), Hair)
A09.01.007.001 |1011 Xeneso (Fe) B Bonocax (Iron (Fe), Hair)
A09.01.008 1125 3onoTo (Au) B Bonocax (Gold (Au), Hair)
A09.01.008 1131 Wog (1) B Bonocax (lodine (1), Hair)
A09.01.024.001 |1019 Kagmuii (Cd) B Bonocax (Cadmium (Cd), Hair)
A09.01.007.001 |1006 Kanun (K) B Bonocax (Potassium (K), Hair)
A09.01.007.001 |1007 Kanbuun (Ca) B Bonocax (Calcium (Ca), Hair)
A09.01.017.001 [1012 KobanbT (Co) B Bonocax (Cobalt (Co), Hair)
A09.01.013.001 1005 KpemHun (Si) B Bonocax (Silica (Si) , Hair)
A09.01.008 1132 JlaHTaH (La) B Bonocax (Lantanum 9La), Hair)
A09.01.007.001 {1000 Jintui (Li) B BOnocax (Lithium (Li), Hair)
A09.01.007.001 [1003 Marnuin (Mg) B Bonocax (Magnesium (Mg), Hair)
A09.01.016.001 [1010 MapraHey (Mn) B Bonocax (Manganese (Mn), Hair)
A09.01.019.001 [1014 Menb (Cu) B Bonocax (Copper (Cu), Hair)
A09.01.023.001 1018 Monun6aeH (Mo) B Bonocax (Molybdenum (Mo), Hair)
A09.01.021.001 [1016 Meiwbsk (As) B Bonocax (Arsenic (As), Hair)
A09.01.007.001 ]1002 Hatpui (Na) B Bonocax (Sodium (Na), Hair)
A09.01.018.001 1013 Hukenb (Ni) B Bonocax (Nickel (Ni), Hair)
A09.01.008 1136 Onogo (Sn) B Bonocax (Tin (Sn), Hair)
A09.01.008 1134 MnatuHa (Pt) B Bonocax (Platinum (Pt), Hair)
A09.01.026.001 1021 PTyTb (Hg) B BOnocax (Mercury (Hg), Hair)
A09.01.008 1135 Pybuanii (Rb) B Bonocax (Rubidium 9Rb), Hair)
A09.01.027.001 [1022 CeuHel, (Pb) B Bonocax (Lead (Pb), Hair)
A09.01.022.001 1017 CeneH (Se) B Bonocax (Selenium (Se), Hair)
A09.01.008 1124 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair)
A09.01.008 1137 CtpoHuwmi (Sr) B Bonocax (Strontium (Sr), Hair)
A09.01.025.001 [1020 Cypbma (Sb) B Bonocax (Antimony (Sb), Hair)
A09.01.008 1008 Tannwi (TI) B Borocax (Thallium (T1), Hair)
A09.01.008 1133 docdop (P) B Bonocax (Phosphorus (P), Hair)
A09.01.015.001 |1009 Xpowm (Cr) B Bonocax (Chromium (Cr), Hair)
A09.01.020.001 1015 LinHk (Zn) B BOnocax (Zinc (Zn), Hair)
A09.01.008 1140 Linpkonui (Zr) B Bonocax (Zirconium (Zr), Hair)
6.4. MukpoanemeHTbl B HOrtax (Microelements, Nails)
A09.01.007 M311 Tokcu4yHble MUKpPO3nemeHThl B HOrTAX (Toxic Trace Elements, Nails)
ToKcHYHbIE 1 3cCceHLManbHbIe MUKPO3rieMeHThl B HOrTax (Toxic Trace
A09.01.007 M312 Elements, Essential Vital Elements, Nails)




BonbLuo CKpUHUHT anemeHTHOro coctaea Horten (Elemental Composition of

B03.070.499 M313 Nails: Screening )
A09.01.008 1076 AntomunHni (Al) B HorTsix (Aluminum (Al), Nails)
A09.01.008 1080 Bapui (Ba) B Hortax (Barium (Ba), Nails)
A09.01.008 1081 Bepunnwuii (Be) B HorTsax (Beryllium (Be), Nails)
A09.01.008 1079 Bop (B) B HorTsAx (Boron (B), Nails)
A09.01.008 1120 Banagun (V) B HorTsix (Vanadium (V), Nails)
A09.01.008 1082 Bucmyt (Bi) B HorTsix (Bismuth (Bi), Nails)
A09.01.008 1121 Bonbdpam (W) B HorTsix (Tungsten, Wolframium (W), Nails)
A09.01.008 1089 "annun (Ga) B HorTax (Gallium (Ga), Nails)
A09.01.008 1090 "epmannii (Ge) B Hortax (Germanium (Ge), Nails)
A09.01.008 1088 XKeneso (Fe) B HorTax (Iron (Fe), Nails)
A09.01.008 1078 3onoTo (Au) B HorTsax (Gold (Au), Nails)
A09.01.008 1092 Wog (1) B HorTax (lodine (1), Nails)
A09.01.008 1084 Kagmui (Cd) B HorTsix (Cadmium (Cd), Nails)
A09.01.008 1093 Kanui (K) B Hortsax (Potassium (K), Nails)
A09.01.008 1083 Kanbumn (Ca) B Hortax (Calcium (Ca), Nails)
A09.01.008 1085 KobanbT (Co) B HorTsAx (Cobalt (Co), Nails)
A09.01.008 1107 Kpemnui (Si) B HorTsax (Silica (Si), Nails)
A09.01.008 1094 JlanTtaH (La) B HorTsix (Lantanum (La), Nails)
A09.01.008 1095 JNutun (Li) B HorTax (Lithium (Li), Nails)
A09.01.008 1096 Marnui (Mg) B HorTax (Magnesium (Mg), Nails)
A09.01.008 1097 MapraHeu, (Mn) B HorTsax (Manganese (Mn), Nails)
A09.01.008 1087 Megb (Cu) B HorTax (Copper (Cu), Nails)
A09.01.008 1098 MonnbaeH (Mo) B Hortax (Molybdenum (Mo), Nails)
A09.01.008 1077 Mbiwbsk (As) B Hortax (Arsenic (As), Nails)
A09.01.008 1099 Hatpuii (Na) B HorTax (Sodium (Na), Nails)
A09.01.008 1100 Hukenb (Ni) B HorTax (Nickel (Ni), Nails)
A09.01.008 1108 Ornogo (Sn) B HorTax (Tin (Sn), Nails)
A09.01.008 1103 MnatuHa (Pt) B HorTax (Platinum (Pt), Nails)
A09.01.008 1091 P1yTb (Hg) B HOrTax (Mercury (Hg), Nails)
A09.01.008 1104 Pybugun (Rb) B Hortax (Rubidium (Rb), Nails)
A09.01.008 1102 CsuHel (Pb) B Hortax (Lead (Pb), Nails)
A09.01.008 1106 CeneH (Se) B HorTsx (Selenium (Se), Nails)
A09.01.008 1075 Cepebpo (Ag) B HorTsax (Silver (Ag), Nails)
A09.01.008 1109 CTtpoHumi (Sr) B HorTax (Strontium (Sr), Nails)
A09.01.008 1105 Cypbma (Sb) B Hortax (Antimony (Sb), Nails)
A09.01.008 1110 Tannui (TI) B HorTax (Thallium (T1), Nails)
A09.01.008 1101 ®ocdop (P) B Hortax (Phosphorus (P), Nails)
A09.01.008 1086 Xpowm (Cr) B Hortax (Chromium (Cr), Nails)
A09.01.008 1122 LInHk (Zn) B HOrTax (Zinc (Zn), Nails)
A09.01.008 1123 Linpkonun (Zr) B HorTsix (Zirconium (Zr), Nails)
7.1. NeKapcTBeHHbIt moHUTOpUuHr (Drug Monitoring)
A09.05.035 88 ®eHobapbutan (JllomuHan) (Phenobarbitalum)
A09.05.035 89 ®ennTonH (OndenvH, OunanTtnH) (Phenytoin)
Banbnpoesas kucnota (QenakuH, Konsynekc) (Acidum Valproicum, Depakin,
A09.05.035 90 Convulexs)
A09.05.035 91 KapbamasenuH (PuHnencuH, Terpeton) (Carbamazepine, Tegretol)
A09.05.035 274 LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune)
Takponumyc (Aasarpad, MNporpad, MNMpoTonuk, Takpocen) (FK506, Advagraf,
A09.05.035 1353 Prograf, Protopic, Tacrosel)
TepudnyHomug, nedonyHomug (metabonut) (Teriflunomide, Leflunomide
A27.30.290 1377TER |metabolite)
A09.05.035 917 JNlamoTpumxkuH (Lamotrigine)
A09.05.035 1271 JleBetupauetam (Levetiracetam, Keppra®)
8.1. Knnnuueckue tectbl (Clinical Tests)
AHanus moun obwmn (AHann3 MoYM obLLMI C MUKPOCKONWNEN ocaaka)
B03.016.006 116 (Complete Urinalysis, Microscopic Examination)




B03.016.014 272 WccneposaHne mouun no metoay Heumnoperko (Nechiporenko’s Urine Test)
Kanbuun moun, kayecTBeHHbIN TecT (npoba Cynkosuya) (Sulkowitch Urine
A09.28.012 401 Calcium Test)
8.2. buoxumma moum (cytouHas akckpeums) (Urine Biochemistry (Daily
Excretion))
A09.28.003.001 |95 AnbbymuH, cyTouHast moda (Albumin, 24-Hour urine)
AnbbymuH, pasoBas nopumsi MouM (C KpeaTUHUHOM U pac4yeToM
anbbymuH/kpeaTUHMH oTHoLweHus) (Albumin, random urine, with creatinine
A09.28.003.001 |95110 and albumin/creatinine ratio calculation, UACR)
A09.28.011 109 'nioko3a, cytoyHasa moya (Glucose, 24-Hour urine)
A09.28.006 110 KpeatnHuH, cytouHas moda (Creatinine, 24-Hour urine)
Mpoba Pebepra (KnupeHc aHOOreHHOro kpeaTuHMHa, CKOPOCTb KIyGO4KOBOW
A12.28.002 96 dunstpauun) (Glomerular Filtration Rate, GFR)*
Amnnasa B MOYe CyTOYHOW MM NOPLIMOHHOM 3a n3MepeHHoe BpeMs (Anbga-
A09.28.027 108 amunasa, guactasa moumn) (Amylase, 24-Hour or Timed Urine)
A09.28.009 111 MoueBunHa, cytodHas moya (Urea, 24-Hour urine)
A09.28.010 112 Moueas kucnota, cytouHasa moya (Uric Acid, 24-Hour urine)
A09.28.003.002 (97 O6wmn 6enok, cytoyHas mo4a (Protein Total, 24-Hour urine)
A09.28.012 113 Kanbuwnin (Ca), cytouHaa moda (Calcium (Ca), 24-Hour urine)
Kanwuii (K), Hatpun (Na), cytouHasa moua (Potasium (K), Sodium (Na), 24-
A09.28.014 114 Hour urine)
A09.28.026 115 ®ocdop (P), cytouHasa mova (Phosphorus (P), 24-Hour urine)
A09.28.018 1458 Okcanartbl, cytovyHas moda (Oxalates, 24-Hour urine)
Kanbuuin, pasoBasi nopuus Mo (C KpeaTMHUMHOM U pacyeToMm
Kanbuui/kpeaTHuH oTHoweHus) (Calcium, random urine, with creatinine and
A09.28.012 110113 calcium/creatinine ratio calculation)
Benok, pasoBas nopuus Mo (C KpeaTMHNMHOM U pacyeToMm
HOpPMarnu3oBaHHOTO No KpeaTUHWHY nokasatens) (Protein, random urine, with
A09.28.003 97110 creatinine and protein/creatinine ratio calculation)
MarHui, cytodHas moda (cyTodHas akckpeuwms), (Magnesium, 24 h urine
A09.28.060 1318 excretion)
Marnuii, pazoBas nopuusi Mo4m (C KpeaTUHMHOM U PacyYeToM
MarHun/kpeaTtuHnH oTHowweHus) (Magnesium, random urine, with creatinine
A09.28.060 1318110 |and magnesium/creatinine ratio calculation)
docdop, pazoBasa nopumns Moum (C KpeaTUHUHOM N pacyeToMm
HOpManu3oBaHHOro No KkpeaTuHWMHY nokasaTensd) (Phosphorus, random urine,
A09.28.026 115110 with creatinine and phosphorus/creatinine ratio calculation)
MoueBas kncnota, pa3oBas NopLMs MOYU, C KPEATUHMHOM N PacYeTOM
A09.28.010 112110 HOPMarnn30BaHHOIO MO KpeaTUHUHY NOK-NnsA
OueHka prcka kaMHeobpa3oBaHuWs - IMTOreHHbIE CyOCTaHUUM MoYN,
CyTOYHas Mo4a (kanbuuin, MarHui, docdop, okcanatbl, MOYeBasi KUCMoTa,
A09.28.060 OBC110 |KpeaTUHWH CYTOYHOW MOYM C Pac4ETOM CYTOYHOW 3KCKpeLnm)
8.3. MNcuxoaKTuBHbIe BelecTBa B moye (Psychoactive Substances, Urine)
HapKkoTuku 1 NCUXOTPONHbIE BELLECTBA - CKPUHMHT (KOMMIEKCHbIN aHanun3
MOYM Ha onuaTbl, amgeTamuH, MeTameTaM1H, KOKauH, kaHHabuHonabl 1 Ux
meTabonuTtel) (Drugs and Psychotropic Substances Screening: Opiates,
Amphetamines, Methamphetamine, Cocaine, Cannabinoids, Cannabinoid
A09.28.055.001 [JIMC Metabolites, Urine)
A09.28.055.001 |902 KanHabuHoungbl (MapuxyaHa) B mode (Cannabinoids (Marijuana), Urine)*
A09.28.055.001 925 Onuatbl (MopdmH/reponH) B move (Opiates (Morphine/Heroin), Urine)*
B03.016.018 898 BapbuTypaTtbl B Moye (Barbiturates, Urine)*
A09.28.059.004 |982 OTtanon (ankoronb) B move (Ethanol (Alcohol) Urine)*




«BpegHbie npvBbIYku» (AHANM3 MOYU HA HUKOTWH, MCUXOTPOMHbIE U
HapKOTUYeCKue BeLLeCTBa, NCUXOaKTUBHbIE NEKapCTBEHHbIE Npenaparhbl
(HUKOTUH; NCUXOTPOMHBIE N HAPKOTUYECKNE BELLECTBA, MCUXOAKTUBHbIE
nekapcTtBeHHble npenaparthkl) (Pernicious Habits: Nicotine, Drugs,

A09.05.211 9950 Psychostimulants and Psychotropic Substances, Urine)*

8.4. UccnepgoBaHue noyeuHoro KamHs (Study of Kidney Stone)

AHanu3 xMMmM4yeckoro coctaBa Mo4eBbIX (MOYEYHbIX) KAMHEN METOAOM

PEHTreHoCTpYKTYypHOro aHanmaa (Compositional Analysis of Urine (Kidney)
A09.28.018 1265 Stones, infrared spectrometry, X-ray diffraction analysis)

AHanmn3 xMMM4eCckoro coctaBa Mo4YeBbIX (MOYE€YHbIX) KAMHEN METOLOM

nHdpakpacHom cnekrpomeTpum (Compositional Analysis of Urine (Kidney)
A09.28.018 1565MOK [Stones, infrared spectrometry)

9.1. UccnepgoBaHua Kana (Examinations of Feces, Stool Examinations)
B03.016.010 158 Konporpamma (Koprogramma, Stool)

CopepxaHue yrneBoaoB B karne (peayumpylolimne BellecTsa B kane) (Stool
A09.19.012 236 Sugars, Reducing Substances, Fecal)

VMccnepoBaHuve kana Ha CKpbITyto KpoBb, 6eH3nauHoBasi npoba (Occult Blood
A09.19.001 240 Feces Analysis)

CkpbITast KpoBb B Kasne (KornopekTarnbHble KPOBOTEYEHMS), KONTMYECTBEHHBIN

nmmyHoxmmmdeckun metog FOB Gold (Quantitative Immunochemical Fecal
A09.19.001 2401 Occult Blood, Test FOB Gold)
A09.19.010 162 Onactasa 1 (O1), naHkpeaTnyeckasi anactasa 1 (Elastase 1, E1)
B03.019.012 1533A1AT |Anbda-1-aHTutpuncuH B kane (Alpha-1-Antitrypsin, Feces)
A26.05.016 15920CC |OctatoyHasa ocmonsapHocTh cTyna (Stool osmotic gap)
A09.19.013 1338 KanbnpoTtektuH doekanbHbivi (Fecal Calprotectin)

AHanus kana Ha anua renbmnHToB (srua rnmuctos) (PRO Stool, Helminth
A26.19.011 1594 Eggs)

MccnegoBaHme Ha aHTepobunos (anua octpul), wnatens (Enterobiasis,
A26.01.017 16010CT |Spatula)
A26.20.006 1600CT [MccneposaHne Ha aHTepobKo3 (ariua ocTpumy), TamnoH (Enterobiasis, Swab)
A26.19.011 159MPO |AHanus kana Ha npocTtenwme (PRO Stool)

10.1. AaeHoBupycHaa uHdpekuma (Adenovirus Infection)
A26.06.005 242 AHTUTEna knacca IgA k ageHosupycy (Anti-Adenovirus IgA)
A26.06.005 241 AHTuTena knacca IgG k ageHoBupycy (Anti-Adenovirus 1gG)

10.2. Ackapmgos (Ascariasis)
A26.06.121 237 AHTuTena knacca IgG k aHtTureHam ackapug (Anti-Ascaris lumbricoides IgG)

10.5. boppenunos (6onesHb Naiima) (Borreliosis, Lyme Borreliosis, Lyme

Disease, LD)
A26.06.011.002 243 AnTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG)
A26.06.011.001 |244 AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM)

AHTuTena knacca IgM k Borrelia burgdorferi, BoisiBnsiemble meTogom BecTepH-
A26.06.011 1191 6nota (Anti-Borrelia burgdorferi IgM, Western Blot (WB))

Boppenuu, onpegeneHue OHK B cnHoBmnaneHom xunakoctu (Borrelia
A26.05.053 3112CWNH [burgdorferi, DNA, Synovial Fluid)*

Boppenuu, onpegeneHue OHK B cnMHHOMO3rosown xuakoctu (Borrelia
A26.05.053.001 [3112CMX |burgdorferi, DNA, Cerebrospinal Fluid)*

10.6. BeTpAHaA ocna: BUpYC repneca yenoseka 3 Tuna (onoacbisalowwmii

nuwai) (Varicella-Zoster Virus, VZV, Chickenpox, Chicken Pox)

AHTUTEna knacca IgG K BUpycy BETPSIHON OCMbl 1 OMOSICLIBAIOLLIETO fMLIas
A26.06.084.001 |256 (Anti-Varicella-Zoster Virus 1gG, Anti-VZV IgG)

AHTUTEna knacca IgM k BMpycy BETPsIHOWM OCTbl U OMOSICHIBAOLLETNO NULLAs
A26.06.084.002 |[257 (Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM)

10.7. BUM-uHdekuma (Bupyc mmmyHoaedpuuuta yenoseka) (Human
Immunodeficiency Virus, HIV)




A26.06.049.001

68

AHTtuTena k BUY 1 n 2 n antured BUY 1 n 2 (HIV Ag/Ab Combo)

A26.05.021

3102

Bupyc ummyHogeduumnta Yyenoseka tmna 1, kadectseHHoe onpeaeneHne PHK
(Human immunodeficiency virus, quality, RNA) B cbiBOpOoTKe KpoBu

10.8. BMY-uHdeKuma, nanunnomaBupycHasa nHdekuma (Bupyc
nanuanombl Yenoseka) (Human papillomavirus, HPV, HPV Infection)

A26.21.008.001

311c-npk

Bupyc nanvnnomel YenoBeka BbICOKOrO OHKOreHHOro pucka, CKpUHUHI 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpeaeneHne [JHK B cockobe anuTenuanbHbIX KNETOK CIN3NCTON NPSIMON
knwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

A26.21.008.001

311c-por

Bupyc nanvnnombl YernoBeka BbICOKOTO OHKOFEHHOIO pUCKa, CKPUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenexne [JHK B cockobe anntenmanbHbIX KNeTok poTornotku (HPV
DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45,
51, 52, 56, 58, 59, 66, 68) Screening )*

A26.21.008.001

311c-ypo

Bupyc nanvnnombl YernoBeka BbICOKOTO OHKOTEHHOrO pUCKa, CKPUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenexne [JHK B cockobe annTenmarnbHbIX KNETOK YPOreHUTanbHoro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

A26.21.008.001

312¢-ypo

Bupyc nanvnnombl YenoBeka BbICOKOTO OHKOFEHHOrO pUcka, onpegeneHue
OHK 16 1 18 Tvnoe + KBM B cockobe anutennanbHbIX KNeTok
yporenutanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 2
Types (16, 18))

A26.21.008.001

313c-ypo

Bupyc nanvnnombl YenoBeka BbICOKOTO OHKOrEHHOTO pUcka,
reHoTunuposanue OHK 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59, 66, 68 + KBM B cockobe anuTenuarnbHbIX KNETOK YPOreHUTanbHOro Tpakta
(HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

A26.21.008.001

399C-YPO

Bupyc nanunnomel YenoBeka HU3KOro OHKOreHHOro pucka, onpegenexve [HK
3 Tvnos: 6, 11, 44 + KBM B cockobe anuTennanbHbIX KNeTok
yporenutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 3
Types (6, 11, 44))

A26.21.008.001

399C-npk

Bupyc nanvunnomel YenoBeka HU3KOro OHKOreHHOro pucka, onpegenexve [HK
3 Tunos: 6, 11, 44 + KBM B cockobe anuTenumanbHbIX KINeToK CIIN3UCTon
npsmoni kuwku (HPV DNA, Scrape of Rectal Epithelial Cells, 3 Types (6, 11,
44))

A26.21.008.001

399C-pot

Bupyc nanunnomel YenoBeka HU3KOro OHKOreHHOro pucka, onpegenexve [HK
3 Tvnos.: 6, 11, 44 B cockobe anuTenunanbHbIX KneTok potornotkn (HPV DNA,
Scrape of Faucial Epithelial Cells, 3 Types (6, 11, 44))

A26.21.008.001

374C-YPO

Bupyc nanunnomel yenoseka, onpegenervne AHK 4 Tunos: 6, 11, 16, 18 +
KBM B cockobe anutenuanbHbiX KNeTok yporeHutansHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18) Screening )

A26.21.008.001

377C-YPO

OudpdepeHunposanHoe onpeaenerne AHK BIMY (Bupyc nanunnomesl
yenoseka) 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 +
KBM B cockobe anutenuanbHbiX KNeTok yporeHutansHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51,
52, 56, 58, 59, 66, 68) Screening)

A26.21.008.001

391C-YPO

Bupyc nanunnomel Yyenoseka, onpegenenne JHK 21 tuna: 6, 11, 16, 18, 26,
31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe
anuTenuanbHbIX KNeTok yporeHntanbHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45,
51, 52, 53, 56, 58, 59, 66, 68, 73, 82))

10.9. FrapaHepennes (rapgHepenna) (Gardnerella vaginalis)

A26.20.030.001

305mou4

"apaHepenna, onpepenexve HK B moue (Gardnerella vaginalis, DNA,
Urine)*

A26.20.030.001

305cn

"appHepenna, onpepenexve [HK B cekpeTe npocTtaTthl, 38KynsTe
(Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)*




A26.20.030.001

305ypo

apaHepenna, onpegenexve [HK B cockobe anuTenmarnbHbIX KIeTok
yporeHutanbHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of Urogenital
Epithelial Cells)*

10.10. FreabmuHTO3 (Helminthiasis)

A09.05.054

297

AHTUTENa K aHTUreHam Hemartog pozga Anisakis IgG

A26.06.120

299

AHTuTEna k aHtTureHam Kntarnckon apyyctku Clonorchis sinensis IgG

10.12. TenatuT A BUpycHas uHeKuua (Bupyc renatura A, Hepatitis A
Virus, HAV)

A26.06.034.002

71

AHTuTena knacca lgG k sBupycy renatuta A (Anti-HAV IgG)

A26.06.034.001

72

AHTuTena knacca IgM k Bupycy renatnta A (Anti-HAV IgM)

A26.05.030.001

328CB

Bupyc renatuta A, onpegenenune PHK B cbiBopoTke kpoBu (HAV RNA,
Serum)*

10.13. Fenatut B BupycHaa nHdekuua (supyc renatura B, Hepatitis B
Virus, HBV)

A26.06.036.001

73

HBs-aHTureH Bupyca renatuta B (HBs-aHTureH, nOBEpXHOCTHbIA aHTUrEH
BMpYyca renatuTa B, «aBcTpanuickuii» aHTUreH), kayecteeHHbin Tect (HBsAg,
Hepatitis B Surface Antigen, Qualitative)

A26.06.035

74

HBe-aHTWreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg)

A26.06.039

75

AHTuTena knaccos IgM u IgG k HB-core aHTureHy Bupyca renaturta B,
cymmapHo (Anti-HBc IgM, IgG, Antibodies to Hepatitis B Core Antigen;
HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))

A26.06.039.001

76

AHTUTEena knacca IgM k HB-core aHTureny Bupyca renatuta B (Anti-HBc IgM
Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies IgM)

A26.06.038

77

AHTUTEna Kk HBe-aHTureHy Bupyca renatmuta B (Anti-HBe, HBeAb)

A26.06.040.002

78

AHTuTena Kk HBs-aHTureny supyca renatuta B (Anti-HBs, HBsADb)

A26.06.036.002

87

HBs-aHTureH Bupyca renatuta B (HBs-aHTuUreH, NnOBEpXHOCTHbIN aHTUIEH
BMpyca renatuta B, «aBCTpanunckumy» aHTUreH), KONM4eCcTBEHHbIN TECT
(HBsAg, Hepatitis B Surface Antigen, Quantitative)

A26.05.020.001

319CB

Bupyc renatuta B, onpegenenvne HK B cbiBOPOTKE KPOBW, KAYECTBEHHOE
(HBV DNA, Serum, Qualitative)*

A26.05.020.002

320CB

Bupyc renatuta B, onpegenenune [IHK B cbiIBOPOTKE KPOBU, KONNYECTBEHHOE
(HBV DNA, Serum, Quantitative)*

10.14. Tenatut C BUpycHasa uHeKuua (Bupyc renatura C, Hepatitis C Virus,
HCV)

A26.06.041.001

79

AHTuTena knaccos IgM u IgG k Bupycy renatuta C, cymmapHo (Anti-HCV
Total (IgG + IgM))*

A26.05.019.001

321CB

Bupyc renatuta C, onpegenexve PHK B cbiIBOpOTKE KPOBU, KA4ECTBEHHOE
(HCV RNA, Serum, Qualitative)*

A26.05.019.002

323M1J1

Bupyc renatuta C, onpegenerve PHK B nna3sme kpoBu, konmyecTBeHHOE
(HCV RNA, Plasma, Quantitative)*

A26.05.019.003

324011

Bupyc renatuta C, onpegenerve PHK B nna3me, reHoTunMpoBaHue ¢
cyotunamm (Tunel 1 (cy6tunel 1a u 1b), 2, 3) (Hepatitis C Virus (HCV) RNA,
Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))*

A26.05.019.003

324

Bupyc renatuta C, konuyectseHHoe onpeaenerHne PHK Bupyca n
reHoTunupoBaHue (tunel 1, 2, 3) (Hepatitis C Virus (HCV) RNA, Quantitative
PCR, Genotyping (Types 1, 2, 3))

A26.05.019.002

323C-IJ

Bupyc renatuta C (CITO), onpegenenue PHK B nna3sme kposu,
konnyecteeHHoe (HCV RNA, Plasma, Quantitative)*

A26.05.019.002

350CB

Bupyc renatuta C, onpegenenve PHK B ceiBopoTke kpoBu metogom lMLP,
konnyectseHHoe (HCV RNA, Serum, Quantitative, PCR)*

A26.05.019.001

3500CB

Bupyc renatuta C (BI'C), ynbTpadysctButensHoe onpegeneHne PHK BI'C
(Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR)

A27.30.120

2447

WHTepnenknH-28B (UJ1-28B), reHoTunupoBaHue (MccrnegoBaHme
reHeTUYeCKMX MapKepoB, onpedenstowmx 3PdeKTMBHOCTb NedYeHns
XpoHuyeckoro renatuta C nHtepdepoHom 1 pubasmpuHom) (Interleukin 28
Beta IL28B, Genotyping (Study of Genetic Markers Determining Effectiveness
of Treatment of Chronic Hepatitis C in Interferon and Ribavirin))




10.15. Fenatut D BupycHaa uHdekuua (Bupyc renatura D, Hepatitis D
Virus, HDV)

A26.06.043.001 1268 AnTuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM)

AHTuTena knaccos IgM u IgG k Bupycy renatuta D, cymmapHo (Anti-HDV
A26.06.043.002 |1269 Total (IgG + IgM))

Bupyc renatuta D, onpegenerne PHK B cbiBopoTke kposu (HDV RNA,
A26.05.023.001 [325CB Serum)*

10.16. Fenatut E BupycHaa nundekuusa (supyc renatuta E, Hepatitis E Virus,

HEV)
A26.06.044.001 |227 AHTUTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM)
A26.06.044.002 |228 AnTuTena knacca IgG k Bupycy renatuta E (Anti-HEV IgG)

10.17. Tenatut G BupycHaa uHdekuua (Bupyc renatuta G, Hepatitis G

Virus, HGV)

Bupyc renatuta G, onpegeneHue PHK B chiBopoTke kpoBu (HGV RNA,
A26.05.026.001 [326CB Serum)*

10.18. Fepnec (repnec-Bupycbl yenoseka 1 u 2 Tunos, Herpes simplex

virus, HSV-1, HSV-2)

AHTuTena knacca IgG k Bupycy npoctoro repneca 1 n 2 tunos (Anti-HSV-1, 2
A26.06.045 122 IgG)
A26.06.045.001 [1222 AHTUTEna knacca IgG k Bupycy npoctoro repreca 1 tuna (Anti-HSV-1 I1gG)
A26.06.045.002 [1223 AHTUTEna knacca IgG k Bupycy npoctoro repreca 2 tuna (Anti-HSV-2 IgG)

AHTUTEena knacca IgM k Bupycy npoctoro repneca 1 u 2 Tunos (Anti-HSV-1, 2
A26.06.045.003 [123 IgM)

AHTMTeEna knacca IgG, onpegeneHve aBMaHOCTM K BUPYCY NPOCTOrO repneca
A26.06.046.002 |4AVHSV |1 1 2 tvnos (Anti-HSV-1, 2 IgG, Avidity)

epnecsupyc 1 1 2 Tunos, onpegenenne AHK B Boinote (HSV-1, 2 DNA,
A26.01.024.001 [3098nT Exudate)*

"epnecsupyc 1 n 2 Tunos, onpegenerHne [JHK B cockobe anntenmanbHbIX

kneTtok koHbloHKTUBBLI (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells
A26.26.012.001 |309rmns3 )*

epneceupyc 1 1 2 Tunos, onpegeneHune JHK B cockobe anutenmanbHbIx
A26.01.024.001 |309kox knetok koxu (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells)*

"epnecsupyc 1 n 2 Tunos, onpegenerHve AHK B BeHo3Hom kpoBu (HSV-1, 2
A26.05.035.001 [309kp DNA, Blood)*
A26.28.023.001 |309mou "epnecsupyc 1 n 2 Tunos, onpegenerne JHK B moue (HSV-1, 2 DNA, Urine)*

epneceupyc 1 1 2 Tunos, onpegeneHune JHK B cockobe anutenmanbHbIx
A26.08.017 309H0C kneTtok crnmaucton Hoca (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*

epneceupyc 1 1 2 Tunos, onpegeneHune JHK B cockobe anutenmanbHbIx
A26.08.017 309poTt knetok potornoTtkn (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

"epnecsupyc 1 n 2 Tunos, onpeaenerHne AHK B ceiBopoTke kpoBu (HSV-1, 2
A26.05.035.001 |309cB DNA, Serum)*

epnecsupyc 1 n 2 Tunos, onpegenerHve OHK B critoHe (HSV-1, 2 DNA,
A26.08.017 309cnH Saliva)*

"epnecsupyc 1 n 2 Tunos, onpeaenerHne AHK B CNIMHHOMO3roBOM XXWUAKOCTU
A26.23.008.001 |309cmx (HSV-1, 2 DNA, Cerebrospinal Fluid)*

"epnecsupyc 1 n 2 Tunos, onpegenerHve HK B cekpeTe npocTathl, 3sKynsTe
A26.05.035 309cn (HSV-1, 2 DNA, Prostatic Fluid, Semen)*

epneceupyc 1 1 2 Tuno., onpegeneHune JHK B cockobe anutenmanbHbIx

KneTok yporeHutanesHoro tpakta (HSV-1, 2 DNA, Scrape of Urogenital
A26.21.009.001 [309ypo Epithelial Cells)*

epnecsupyc 1 1 2 Tunos, onpegenexne AHK B Beinote, Tunnposaxue (HSV-
A26.01.024.001 [3090ent |1, 2 DNA, Exudate, Typing)*

epnecsupyc 1 n 2 Tunos, onpegenerHne [JHK B cockobe anutenmanbHbIX

KNeToK KOHBbIOHKTUBLI, TUnnposaHne (HSV-1, 2 DNA, Scrape of Conjunctiva
A26.26.012.001 [3090rn3 |Epithelial Cells, Typing)*




"epnecsupyc 1 n 2 Tunos, onpegenexHne [JHK B cockobe anntenmanbHbIX
KneTok koxu, TunuposaHune (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells,

A26.01.024.001 |3090kox |Typing)*
epnecsupyc 1 n 2 Tunos, onpegenerHne HK B BEHO3HOWM KPOBM,

A26.05.035.001 |3090kp TunupoBaHune (HSV-1, 2 DNA, Blood, Typing)*
epnecsupyc 1 n 2 Tunos, onpeaenerHne AHK B moue, TunnposaHune (HSV-1,

A26.28.023.001 |3090mo4 |2 DNA, Urine, Typing)*
epnecsupyc 1 n 2 Tunos, onpeaenerHne JHK B cockobe anntenmanbHbIX
KNeToK CrnmM3ucTon Hoca, TunupoBaHue (HSV-1, 2 DNA, Scrape of Nasal

A26.08.017 3090Hoc  |Epithelial Cells, Typing)*

"epnecsupyc 1 n 2 Tunos, onpegenerne [JHK B cockobe anntenmanbHbIX
KneTok potornoTku, Tunuposanune (HSV-1, 2 DNA, Scrape of Faucial

A26.08.017 3090pot |Epithelial Cells, Typing)*
epnecsupyc 1 n 2 Tunos, onpegenerHne [JHK B cbiBOpOTKE KPOBM,

A26.05.035.001 |[3090cB TunupoBaHne (HSV-1, 2 DNA, Serum, Typing)*

"epnecsupyc 1 1 2 Tunos, onpegenenne JHK B critoHe, TunmposaHue (HSV-

A26.08.017 3090cnH |1, 2 DNA, Saliva, Typing)*

"epnecsupyc 1 1 2 Tunos, onpegenenne JHK B CNIMHHOMO3roBON XNAKOCTW,

A26.23.008.001 |[3090cmx |[tunupoBaHue (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)*
epnecsupyc 1 1 2 Tunos, onpegenenne HK B cekpeTe npoctaThl, 99KynsTe,

A26.21.009.001 |3090cn TunupoBaHune (HSV-1, 2 DNA, Prostatic Fluid, Semen, Typing)*
"epnecsupyc 1 n 2 Tunos, onpegenerHne [JHK B cockobe anntenmanbHbIX
KMNEeTOK yporeHnTanbHoro Tpakra, TunmposaHue (HSV-1, 2 DNA, Scrape of

A26.21.009.001 |[3090ypo [Urogenital Epithelial Cells, Typing)*

10.19. Fepnec-Bupyc Yenoseka 6 Tuna (Human herpesvirus 6, HHV-6)

A26.06.047.001 |276 AHTUTEna knacca IgG k repnecsupycy 4Yenoeka 6 Tuna (Anti-HHV-6 IgG)

A26.30.018.001 |352BnT "epnecBupyc 6 Tuna, onpegenexune OHK B Beinote (HHV-6 DNA, Exudate)*
epnecsupyc 6 Tuna, onpegenexuve OHK B BeHo3HoM kpou (HHV-6 DNA,

A26.05.033.001 [352kp Blood)*

A26.30.018.001 |352mou "epnecsupyc 6 Tnna, onpegenexHve OHK B moye (HHV-6 DNA, Urine)*
"epnecBupyc 6 Tuna, onpegenexune OHK B cockobe anmTenmanbHbIX KNeTok

A26.08.060.001 |352H0C cnusucton Hoca (HHV-6 DNA, Scrape of Nasal Epithelial Cells)*
"epnecBupyc 6 Tuna, onpegenexune OHK B cockobe anmTenmanbHbIX KNeTok

A26.08.060.001 [352poT potornotkmn (HHV-6 DNA, Scrape of Faucial Epithelial Cells)*

"epnecsupyc 6 Tnna, onpegenexHve JHK B cbiBopoTke kposu (HHV-6 DNA,

A26.05.033.001 |352cB Serum)*

A26.07.008 352cnH "epnecsupyc 6 Tuna, onpenenexue HK B cnioHe (HHV-6 DNA, Saliva)*
epnecsupyc 6 Tnna, onpegenexHve OHK B cnnHHomo3sroson xugkoctn (HHV-

A26.23.016.001 [352cmx 6 DNA, Cerebrospinal Fluid)*

"epnecsupyc 6 Tuna, onpegeneHue [HK B cekpeTe npocTathl, asKynsTe

A26.30.018.001 |352cn (HHV-6 DNA, Prostatic Fluid, Semen)*
epneceupyc 6 Tuna, onpegenexue JHK B cockobe anuTenmanbHbIX KNeTok

A26.30.018.001 [352ypo yporenuntansHoro Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*
10.20. Fepnec-Bupyc yenoseka 8 Tuna (Human herpesvirus 8, HHV-8)

A26.06.047.001 |277 AHTUTEena knacca lgG k repnecsupycy 4yenoseka 8 Tuna (Anti-HHV-8 IgG)
10.21. FroHopes (roHOKOKK) (Neisseria gonorrhoeae)

"oHokoKK, onpeaeneHue [JHK B cockobe anuTenuanbHbIX KNeTok
koHbloHKTUBBI (Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial

A26.26.024.001 |306IT13 Cells )*

A26.28.015.001 |306mou "oHokokk, onpegenenue [JHK B moye (Neisseria gonorrhoeae, DNA, Urine)*
"oHokokk, onpeaeneHne JHK B cockobe anutenmanbHbIX KNETOK CITM3NUCTON
npsmon kuwku (Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial

A26.21.001 306npk Cells)*

"oHokoKK, onpeaeneHue JHK B cockobe anuTenuanbHbIX KNeToK POTOrMOTKN

A26.08.067 306pot (Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*




A26.04.001

306¢cuH

"oHokokk, onpeaeneHune HK B cnHoBuansHom xugkoctn (Neisseria
gonorrhoeae, DNA, Synovial Fluid)*

A26.21.024

306¢cn

"oHokoKK, onpeaeneHue [OHK B cekpeTte npocTaThl, aakynaTe (Neisseria
gonorrhoeae, DNA, Prostatic Fluid, Semen)*

A26.21.001

306ypo

"oHoKkOKK, onpeaeneHune [JHK B cockobe anuTenuanbHbIX KNeTok
yporenutansHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of Urogenital
Epithelial Cells)*

10.23. Jemopekos (knew aemopekc, Demodex folliculorum, Demodex
brevis)

A26.01.018

250

VccnepoBaHne Ha Hanuuume knewa gemoaekc (Demodex folliculorum,
Demodex brevis)

A26.01.018

240

VccnepoBaHue Ha Hanuuuve knewa gemogekc (Demodex folliculorum,
Demodex brevis)

10.24. AuseHTepua amebHan, amebuas (Entamoeba histolytica)

A26.06.026

235

AHTuTena knacca IgG Kk aHTureHam guseHtepunHon amebbl (Anti-Entamoeba
histolytica 1gG)

10.25. inseHTtepun 6aKTepuanbHas, wurennes, wurennbi (Shigella
flexneri, Shigella sonnei)

A26.06.098

280

PIIA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA)

A26.06.098

281

PITA c Shigella flexneri 6 (Shigella flexneri 6, IHA)

A26.06.097

282

PITA c Shigella sonnei (Shigella sonnei, IHA)

A26.19.086

437YTM

lMoceB Ha NaTOreHHyto 1 YyCNOBHO-NATOreHHY0 MUKPOMIOPY KULLEYHMKa
(Stool Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora,
Bacteria Identification)

A26.19.008

437YIMM-A

[MoceB Ha NATOreHHy M YCIOBHO-NATOrEHHY0 MUKPOMIIOPY KULLEYHWKA C
onpepgeneHvem YyBCTBUTENbHOCTM K aHTUMUKPOOHbIM npenapaTtam (Stool
Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora.
Bacteria Identification and Antibiotic Susceptibility Testing)

A26.19.008

437YTM-

[MoceB Ha NATOreHHy M YCIOBHO-NATOrEHHY0 MUKPOMIIOPY KULLEYHWKA C
onpepgeneHvem YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM Npenapartam u
baktepuodparam (Stool Culture with Bacteria Identification and
Antibiotic+Bacteriophage Susceptibility Testing)

10.26. AudTepusa (gudTepuitHaa nanouyka) (Corynebacterium diphtheriae)

A26.06.104

855

AHTUTena knacca IgG k andrepuiiHomy aHaTokcuHy (Anti-Diphtheria Toxoid
19G)

10.27. UepcuHumn (MepcuHmnos, ncesaotybepkynes) (Yersinia
enterocolitica)

A26.06.093

238

AHTUTEena knacca IgA k aHTureHam Yersinia enterocolitica (Anti-Yersinia
enterocolitica IgA)

A26.06.093

239

AHTUTena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-Yersinia
enterocolitica 19gG)

A26.06.094

286

PII'A ¢ Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA)

A26.06.093

284

PIIA ¢ Yersinia enterocolitica cepotnna O:3 (Yersinia enterocolitica O:3,
IHA)

A26.06.093

285

PIIA ¢ Yersinia enterocolitica cepotuna O:9 (Yersinia enterocolitica O:9,
IHA)

10.29. KaHaunpo3, KaHgmpa (Candidiasis, Candida)

A26.06.006

254

AHTtuTena knacca IgG k Candida albicans (Anti-Candida albicans 1gG )

B03.002.004

6617

MneceHnb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG )

A26.20.048

344BnT

Kanguga, onpegenenune [IHK B BeinoTe (Candida albicans, DNA, Exudate)*

A26.20.048

344kox

Kangupa, onpegenenune OHK B cockobe anuTennanbHbIX KNETOK KOXK
(Candida albicans, DNA, Scrape of Skin Epithelial Cells)*

A26.20.048

344moM

Kangupa, onpegenenue IHK B moye (Candida albicans, DNA, Urine)*

A26.20.048

344npk

KaHnanga, onpegenenune [HK B cockobe anutennanbHbIX KNETOK CrIM3UCTOMN
npsimoni knwwikm (Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*




Kanguga, onpegenenune [JHK B cockobe anuTenuanbHbIX KNEeTOK POTOrMOTKA

A26.20.048 344pot (Candida albicans, DNA, Scrape of Faucial Epithelial Cells)*
A26.20.048 344cnH Kangmpga, onpegenenne JHK B critoHe (Candida albicans, DNA, Saliva)*
Kangupa, onpegenenune AHK B cekpeTte npoctathl, askynate (Candida
A26.21.044.001 |344cn albicans, DNA, Prostatic Fluid, Semen)*
Kananga, onpegenenne [HK B cockobe anutennanbHbIX KNeTok
yporenuntansHoro Tpakta (Candida albicans, DNA, Scrape of Urogenital
A26.20.048 344ypo Epithelial Cells)*
10.30. Kneweso# sHuedanut, BUpyc Kaewesoro 3Huedpanuta (Flavivirus,
Tick-borne encephalitis virus)
AHTuTena knacca IgG k Bupycy kneweBoro sHuedanuta (Anti-Tick-borne
A26.06.088.002 |[267 Encephalitis Virus (TBEV) IgG)
AHTuTena knacca IgM k Bupycy kneweoro sHuedanuta (Anti-Tick-borne
A26.06.088.001 [268 Encephalitis Virus (TBEV) IgM)
JlabopaTopHoe nccnegosanue knewa ans seisenexHs PHK/OHK
BO3OyauTenen MHgekuni, nepeaarLmnxcs NKCO40BbIMU KIeLamu:
KNEWEBOW SHLEDAIUT, BOPPENTMOS3 (EONE3Hb NAAMA),
AHATMJTA3MO3, SPJIMXNO3 (Detection of pathogen DNA/RNA in ticks: Tick-
borne encephalitis Virus (TBEV), Borrelia burgdorferi s. |., Anaplasma
A26.05.054 1227M Phagocytophillum, Ehrlichia muris/chaffeensis6 (RNA/DNA), PCR)
MccnegosaHuve knewa: CKpMHUHE (nabopatopHoe uccregoBaHve knewa ans
BbisieneHns PHK/OHK Bo3byauTenen nHgekumin, nepeaarLwmxcs
nkcogosbiMu knewamm: PHK Tick-borne encephalitis Virus (TBEV), AHK
A26.04.012.001 |371 Borrelia burgdorferi s. 1.) (Study of Tick: Screening)
10.32. Kokntow (Bordetella pertussis, Whooping Cough)
A26.06.103 247 AHTUTEna knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA )
A26.06.103 245 AHTuTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis IgG)
A26.06.103 246 AHTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM)
10.33. Kopb (Morbillivirus, Measles virus)
A26.06.056.001 [2500 AnTtuTena knacca IgG k Bupycy kopu (Anti-Measles 1gG)
10.34. KpacHyxa (Rubella virus)
A26.06.071.001 |84 AHTUTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella 1gG)
A26.06.071.002 |85 AHTuTena knacca IgM k Bupycy kpacHyxm (Anti-Rubella IgM)
AHTUTena knacca IgG K aHTUreHam BUpyca KpacHyxu, BbIIBNSEMblE METOL0M
A26.06.071 1142 nmmyHobnotTuHra (Anti-Rubella IgG, Immunoblot )
AHTUTena knacca IgG Kk BUpYycCy KpacHyxu, onpeaeneHue asmaHoctn (Anti-
A26.06.071.003 [3AVRUB [Rubella IgG, Avidity)
Bupyc kpacHyxu, onpegenenune [IHK B cbiBopoTke kpoBu (Rubella Virus, DNA,
A26.07.010 338CB Serum)*
10.37. Nluctepunos, aucrepuum (Listeria monocytogenes, Listeriosis)
A26.05.037.001 [3114mou |Jlnctepumn, onpepenexme [JHK B mouye (Listeria monocytogenes, DNA, Urine)*
Jluctepuum, onpegenenune [IHK B cockobe anuTenuanbHbIX KNETOK CrM3UCTON
A26.05.037.001 |3114Hoc |Hoca (Listeria monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*
Jluctepuum, onpegenenune [IHK B nna3sme kposu (Listeria monocytogenes,
A26.05.037.001 [3114nn DNA, Plasma)*
Jluctepuu, onpegnenenne OHK B cockobe anutenuanbHbiX KNETOK pOTOrMOTKM
A26.05.037.001 |3114pot |[(Listeria monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*
Jluctepuu, onpegeneHue OHK B cnHoBmnanbHom xunakoctu (Listeria
A26.05.037.001 [3114cuH  |monocytogenes, DNA, Synovial Fluid)*
Jluctepuu, onpegeneHue OHK B cnmHHOMO3roBown xuakoctu (Listeria
A26.23.017.001 |[3114cmx |monocytogenes, DNA, Cerebrospinal Fluid)*




10.38. Nambaunos,nambaun (Giardia lamblia intestinalis)

A26.06.032

234

AHTuTena knaccoe IgM, 1gG, IgA k aHTureHam nsambnun, cymmapHo (Anti-
Giardia lamblia IgM, 1gG, IgA, Total)

10.40. MuKo3bl (napasutapHbie rpubbl — gepmatodputnbl) (Skin and Nail
Mycoses)

A26.01.015

995

Mwukpockonmyeckoe nccnegoBaHue Ha natoreHHble rpmbel (Microscopic
examination for pathogenic fungi)

A26.09.024

1277

Mwukpockonuyeckoe nccrnefoBaHue U NoceB Ha NaToreHHble rpubhbl
(Microscopic examination and Culture for pathogenic fungi)

10.41. MukonnasmeHHaa MHPeKuua, mukonnasmos (Mycoplasma
genitalium, Mycoplasma pneumoniae, Mycoplasma hominis)
(Mycoplasmosis, Mycoplasma Infection)

A26.28.018.001

302MOM

Mukonnaama (Mycoplasma hominis), onpegenexnve HK B moye
(Mycoplasma hominis, DNA, Urine)*

A26.21.022

302CT1

Mukonnaama (Mycoplasma hominis), onpegenexune OHK B cekpete
npocrarthbl, aakynate (Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*

A26.21.032.001

302YPO

Mukonnaama (Mycoplasma hominis), onpegenexve OHK B cockobe
anuTenuarnbHbIX KNETOK yporeHuTansHoro Tpakta (Mycoplasma hominis,
DNA, Scrape of Urogenital Epithelial Cells)*

A26.28.017.001

308MO4

Mukonnaama (Mycoplasma genitalium), onpeaenenvne JHK B moye
(Mycoplasma genitalium, DNA, Urine)*

A26.20.027.001

308cn

Mukonnaama (Mycoplasma genitalium), onpegenenve OHK B cekpeTte
npoctarthl, aakynate (Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*

A26.21.031.001

308ypo

Mwukonnaama (Mycoplasma genitalium), onpegenenve OHK B cockobe
anuTenuanbHbIX KNEeTOK yporeHuTansHoro Tpakta (Mycoplasma genitalium,
DNA, Scrape of Urogenital Epithelial Cells)*

A26.09.006

347MK

Mukonnaama (Mycoplasma pneumoniae), onpegenexve OHK B mokpoTe
(Mycoplasma pneumoniae, DNA, Sputum)*

A26.28.018.001

347nn

Mukonnaama (Mycoplasma pneumoniae), onpegenexve OHK B nna3me kposu
(Mycoplasma pneumoniae, DNA, Plasma)*

A26.21.031.001

347por

Mukonnaama (Mycoplasma pneumoniae), onpegenexve OHK B cockobe
anuTenuanbHbIX KrneTok potornotkn (Mycoplasma pneumoniae, DNA, Scrape
of Faucial Epithelial Cells)*

A26.08.014

347crH

Mukonnasma (Mycoplasma pneumoniae), onpegenenune HK B critoHe
(Mycoplasma pneumoniae, DNA, Saliva)*

A26.06.057

179/80

AHTuTena knaccos IgM 1 1gG k Mycoplasma hominis (Anti-Mycoplasma
hominis IgM, IgG)

A26.06.057

179

AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM)

A26.06.057

180

AHTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgG)

A26.06.057

260

AHTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA)

A26.06.057

181/82

AHTuTena knaccos IgM un 1IgG k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgM, IgG)

A26.06.057

181

AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgM)

A26.06.057

182

AHTuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae 1gG)

A26.06.057

1367

AHTuTena knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae 1gA)

10.42. MukpobuoLeHOo3 yporeHuTanbHOro Tpakra (Urogenital Tract
Microbiocenosis)

A26.20.032

380

CKPUHUHT MUKpOhNopbl yporeHnTanbHoro Tpakta. ®emodnop CKpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel
Femoflor Screen))




B03.014.036

383

BoisiBrnienne Bo3byautenen UMMM (7 + KBM), cockob anuTenuanbHbIX KNeTok
yporeHutaneHoro Tpakta (Identification of Sexually Transmitted Infections
(STI) Pathogens, Scrape of Urogenital Epithelial Cells)*

A26.20.032

386

VccnepoBaHne BroLeHo3a yporeHutaneHoro Tpakra. emodnop 8.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 8))

A26.20.032

372

ViccnepoBaHne BroLeHo3a yporeHutTaneHoro Tpakra. demodniop 16.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 16))

A26.20.032

3022

BakrepuanbHbin BarnHo3 (Bacterial Vaginosis, BV)

B03.014.033

3026

MHBUNO®IIOP ? ycnoBHO-NaToOreHHble MUKOMIa3Mbl YenoBeKa
(yporenutanbHbin ckpuHuHr) (INBIOFLOR ? Mycoplasma, Urogenital
Screening)

B03.014.034

3027

YCNOBHO-NATOreHHbIE MUKOMMa3Mbl, MOHUTOPUHI 3O(EKTUBHOCTM NeYEHUs
(Ureaplasma urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring
of Treatments)

B03.014.035

3028

YCnoOBHO-NATOreHHbIE MUKOMMIa3Mbl, MOHUTOPUHI 3h(PEKTMBHOCTU NeyeHns
(Ureaplasma parvum) (Ureaplasma parvum, Effectiveness Monitoring of
Treatments)

A26.09.006

3029

YCnoBHO-NATOreHHble MUKOMMIa3Mbl, MOHUTOPUHI 3H(PEKTMBHOCTUN NeYeHns
(Mycoplasma hominis) (Mycoplasma hominis, Effectiveness Monitoring of
Treatments)

A26.21.036

3150YPO

AHgpodop, uccrnefoBaHne MUKPOIIOPb! YPOreHUTaNbHOIO TPaKTa MyXXYUH
B COCKODe anuTenuarnbHbIX KNeTOK yporeHUTansHoro Tpakra
(Androflor®REAL-TIME PCR Detection Kit, the study of men’s urogenital tract
microbiocenosis in the epithelial scrapes from the balanus, urethra)

A26.21.036

3250YPO

AHgpodnop CKpuvH, nccnegoBaHve MUKPOhriopbl YpoOreHUTansHoro Tpakra
MY>XUYMH B cOCKOGe anuTenmnarnbHbiX KNeToK yporeHUTanbHoro TpakTta
(Androflor® Screen REAL-TIME PCR Detection Kit, the study of men’s
urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra)

B03.014.032

3020

MHBUNO®JIOP - koMnnekcHoe uccrneaoBaHne MMKpogiopbl YporeHUTanbHoro
Tpakta (INBIOFLOR ? Comprehensive Study of Microflora Composition of
Urogenital Tract (UGT))

A26.06.006

3023

Kangupos, ckpuHuHr (Candidiasis, Screening )

A26.21.055

3024

Kangmpos, tunuposaHue (Candidiasis, Typing)

B03.014.012

3025

BoisisneHune Bo3byagutenen UMMM (4 + KBM): onpeaenexne JHK Chlamydia
trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma
genitalium, JHK yenoseka (ldentification of Sexually Transmitted Infections
(STI) Pathogens, Chlamydia trachomatis DNA, Neisseria gonorrhoeae DNA,
Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )

A26.21.055

3021

Kangunpos, ckpuHuHr n TunuposaHue (Candidiasis, Screening and Typing)

A26.30.040

396YPO

Bakrepownael, onpeaenexHve OHK B cockobe anuTenumanbHbIX KIeTok
yporeHutanbHoro Tpakta (Bacteroides spp., DNA, Scrape of Urogenital
Epithelial Cells)*

A26.30.039

397YPO

MobunyHkyc, onpegenexne OHK B cockobe anuTenunanbHbIX KNeToK
yporenutansHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital
Epithelial Cells)

A26.05.008.001

345YPO

JlaktobakTepun, onpenenerne [JHK B cockobe anutenmanbHbIX KNeToK
yporeHutanbHoro Tpakta (Lactobacillus spp., DNA, Scrape of Urogenital
Epithelial Cells)*

10.44. Onucropxos (Kowauba AByycTka, Opisthorchis felineus)

A26.06.062

230

AHTuTena knacca IgG k aHTureHam onuctopxuca (Anti-Opisthorchis felineus
19G)

10.45. OcTpblie KuweuHblie MHGeKuum (Acute Intestinal Infections)

A26.19.072.001

33111KAJ

OHTeposupycel, onpegenenne PHK B kane (Enterovirus, RNA, Fecal)

A26.19.063.001

33121KAJ

OcTpble knweyHble nHdekuun, NLP-cKpMHUHT BOCbMK BakTepuanbHbIX 1
BUPYCHbIX BO3byauTenem oCTpbIX KULLIEYHbIX MHAEeKLMI B kane (Acute
Intestinal Infections, PCR, Fecal)

10.47. Napotut anugemuyeckuii (Epidemic Parotitis, Mumps)




A26.06.112.001 |252 AHTuTena knacca IgG k Bupycy anuaemunyeckoro napotuta (Anti-Mumps 1gG)
A26.06.112.002 |253 AHTuTena knacca IgM k Bupycy anugemudeckoro napotuta (Anti-Mumps IgM)

10.50. PecnupaTtopHo-cMHLUUTHANbHaA MHeKUUa (pecnupaTopHo-

CUHUMTUANbHbIN BUpYc) (Respiratory Syncytial Virus, RSV)

AHTuTena knacca IgG k pecnmpaTopHO-CMHUUTUanNsHoMy Bupycy (Anti-
A26.06.067 248 Respiratory Syncytial Virus (RSV) 1gG)

AHTuTENa knacca IgM k pecnupaTtopHoO-cUHUMTHanbLHOMyY Bupycy (Anti-
A26.06.067 249 Respiratory Syncytial Virus (RSV) IgM)

10.51. PukkeTtcunos, Tud cbinHoii (pukketcum) (Typhus, Rickettsia

prowazekii)

PIIA ¢ cbiNHOTUO3HBLIM AMArHOCTUKYMOM puKkeTcui INpoBadveka (Rickettsia
A26.06.118 283 prowazekii, IHA)

10.53. CanbmoHenns! (T 6prowHoi, napatud, canbmoHennes,

Salmonella spp.)
A26.06.077 273 AHTuTena k Salmonella typhi, PINTA (Salmonella typhi Antibodies, IHA)
A26.06.073 288 PITA c Salmonella gr.A (Salmonella gr.A, IHA)
A26.06.073 289 PINIA c Salmonella gr.B (Salmonella gr.B, IHA)
A26.06.073 290 PITIA c Salmonella gr.C (Salmonella gr.C, IHA)
A26.06.073 292 PINIA c Salmonella gr.D (Salmonella gr.D, IHA)
A26.06.073 293 AnTtuTena k Salmonella gr.E, PTI'A (Salmonella gr.E Antibodies, IHA)
A26.06.073 287 PINIA c Salmonella O-komnnekc (Salmonella O-antigens, IHA)

10.54. Cupuauc (Treponema pallidum, Syphilis)

Cundunuc RPR — aHtukapguonunuHosbin tecT (Syphilis RPR (Rapid Plasma
A26.06.082 69 Reagins), Anticardiolipin Test)

AHTuTena knaccos IgM u IgG k Treponema pallidum, cymmapHo (Anti-
A26.06.082.002 |70 Treponema pallidum IgM, IgG, Total)
A26.06.082 221 AHTuTena knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM )

AHTuTena knacca IgG k Treponema pallidum, BbiSiBrisiemMble METOAOM
A26.06.082 1205 nMMmyHobnoTTuHra (Anti-Treponema pallidum IgG, Immunoblot )

BnegHas TpenoHema, onpegenexue [HK B cockobe anmTenmanbHbIX KNeTok

KOHBbIOHKTMBBI (Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial
A26.21.013 346rns3 Cells )*

BnepHas TpenoHema, onpegenexune [HK B cockobe anmMTenuanbHbIX KNeToK
A26.21.013 346kox koxu (Treponema pallidum, DNA, Scrape of Skin Epithelial Cells)*

BnegHas TpenoHema, onpegeneHve JHK B moue (Treponema pallidum, DNA,
A26.21.013 346mou4 Urine)*

BnegHas TpenoHema, onpegenexHve JHK B otaensemom (Treponema
A26.21.013 346014 pallidum, DNA, Secretion)*

BnegHas TpenoHema, onpegenexve HK B cockobe anuTenmanbHbIX KIeTok
A26.21.013 346poT potornoTku (Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*

BnegHas TpenoHema, onpeaenexne [JHK B cbiBopoTke KpoBu (Treponema
A26.21.013 346¢B pallidum, DNA, Serum)*

BbnegHas TpenoHema, onpeaenenne [HK B cCIMHHOMO3roBOM XNOKOCTU
A26.21.013 346¢cmx (Treponema pallidum, DNA, Cerebrospinal Fluid)*

BbnegHas TpenoHema, onpegenenne [HK B cekpeTe npocTathl, 39KynsaTe
A26.21.013 346¢n (Treponema pallidum, DNA, Prostatic Fluid, Semen)*

BnegHas TpenoHema, onpegenexve HK B cockobe anuTenmanbHbIX KIeTok

yporeHutanbHoro Tpakta (Treponema pallidum, DNA, Scrape of Urogenital
A26.21.013 346ypo Epithelial Cells)*

10.56. CtonbHsaK (Tetanus)
A26.06.105 876 AHTuTena knacca IgG k ctonbHayHomy aHaTokcuHy (Anti-Tetanus toxoid IgG)




10.57. CTpenTOKOKKOBaA UHPEKLMA (CTPenTOKOKKU rpynn A u B)
(Streptococcus group A, B, S. pyogenes, S. agalactiae) (Streptococcal
Infection)

Ctpentokokk, onpegenenne AHK B mokpoTe (Streptococcus spp., DNA,

A26.20.021 348mK Sputum)*

CtpenTokokk, onpegenenne AHK B nnasme kposu (Streptococcus spp., DNA,
A26.20.049 348nn Plasma)*

CtpenTokokk, onpegeneHmne HK B cockobe anutenuanbHbIX KNeTok
A26.20.049 348pot potornoTku (Streptococcus spp., DNA, Scrape of Faucial Epithelial Cells)*
A26.20.049 348cnH CrtpenTtokokk, onpegenexve OHK B cntoHe (Streptococcus spp., DNA, Saliva)*

MHeBmokokk, onpenenenune HK B nnasme kposu (Streptococcus
A26.05.046.001 |33103[J1 |pneumoniae, DNA)
A26.05.046.001 |33103CIJ1H [MHeBMoKoKK, onpegeneHne OHK B cntoHe (Streptococcus pneumoniae, DNA)

MHeBmokokk, onpegenerve OHK B cockobe anuTenmnanbHbIX KNeTok
A26.05.046.001 |33103POT |poTornoTku (Streptococcus pneumoniae)

MHeBmokokk, onpegenenne OHK B MmokpoTe (Streptococcus pneumoniae,
A26.05.046.001 [33103MK |DNA)

10.58. CtpoHrunounaos (Strongyloides stercoralis)

AHTuTena knacca IgG k aHTureHam cTpoHrunovgosa (Anti-Strongyloides
A26.06.123 1372 stercoralis IgG)

10.59. T-numdoTtponHbii Bupyc (Deltaretrovirus, Human T-Lymphotropic

Virus, HTLV)

AHTuTena knacca IgG k T-numdoTponHomy Bupycy Yyenoseka tuna 1 n 2
A26.06.087 1208 TunoBs (Anti-HTLV-1, 2 1gG )

10.60. ToKkcokapos (ToKcoKapa, Toxocara canis)
A26.06.080 232 AHTuTena knacca IgG k aHTureHam Tokcokap (Anti-Toxocara IgG)

10.61. Tokconnasmo3s (Tokconnasma) (Toxoplasmosis,Toxoplasma gondii)
A26.06.081.001 |80 AHTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii I9gG)
A26.06.081.002 |81 AHTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM)

AHTuTena knacca IgG k Toxoplasma gondii, onpegeneHune asugHoctn (Anti-
A26.06.081.003 [1AVTOXO |Toxoplasma gondii IgG, Avidity)

Tokconnasma, onpegenerHne HK B Boinote (Toxoplasma gondii, DNA,
A26.05.013 335enT Exudate)*

Tokconnasma, onpegenerdne AHK B cbiBopoTke kpoBu (Toxoplasma gondii,
A26.05.013.001 |335cB DNA, Serum)*

Tokconnasma, onpegenenne AHK B cnuHHomo3rosom xuakoctu (Toxoplasma
A26.23.024.001 [335cmx  |gondii, DNA, Cerebrospinal Fluid)*

10.62. TpuxuHennes (tpuxuHenna, Trichinella spiralis)
A26.06.079 233 AHTUTEena knacca IgG k aHTureHam TpuxuHenn (Anti-Trichinella IgG)

10.63. TpuxomoHuas (TpuxomoHaga) (Trichomonas vaginalis,

Trichomoniasis)

AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis
A26.06.015 261 IgG)

TpuxomoHaga, onpegenenune JHK B moye (Trichomonas vaginalis, DNA,
A26.28.016.001 |307mou Urine)*

TpuxomoHaga, onpegeneHue [HK B cekpeTe npocTathl, 39KynaTe
A26.20.026 307cn (Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)*

TpuxomoHaga, onpegenenune [JHK B cockobe anmMTenuanbHbIX KNeTok

yporeHutanbHoro Tpakta (Trichomonas vaginalis, DNA, Scrape of Urogenital
A26.20.026.001 |307ypo Epithelial Cells)*

10.64. Ty6epKynes (mukobaktepum Ty6epKynesa) (Mycobacterium

Tuberculosis)

AHTuTena knaccos IgM, IgA, 19G k Mycobacterium tuberculosis, cymmapHo
A26.06.057 1266 (Anti-Mycobacterium tuberculosis IgM, IgA, 1gG, Total)




A26.23.004.001

341BnT

MwukobakTepumn Tybepkynesa, onpegenenue [JHK B Bbinote (Mycobacterium
tuberculosis, DNA, Exudate)*

A26.09.002.001

341MK

MukobakTepumn Tybepkynesa, onpeagenenue [JHK B mokpoTte (Mycobacterium
tuberculosis, DNA, Sputum)*

A26.05.008.001

341MHC

MwukobakTepumn Tybepkynesa, onpeaenenue [JHK B MeHCTpyanbHOM KpoBM
(Mycobacterium tuberculosis, DNA, Menstrual Blood)*

A26.28.028.001

341moy

MukobakTepumn Tybepkynesa, onpegeneHue [JHK B moue (Mycobacterium
tuberculosis, DNA, Urine)*

A26.05.008.001

341cB

MwukobakTepum Tybepkynesa, onpeaeneHue [JHK B cbiIBOpOTke KpOBU
(Mycobacterium tuberculosis, DNA, Serum)*

A26.04.003.001

341cuH

MwukobakTepum Tybepkynesa, onpeaenenue [JHK B cMHoBManbHOM XnaKocTu
(Mycobacterium tuberculosis, DNA, Synovial Fluid)*

A26.23.004.001

341cmx

MwukobakTepum Tybepkynesa, onpegeneHue [JHK B cCMMHHOMO3roBoi
xuakocTtn (Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)*

A26.21.017.001

341cn

MwukobakTepum Tybepkynesa, onpeaeneHue [JHK B cekpeTe npocTaThl,
agkynaTte (Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)*

10.65. Ypeannasmos (ypeannasmbl) (Ureaplasmosis, Ureaplasma spp.,
Ureaplasma urealyticum, Ureaplasma parvum)

A26.06.015.003

264

AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgG)

A26.06.015.001

265

AHTUTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgA)

A26.28.019.001

303moy

Ypeanna3awma (Ureaplasma urealyticum) (6uoap T-960), onpegenenve OHK B
moue (Ureaplasma urealyticum (T-960), DNA, Urine)*

A26.21.023.001

303cn

Ypeanna3awma (Ureaplasma urealyticum) (6uoap T-960), onpegenenve OHK B
cekpeTe npocTaThl, 3gkynaTe (Ureaplasma urealyticum (T-960), DNA,
Prostatic Fluid, Semen)*

A26.21.033.001

303ypo

Ypeanna3awma (Ureaplasma urealyticum) (6uoap T-960), onpegenenve OHK B
cockobe anuTenManbHbIX KNeTok yporeHuTansHoro Tpakta (Ureaplasma
urealyticum (T-960), DNA, Scrape of Urogenital Epithelial Cells)*

A26.28.019.001

342MOM

Ypeannasma (Ureaplasma parvum), onpegenexve JHK B moue (Ureaplasma
parvum, DNA, Urine)*

A26.21.023.001

342cn

Ypeanna3sma (Ureaplasma parvum), onpegenerue [JHK B cekpeTe npocrtarthl,
agkynaTe (Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

A26.21.033.001

342ypo

Ypeanna3sma (Ureaplasma parvum), onpegenerne [JHK B cockobe
anuTenuanbHbIX KNeTok yporeHntanbHoro Tpakta (Ureaplasma parvum, DNA,
Scrape of Urogenital Epithelial Cells)*

A26.28.019.001

343moy

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHve
OHK B moye (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)*

A26.21.023.001

343cn

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHve
OHK B cekpeTe npoctaThl, agkynaTe (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Prostatic Fluid, Semen)*

A26.21.033.001

343ypo

Ypeanna3sma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHue
IOHK B cockobe anuTenuanbHbIX KNETOK YypOoreHUTanbHOro TpakTta
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Scrape of Urogenital
Epithelial Cells)*

10.66. XennkobaKkrepHaa nuHdpekuusa (xennkobakrep) (Helicobacter pylori)

A26.06.033

133

AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG)

A26.06.033

176

AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM)

A26.06.033

177

AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA)

A07.16.006

1303HEL

13C-ypeasHbii gbixatenbHbin TecT (13C-YOT, 13C-Urea Breath test, UBT).
BoeissneHune nHgekunm Helicobacter pylori

A26.16.001.001

3158XEJ

Xenukobakrep nunopu, onpegenernne [JHK B GuontaTte cnvancTon xenyaka
u/vnn aeeHaguaTunepctHom knwkn (Helicobacter pylori, DNA, Bioptates of
Gastric Mucosa and/or Duodenum, PCR)




10.67. XnamuauiiHaa nHekuusa, xnamuamnos (xnammgum) (Chlamydiosis,
Chlamydia Infection, Chlamydia trachomatis, Chlamydophila pneumoniae)

A26.06.018.001

105

AHTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis
I9A)

A26.06.018.003

106

AHTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis
19G)

A26.06.016

105/6

AxTuTena knaccos IgA 1 IgG k Chlamydia trachomatis, pasgensHo (Anti-
Chlamydia trachomatis IgA, IgG)

A26.06.018.002

188

AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis
IgM)

A26.06.018.003

1495

AHTuTena knacca IgG k 6enky Tennosoro woka (BTLW) Chlamydia trachomatis
(Anti-cHSP60 IgG)

A26.04.009.001

301BnT

Xnamuaus (Chlamydia trachomatis), onpepenenne JHK B BbinoTe
(Chlamydia trachomatis, DNA, Exudate)*

A26.26.007.001

301rn3

Xnamungusa (Chlamydia trachomatis), onpegenenvne [HK B cockobe
anuTenuanbHbIX KNeToK KOHbIOHKTUBLI (Chlamydia trachomatis, DNA, Scrape
of Conjunctiva Epithelial Cells )*

A26.28.014.001

301moy

Xnamugusa (Chlamydia trachomatis), onpegenenve OHK B moye (Chlamydia
trachomatis, DNA, Urine)*

A26.19.028.001

301npk

Xnamugusa (Chlamydia trachomatis), onpegenenve [HK B cockobe
anuUTenManbHbIX KNETOK cnuancton npsamon kuwkm (Chlamydia trachomatis,
DNA, Scrape of Rectal Epithelial Cells)*

A26.08.066.001

301por

Xnamungusa (Chlamydia trachomatis), onpegenenvne [HK B cockobe
anuTenuanbHbIX kneTok potornoTtku (Chlamydia trachomatis, DNA, Scrape of
Faucial Epithelial Cells)*

A26.04.009.001

301cuH

Xnamugusa (Chlamydia trachomatis), onpepenenne JHK B cuHOBManbHoM
xumpkoctn (Chlamydia trachomatis, DNA, Synovial Fluid)*

A26.04.009.001

301cmxK

Xnamugusa (Chlamydia trachomatis), onpegenenne JHK B cnnHHomMoO3roBon
xungkoctn (Chlamydia trachomatis, DNA, Cerebrospinal Fluid)*

A26.21.020

301cn

Xnamugua (Chlamydia trachomatis), onpepenexHve JHK B cekpeTe npoctaThl,
agkynaTte (Chlamydia trachomatis, DNA, Prostatic Fluid, Semen)*

A26.21.007.001

301ypo

Xnamugusa (Chlamydia trachomatis), onpegenenvne OHK B cockobe
anuTenuanbHbIX KNEeToK yporeHntanbHoro Tpakta (Chlamydia trachomatis,
DNA, Scrape of Urogenital Epithelial Cells)*

A26.06.016

183

AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila
pneumoniae IgA)

A26.06.016

184

AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila
pneumoniae IgM)

A26.06.016

185

AHTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila
pneumoniae 1gG )

A26.09.016

349mK

Xnamugusa (Chlamydia pneumoniae), onpegenexune JHK B MokpoTe
(Chlamydophila pneumoniae, DNA, Sputum)*

A26.05.012.001

349nn

Xnamugua (Chlamydia pneumoniae), onpegenenne AHK B nnasve kposu
(Chlamydophila pneumoniae, DNA, Plasma)*

A26.08.066.001

349por

Xnamugusa (Chlamydia pneumoniae), onpegenexune JHK B cockobe
anuTenuanbHbiX krneTok potornotku (Chlamydophila pneumoniae, DNA,
Scrape of Faucial Epithelial Cells)*

A26.09.016

349crnH

Xnamugusa (Chlamydia pneumoniae), onpenenenvne AHK B critoHe
(Chlamydophila pneumoniae, DNA, Saliva)*

A26.30.038

1379

AHTUTEena knacca IgG k rmaBHomy 6enky HapyxHon memobpaHsl MOMP n
AHTuTena knacca IlgG Pgp3 (membpaHoaccounmpoBaHHbI NNasmMuaHbIni
6enok) Chlamydia trachomatis

10.68. LiuTomeranoBupycHasa MHPEKLUA: BUPYC repneca 4esioBeKa 5 Tuna
(unTomeranosupyc, LLMB) (Cytomegalovirus, CMV, Cytomegalovirus
Infection)




A26.06.022.001 |82 AnTuTena knacca IgG k yutomeranosupycy (Anti-CMV 1gG)
A26.06.022.002 |83 AHTUTEena knacca IgM k untomeranosupycy (Anti-CMV IgM)

AHTuTena knacca IgG k uutomeranosupycy, onpegenexHve asugHoctm (Anti-
A26.06.022.003 |2AVCMV |CMV IgG, Avidity)
A26.23.009.001 |3108nT Lintomeranoeupyc, onpegenexune JHK B Beinote (CMV DNA, Exudate)*

Lintomeranosupyc, onpegenerue IHK B cockobe anutenunaneHbIX KNeTok
A26.30.015.001 |310rn3 koHbloHKTMBBLI (CMV DNA, Scrape of Conjunctiva Epithelial Cells )*

Lintomeranosupyc, onpegeneHune [IHK B cockobe anutenunanbHbIX KNeTok
A26.30.015.001 |[310kox koxun (CMV DNA, Scrape of Skin Epithelial Cells)*
A26.05.017 310kp Lintomeranoeupyc, onpegenexune OHK B BeHosHom kpoBu (CMV DNA, Blood)*
A26.28.009.001 |310mov Lintomeranosupyc, onpegenerue JHK B moye (CMV DNA, Urine)*

Lintomeranoeupyc, onpegenexune [HK B cockobe anutenmanbHbIX KIETOK
A26.08.058.001 |310HOC cnusuctor Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)*

Lintomeranoeupyc, onpegenenune [HK B cockobe anutenmanbHbIX KIETOK
A26.08.058.001 [310poTt potornoTtkn (CMV DNA, Scrape of Faucial Epithelial Cells)*

LinTomeranoeupyc,kadectBeHHoe onpegerneHve [JHK B cbiBOpoTKe KpoBuU
A26.05.017 310cB (CMV DNA, Serum)*
A26.08.058.001 |[310cnH Lintomeranosupyc, onpegenexne JHK B crntoHe (CMV DNA, Saliva)*

Lintomeranosupyc, onpegenexne JHK B cnuHHomosrosom xugkoctn (CMV
A26.23.009.001 |[310cmx DNA, Cerebrospinal Fluid)*

Lintomeranosupyc, onpegenenune HK B cekpeTe npoctartsl, askynsate (CMV
A26.21.010.001 |310cn DNA, Prostatic Fluid, Semen)*

Lintomeranoeupyc, onpegenenune [JHK B cockobe anutenmanbHbIX KIeToK
A26.21.010.001 [310ypo yporenuntansHoro Tpakta (CMV DNA, Scrape of Urogenital Epithelial Cells)*

LinTomeranoeupyc, konudectseHHoe onpegenexune [HK (Cytomegalovirus,
A26.05.017.002 [3156 DNA) B CbIBOPOTKE KPOBU

10.70. dnwrTeiiHa-bapp BUpycHaa nHpeKumua: BUpycC repneca yenoseka 4

TMna (Bupyc dnwrteitHa-bapp) (Epstein-Barr Virus, EBV, EBV Infection)
A26.04.005.001 |351BnT Bupyc OnwtenHa-bapp, onpegenernne HK B Boinote (EBV DNA, Exudate)*

Bupyc OnwtenHa-bapp, onpeaenerne OHK B BeHo3Hol kposu (EBV DNA,
A26.05.011 351kp Blood)*
A26.05.011 351mou Bupyc OnwtenHa-bapp, onpeaenervne JHK B moye (EBV DNA, Urine)*

Bupyc OnwtenHa-bapp, onpeaenexHne JHK B cockobe anutenmanbHbixX
A26.05.011 351HoC knetok crnmancton Hoca (EBV DNA, Scrape of Nasal Epithelial Cells)*

Bupyc OnwtenHa-bapp, onpeaenexHne JHK B cockobe anutenumanbHbix
A26.05.011 351por knetok potornotkn (EBV DNA, Scrape of Faucial Epithelial Cells)*

Bupyc OnwTtenHa-bapp, kavyectseHHoe onpegeneHve [HK B cbiBopoTke
A26.05.011 351cB kposu (EBV DNA, Serum)*
A26.05.011 351cnH Bupyc OnwtenHa-bapp, onpegenerne JHK B cntoHe (EBV DNA, Saliva)*

Bupyc OnwtenHa-bapp, onpeaenerve JHK B CIMHHOMO3roBOM XXMAKOCTH
A26.05.011 351cmx (EBV DNA, Cerebrospinal Fluid)*

Bupyc OnwtenHa-bapp, onpeaenervne HK B cekpeTe npoctathl, 9s9Kynsate
A26.05.011 351cn (EBV DNA, Prostatic Fluid, Semen)*

Bupyc OnwrterHa-bapp, onpeaeneHne JHK B cockobe anutenumanbHbix

KneTok yporeHutansHoro Tpakta (EBV DNA, Scrape of Urogenital Epithelial
A26.05.011 351ypo Cells)*

AHTUTEna knacca IgM k kancugHoMy aHTureHy Bupyca JnwrenHa-bapp (Anti-
A26.06.029.001 |186 EBV Viral Capsid Antigens (VCA) IgM )

AHTUTEna knacca IgG k agepHoMy aHTUreHy Bupyca dnwTeriHa-bapp (Anti-
A26.06.031 187 EBV Nuclear Antigen (EBNA) 1gG )

AHTUTEena knacca IgG kK paHHeMy aHTUreHy Bupyca dnwTenHa-bapp (Anti-
A26.06.030 255 EBV Early Antigen (EA) 1gG )

AHTUTEena knacca IgG k kancMgHoMy aHTUreHy Bupyca dnwTterHa-bapp (Anti-
A26.06.029.002 |275 EBV Viral Capsid Antigens (VCA) IgG )

Bupyc OnwTtenHa-bapp, konnyecteeHHoe onpeaeneHve [HK B cbiBopoTke
A26.05.011.002 |3511 kpoeu (EBV DNA, Serum)*




10.71. 9XMHOKOKKO3 (3XMHOKOKKM, Echinococcus spp.)

A26.06.024

229

AHTuTena knacca IgG k aHTureHam axmHokokka (Anti-Echinococcus 1gG)

11.1. Mukpobuonornyeckme nccnenosaHusa: Hecneuupuyeckme
BOCNanuTesnbHble 3a601eBaHUA pa3IMUHbIX IoKanusaumii (Microbiological
investigations)

A26.05.016.001

455H

Iuncbakrepnos knweyHuka (Stool Culture, quantitative. Intestinal bacterial
overgrowth)

A26.05.016.001

455H-¢

[OncbakTepmros KUWeYHUKa ¢ onpeaerneHnem YyBCTBUTENBHOCTU K
baktepuodcparam (Stool Culture, quantitative. Intestinal bacterial overgrowth.
Bacteriophage Efficiency testing)

A26.20.008

447

VccnepoBaHne Ha GuoueHo3 Braranuila, onpegeneHme YyBCTBUTENBHOCTU K
AHTMMMWKPOOHBIM M aHTUMUKOTUYECKMM NpenapaTtam (C MUKPOCKONMen
HaTMBHOrO npenapara, okpawueHHoro no 'pamy) (Vaginal Biocenosis:
Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

A12.09.010

445

Mukpockonmyeckoe (bakTepmockonuyeckoe) nccnegoBaHne mMmaska,
okpaLueHHoro no Npamy (Gram Stain. Bacterioscopic Examination of Smear)

A26.09.006

440

MoceB Ha MuKoMNasMmebl, onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM
npenapatam (Mycoplasma hominis Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

A26.09.006

444

MoceB Ha ypeanna3sMbl, onpegerneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM
npenapatam (Ureaplasma spp. Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

A26.21.004

440/444

MoceB Ha MukonNnasMy u ypeanna3ambl, onpeaeneHme YyBCTBUTENbLHOCTU K
aHTMMUKPOGHbIM Npenapatam (Mycoplasma hominis Culture, Ureaplasma
spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

A26.20.008

452

MoceB Ha aHa3pobHy0 MUKpodnopy, onpeaeneHne YyBCTBUTENBHOCTM K
aHTMMUKPOOHBIM Npenapatam (Anaerobic Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

A26.20.008

474-A

MoceB paHeBOro oTAENsIEMOro U TKaHEN Ha MUKpodbriopy, onpegeneHne
YyBCTBUTENBHOCTU K aHTUMMUKPOOHLIM Npenapatam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

A26.02.001

474-0

lMoceB paHeBOro oTAenNseMoro u TkaHen Ha MUKpodropy, onpeaeneHue
YyBCTBUTENBHOCTU K aHTUMMUKPOOHBLIM Npenapatam n 6akteprodaram
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

A26.30.009

464-11

Moces rpygHoro monoka Ha mukpodnopy (Breast Milk Culture. Bacteria
Identification)

A26.30.009

464-A

MoceB rpygHOro Monoka Ha MUKpoddiopy, onpeaeneHme YyBCTBUTENbHOCTU K
aHTMMUKPOGHBIM npenapatam (Breast Milk Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

A26.30.009

464-®

[Noces rpygHOro Monoka Ha MUKpodnopy, onpegeneHme YyBCTBUTENbHOCTU K
aHTMMUKPOOGHBIM Npenapatam u 6akrepuodaram (Breast Milk Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)*

A26.14.003

475-A

MoceB xenyn Ha MUKpodnopy, onpeaeneHne YyBCTBUTENBHOCTM K
aHTMMUKKPOOHbLIM Npenapatam (Bile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

A26.09.002.001

467-A

MoceB oTAENsIEMOro BEPXHNX AbIXaTeNbHbIX MyTen Ha MUKPOdopy,
onpegeneHve YyBCTBUTENbHOCTU K aHTUMMKPOOHbBIM NpenapaTtam (ogHa
nokanusauus) (Upper Respiratory Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*




A26.09.002.001

467-0

[NoceB oTAensieMoro BEpXHUX AblXxaTeSlbHbIX NyTEeNn Ha MUKpPOdopy,
onpepgeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbLIM NpenapaTtam u
bakTtepuodparam (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

A26.28.003

441-A

lMoceB Moun Ha MUKpodbriopy, onpeaeneHe YyBCTBUTENbHOCTU K
aHTUMUKPOOHLIM nNpenapaTtam (Urine Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

A26.28.003

441-p

MoceB Moun Ha MUKpodbriopy, onpeaeneHne YyBCTBUTENLHOCTU K
pacLUMpeHHOMY CNeKTpy aHTMMUKPOOHbIX Nnpenapatos (Urine Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

A26.28.003

441-0

MoceB Moun Ha MuKpodnopy, onpeaeneHne YyBCTBUTENBHOCTM K
aHTUMUKPOOHLIM Npenapatam n 6aktepunodaram (Urine Culture. Bacteria
Identification, Antibiotic susceptibility and Bacteriophage Efficiency Testing)*

A26.26.004

465-A

MoceB oTAensemoro rnas Ha MUKpodniopy, onpeaeneHe YyBCTBUTENbHOCTH
K aHTUMUKPOBHBIM Npenapatam (Eye Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

A26.26.004

465-P

lMoceB oToenseMoro rnas Ha Mukpodropy, onpeaeneHe YyBCTBUTENbHOCTU
K pacLuMpeHHOMY CneKkTpy aHTMMMKPOGHbIX npenapatos (Eye Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

A26.26.004

465-0

lMoceB oToenseMoro rrnas Ha Mukpodropy, onpeaeneHe YyBCTBUTENbHOCTU
K aHTUMMKpOOHBIM NpenapaTtam u 6aktepuodaram (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

A26.21.014

446-A

MoceB Ha MuKkpodopy OTAENAEMOro NOSOBLIX OPraHoB, onpeaeneHve
YyBCTBUTENBHOCTM K aHTUMUKPOOHbIM npenapaTam (Genitourinary Tract
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

A26.21.014

446-P

lMoceB oTAENAEMOro NosoBbIX OPraHoB Ha MUKpodbriopy, onpeaeneHe
YyBCTBUTENBHOCTU K pacLUMPEHHOMY CNEKTPY aHTUMUKPOOHbLIX NpenapaTos
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

A26.21.014

446-0

MoceB oTAENAEMOro NosioBbIX OPraHoB Ha MUKpodbriopy, onpeaeneHe
YyBCTBUTENBHOCTU K aHTUMMUKPOOHBLIM Npenapatam n 6aktepmodaram
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)*

A26.25.001

473-A

MoceB oTAensiemoro ywen Ha Myukpodriopy, onpeaeneHne YyBCTBUTENbLHOCTU
K aHTUMUKPOBHBIM npenapatam (Ear Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

A26.25.001

473-®

MoceB oToEeNAeMoro yLien Ha MUKpPOdNopy, onpeaernieHne YyBCTBUTENBHOCTH
K aHTUMUKPOBHBIM npenapatam n 6akrepuodaram (Ear Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

A26.01.001.001

477-A

lMoceB MyHKUMOHHOIO Matepuara Ha MUKpodropy, onpeaeneHne
YYBCTBUTENBHOCTU K aHTUMMKPOOHLIM npenapatam (Punctate Fluid Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

A26.09.005.001

472-A

MoceB MOKPOTbI U TpaxeobpoHxManbHbIX CMbIBOB Ha MUKpodhiopy,
onpegerneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM NpenapaTtam 1
Mukpockonuen maska (Sputum and Tracheobronchial washings Culture.
Bacteria Identification and Antibiotic Susceptibility Testing, Microscopy)*

A26.19.077.001

481

ApeHosupyc (Adenovirus), AnapenHblii CUHOPOM, aHTUrEeHHbIA TeCT
(Adenovirus. One Step Rapid Immunochromotographic Assay)

A26.19.020

484

Xenukobakrep nunopu (Helicobacter pylori), aHTureHHein Tect (Helicobacter
pylori. One Step Rapid Immunochromotographic Assay)

A26.05.001

438-A

MoceB KpoBU 1 BUOXMAKOCTEN Ha a3pOBHYI0 U aHasapobHy0 MUKpodnopy,
onpegeneHve YyBCTBUTENbLHOCTU K aHTUMMKPOOHbBIM npenapatam (Blood
Culture, Biofluids Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)




A26.19.084

402

Kamnunobakrep, ouaperiHbiii CUHOPOM, BbISIBIIEHWE aHTUreHa B Kare,
ummyHoxpomartorpacdusa (Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool)

A26.21.002

403

["oHOpes, BbiiBNeHWe aHTUreHa, nmmyHoxpomaTtorpadusa (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay)

A26.28.010

405

JlernoHenna, BbISIBNEHWE aHTUreHa B Moye, MMyHOXpomMaTorpagus
(Legionella pneumophila, One step rapid immunochromotographic assay,
antigen, urinae)

A26.21.052

407

Xnamuaun, BbIIBNEHNE aHTUreHa B MasKkax yporeHMTanbHOro TpakTa,
nmmyHoxpomartorpacdusa (Hexagon Chlamydia, One step rapid
immunochromotographic assay, antigen)

A26.28.001

408

MHEBMOKOKK, BbISIBIEHME aHTUreHa B Moye, MMMyHoXpomMaTorpadus
(Streptococcus pneumoniae, One step rapid immunochromotographic assay,
antigen, urinae)

A26.19.072.001

409

OHTEpPOBUpPYC, BbISIBNIEHME aHTUreHa B Kane, MMMyHoxpomaTorpadus
(Enterovirus, One step rapid immunochromotographic assay, antigen, stool)

A26.08.039

411

PecnupatopHo-cuHunTManeHbii Bupyc (PC-mHekums), BoisBneHne
aHTUreHa, ummyHoxpomaTtorpadus (Respiratory Syncytial Virus, RSV, One
step rapid immunochromotographic assay, antigen)

A26.23.005

453

MoceB ruHekonoruyeckoro matepuana Ha nuctepun (Listeria monocytogenes,
nuctepwmos) (Listeria monocytogenes Culture. Bacteria Identification)

A26.19.004

460

Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcuHnos, onpegenexHve
YyBCTBUTENBHOCTU K aHTUMMKPOOHLIM npenapatam (Yersinia enterocolitica,
Stool Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

A26.19.084

461

Moces kana Ha kamnunobakrep (Campylobacter spp.) (Campylobacter spp.,
Stool Culture. Bacterial Identification)

A26.19.086

462

Moces Ha knoctpugmm (Clostridium difficile, nceBgomembpaHo3HbIN KONNT)
(Clostridium difficile Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

A26.19.089

463

PotaBupyc (Rotavirus), gnaperHbiin cuHapoM, aHTUreHHbl TecT (Rotavirus
Direct Detection by Latex Agglutination)

A26.01.001

466

MoceB Ha GeTa-reMonUTMYECKUn CTPENTOKOKK rpynnbl A (Streptococcus group
A, Streptococcus pyogenes) (Streptococcus pyogenes Culture. Bacteria
Identification)

A26.08.001

469

Moces Ha gudpteputo (Corynebacterium diphtheriae Culture)

A26.09.010

470

MoceB oToenseMoro poTornoTkn Ha 6opaeTtennsl (Bordetella
pertussis/parapertussis, koknow/napakoknow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification)

A26.08.003

471

[MoceB Ha MEHWHIOKOKKW, onpeaeneHne YyBCTBUTENbHOCTN K aHTUMUKPOOHbBIM
npenapaTtam (Neisseria meningitidis Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

A26.19.060.001

482

Kpuntocnopuauu napsym (Cryptosporidium parvum), anapemnHslii CUHAPOM,
aHTureHHbIn Tect (Cryptosporidium parvum. One Step Rapid
Immunochromotographic Assay)

A26.19.096

483

Jlam6nunm (Giardia liamblia), anaperiHbii cMHOPOM, aHTUreHHbIn TecT (Giardia
liamblia. One Step Rapid Immunochromotographic Assay)

A26.19.093

485

MccnepgoBaHume Ha knweyvHyto nanoyky (Escherichia coli O157:H7,
3LIEepUXMo3), AMapenHoli CUHAPOM, aHTUreHHbIn Tect (Escherichia coli
0157:H7. One Step Rapid Immunochromotographic Assay)

A26.08.018

487

CTpenToKoKK rpynnbl A, aHTUrEHHbIN TECT (OTAENAeMoe POTOrnoOTKN)
(Streptococcus Group A. One Step Rapid Immunochromotographic Assay)

A26.20.049

488

CTtpenTokokk rpynnbl B, aHTureHHsbIn TecT (Streptococcus Group B. One Step
Rapid Immunochromotographic Assay)

A26.01.001

454-T1

[MoceB Ha GeTa-reMmonMTUYECKUI CTPENTOKOKK rpynnbl B (Streptococcus group
B, Streptococcus agalactiae) (Streptococcus agalactiae Culture. Bacteria
Identification)




A26.19.009

442

MoceB Ha gpoxokenogobHbie rpubsl (pogos Candida, Cryptococcus) ¢
onpepeneHmem YyBCTBUTENbHOCTM K aHTUMUKOTUYECKMM npenapaTtam (Yeast
Culture. Identification and Antimycotic Susceptibility testing)

A26.01.001

454-A

[MoceB Ha GeTa-remonMTUYECKUI CTPENTOKOKK rpynnbl B (Streptococcus group
B, Streptococcus agalactiae), onpegeneHune 4yBCTBUTENBLHOCTU K
aHTUMUKPOOHBLIM nNpenapaTam (Streptococcus agalactiae Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

A26.19.086

457-1

MoceB Ha naToreHHyto kuwweyHyto pnopy (Stool Culture (Salmonella spp.,
Shigella spp.). Bacteria Identification)

A26.19.086

457-0

lMoceB Ha NATOreHHyo KULLEYHYO dONopy, onpeaeneHne YyBCTBUTENBHOCTU K
aHTUMUKPOOHLIM NpenapaTtam u 6akrepunodaram (Stool Culture, Salmonella
spp., Shigella spp. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)

A26.19.086

458-A

Moces Ha kuweyHyto nanoyky (Escherichia coli O157:H7, swepuxmos),
onpegerneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM Npenapartam
(Escherichia coli 0157:H7 Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

A26.19.086

458-0

MoceB Ha k1weyHyto nanoyky (Escherichia coli O157:H7, awepuxmos),
onpepeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHLIM NpenapaTtam u
6akTepuodharam (Escherichia coli O157:H7 Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

A26.01.001

459-A

MoceB Ha 3onoTnCThIN cTadnNokokk (Staphylococcus aureus), onpenenexnune
YyBCTBUTENBHOCTM K aHTUMUKPOOHBIM NpenapaTam (Staphylococcus aureus
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

A26.01.001

459-1

lMoceB Ha 3onoTUCTbIN cTaduNokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification)

A26.01.001

459-0

MoceB Ha 3onoTUCTbIN cTaduNoKoKk (Staphylococcus aureus, onpegenexue
YyBCTBUTENBHOCTU K aHTUMMUKPOOHBLIM Npenapatam n 6aktepmodaram
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)

A26.08.015

466-A

MoceB Ha GeTa-reMonUTMYECKUn CTPENTOKOKK rpynnbl A (Streptococcus group
A, Streptococcus pyogenes), onpegeneHue YyBCTBUTENbHOCTH K
aHTMMUKPOOHBIM Npenapatam (Streptococcus pyogenes Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

A26.01.001

468-A

[MoceB Ha 30M0TUCTbLIN CTAUNOKOKK (METULMNMH-PE3NCTEHTHbIN
3onoTtuctbln ctadpunokokk, MP3C) (Staphylococcus aureus), onpegeneHue
YyBCTBUTENBHOCTM K aHTUMUKPOOHBIM npenapatam (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

A26.01.001

468-I1

MoceB Ha 30N0TUCTbIN CTAaOUNOKOKK (METULMINNNH-PE3NCTEHTHBIN
3onoTtuctbin ctacumnokokk, MP3C) (Staphylococcus aureus) (Staphylococcus
aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture.
Bacteria Identification)

A26.01.001

468-0

MoceB Ha 30N0TUCTbIN CTAaUNOKOKK (METULMINNUH-PE3NCTEHTHBIN
3onoTtuctbin ctacmnokokk, MP3C) (Staphylococcus aureus), onpegeneHve
YyBCTBUTENBHOCTU K aHTUMWKPOOHBLIM NpenapataM u 6akTeprodaram
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)

A26.19.080

457-A

[MoceB Ha NATOreHHyto K1WeYHyo opy, onpegeneHne YyBCTBUTENBHOCTH K
aHTMMMKPOOHBLIM Npenapatam (Stool Culture (Salmonella spp., Shigella spp.).
Bacteria Identification and Antibiotic Susceptibility Testing)

12.1. KomnneKkcHble UMMyHoNOrM4Yeckue uccneposaHus (Comprehensive
Immunological Examination)




MmmyHonornyeckoe obecnegoBaHme pacwmpeHHoe (Immunological Survey

A12.30.012 192 Extended)
MmmyHonornyeckoe obcnegoBaHme ckpuHmnHrooe (Immunological Survey,
A12.30.012 191 Screening)
A12.30.012.007 [1310 darouutapHasa akTMBHOCTb nenkoumTtos (Phagocytic Activity of Leucocytes)
deHoTUNMpoBaHme NMMGOUNTOB (OCHOBHbIE cybnonynsiumm) — CD3, CD4,
CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3, CD4, CD8, CD19,
A12.06.001 4192 CD16, CD56)
CD4+ T-numdountbl, % 1 abcontoTHoe konmdecTBo (T-xennepbl, CD4+ T-
A12.06.001.002 [4193 cells, Percent and Absolute)
B-nnumdpountsl, % 1 abcontoTHoe konmyecTtso (CD19+ numdouunTel, B-cells,
A12.06.001.005 [4194 Percent and Absolute)
AktnBupoBaHHble numdoumnTel (CD3+HLA-DR+, CD3-HLA DR+) (Activated
A12.06.001 1311 Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)*
A12.06.001 1312 CnocobHocTb numdountos k aktuBauum (Lymphocyte Activation Ability)
Linpkynupytoime nmmyHHble komnnekcbl (LUWK) obwue (Circulating Immune
A09.05.074 1235 Complexes (CIC) Total)
Moces Ha roHokokk (Neisseria gonorrhoeae, roHopest), onpegeneHve
YyBCTBMTENBHOCTM K aHTMMUKPOOHbBIM npenapaTtam (GC, Neisseria
gonorrhoeae Culture. Bacteria Identification and Antibiotic Susceptibility
A26.21.002 449 Testing)
12.2. UmmyHorno6ynuHbl obwme (Immunoglobulins, Total)
A09.05.054.002 |45 MmmyHornobynuHel knacca A (Immunoglobulin A, IgA)
A09.05.054.003 |46 WmmyHornobynuHel knacca M (Immunoglobulin M, IgM)
A09.05.054.004 |47 MmmyHornobynuHel knacca G (Immunoglobulin G, 1gG)
12.3. Cneuundumueckue 6enku (Specific Proteins)
A09.05.234 948 B03nHOUNBHLIN KaTUOHHBIM 6enok (Eosinophil Cationic Protein, ECP)
12.4. KomnoHeHTbl KoMmnnemeHTa (Complement Components)
KoMnoHeHTbl cucteMbl komnnemeHta C3, C4 (Complement components C3,
A09.05.075 193 C4)
A09.05.075.001 |1315C3 C3 KomnoHeHT cuctembl komnnemenTa (Complement Component C3)
A09.05.075.002 |1316C4 C4 KomnoHeHT cuctembl komnnemeHta (Complement Component C4)
Cuctema KoMnnemMeHTa: oueHka yHKUMoHanbHon aktuBHocTn (CH50)
A09.05.075 1534 (Functionality Test of Complement (CH50))
A12.06.014 836 WHrnbutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH)
12.5. UutokuHbi (Cytokines)
A12.05.108 210 WHtepnenknH-1? (U11-1?) (Interleukin 1 Beta, IL-1)
A12.05.108 211 WHTtepnenkun-6 (1J1-6) (Interleukin 6, 1L-6)
A12.05.108 212 WHTepneiiknH-8 (MN1-8) (Interleukin 8, IL-8)
A12.05.109 213 WuTtepnenknn-10 (MJ1-10) (Interleukin 10, IL-10)
dakTop Hekposa onyxonu-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?,
A12.06.073 214 Cachectin)
13.1. UHTepdepoHoBbIii cTaTyc (Interferon Status)
A09.05.074 1043 VccnepoBaHne nHtepdepoHoBoro ctaTyca (Study of Interferon Status)
13.2. UHTepdepoHOoBbIU cTaTyC (4 NOKasaTens) ¢ onpeaeneHnem
YyBCTBUTE/NILHOCTU K Npenapatam uHtepdepoHa (Interferon Status (4
Parameters))
A09.05.035 1044 WHrapoH (Ingaron)
A09.05.035 1047 PeadepoH (Reaferonum)
13.3. MHTepdepoHOoBbIUN CTaTyC (4 NOKasaTens) c onpepeneHnem
YyBCTBUTE/NILHOCTU K MHAYKTOpam uHTepdepoHa (Interferon Status (4
Parameters))
A09.05.035 1050 AmunkcnH (Amixin)
A09.05.035 1051 Karouen (Kagocel)
A09.05.035 1052 Heosup (Neovir)
A09.05.035 1054 Linknodgepon (Cycloferonum)




13.4. NHTepdepoHOBbIUN CTaTyC (4 NOKasaTens) c onpepeneHnem
YyBCTBUTE/NILHOCTU K UMMYHOMOAaynaTopam (Interferon Status (4
Parameters))

A09.05.035 1055 "anasut (Galavit)
A09.05.035 1064 M3onpurHo3uH (Isoprinosine)
A09.05.035 1057 WmmyHan (Immunal)
A09.05.035 1058 MmyHodaH (Imunofan)
A09.05.035 1059 MmmyHomakc (Immunomax)
A09.05.035 1066 WmyHopuke (Imunorix)
A09.05.035 1060 Jlukonua (Licopid)
A09.05.035 1148 ManaBup (Panavir)
A09.05.035 1061 MonunokcmnaoHui (Polyoxidonium)
A09.05.035 1062 TaktueuH (Tactivinum)
A09.05.035 1063 TumoreH (Thymogen)
14.1. CuctemHblie 3aboneBaHusa coeguHuTenbHom TKaHu (Connective-
Tissue Diseases, CTDs)
AHTUAAepHble aHTUTena (AAA, aHTUHYKNeapHble aHTUTena), CKpUHUHE (Anti-
A12.06.061 125 Nuclear Antibodies, ANA, Screening)
AHTuTena knacca IgG k asycnupansHon HatueHon OHK (aHtu-acAHK 1gG,
A12.06.010 126 aHTn-AHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA I1gG)
AHTUHYKnNeapHbli daktop, HEp-2 cybetpat (AH®, TUTpbl, aHTUHYKNeapHble
aHTMTEeNna MeToAoM HenpsamMon MMMyHodtoopecueHuun Ha npenapatax HEp-
2-knetok) (Antinuclear Antibodies, ANA, Hep-2 Substrate, ANA-Hep2,
A12.06.010 1267 Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers)
AntuTena k acHK B cbiBOpOTKE KPOBKM, MOATBEPXAAOLNA TECT C
ncnonb3oBaHneM cybctpata Crithidia luciliae, IgG, meTogom Henpsimon
A12.06.010 1586ADN |ummyHodpntoopecueHumm (Crithidia luciliae indirect fluorescent test (CLIFT))
AHTuTena knacca IgG Kk akcTparupyeMomy HykneapHomy aHtureHy (OHA)
(Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-
A12.06.061 825 RNP)
MaHenb aHTUHYKNeapHbIX aHTUTEN NpU cknepoaepmmnmn (pasgensHoe
onucaHue aHTuTen kK aHtureHam Scl-70, CENP-A, CENP-B, RP11, RP155,
dnbpunnsapuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52),
nmmMyHo6noT (Scleroderma (Systemic Sclerosis) Antibody Panel: Anti-Scl-70,
CENP-A, CENP-B, RP11, RP155, dmbpunnsapud, NOR90, Th/To, PM-Sc100,
A12.06.025 826 PM-Scl75, Ku, PDGFR, R0-52, Immunoblotting)
AHTUHYKNeapHble aHTUTena (pasgenbHo Sm, RNP/Sm, SS-A (60 kla), SS-A
(52 ka), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone,
Nucleosome, Rib P, AMA-M2, Jo-1 aHTureny), ummyHobnot (ANA: Anti-Sm,
RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA,
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1,
A12.06.010 827 Immunoblotting)
AHTUTena knacca IgG Kk HykneocoMmam (aHTUsSIAepHbIE aHTUTeNa), CKPUHWUHT
A12.06.010 956 (Anti-Nuclear Antibodies, ANA, 1gG, Screening)
CkpuHUHr 6onesHel coegnHuTensHom Tkann (AT k QHA, aHTUHYKNeapHbI
B03.070.477 4059 dakTop (AHD))
CwncteMHas kpacHas BonyaHka, oocnegosaHue (AT k Hykneocomam, AT K
kapguonunuHy, 1gG; AT k kapguonunuHy, IgM; aHTUHYKeapHbIA akTop
B03.070.475 4060 (AH®))
OnddeperHumansHasa anarHoctuka CKB 1 gpyrmx peBMaTnyeckmx
A12.06.010 4061 3aboneBaHun (AT K Hykneocomam, aHTUHyKneapHbln dakTop (AH®D))




Mpodunb «CuctemHas kpacHas BonyaHka (CKB), MOHUTOPUHI akTUBHOCTM
(aHTn-gc-OHK IgG, C3, C4 komMnoHeHTbI koMmnnemeHTa)» (Systemic lupus
erythematosus (SLE) profile, activity monitoring (anti-double-stranded DNA

B03.070.470 4069 IgG, C3 and C4 complement components) )

14.2. AHTudochonunugHblii cuHgpom (Antiphospholipid Syndrome, APS)

AHTuTena knaccos IgM un IgG k docgonunmnaam (Anti-Phospholipid
A12.06.030 137/138 |Antibodies, APA, IgM, IgG)

AHTuTena knaccoe IgG n IgM k docchaTtnanncepury (Anti-
A12.06.075 966/74 Phosphatidylserine, I1gG, IgM)

AHTuTena knaccos IgA, IgM, IgG k kapanonununy, ckpuHuHr (Cardiolipin
A12.06.029 967 Antibodies IgA, IgM, 1gG, aCL, Screening)
A12.06.029 968 AnTuTena knacca IgA k kapguonunuHy (Anticardiolipin IgA, aCL IgA)
A12.06.029 969 AxTtuTena knacca IgG k kapguonunuHy (Anticardiolipin IgG, aCL IgG)
A12.06.029 997 AnTuTena knacca IgM k kapgmnonunuHy (Anticardiolipin IgM, aCL IgM)

AHTuTena knaccos IgG, IgA, IgM k 6eta-2-rnukonpoTenHy 1, cymmapHo (Anti-
A12.06.051 1284 ?2-Glycoprotein 1 Antibodies, anti-?2-GP1, I1gG, IgA, IgM, Total)
A12.06.065 1341 AHTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, 1gG)
A12.06.065 1342 AHTUTEena knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, IgM)
A12.06.029 4062 AT k kapanonununy, 1gG, IgM

OnarHocTrka BTopu4Horo aHtudocdonunmagHoro cuHgpoma (AH®, AT k
A12.06.030 4063 kapguonunuHy, 19G, IgM)

AHTUdOCHONMNMAHBIA CUHOPOM, Pa3BEPHYTOE CEPOSIOrMYECKOe

uccriegoanue (AH®; AT k kapanonunuHy, 19G, IgM; AT k beTa-2-
A12.06.030 4064 rMUKOMpPOTEMNHY 1)

14.4. PesmatongHblii apTpuUT, nopaxkeHusa cycrasos (Antiphospholipid

Syndrome, APS)

AHTUTERa K UMKNnyeckomy umntpynnuHmposaHHomy nentugy (AULIT) (Anti-
A12.06.052 1204 Cyclic Citrullinated Peptide, anti-CCP)

AHTUTena knacca IgG k kepaTuHy (AHTUKepaTuHOBbIE aHTMTena, AKA,

AHTUdunarrpuHosble aHTuTena, A®A) (Anti-Keratin Antibodies, AKA, Anti-
A12.06.063 965 Filaggrin Antibodies, AFA, 19G)

AHTUTena knacca IgG k mognMunnpoBaHHOMY LUTPYINIMHUPOBaHHOMY

BUMeHTUHY (aHTU-MLB) (Anti-Mutated Citrullinated Vimentin Antibodies, Anti-
A12.06.062 1332 MCV, Anti-Modified Citrullinated Vimentin Antibodies, Anti-Sa Antibodies, 1gG)
A09.05.054 1333 PesmaTouaHbi daktop, IgA (PO IgA; Rheumatoid Factor, RF, IgA)

Kpuctannel B Ma3ke CMHOBMAanbHOM XUAKOCTW (MOHOYpaT HaTpus,
A12.04.001 808 nupodocdat kanbums) (Synovial Fluid Smear, Crystals)

OnuromepHbIi MaTpuUKCHbIN 6enok xpsawa (Human Cartilage Oligomeric
A09.04.005 1536 Protein, COMP)
A12.06.019 44 PesmatougHbin paktop (PP) (Rheumatoid Factor, RF)

14.5. BacKynuTbl 1 nopaxeHua nouek (Vasculitis and Renal Lesions)

AHTUTEena knacca IgG k 6asansHoi MembpaHe krnybo4koB noyek (aHTn-bMK)
A12.06.024 807 (Glomerular Basement Membrane Antibodies, Anti-GBM, I1gG)

AHTuTena knacca IgG k uutonnasme Hentpodunos (AHLIA) (Anti-Neutrophil
A12.06.037 970 Cytoplasmic Antibodies, ANCA, 1gG)

AHTuTena knaccos IgG, IgA, IgM k kneTkam cocyamMcToro aHaoTenus

(HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, AECA, IgG, IgA, IgM,
A12.06.030 812 Total)

AHTuTena knaccos IgG, IgA, IgM k peuenTopy docdonunasel A2 (PLAZR),

cymmapHo (Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, 1gG,
A12.06.030 822 IgA, IgM, Total)

AHTuTena knacca IgG k muenonepokcugase (aHTn-MPO) (Myeloperoxidase
A12.06.037 823 Antibody, MPO)

AHTuTena knacca IgG k C1q daktopy komnnemeHTa (Anti-Complement 1q
A09.05.075 837 Antibodies, Anti-C1q, IgG)




A09.05.054

955

AHTuTena knacca IgG k npotenHase-3 (aHTn-PR-3) (Anti-Proteinase-3
Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG)

A12.06.037

821

MaHenb aHTUTEN K aHTUreHam aHTUHENTPOMUIbHBIX aHTUTEN (NaHenb
aHtureHos AHLIA), IgG (Anti-Neutrophil Cytoplasmic Antibodies, ANCA, IgG,
Panel)

A12.06.037

4065

[wnarHocTrka rpaHynemMaTo3HbIX BacKynMTOB (aHTUHYKNeapHbIn hakTop
(AH®), AT k uutonnasme Hentpodunos (AHLIA/pANCA, cANCA), IgG)

B03.070.474

4066

OunarHocTtuka 6eicTponporpeccupytoLlero rnomepynoHedputa (AT kK
©asanbHoi MeMbpaHe knyboukoB novek, AT K uutTonnasMe HeNTpoduos
(AHUA/pANCA, cANCA), 1gG)

A12.06.037

4067

[narHocTvka ayTOMMMYHHOMO NMOpaXeHns NoYeK (aHTUHYKNeapHbI hakTop
(AH®), AT k 6asansHon membpaHe knybo4ykoB noyek, AT K uMTonnasme
HenTpodunos (AHLLA/pANCA, cANCA), IgG)

14.6. AyTOMMMYHHbIE 3HAOKPUHONATUMN: CaXapHbIA auabet 1-ro Tuna
(Autoimmune Endocrinopathies: Diabetes mellitus type 1)

A12.06.020

201

AHTuTena knacca IgG k 6eta-knetkam nogkenygodHom xxenesobl (Anti-Islet
Cell Antibodies, Islet Cell Autoantibodies, ICA)

A12.06.020

202

AHTuTena knacca IgG k rmytamatgekapbokcunase (aHTn-GAD) (Anti-GAD
Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, IgG)

A09.23.014

202CMX

AHtuTena k GAD (rnytamatgekapbokcunase), IgG, nuksop (Anti-GAD
(glutamic acid decarboxylase), 1gG, CSF)

A12.06.039

200

AHTuTena knacca IgG k nHcynuHy (Insulin Autoantibodies, I1AA, 1gG)

A12.06.020

1285

AHTUTEnNa K Tupo3uHdocdatase (IA-2) (Islet Antigen 2 Antibodies, Anti-1IA2
Antibodies, 1A-2 Ab, Tyrosine Phosphatase Antibodies)

A12.06.020

1286

AHTUTENa K aHTUreHam KneTok Nomxenyao4Hom xenessl GAD/IA-2,
cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid Decarboxylase-65,
GAD and Insulinoma Antigen 2 (Tyrosine Phosphatase, IA2, ICA-512)
Autoantibodies, Total)

14.8. AyTOMMMYHHbIE 3HAOKPUHONATUMN: NOpParKeHne HaANOoYe4YHUKOB,
ayToOMMMyHHasa natonorua roHag (Autoimmune adrenal and gonadal
insufficiency)

A12.06.071

1209

AHTuTena knaccos IgA, IgM, 1gG k TkaHW iM4HKKa (aHTHMOBapuanbHble
aHTuTena), cymmapHo (Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)

A12.06.033

1287

AHTUTena knaccos IgA, IgM, I1gG k cTepomanpoyuupyoLLmMM KreTkam
HagnoyeyvHuka (ACITK), cymmapHo (Anti-Steroidal Cell Antibodies, StCAb,
Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG, Total)

A12.06.033

1290

AHTUTEena knaccos IgA, IgM, 1gG k cTepomanpoAyLUPYOLLMM KNeTkam siudka,
cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal
Cell Antibodies, Testicular StCAb, Steroidal Cell Autoantibodies, SCA against
Testis, IgA, IgM, 1gG, Total)

A09.05.054

1291

AHTUTERa K CTeponanpoayLIMPYOLLUM KIeTkamM penpoayKTUBHbIX TKaHen
(Reproductive tissue steroid-producing cells Antibodies)

14.9. AytommmyHHble 3a6oneBaHua Koxu (Autoimmune Skin Diseases)

A12.06.030

809

AHTMTeEna knacca IgG k 6a3zansHon membpaHe koxu (Basement Membrane
Zone Antibodies, BMZ, IgG )

A12.06.030

813

AHTuTena knacca IgG k gecmocomam anugepmuca (Desmoglein Antibodies,
Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies, IgG)

A09.05.054

1298

AHTuTena knacca IgG k gecmorneuHy-1 (Desmoglein 1, DSG1 Antibodies,
19G)

A09.05.054

1330

AHTUTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous
Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, IgG)

A09.05.054

1331

AHTUTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous
Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, IgG)




A09.05.054

4054

Mpodunb «narHoctuka OynnesHbix gepmaTto3oB (AT kK gecMocomam
anngepmunca, AT k 6azanbHon membpaHe koxu)» (Bullous Dermatosis
Diagnostics profile (antibodies to epidermis desmosomes, antibodies to skin
basal membrane))

14.10. AyTOMMMYHHbIE€ NOPaXKEHUA }KeNyAO0UHO-KMLLIEYHOro TPaKTa.
Uenunakua (Autoimmune Disorders of Gastrointestinal Tract (Gl Tract, GIT).
Coeliac Disease)

A12.06.066

972

AHTuTEna K angomusmio, IgG (Anti-Endomisial Antibodies, I1gG, EMA)

A12.06.066

810

AHTuTEena knacca IgA kK SHAOMM3MIO (aHTUSHAOMU3UIHBIE aHTuTena, AOMA)
(Anti-Endomysial Antibodies, Anti-EMA, IgA)

A12.06.026

805

AHTuTEna knaccos IgA, 1gG, IgM k napmneTanbHbIM KreTkam xenygka (AMNMKXK),
cymmapHo (Gastric Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies,
APCA, IgA, IgG, IgM, Total)

A09.05.054

971

AHTuTena knaccos IgA 1 IgG k peTukynuHy, cymmapHo (Anti-Reticulin
Antibodies, ARA, IgA, IgG, Total)

A12.06.055

270

AHTuTena knacca IgG k geammnampoBaHHbIM nenTugam rmmagmHa (Anti-
Deaminated Gliadin Peptide, Anti-DGP, 1gG)

A12.06.055

271

AHTMTena knacca IgA kK feamnanpoBaHHbIM nenTuaam rmmagmHa (Anti-
Deaminated Gliadin Peptide, Anti-DGP, IgA)

A12.06.056

1282

AHTMTena knacca IgA kK TkaHeBon TpaHcrnoTammHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, IgA)

A12.06.056

1283

AHTuTena knacca IgG k TkaHeBou TpaHcrntoTamuHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, 1gG)

A12.06.026

817

AHTuTena knacca IgG k BHyTpeHHemy hakTopy Kactna (Anti-Intrinsic Factor,
IFAb, Intrinsic Factor Antibodies, 19gG)

A12.06.026

1335

AHTUTena knacca IgG k caxapomuueTtam (guarHoctuka 6onesHn Kpona) (Anti-
Saccharomyces Cerevisiae Antibodies, ASCA, IgG )

A12.06.026

1336

AHTUTEena knacca IgA k caxapomuueTtam (gmarHoctuka 6onesHn Kpona) (Anti-
Saccharomyces Cerevisiae Antibodies, ASCA, IgA )

A12.06.037

1337

AHTUTena knacca IgA k uutonnasme Hewntpodunos (AHLIA) (Anti-Neutrophil
Cytoplasmic Antibodies, ANCA, IgA)

A09.05.054

944

[wnarHocTuka ayToMMMYHHOrO naHkpeatuTa v apyrux lgG4-accoummpoBaHHbIX
3aboneBanui (Diagnosis of Autoimmune Pancreatitis and other IgG4-Related
Diseases)

A12.06.026

4055

CepoguarHocTvika ayTOMMMYHHOTO racTpuTa 1 nepHULno3Hon aHemum (AT K
napveTanbHbIiM KneTkam xenyaka; AT k BHyTpeHHemy dakTopy KacTtna)

A09.05.054

4056

CepOD,VIaFHOCTMKa oonesHu KpOHa n Hecneu,mbwquKoro A3BEHHOIO KOJ1UTa
(HSK) (AHLIA/pANCA, cANCA, IgG; AHLIA/ANCA, IgA; ASCA, IgG, IgA)

A12.06.066

4057

Lienunakus, ceponoruyeckuii CKpuHuHr (AT k aHgomusmio, IgA; AT k
JeamMnanpoBaHHbIM NenTuaam rmmaguHa, 1gG; IgA obuw.)

A12.06.066

4058

Llennakus, ceponorunyeckas auarHoctuka (AT k sHgomuauio, IgA; AT k
TKaHEBOW TpaHcrnytammHase, IgA, IgG; IgA obu,.)

A12.06.026

15306KK

AHTUTEna knaccos. IgA 1 IgG k 6okanoBuAHbLIM KNeTKaM KALLEYHMKA,
cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, IgG, Total)

A12.06.020

1531AALIK

AHTuTena knaccos IgG n IgA k GP2 aHTUreHy ueHTpoaLMHapHbIX KNeToK
nomxkenygoyvHon xenesbl (Anti-GP2)

A12.06.020

1532AIDK

AHTUTENa K auMHapHbIM KrneTkam noaxkenyaovHon xenesol, 1IgG u IgA
CYMMAapHO (aHTUTENa K 3K30KPUHHOW YacTW NOMKENYA04YHOW XKenesbl,
Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies, PAB)

14.11. AyToMmMmMyHHble nopaxeHusa neueHn (Autoimmune Liver Diseases)

A12.06.035

804

AHTUTena knaccos IgA, 1gG, IgM k MuToxoHAPUAM (AHTUMUTOXOHAPUANbHbIE
aHTuTena, AMA), cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, 1gG,
IgM, Total)




A12.06.025

806

AHTuTENa knaccos IgA, 1gG, IgM k rmagkon myckynartype, cymmapHo (Smooth
Muscle Antibodies, SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, 1gG,
IgM, Total)

A12.06.036

819

AHTUTENa K MMKpOCOMaM neyeHn 1 noyvek, cymmapHo IgA+IgG+IgM (anti-liver
kidney microsomal antibody, anti-LKM, IgG+IgM+ IgA)

A12.06.024

1288

MaHenb aHTMTEn knacca IgG npu ayToMMMYHHbIX 3abonesaHusax nedexHmn (AT
K aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP,
SSA/R0-52), nmmyHobnot (Autoimmune Disease Liver Panel: AMA-M2, M2-
3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, IgG,
Immunoblotting)

A12.06.024

1289

AHTuTena knacca IgG k acManornMkonpoTeMHOBOMY peLenTopy (aHTu-
ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor, Anti-ASGPR,
19G)

14.12. AytToMMmMyHHble HeBpoJiorMyeckme sabonesaHua (Autoimmune
Neurological Disoders)

A12.06.021

936

AHTuTena knaccos IgA, IgG, IgM k akBanopuHy 4, cymmapHoO (guMarHoCcTuka
HerpoonTukomuenuta, NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4,
Neuromyelitis Optica, NMO, IgA, 1gG, IgM, Total)

A12.06.025

937

AHTUTEena knacca IgG k ckenetHbiM Mbiwuam (ACM) (Anti-Skeletal Muscle
Antibodies, AStMA, 1gG)

A09.05.054

938

AHTUTEena knaccos IgG u IgM k raHrnuo3angam (navH-énot: GM1; GM2-GM3-
GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b, cynbcdaTtnabl),
cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b Antibodies, Anti-
Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

A12.06.025

939

MwuosuTt-cneumdmnyHble aHTuTena knacca IgG (nanH-6not: Mi-2, Ku, PM-Scl
100/75; Jol PL-7 PL-12 EJ OJ; SRP, SSA (R052)) (Myositis-Specific Panel)

A12.06.074

803

AHTWTENa K aueTunxonuHosomy peuentopy (AxP, auarHoctuka MvacteHum),
cymmapHo (Acetylcholine Receptor Antibodies, Anti-AChR, Total)

A12.06.021

953

AHTUHerpoHanbHble aHTuTena knacca IgG (nanH-6not: Hu (ANNA1), Yo-1
(PCA1), CV2, Ma2, Ri (ANNAZ2), amcundusnH) (Anti-Neuronal Antibodies, Blot-
Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), Amphiphysin))

A09.05.054

954

AHTuTena knacca IgG NMDA (N-metun-D-acnapTat) rmytamaTtHoMy
peuentopy B cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies IgG)

A12.06.064

954CMX

Antutena k NMDA rnyramatHomy peuenTtopy, IgG, onpegeneHune B nuksope
(aHT-NMDAR 1gG, N-methyl-D-Aspartate Receptor Antibodies, CSF)

A12.23.001

4049

OnwuroknoHanbHbIn IgG B nukBope (LepebpocnmHanbHOM XXMOKOCTU) 1
cbiBopoTke kposu (Oligoclonal 1IgG, Cerebrospinal Fluid (CSF), Serum)

A09.05.106.005

1541

CeobogHble nerkve uenu nMmyHornobynmHoB kanna v nambaa B nukeope
(Cerebrospinal Fluid Concentration of Immunoglobulin Free Light Chains)

A12.06.021

1538

AHTUTEna K muenuHy IgG, metoa Henpsamon ummyHodnoopecueHunm (Anti-
myelin antibody, IgG, IF)

A09.05.054

1581CB

AHtuTena k LGI1 n CASPR2 (KOMMNOHEHTbI KOMMIEKCa KanvesblX KaHamnoB),
IgG, cbiBopoTka kpoBu (VGKC-associated proteins LGI1 and CASPR2
antibodies, serum)

A09.05.054

1581CMX

AHtuTena k LGI1 n CASPR2 (KOMMNOHEHTBI KOMMIEKCa KanuesblX KaHaroB),
IgG, nukeop (VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)

A12.06.021

1584AN

AHTUHenpoHarnbHble aHTuTena, IgG, metog HenpsAmon
ummyHodcpnyopecueHuun (Neuronal antibodies, 19G, Indirect
immunofluorescence (IIF))

A12.06.021

1585MUSK

AHTUTENAa K MblLLEeYHO-Ccneundmnyeckon TMpo3mHknHase (aHTu-MuSK) B
cbiBopoTke kpoBu, (Muscle-specific tyrosine kinase (MuSK) antibody)

A12.06.021

1537

KomnnekcHoe uccnegoBaHune A UCMONb30BaHUS B ANarHOCTUKe
paccesiHHOro ckneposa: onpefeneHne onuroknoHansHoro IgG (nukeop,
CbIBOPOTKA) U CBOBOAHBIX NErkmMx Lenen MMyHorrnobynmHoB (NMKBOP)




14.13. AytommmyHHble 3a6oneBaHuA nerkux u cepaua (Autoimmune Lung
Diseases, Autoimmune Heart Diseases)

AHTuTena knacca IgG k cepaeyHon myckynatype (Mvuokapay),

A12.06.023 815 aHTUMuHokapguansHbele aHtuTena (Anti-Heart Antibodies, 1gG)
AKTVBHOCTb aHMMOTEH3MH-NpeBpaLyatoLero epmeHTa (AlP) cbiIBOpOTKU

A09.05.122 844 kpoBu (Angiotensin Converting Enzyme, ACE, Serum)
BocnanutensHble mnokapamonatum (AT kK mutoxoHapusam (AMA), AT k

A12.06.023 4068 cepaeyHor Myckynartype)
14.14. UmmyHHble TpombouutoneHuun (Immune Thrombocytopenia, ITP)
AHTuTena knacca Kk IlgG TpomboumTtam, Henpsimon TecT (Platelet Antibodies

A12.06.013 973 IgG, Indirect)
15.1. Annepronornyeckue nccnenosaHua, tTexHonorna ImmunoCAP
(Allergy examination, ImnmunoCAP technology)

A09.05.118 6804E1 Kowka, nepxotb (e1) IgE, ImmunoCAP

A09.05.118 6803E5 Cobaka, nepxotb (€5) IgE, ImmunoCAP

A09.05.118 6805F2 Monoko koposbe (f2) IgE, ImmunoCAP

A09.05.118 6809T3 Bepesa (t3) IgE, ImmunoCAP

A09.05.118 6817D1 Knew gomatuHen neinum / D. pteronyssinus (d1) IgE, ImmunoCAP

A09.05.118 6818D2 Knew, gomawHen noinu / D. farina (d2) IgE, ImmunoCAP

A09.05.118 6819H1 |OdomawHsasa neinb (Greer Labs.) (h1) IgE, ImmunoCAP

A09.05.118 6825H2 HomawHsas neinb (Hollister —Stier) (h2) IgE, ImmunoCAP

A09.05.118 6830M6 |Alternaria alternata (m6) IgE, InmunoCAP

A09.05.118 6831M3  |Aspergillus fumigatus (m3) IgE, ImmunoCAP

A09.05.118 6832M1 Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP

A09.05.118 6834M2  |Cladosporium herbarum (m2) IgE, ImmunoCAP

A09.05.118 6835G6 |TumodpeeBka nyrosas (g6) IgE, ImmunoCAP

A09.05.118 6836F1 Anynbin 6enok (f1) IgE, ImmunoCAP

A09.05.118 6837F75 |AndHbivi xxenTok (f75) IgE, ImmunoCAP

A09.05.118 6861E85 |[Kypuua, nepo (e85) IgE, ImmunoCAP

A09.05.118 6824E213 [lMonyran, nepo (e213) IgE, ImmunoCAP

A09.05.118 6874W6 |lMonblHb 06bIkHOBEHHas (w6B) IgE, ImmunoCAP

A09.05.118 6880F3 Tpecka atnaHTnyeckas (f3) IgE, ImmunoCAP

A09.05.118 6920W5 [[MonbiHb ropbkas (wd) IgE, ImmunoCAP

A09.05.118 6869F4 Muwenunua (f4) IgE, ImmunoCAP

A09.05.118 6870F93 |Kakao (f93) IgE, ImmunoCAP

A09.05.118 6871F14 |CoeBble 6066kl (f14) IgE, InmunoCAP

A09.05.118 6872F13 |Apaxuc (f13) IgE, ImnmunoCAP

A09.05.118 6873F83 |Msaco kypuubl (f83) IgE, ImmunoCAP

A09.05.118 6875F49 |A6noko (f49) IgE, ImmunoCAP

A09.05.118 6877F92 |BaHnaH (f92) IgE, ImmunoCAP

A09.05.118 6878F27 |loBsguHa (f27) IgE, ImmunoCAP

A09.05.118 6879F45 |Opoxokn nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP

A09.05.118 6881F25 [Momugop (f25) IgE, ImmunoCAP

A09.05.118 6882F33 |AnenbcuH (f33) IgE, ImmunoCAP

A09.05.118 6884F7 Osec (f7) IgE, ImmunoCAP

A09.05.118 6886F11 |[Ipeumxa (f11), IgE, ImmunoCAP

A09.05.118 6887F35 |Kaptodpens (f35) IgE, ImmunoCAP

A09.05.118 6888F225 |ThikBa (f225) IgE, ImmunoCAP

A09.05.118 6889F208 |JlumoH (f208) IgE, ImmunoCAP

A09.05.118 6890F44 |3emnsaHuka, KnybHuka (f44) IgE, ImmunoCAP

A09.05.118 6891F31 |MopkoBb (f31) IgE, ImmunoCAP

A09.05.118 6892F9 Pwuc (f9) IgE, ImmunoCAP

A09.05.118 6893F26 |CsuHuHa (f26) IgE, ImmunoCAP

A09.05.118 6894F24 |KpeseTtka (f24) IgE, ImnmunoCAP

A09.05.118 6896F17 [®PyHayk (f17) IgE, ImmunoCAP

A09.05.118 6898F84 |[Kueu (f84) IgE, ImmunoCAP

A09.05.118 6903F210 |AHaHac (f210) IgE, ImmunoCAP




A09.05.118 6908171  |Komap (i71) IgE, ImmunoCAP
A09.05.118 6911C1 MennumnnuH G (c1) IgE, ImmunoCAP
A09.05.118 6917K82 |Jlatekc (k82) IgE, ImmunoCAP
A09.05.118 6919E81 [Osua, anutenui (e81) IgE, ImmunoCAP
A09.05.118 6807F78 |KaseuH, monoko (nBos d8) (f78) IgE, ImmunoCAP
A09.05.118 6806F76 |Anbca-naktansbymuH (nBos d4) (f76) IgE, ImmunoCAP
A09.05.118 6808F77 |Beta-nakrornobynuH, (nBos d5) (f77) IgE, ImmunoCAP
A09.05.118 6848F232 |OBanbbymuH, anbbymunH anyHein, nGal d2 (f232) IgE, ImmunoCAP
A09.05.118 6849F233 |OBomykoua, nGal d1 (f233) IgE, ImmunoCAP
A09.05.118 6851K208 [Jlnsoumm anua, nGal d4 (k208) IgE, ImmunoCAP
B03.002.004 6822MX2 |Cmecb annepreHoB nneceHm (mx2) IgE, ImmunoCAP
B03.002.004 6914FX5 |Cmecb getckux nuwesblx annepreHos (fx5) IgE, ImmunoCAP
B03.002.004 6820HS |Cmecb annepreHoB gomaluHewn noinu (Hollister-Stier) (hx2) IgE, ImmunoCAP
B03.002.004 6821TX9 |Cmecb annepreHoB nbinbuUbl gepeBbeB (1x9) IgE, ImmunoCAP
B03.002.004 6838WX1 |Cmecb annepreHoB nbinbLbl COPHbIX Tpas (wx1) IgE, ImmunoCAP
B03.002.004 6868GX1 |Cmech Mbinblbl paHHeLBeTYLKX nyroBbix Tpas (gx1) IgE, ImmunoCAP
B03.002.004 6823MX1 |Cmecb annepreHoB nnecHesbix rpubkos (mx1) IgE, ImmunoCAP
B03.002.004 6883CF |Cmecb nuwieBbix annepreHos (fx15) IgE, ImmunoCAP
B03.002.004 6802PH |Phadiatop ImmunoCAP, IgE
A09.05.118 68107215 |Bepesa 6opopasyartas, rBet v1/PR-10 6enok (1215) IgE, ImmunoCAP
A09.05.118 68117221 |Bbepesa 6opogasyaras, rBet v2, rBet v4 (t221) IgE, InmunoCAP
A09.05.118 6812G213 |TumodpeeBka nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImnmunoCAP
A09.05.118 6813G214 |Tumodpeeska nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP
A09.05.118 6814W230 | AM6po3us Bbicokasi, noneiHonucTHasd, nAmb a1 (w230) IgE, ImmunoCAP
A09.05.118 6815W231 |lMonblHb 06bIkHOBEHHas, nArtv1 (w231) IgE, ImmunoCAP
A09.05.118 6816W233 |lNonbiHb 06bIkHOBeHHas, nArtv3 (w233) IgE, ImmenoCAP
A09.05.118 6841E94 |[Kowka, rFel d1 (e94) IgE, ImmunoCAP
A09.05.118 6843E101 |Cobaka, rCan f 1 (e101) IgE, ImmunoCAP
A09.05.118 6844E102 [Cobaka, rCan f 2 (€102) IgE, ImmunoCAP
A09.05.118 6846M229 |Alternaria alternate, rAlt a 1 (m229) IgE, ImmunoCAP
A09.05.118 6847E204 |Bbiunii CbIBOPOTOYHbIV anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP
A09.05.118 6855F353 |Cos, rGly m 4/PR-10 (f353) IgE, ImnmunoCAP
B03.002.004 6801PI Phadiatop Infant ImnmunoCAP, IgE
15.2. UmmyHorno6ynuH E obwuia (IgE, Total)
MmmyHorno6ynuHel knacca E (o6wwuin IgE, nmmyHorno®ynuH E obwnin)
A09.05.054.001 |67 (Immunoglobulin E Total, IgE Total)
15.3. Onpeaenenue cneundpuyeckux IgE: KOmnneKcHble annepronaHenu
(Determination of Specific IgE: Comprehensive Allergy Panels)
B03.002.004 665 MaHenb pasHble annepresl, IgE (Panel Different Allergens, IgE)
B03.002.004 670 MaHenb negnatpuyeckas, IgE (Pediatric Panel, IgE)
B03.002.004 666 MaHenb pecnvpartopHble anneprensl, IgE (Respiratory Panel, IgE)
15.4. OnpepeneHue cneyndpuueckux IgE: nuwesble annepreHbl
(Determination of Specific IgE: Food Allergens)
B03.002.004 669 MaHenb nuweBsble anneprexsol, IgE (Food Allergy Panel, IgE)
Cwmecb nuweBbIx annepreHoB 1: anenbcuH, 6aHaH, s16roko, nepcuk, IgE
(FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach,
B03.002.004 637 IgE)*
Cmechb nNuLeBbIX annepreHoB 2; KMBK, MaHro, 6aHaH, aHaHac, IgE (FP50
(F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple,
B03.002.004 638 IgE)*
Cwmecb nueBbIX annepreHoB 3: CBUMHUHA, KYPMHOE MSICO, FOBSIAMHA,
bapanuHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken
B03.002.004 639 Meat, Lamb, IgE)*
A09.05.118 677 AHaHac, IgE (Pineapple, IgE, F210)
A09.05.118 998 AnenscuH, IgE (Orange, IgE, F33)
A09.05.118 611 Apaxuc, IgE (Peanut, IgE, F13)
A09.05.118 676 BanaH, IgE (Banana, IgE, F92)




A09.05.118 673 BapanuHa, IgE (Lamb, IgE, F88)
A09.05.118 649 Beta-nakrornobynuH, IgE (Beta Lactoglobulin, IgE, F77)
A09.05.118 645 loBaauHa, IgE (Beef, IgE, F27)
A09.05.118 636 penindpyr, IgE (Grapefruit, IgE, F209)
A09.05.118 650 KaszeuH, IgE (Casein, IgE, F78)
A09.05.118 642 Kanycta kouaHHas, IgE (Cabbage, IgE, F216)
A09.05.118 646 Kaptodens, IgE (Potato, IgE, F35)
A09.05.118 654 Kuen, IgE (Kiwi Fruit, IgE, F84)
A09.05.118 634 KnybHuka, IgE (Strawberry, IgE, F44)
A09.05.118 608 Koposbe monoko, IgE (Milk, IgE, F2)
A09.05.118 614 Kpabsl, IgE (Crab, IgE, F23)
A09.05.118 615 KpeseTkun, IgE (Shrimp, IgE, F24)
A09.05.118 675 Manro, IgE (Mango, IgE, F91)
A09.05.118 617 Mopkoss, IgE (Carrot, IgE, F31)
A09.05.118 648 OBcsHas myka, IgE (Oat, IgE, F7)
A09.05.118 632 Mekapckune gpoxokn, IgE (Baker's Yeast, IgE, F45)
A09.05.118 674 Mepcuk, IgE (Peach, IgE, F95)
A09.05.118 655 MueHble gpoxokn, IgE (Brewer’s Yeast, IgE, F403)
A09.05.118 647 Mpoco, IgE (Common Millet, IgE, F55)
A09.05.118 610 MweHnyHasa myka, IgE (Wheat, IgE, F4)
A09.05.118 652 Puc, IgE (Rice, IgE, F9)
A09.05.118 644 CeuHuHa, IgE (Pork, IgE, F26)
A09.05.118 619 Cenbgepen, IgE (Celery, IgE, F85)
A09.05.118 612 CoeBble 606bI, IgE (Soybean, IgE, F14)
A09.05.118 616 Tomartsl, IgE (Tomato, IgE, F25)
A09.05.118 609 Tpecka, IgE (Codfish, IgE, F3)
A09.05.118 643 ToikBa, IgE (Pumpkin, IgE, F225)
A09.05.118 613 dyHayk, IgE (Hazelnut, IgE, F17)
A09.05.118 653 A6noko, IgE (Apple, IgE, F49)
A09.05.118 607 Anynbii 6enok, IgE (Egg White, IgE, F1)
A09.05.118 618 Anunbin xentok, IgE (Egg Yolk, IgE, F75)
15.5. OnpegeneHue cneumudpuueckux IgE: 6biToBbIE annepreHol
(Determination of Specific IgE: Household Allergens)
Cwmecb annepreHoB nnecexu: Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2,
M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium herbarum,
B03.002.004 602 Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)*
A09.05.118 623 MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1)
A09.05.118 624 MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2)
A09.05.118 625 MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3)
A09.05.118 627 MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6)
A09.05.118 631 HomawHas neins/H1-Greer, IgE (House Dust — Greer, IgE, H1)
Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides
A09.05.118 621 pteronyssinus, IgE, D1)
Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE,
A09.05.118 622 D2)
15.6. OnpeaeneHue cneynduueckux IgE: annepreHbl X KUBOTHbIX
(Determination of Specific IgE: Allergens of Animal Origin)
Cmecb annepreHoB JOMAaLLHMX IPbI3YHOB: AMUTENUIA MOPCKOW CBUHKM,
ANUTENUIN KpomnuKa, aNUTENni XoMska, Kpbica, Mbllwb, IgE (EP70 (E6, E82,
E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit Epithelium,
B03.002.004 1070 Hamster Epithelium, Rat, Mouse, IgE)*
A09.05.118 605 Kowka, IgE (Cat Dander-Epithelium, IgE, E1)
A09.05.118 606 Cobaka, IgE (Dog Epithelium, IgE, E2)
A09.05.118 620 TapakaH, IgE (Cockroach, IgE, 16)
A09.05.118 660 Mopckas ceuHka, anutenun, IgE (Guinea Pig Epithelium, IgE, EG)
A09.05.118 662 Osua, anutenun, IgE (Sheep Epithelium, IgE, E81)




A09.05.118 663 Kypwuua, nepo, IgE (Chicken Feathers, IgE, E85)
15.7. OnpegeneHue cneunduueckux IgE: annepreHbl NbiNbLbl pacTeHUNA
(Determination of Specific IgE: Allergens of Plant Pollen)
Cwmecb annepreHoB TpaBbl: exa cbopHas, OBCAHHMLA NyroBasi, poxb
MHOroneTHsis,, TumodpeeBka, MATnuK nyroeon, Ige (GP1 (G3, G4, G5, G6,
G8), Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial Rye Grass,
B03.002.004 600 Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*
Cwmecb annepreHoB TpaBbl: KOJTIOCOK OYLLINCTbIA, POXXb MHOTOMNETHSS,
TuModpbeeBka, poXb KynbTUBUPOBaHHasA, ByxapHuk wepctucToin, IgE (GP3
(G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass, Perennial Rye
B03.002.004 601 Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)*
Cwmecb annepreHoB AepeBbeB: OfbXa, newnHa obbikHOBEHHas, uBa, bepeaa,
oy6, IgE (TP (T2, T4, T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow,
B03.002.004 603 Birch, Oak, IgE)*
Cwmecb annepreHoB COpHOM TpaBbl: aMBpo3ns MOSbIHHONUCTHAS, MOJbIHb
0ObIKHOBEHHAS!, NOAOPOXHMK, Mapb benas, YepTononox pycckui, Ige (WP1
(W1, W6, W9, W10, W11), Weed Panel: Common Ragweed, Mugwort,
B03.002.004 604 English Plantain, Lamb's Quarters, Russian Thistle, IgE)*
A09.05.118 657 Bepesa, nbinbua, IgE (Birch, IgE, T3)
A09.05.118 640 Tonons, IgE (Cottonwood, IgE, T14)
A09.05.118 656 TumodpeeBka, nbinbua, IgE (Timothy Grass, IgE, G6)
A09.05.118 658 MonbiHb 0ObIKHOBEHHAS, NbinbLa, IgE (Mugwort, IgE, W6)
15.8. Onpeaenenune cneundpuueckux Igk: npodpeccuoHanbHble annepreHbl
(Determination of specific IgE: professional allergens)
A09.05.118 628 JlaTekc, IgE (Latex, 1gG, K82)
15.9. OnpegeneHune cneyndpunyeckmx IgG: nuwiesblie annepreHbl
(Determination of Specific IgG: Food Allergens)
Cwmecb nuweBbIx annepreHoB 1: anenbcuH, 6aHaH, 6roko, nepcuk, IgG
(FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach,
B03.002.004 6612 IgG)*
Cmechb nuLeBbIX annepreHoB 2: K1euK, MaHro, 6aHaH, aHaHac, IgG (FP50
(F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple,
B03.002.004 6611 IgG)*
Cwmecb nNuLweBbIX annepreHoB 3: CBMHUHA, KYPUHOE MSICO, FOBSIAMHA,
bapanuHa, IgG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken
B03.002.004 6613 Meat, Lamb, 1gG)*
B03.002.004 231ALL AHTUTEna knacca IgG K naHenu NuLEeBbIX annepreHoB
A09.05.118 6672 AHaHac, IgG (Pineapple, 19G, F210)
A09.05.118 6667 AnenbcuH, IgG (Orange, IgG, F33)
A09.05.118 6645 Apaxuc, 19gG (Peanut, I1gG, F13)
A09.05.118 6671 BanaH, 1gG (Banana, IgG, F92)
A09.05.118 6668 BapanuHa, IgG (Lamb, IgG, F88)
A09.05.118 6601 Beta-naktornobynuH, IgG (Beta Lactoglobulin, IgG, F77)
A09.05.118 6654 loBaauHa (F27), annepren-cneundunyeckme IgG (Beef, I9G, F27)
A09.05.118 6666 Mpenndpyt (F209), annepren-cneuundudeckue IgG (Grapefruit, IgG, F209)
peyHeBas myka (F11), annepreH-cneuundunyeckne IlgG (Buckwheat, IgG,
A09.05.118 6644 F11)
A09.05.118 6602 KaszeunH (F78), annepren-cneundudeckne IgG (Casein, 1gG, F78))
KanycTa kouyaHHas (F216), annepreH-cneuuduyeckune IgG (Cabbage, 19G,
A09.05.118 6649 F216)
A09.05.118 6657 Kaptodernsb (F35), annepren-cneundunyeckme 1gG (Potato, IgG, F35)
A09.05.118 6608 Kuen (F84), annepreHn-cneundundeckme IgG (Kiwi Fruit, IgG, F84)
A09.05.118 6659 KnybHuka (F44), annepreH-cneundudeckue IgG (Strawberry, IgG, F44)
A09.05.118 6648 Koposbe monoko (F2), annepren-cneundudeckue IgG (Milk, IgG, F2)
A09.05.118 6652 KpeseTku (F24), annepreH-cneuunduyeckme IgG (Shrimp, 1gG, F24)




KypuHoe msico (F83), annepreH-cneuundumyeckne IgG (Chicken Meat, IgG,

A09.05.118 6603 F83)
A09.05.118 6609 JiumoH (F208), annepreH-cneumnduyeckune IgG (Lemon, 1gG, F208)
A09.05.118 6670 Manro (F91), annepren-cneundudeckme IgG (Mango, IgG, F91)
A09.05.118 6656 Mopkosb (F31), annepreH-cneumndudeckue IgG (Carrot, 1IgG, F31)
A09.05.118 6661 OscsiHasa myka (F7), annepreH-cneundudeckume IgG (Oat, IgG, F7)
Mekapckune agpoxokn (F45), annepren-cneundudeckme IgG (Baker's Yeast,
A09.05.118 6664 IgG, F45)
A09.05.118 6669 Mepcuk (F95), annepreH-cneundunyeckme IgG (Peach, IgG, F95)
MueHble gpoxokn (F403), annepreH-cneundudeckme IgG (Brewer’s Yeast,
A09.05.118 6610 IgG, F403)
A09.05.118 6660 Mpoco (F55), annepreH-cneuunduyeckne IgG (Common Millet, IgG, F55)
A09.05.118 6658 MuweHnyHasa myka (F4), annepreH-cneuundudeckue IgG (Wheat, IgG, F4)
A09.05.118 6605 Puc (F9), annepren-cneundudeckue IgG (Rice, IgG, F9)
A09.05.118 6653 CeunuHa (F26), annepreH-cneuunduyeckue IgG (Pork, IgG, F26)
A09.05.118 6646 CoeBble 60661 (F14), annepreH-cneundudeckme IgG (Soybean, 1gG, F14)
A09.05.118 6607 Towmartbl (F25), anneprex-cneundunyeckune IgG (Tomato, IgG, F25)
A09.05.118 6655 Tpecka (F3), anneprex-cneuudmyeckue IgG (Codfish, 19G, F3)
A09.05.118 6650 ToikBa (F225), annepreH-cneuunduyeckue IgG (Pumpkin, IgG, F225)
A09.05.118 6647 ®dyHayk (F17), anneprex-cneuyndumyeckue IgG (Hazelnut, IgG, F17)
A09.05.118 6665 LLokonaga (F105), annepreH-cneundwmyeckne IgG (Chocolate, IgG, F105)
A09.05.118 6606 Abnoko (F49), anneprex-cneuuduyeckue IgG (Apple, 19G, F49)
A09.05.118 6643 Anunbi 6enok (F1), annepreH-cneunduyeckue IgG (Egg White, IgG, F1)
A09.05.118 6662 Anunbin xxentok (F75), annepren-cneunduyeckme IgG (Egg Yolk, 1IgG, F75)
MonekynspHoO reHeTu4eckoe uccrnegosaHve npuv pake tena matku (MSI,
A27.30.228 5511 POLE)
A27.30.229 5512 BoissneHue tpaHcnokaumn EML4ALK, ROS1 n mytaumn B reHe MET
A12.05.013 7313 KapvoTtvn nnoga (abopTHbIV MaTepuran)
OueHka cocTosiHUS MMKPOBUOLIEHO3a TONCTONO KULLEYHMKA, 16 nokasaTtenen
(HopModriopa, ycrnosHo-natoreHHas gnopa) metogom MNLUP. KONTOHO®INOP-
A26.19.069.001 |3347 16 (meTabonmam)
OueHka cocTosiHUSA MMKpOBMOLLEHO3a TONCTOrO K1LLIEeYHMKa, 16 nokasatenen
(HopModhriopa, yCrnoBHO-NaToreHHasi u natoreHHast goriopa) metogom lMNLP.
A26.19.069.001 |3348 KOJIOHO®JIOP-16 (61oueHo3)
CKpUHMHIoBOE MCCrnegoBaHue HamnpasneHHble Ha BbisBneHne metogom MNLP
BO3OyauUTENen KULLEYHbIX Napa3nmTo3oB (Nambnunosa, amebuasa,
A26.19.010 3349 ©nacToUMCTHOM MHBA3MKM, KpMNTOCNOPMANO3a, N30cnopo3sa). MNpoTo-CKpuH
"enbmo-ckpuH. CkpuHuHrosoe MU P-nccnegosaHne Bo3byanTtenen
renbMMHTO30B (3HTepobnosa, ackapnaosa, oudunnoboTprnosa, onMCcTopxosa,
A26.19.010 3355 TEeHWNo3a)
A27.30.223 777722 MyTtauun B reHe POLE
A27.30.052 777723 MyTtauun B reHe IDH2
A27.30.051 777724 MyTtauun B reHe IDH1
A27.30.184 777725 MyTtauus PIK3CA
A27.30.057 777727 Onpepenenne metnnmposaHus reHa MGMT
OnpepneneHune pacnpoctpaHeHHbix MyTauuii reHos BRCA1,BRCA2 nipu pake
A27.05.040 560 MOJTOYHOM Xenes3bl N SIMYHMKOB B BUONCUMHOM MaTepuane
A27.05.062 562 Onpepgenenne mytaumn B 18,19.20, 21 ak3oHax reHa EGFR
A27.30.001 574 Onpegenenne MukpocaTennmMTHon HectabunsHocTn (MSI)
A27.30.017 577 OnpepneneHune nepectpoek reHa ALK
A27.30.018 578 OnpepeneHne nepectpoek reHa ROS1
15.10. Onpepenexue cneumndpuueckux IgG: 6biToBble annepreHbl
(Determination of Specific IgG: Household Allergens)
Cwmecb annepreHos nnecenu: Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG (MP1 (M1,
M2, M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium
B03.002.004 6619 herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, 1gG)*




B03.002.004

6614

MneceHb Penicillium notatum (M1), annepren-cneundudeckme 1gG
(Penicillium notatum, IgG, M1)

B03.002.004

6615

MneceHb Cladosporium herbarum (M2), annepreH-cneundunyeckme IgG
(Cladosporium herbarum, IgG, M2)

B03.002.004

6618

MneceHb Alternaria tenuis (M6), annepren-cneumdudeckue IgG (Alternaria
tenuis, IgG, M6)

A09.05.118

6632

Knew, Dermatophagoides pteronyssinus (D1), annepreH-cneunduyeckme IgG
(Dermatophagoides pteronyssinus, 1gG, D1)

A09.05.118

6633

Knew, Dermatophagoides farinae (D2), annepren-cneundunyeckune IgG
(Dermatophagoides farinae, 1gG, D2)

B03.002.004

6616

MneceHb Aspergillus fumigatus (M3), annepren-cneundu4yeckume IgG
(Aspergillus fumigatus, 19G, M3)

15.11. OnpepgeneHune cneundpuyecknx IgG: annepreHbl X KUBOTHbIX
(Determination of Specific IgG: allergens of Animal Origin)

A09.05.118

6638

Kowka, snutenun (E1), annepren-cneumdgunyeckue IgG (Cat Dander-
Epithelium, 1gG, E1)

A09.05.118

6639

Cobaka, anutenun (E2), annepren-cneundudeckme IgG (Dog Epithelium,
IgG, E2)

16.1. CBeToonTUUYECKOE UCC/ieg0BaHUe cnepmaTto3ongos (Optical Study of
Spermatozoa)

A27.21.001

595

Wceneposanue dparmeHTaumm HK B cnepmatosomaax metogom TUNEL
(Sperm DNA Fragmentation, TUNEL)

16.2. 1eKTPOHHO-MUKPOCKONUUYeckoe nccnepgosaHue cnepmoli (Electron-
Microscopic Study of Sperm)

B03.053.002

594

OneKTpPOHHO-MUKpPOCKONUYecKoe uccregoBanne cnepmartosongos (OMUC)
(Electron-Microscopic Study of Sperm)

16.3. AHTUCNepmanbHble aHTUTeNa (Antispermatozoal Antibodies)

A12.06.028

597

MAR-TecT, IgA (konnyecTBeHHOE onpeaeneHne HanM4Yusi/oTCyTcTBUS
aHTMCnepMarbHbIX aHTUTEeN Kracca A ¢ NCMONb30BaHNEM MaTeKCHbIX YacTu
Ha noBepxHocTu cnepmartosongos) (MAR-test — Mixed Antiglobulin Reaction,

IgA)

A12.06.028

598

MAR-TecT, IgG (konuyecTBeHHOe onpeaeneHne Hanu4ns/oTCyTCTBUS
aHTMCnepMarbHbIX aHTUTen krnacca G ¢ CNonb3oBaHMEM NaTeKCHbIX YacTuy,
Ha noBepxHocTu cnepmartosongos) (MAR-test — Mixed Antiglobulin Reaction,

19G)

A09.20.012

224

AHTUTena aHTUcnepMarneHble B cnepme (Anti-Spermatozoa Antibodies, ASA,
Semen)

A09.20.012

223

AHTUTena aHTUCcnepMarbHble B CbiIBOPOTKe kpoBu (Anti-Spermatozoa
Antibodies, ASA, Serum)

17.1. XXuaKocTHasa uutonorua, okpawmsaHue no NanaHukonay (Liquid-
Based Cytology, LBC, Pap-Test)

A08.20.017.002

518

XKugkocTtHast yutonorus. Lintonormnyeckoe nccnegosaHne buomarepuana
Lwerikn matkm (okpalwumBaHue no MNManaHukonay, TexHonorus ThinPrep ®)*

17.2. OKpawwueaHue no NanaHukonay ? Pap-tect (Papanicolaou Stain)

A08.20.017

517

Lintonornyeckoe nccnegosaHue buomarepuana LenkM MaTk1 (OKpaluvMBaHue
no NanaHwukonay, Pap-tecT) (Cytological Examination: Cervix, Pap-test)

A08.20.020

519

LinTonornyeckoe nccnegosaHue buomatepuana cockoboB ByIbBbI 1
Bnaranvua, Kpome Lieviku maTku (okpawmBanue no lNManaHukonay, Pap-tecT)

17.3. OKpawwusaHue no PomaHosckomy-IFmmse (Romanowsky-Giemsa
Stain)

A08.17.002

500

LinTonornyeckoe nccnegoBaHme Matepuarna, nony4eHHoro npu
XUPYPrMYeCcKMX BMeLLaTenbCTBax U ApYrmx CPOYHbIX NCCNEAOBaHUSX
(Cytological Examination of Material Obtained during Surgical Procedures and
Other Urgent Research)




A08.01.002

502

MccnepoBaHme cockoOOB M OTNEYATKOB C MOBEPXHOCTU KOXKM U CITM3UCTbIX
(Examination of Scrapings and Prints of Skin and Mucous Membranes)

A08.03.001

503

MccnegosaHme cockoBoB 1M OTNEYaTKOB ONyxonemn u onyxonenogobHbIx
ob6pasoBaHun (Examination of Scrapings and Prints Tumor and Tumor Like
Formations)

A08.17.002

5043H0

VMccnepgoBaHme aHgockonmdeckoro Mmatepmana (Examination of Endoscopic
Material)

A08.09.008

504CBEP

MccnegoBaHusa NpomblBHBIX Bog OpoHxoB (MccnegoBaHue CMbIBOB C
6poHxoB) (Examination of Bronchial Washouts)

A08.20.017

505

WccnepoBaHue cockobOB LIENKU MaTKW M LLepBUKanbHOro kaHana
(Examination of Scrapings: Cervix and Cervical Canal )

A08.20.017

5056

LinTonornyeckoe nccnegoBaHue anUTENNS WEKKU MaTKU C ONMCAHMEM MO
TepmuHornornyeckon cucteme betecaa (The Bethesda System ? TBS)
(Cytological Examination of Cervical Epithelium with Description on The
Bethesda System, TBS)

A08.20.004

506ACI1

Vccneposanve acnvparta us nonocty MaTku (Masku) (Examination of Uterine
Aspiration )

A08.20.017

506BMC

WccneposaHve otnevyatka ¢ BHyTpMMaToyHou cnupanu (BMC) (Examination
of Imprint Intrauterine Device, IUD)

A08.28.012

507MOY

Wccneposanve moun (Examination of Urine)

A08.20.015

507MXE

ViccnepoBaHue BbiaeneHui 13 Mono4vHom xernesbl (Examination of Breast
Discharge)

A08.30.028

507T3C

ViccnegoBaHme TpaHccyaaToB, aKccyaaToB, cekpeToB (Examination of
Transudates, Exudates, Secrets)

A08.09.011

508

Wcecnegosarme mokpoTbl (Examination of Sputum)

A08.20.015

509MXE

VMccnepoBaHve nyHKTaTOB MOJIOYHOM xxenesbl (Examination of Punctates:
Breast)

A08.01.002

509KOX

VMccneposanve nyHkTaToB Koxm (Examination of Punctates: Skin)

A08.30.003

510

MccnegosaHve nyHKTaToOB OPYrMx opraHoB U TkaHen (Examination of
Punctates: Other Organs and Tissues)

A08.22.004

5106

Lintonornyeckoe uccnegoBaHue nyHKTata LUMTOBUOHOW Xenesbl ¢
onucaHwem no TepMuHonornyeckon knaccudukauum betecaa (The Bethesda
System for Reporting Thyroid Cytopathology (TBSRTC), Fine-Needle
Aspiration (FNA))

A08.08.002

512

Lintonornyeckoe uccnegoBaHue cockoba (Maska) cnmsmcTon o6onouku
nonoctu Hoca (ogHa nokanusauus) (Cytological Examination: Scrapings
(Smear) of Nasal Mucous Membrane (1 Localization))

A08.16.007

514

WccnegosaHue aHaockonnyeckoro matepuana Ha Hanvyue Helicobacter
pylori (Examination of Endoscopic Material: Presence of Helicobacter pylori)

17.4. KoHcynbTauua rotoBbix npenaparos (Cytological Examination of
Early Stained Slides with Cytological Smear)

A08.30.007

5000

KoHcynbTaums roToBbIX LUTONOMMYECKUX NpenapaToB (O4HO CTEKIO)
(Consultation of Finished Cytological Preparations (1 Glass))

18.1. Tuctonoruyeckne nccnepoBaHUA C OKpaMBaHUEM FreMaTOKCUANH-
so3uHom (Histology, hematoxylin and eosin stain (H&E stain, HE stain))

A08.30.046

511

"'mcTonornyeckoe ncecnegoBaHme GUONCUMHOrO MaTepuana u
mMaTepuana,nofly4eHHOro Npu XMpypruyecknx
BMeLlaTenbCTBax(3HAOCKONMMYECKOro MaTepuana;TKaHew >XeHCKON NOoroBON
CUCTEMbI;KOXW,MSATKUX TKaHEW;KPOBETBOPHOMN N NMMAONAHON TKAHEN;KOCTHO-
XpSALLEBOW TKaHu)*

A08.01.001

534

BuoncuitHasa gnarHoctyka AepmaTo30B - MOpdONornyeckoe nccregoBaHme
OvonTaToB B LIENsiX ANarHoCTUKN 3aboneBaHnii Koxn (Kpome
HoBoobOpa3soBaHuit) (Pathology of skin biopsyes)*

A08.16.007

524

"acTpuT, accounnpoBaHHbi ¢ Helicobacter pylori (rnctonornyeckmn
npoduns) (Helicobacter pylori Associated Gastritis)*




A08.16.002

516

MmcToxummyeckoe uccnenosanune Helicobacter pylori (crnmab) (Helicobacter
pylori, Mucus, Histochemical Study)*

A08.30.006

5110

KoHcynbTaums roToBbIX rmcronorndyeckux npenapatos (1 cTekno + 1 6nok)
(Consultation of Finished Histological Preparations (1 Glass + 1 Block))

18.2. UMmyHoructoxmmmuyeckme uccnegosaHua (Immunohistochemical
Examination)

A08.30.004

PLUM-I"

VIMMYHOMMCTOXMMMUYECKUIA CKPUHUHT paka LUENKN MaTKu — UccnegoBaHme AByxX
MapKepoB ANS paHHEN ANarHOCTMKM OMCNa3nmn C BbICOKOW CTENEeHbIo p1cka
o3nokadecTteneHus: p16INK4a + Ki-67 (6uomaTtepman omMkCMpoBaHHbIV B
dopmanuHoBom Oydepe)

A08.30.013

PLUM-B

VIMMYHOMMCTOXMMUYECKUIA CKPUHVHT paka LUEeNKN MaTKu1 — uccnegoBaHme AByX
MapKepoB AN paHHEN AUarHOCTMKM AUCNNA3nMu C BbICOKOW CTENeHbIo pucka
osrnokavecTteneHus: p16INK4a + Ki-67 (buomaTtepman, UKCUPOBaHHbIN B
napadguHoBom bnoke) (Cervical Cancer — Study of Two Markers for Early
Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Paraffin Block))

B03.027.007

PMX-I"

Pak Mono4yHom xenesbl — KOMMSIEKCHbIN MMMYHOIMCTOXMMUYECKNIA Npoduniib
(6nomatepuan, mkcmMpoBaHHbIN B hopmanuHoBom Bydepe) (Breast Cancer,
Immunohistochemistry, IHC (Formalin-Fixed Biomaterial))

B03.027.007

PM>X-B

Pak Mono4yHom xenesbl — KOMMSIEKCHbIN MMMYHOIMCTOXMMUYECKNIA Npoduniib
(buomaTtepuan, dukcmpoBaHHbIN B napaduHoBom bnoke) (Breast Cancer,
Immunohistochemistry, IHC (Paraffin-Embedded Tissue Block))

A08.30.034

525

PeuenTtopbl kK acTporeHam 1 NporectepoHy, UMMYHOTMCTOXUMMUYECKOE
nccrnegoBanue (Estrogen and Progesterone Receptors,
Immunohistochemical Study)*

A08.30.034

5251

PeLenTopbl K 3CTporeHam 1 NporecTepoHy, UMMYHOTMCTOXMMUYECKOE
nccrnegosaHue (bromatepunan, PUKCMPOBaHHbIN B NapacmHoBom Boke)
(Estrogen and Progesterone Receptors, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

A08.30.013

51111TX

Ki-67 (MIB-1) akcnpeccusi, UMMYHOTMCTOXUMUYECKOE UccrneaoBaHue: oLeHka
nponudepaTMBHON akTMBHOCTM No akcnpeccun Ki-67 (buomatepman,
dmKcMpoBaHHbIV B hopmanvHoBom 6ydepe) (Ki-67 (MIB-1) Expression,
Assessment of Proliferative Activity by Expression Ki-67,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

A08.30.013

5222NT'X

Ki-67 (MIB-1) akcnpeccusi, UMMYHOrMCTOXUMUYECKOE UCCregoBaHne: oueHKa
nponudepaTMBHON akTUBHOCTM No akcnpeccun Ki-67 (buomatepuman,
dmkcmpoBaHHbI B napaduHosom 6noke) (Ki-67 (MIB-1) Expression,
Assessment of Proliferative Activity by Expression Ki-67,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

A08.30.013.001

51121TX

HER2/neu akcnpeccuda, HER2-ctatyc, MMMYHOrMCTOXUMUYECKOE
nccrnegosanue, UMX (buomatepuan UKCMpoBaHHbIN B opMannHOBOM
6ydepe) (HER2/neu Expression, HER2 Status, Immunohistochemical Study
(Fixed Biomaterial in Formalin Buffer))*

A08.30.013.001

530FISH

OnpepneneHne HER2 ctaTyca onyxonu MeTogoM MMMYyHO(NyopeCcLLeHTHON
rmbpugusaumm in situ (FISH) (Determination of HER2 Status of Tumor,
Fluorescence In Situ Hybridization)

B03.027.020

532X

Pak npegcratenbHOM xenesbl — KOMMAIEKCHOE MMMYHOTMCTOXMMUYECKOE
nccnegoBaHWe ¢ OLEHKOM akcnpeccuu: anbda-meTtunaunn-KoA-pauemasbl
(P504S, AMACR), untokepaTvHOB BbICOKOro MornekynspHoro Beca (34?7E12),
6enka p63 (Prostate cancer — complex immunomorphological examination
using assessment of the expression AMACR, high molecular weight
cytokeratin (34?E12), p63)*




B03.027.020

533UIMX

Pak npegcratenbHoOM xenesbl — KOMMIEKCHOE MMMYHOTMCTOXMMUYECKOE
nuccneaoBaHue ¢ OLEHKON akcnpeccuu: anbga-metunaumn-KoA-pauemasbl
(P504S, AMACR), untokepaTMHOB BLICOKOrO MOJIEKyrsipHOro Beca (347E12),
benka p63 (Prostate cancer — complex immunomorphological examination
using assessment of the expression AMACR, high molecular weight
cytokeratin (34?E12), p63)

A08.30.013.001

5113UTX

HER2/neu akcnpeccus, HER2-ctatyc, MMMYyHOIMCTOXMMUYECKOE
uccneposaHue, NMX (6romartepuan, uKkCMpoBaHHbIN B napacrMHOBOM
onoke) (HER2/neu Expression, HER2 Status, Immunohistochemical Study
(Fixed Biomaterial in Paraffin Block))

A08.30.013

5114UT'X

MIMMyHOrMCTOXMMMYECKasa AMarHOCTUKa XPOHMYECKOro aHAOMEeTpuUTa —
BbIsiBNEHWE nna3maTtnyeckux knetok (CD138) (buomartepuan,
doukcnpoBaHHbI B hopmanmHoBom 6ydepe) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Formalin Buffer))*

A08.30.013

5115U1I'X

VMIMMyHOrmcTtoxmmmnyeckas AuarHocTnka XpoHM4eCcKoro aHaoMeTpuTa —
BbISIBIIEHME nNnasmaTtnyeckmx knetok (CD138) (buomatepuan,
hmkcmpoBaHHbI B napaduHosom brnoke) (Chronic Endometritis, Identification
of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed Biomaterial
in Paraffin Block))

A08.30.013

5116UIX

MIMMyHOrMCTOXMMUYECKOE MCCINeAoBaHME MapKepa paHHen AMarHOCTUKM
amncnnasum ¢ BbICOKOW CTEMEHbIO pucka o3nokavectereHus: p16INK4a
(buomaTtepuan, dukcmMpoBaHHbIN B hopmanuHoBoM 6ydepe) (Early Diagnosis
Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

A08.30.013

5117UIX

MMMyHOrMCTOXMMMYECKOE MCCeaoBaHne Mapkepa paHHen AMarHOCTUKM
Aucnnasnm ¢ BbICOKOW CTEMNEHbI0 pucka oarnokavecteneHuns: p16INK4a
(buomaTtepuan, dukcmpoBaHHbIN B napaduHosom bnoke) (Early Diagnosis
Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

A08.30.013

5118UI'X

MmmyHornctoxummdeckoe (UIMX) nccnegosaHue: guarHocTuka
numdonponudepaTuBHbIX 3abonesaHuit (bomaTepuan, 3aKnYeHHbIN B
napacpmHoBbI 6510K) (Immunohistochemical diagnosis of lymphoproliferative
diseases (Tissue Embedded in Paraffin Block))

A08.30.013

5119UNI'X

MmmyHornctoxummdeckoe (UIMX) nccnegosaHue: guarHocTuka
numdonponudepaTuBHbIX 3abonesaHuin (buomatepuan, PUKCMPOBAHHbLIV B
dopmanuHoBom Bydepe) (Immunohistochemical diagnosis of
lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*

A08.30.013

5120M1IX

UmmyHornctoxnmmdeckoe (UIMX) nccnegosaHune: gMarHOCTMKa rmctoreHesa
MeTacTa3oB Mpu HeyCTaHOBNEHHOM MePBUYHOM oyare (CneKkTp MapKkepoB Ans
BbISIBIIEHNS TKAHEBOW NpuHagnexHocTn) (bromaTtepman, 3aknioyYeHHbIV B
napacpmHoBbI 6510K) (Immunohistochemical diagnosis in cancer metastasis
of unknown primary origin (Tissue Embedded in Paraffin Block))

A08.30.013

5121NTX

UmmyHornctoxmmmdeckoe (UIMX) nccnegosaHune: gMarHOCTMKa rmcToreHesa
MeTacTa3oB Mpu HeyCTaHOBNEHHOM MePBUYHOM oyare (CrekTp MapKkepoB Ans
BbISIBIIEHWS TKAHEBOW NpuHagnexHoctun) (brnomatepman, UKCUPOBaHHBIN B
dopmanuHoBom Bydepe) (Immunohistochemical diagnosis in cancer
metastasis of unknown primary origin (Fixed Biomaterial in Formalin Buffer))*

A08.30.013

535

OundpdbepeHumnansHasa gnarHoctuka MenaHoMbl, UMMYHOTMCTOXMMUYECKOE
(IrX) nccnepgosaHue, oueHka akcnpeccun S-100, Melan A (MART-1), HMB-
45, SOX-10 (IHC verification of malignant melanoma using assessment of the
expression S-100, Melan A (MART-1), HMB-45, SOX-10)*




OnddepeHumanbHas gMarHoCcTUKa MenaHoMbl, UMMYHOTMCTOXMMUYECKOE
(IX) nccnepgoeaxne, oueHka akcnpeccun S-100, Melan A (MART-1), HMB-
45, SOX-10 (IHC verification of malignant melanoma using assessment of the

A08.30.013 536 expression S-100, Melan A (MART-1), HMB-45, SOX-10)

MmmyHornctoxmmmdeckoe nccnegosanue (1 mapkep): yrodnsowee UIMX-
A08.30.013 537 nccregoBaHne ¢ UCnofb3oBaHveM 1 aHTutena (Mapkepa)

19.1. UurtoreHeTuueckue uccneposanus (Cytogenetic Examination)

WMccneposaHue kapnoTtuna (KONMYeCTBEHHbIE U CTPYKTYPHbIE aHOManmm
A12.05.013 7811 xpomocom) (Karyotype)

Uccneposarue kapnotuna (KonmyecTBeHHbIE U CTPYKTYPHbIE aHOManuu
A08.30.029 7312 XpPOMOCOM) C 00A3aTeNbHON BblAayen Kapuorpammbl

20.1. OHKorematonoruyeckue uccnegosaHusa (Oncohematological

Examination)

LintoreHeTnyeckunin aHanm3 KneTok KOCTHOro moara (kapmotun) (Cytogenetic
B03.019.001 777731 analysis of bone marrow (karyotype))

AHanus xumepHoro reHa BCR/ABL - t(9;22), onpegenexHve tuna

TpaHckpunta BCR/ABL reHa - MLUP, kadecTs. (Analysis of chimeric gene BCR-

ABL - 1(9;22), assessment of the BCR-ABL gene transcript type, PCR,
A27.30.070 777732 gualitative)

AHanua otHocuTenbHon akcnpeccun reHa BCR/ABL -konnyectBeHHas RQ

MupP (MNUP B peansHom BpemeHu, konud.) (Analysis of the BCR/ABL relative
A27.30.069 777733 expression, RQ-PCR, quantitative)

Wccneposanne mytaumoHHoro ctatyca BCR-ABL reHa (meTog npsimoro

cekBeHunpoBaHus no CaHrepy) (BCR-ABL1 Mutation Analysis using direct
A27.30.069 777741BCl| Sanger sequencing, qualitative)

AHanus xumepHoro reHa BCR-ABL (FISH, konwny.) (Analysis of chimeric gene
A27.30.070 777734 BCR-ABL, FISH, quantitative)

AHanus nepectpoek reHa FGFR1 (FISH, konuy.) (Analysis of gene
A27.30.346 777735 rearrangements FGFR1 (FISH, quantitative))

AHanus nepectpoek reHa PDGFR?(FISH, konuy.) (Analysis of gene
A27.30.013 777736 rearrangements PDGFR? (FISH, quantitative))

AHanus xumepHoro reHa FIP1L1/PDGFR?(FISH, konuny.) (Analysis of
A27.30.013 777737 chimeric gene FIP1L1/PDGFR? (FISH, quantitative))

AHanus mytauun B 12 ak3oHe JAK2 rena (MUP, kay.) (Analysis of JAK2 Exon
A27.05.012 777738 12 mutations (PCR qualitative))

AHanus mytauum n geneumm B reHe MPL (MUP, kay.) (Analysis of MPL gene
A27.05.021 777739 mutations, deletions, (PCR qualitative))

AHanus mytauun, geneunn, uHcepumn B reHe CALR (MUP, kay.) (Analysis of
A27.05.021 777740 CALR gene mutations, deletions, insertions, PCR, qualitative)

KapuoTtun oHkoremaTonornyeckun (Karyotype, Hematologic Disorders,
A12.05.013 777769KQ |Peripheral Blood)

AHanus xumepHoro reHa PML/RAR? -t(15;17) (MUP, kay.) (Analysis of
A27.30.090 777742PMl chimeric gene PML/RAR? -t(15;17) (PCR, qualitative))

AHanus xumepHoro reHa RUNX1/RUNX1T1 -1(8;21) ( MUP, kay.) (Analysis of
A27.30.414 777743RUNchimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative))

AHanuns xumepHoro reHa CBF?/MYH1- inv(16),t(16;16) (MNUP, ka4) (Analysis
A27.30.089 777744CBHof chimeric gene CBF?/MYH1- inv(16),t(16;16) (PCR, qualitative))

AHanuns nepectpoek 5 xpomocomsl (FISH, konuy.) (Analysis of chromosome 5
A27.30.426 777753Q5 |rearrangements (FISH, quantitative))

AHanuns nepectpoek 7 xpomocomsl (FISH, konund) (Analysis of chromosome 7
A27.30.422 777748Q |rearrangements (FISH, quantitative))

AHanuns nepectpoek MLL reHa (FISH, konu4.) (Analysis of MLL gene
A27.30.413 777749MLLrearrangements (FISH, quantitative))

AHanus nepectpoek 3q (FISH, konuy.) (Analysis of 3q rearrangements (FISH,
A27.30.421 7777473Q |quantitative))

AHanus geneuunn 12p (FISH, konwny.) (Analysis of 12p deletion (FISH,
A27.30.415 777751P |quantitative))




A27.30.415

777752Q20

AHanus geneuun 20q (FISH, konny.) (Analysis of 20q deletion (FISH,
guantitative))

A27.30.100

77774A5MLL

AHanua xumepHoro reHa MLL/AF4 -t(4;11) (MUP, kau.) (Analysis of chimeric
gene MLL/AF4 -t(4;11) (PCR, qualitative))

A27.30.131

TT77TA6E2A

AHanus xumepHoro reHa E2A/PBX1 - t(1;19) (MUP, kau.) (Analysis of chimeric
gene E2A/PBX1 - 1(1;19) (PCR, qualitative))

A27.30.415

777791TPH

AHanus geneuun TP53 rena (FISH, konuy.) (Analysis of TP53 gene deletion
(FISH, quantitative))

A27.30.415

777T754TPH

AHanus geneuun TP53 rena (FISH, konuy.) (Analysis of TP53 gene deletion
(FISH, quantitative))

A27.30.424

777755IGH

AHanuns nepectpoek IGH reHa (FISH, konuy.) (Analysis of IGH gene
rearrangements (FISH, quantitative))

A27.30.144

77T7756TH

AHanua TpaHcnokaumm t(4;14)(p16;932) (FISH, konu4.) (Analysis of
translocation t(4;14)(p16;q32) (FISH, quantitative))

A27.30.110

777757TQ(

AHanua TpaHcnokaumm t(11;14)(q13;932) (FISH, konu4.) (Analysis of
translocation t(11;14)(q13;932) (FISH,quantitative))

A27.30.416

777792DEL

AHanua moHocomumn, geneunn 13 xpomocomsl — (del(13), -13) (FISH, konuny.)
(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)
(FISH,quantitative))

A27.30.427

777758DEL

AHanua moHocomuu, geneunmn 13 xpomocomsl — (del(13), -13) (FISH, konuny.)
(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)
(FISH,quantitative))

A27.30.424

777793IGH

AHanus TpaHcnokauum t(14;16) (IGH/MAFB) (FISH, konn4.) (Analysis of
translocation t(14;16) (IGH/MAFB) (FISH,quantitative))

A27.30.424

777759I1GH

AHanus TpaHcnokauum t(14;16) (IGH/MAFB) (FISH, konn4.) (Analysis of
translocation t(14;16) (IGH/MAFB) (FISH,quantitative))

A27.30.423

7T7T761ATN

AHanus nepectpoek ATM reHa (FISH, konny.) (Analysis of ATM gene
rearrangements (FISH, quantitative))

A27.30.425

777762Q12

AHanus Tpucomun 12 xpomocomsl (+12) (FISH, konuny.) (Analysis of
chromosome 12 trisomy (FISH, quantitative))

A27.30.419

777774TQ(

AHanns Bcex cneumndunyeckmx abeppauuin Ha napadgmHOBbLIX cpe3ax
(rnctoFISH, konmny.) (Analysis of all specific aberrations on paraffin slides
(FISH Histology, quantitative))

A27.30.110

777790TQ

AHanus TpaHcnokaumm t(11;14)(q13;932) Ha napadnHOBbIX cpe3ax
(rmctoFISH, konuy.) (Analysis of translocation t(11;14)(q13;q32) on paraffin
slides (FISH Histology, quantitative))

A27.30.424

777763TQ(

AHanus TpaHcnokauum t(11;18)(q21;921) (FISH, konuy.) (Analysis of
translocation t(11;18)(q21;921) (FISH, quantitative))

A27.30.148

777764BCL

AHanuns nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konny.) (Analysis of
BCL- 6 gene rearrangements (der(3)(g27) (FISH, quantitative))

A27.30.148

777771BCL

AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napadnHOBLIX cpe3ax
(TucToFISH, konuy.) (Analysis of BCL- 6 gene rearrangements (der(3)(q27))
on paraffin slides (FISH Histology, quantitative))

A27.30.096

777765MY(

AHanus nepectpoek MYC reHa ( 1(8;14)(924;932)-1(2;8)(p11;924), t(8
;22)(q24;911)) (FISH, konuy.) (Analysis of MYC gene rearrangements
(t(8;14)(q24;932)-1(2;8)(p11;924), t(8 ;22)(g24;q11) (FISH, quantitative))

A27.30.420

777766TQ(

AHanus TpaHcnokauuu t(2;5)(p23;935) (FISH, konuny.) (Analysis of
translocation t(2;5)(p23;935) (FISH, quantitative))

A27.30.420

T77772TP(Q

AHanus TpaHcnokauum t(2;5)(p23;935) Ha napaduHoBbIX cpe3ax (rmcToFISH,
konwnd.) (Analysis of translocation (2;5)(p23;q35) on paraffin slides (FISH
Histology, quantitative))

A27.30.148

777767BCL

AHanus nepectpoek BCL2 reHa
t(14;18)(q32;921),t(2;18)(p11;921),1(18;22)(921;q11) (FISH, konu4.) (Analysis
of BCL2 gene rearrangements
1(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(921;q11) (FISH, quantitative))

A27.30.148

777773BCL

AHanus nepectpoek BCL2 reHa Ha napadmHoBbIx cpe3ax (rmcTtoFISH,
konun4.) (Analysis of BCL2 gene rearrangements on paraffin slides (FISH
Histology, quantitative))




A27.05.012

7262S1-PH

Mapkep pa3BuTusi Ph’-HeratMBHbIX XpPOHUYECKNX MUenonponmdepaTMBHbIX
3aboneBaHui (XMI13): kayecTBeHHasi OLeHKa Hanm4ns cCoMaTmuyecKkomn
myTauumn 617F reHa JAK2 (Marker of Ph-negative Chronic Myeloproliferative
Disorders (cMPD): qualitative assessment of presence of gene JAK2 617F
somatic mutation)

21.2. O6pas xu3Hu u reHeTnyeckune dpakrtopsol (Lifestyle and Genetic
Factors)

A27.30.263

110IT1

Moarotoska k onepauuun (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation
for Surgery (Genes MTHFR, MTRR, MTR, F2, F5))

A27.30.263

110IT1/63

MoaroTtoska k onepauun (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus
pe3ynbTaToB BpavoM-reHeTukom) (Preparation for Surgery (Genes MTHFR,
MTRR, MTR, F2, F5) (without Description))

21.3. PenpoayKtusHoe 3goposbe (Reproductive Health)

A27.30.297

7252AZFI|

HapyweHusa cnepmaToreHesa, 6 mapképoB (Mukpoaeneumm nokyca AZF)
(Spermatogenesis disorders (6 AZF))

A27.30.297

725263

Hapywenusa cnepmaToreHesa, 6 mapképoB (Mukpoaeneuun nokyca AZF) (6e3
onncaHusi pe3yrnbTaToB reHeTUKOM)

A27.30.291

109IT1

XeHckoe becnnogue n ocrnoxHeHne 6epemeHHocTn (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD, HLA II; kapnoTtun) (Female Infertility,
Pregnancy Complication (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA II; Karyotype))

A27.30.262

108IT1

Xouy cTaTb Mamoi: ocrnoxxHeHus 6epemeHHocTu (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD))

A27.30.262

108IT1/63

Xouy cTaTb MaMow: ocnoxHeHus 6epemeHHocTn (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (6e3 on1caHusi pe3ynbTaToB Bpa4oM-
reHeTmkom) (Want to Become a Mother: Pregnancy Complications (Genes F2,
F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))

A27.30.282

13111

CKnoHHOCTb K TPOMB03aM Npu 6epeMeHHOCTU: MUHUManbHas NaHenb (reHbl
F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5))

A27.30.268

131IT1/63

CKIMOHHOCTb K TpOMB03aM npu 6epemMeHHOCTU: MUHMMarbHas naHenb (reHbl
F2, F5) (6e3 onucanns pesynbTaToB BpavyoM-reHeTkom) (Thrombotic
Tendency in Pregnancy: Minimum (Genes F2, F5) (without Description))

A27.30.270

1401

MpuBbIYHOE HEBbIHALLMBAHNE BEPEMEHHOCTHU, B T. Y. CKITOHHOCTb K
Tpombo3am npu GepeMeHHOCTU: paclumpeHHas naxens (reHsl MTHFR,
MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic Tendency in
Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

A27.30.270

140l /B3

MpuBbIYHOE HEBbIHALLMBAHNE BEPEMEHHOCTHU, B T. Y. CKITOHHOCTb K
Tpombo3am npu GepeMeHHOCTU: paclumpeHHas naxens (reHsl MTHFR,
MTRR, MTR, F2, F5) (6e3 onncaHus pe3ynbTatoB Bpa4oM-reHETUKOM)
(Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

A27.30.269

13711

Bo3HUKHOBEHME M30MMpPOBaHHbIX MOPOKOB pa3BuTus y nnoaa (reHsl MTHFR,
MTRR, MTR) (Isolated Malformations in Fetus (Genes MTHFR, MTRR,
MTR))

A27.30.269

1371T1/63

Bo3HUKHOBEHME M30MMpPOBaHHbIX MOPOKOB pa3BuTus y nnoaa (reHsl MTHFR,
MTRR, MTR) (6e3 onucaHus pesynbtatoB Bpadyom-reHeTukoM) (Isolated
Malformations in Fetus (Genes MTHFR, MTRR, MTR) (without Description))

A27.30.271

14111

TpomBoTUYECKNE OCITOXKHEHUSA NPY CTUMYNALMK oBYNAUuK (reHbl F2, F5)
(Thrombotic Complications of Ovulation Induction (Genes F2, F5))

A27.30.271

1411T1/B3

TpomBoTU4EeCKNe OCIOXHEHUSA NPY CTUMYNALUMK oBYnAuuK (reHbl F2, F5) (6es
onucaHus pesynbTatoB BpaydoMm-reHeTukom) (Thrombotic Complications of
Ovulation Induction (Genes F2, F5) (without Description))

A27.30.294

10711

Myxckoe 6ecnnogune (reHol AR, CFTR; AZF-pervoH; kapuotun) (Male Sterility
(Genes AR, CFTR; AZF-Region; Karyotype))




A27.30.284

14601

"eHeTnyeckne cakTopbl Myxckoro 6ecnnoamns (redsl AR, CFTR; AZF-pervnoH)
(Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-Region))

A27.30.297

76611

HapyweHusa cnepmaToreHesa: paclumpeHHasi naHenb (AZF-pernoH)
(Impairment of Spermatogenesis: Full Panel (AZF-Region))

A27.30.297

7661653

HapyweHusa cnepmaToreHesa: paclumpeHHas naHens (AZF-pernoH) (6e3
onncaHus pesynbTaTtoB BpadoM-reHeTnkom) (Impairment of Spermatogenesis:
Full Panel (AZF-Region) (without Description))

B03.070.457

118IT1/63

OnacHocTb Npy Npueme oparbHbIX KOHTpauenTuBoB (reHbl F2, F5) (6e3
onucanus pesynbtatoB BpadoM-reHeTukom) (Risk of Oral Contraceptives,
OCs (Genes F2, F5) (without Description))

A27.30.295

1201

O6wmeH donuesoin kucnotol (reHsl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

A27.30.295

120IT1/63

O6wmeH donueson kucnotol (reHsl MTHFR, MTRR, MTR) (6e3 onucaHus
pe3ynbTaToB BpavoM-reHeTukom) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR) (without Description))

B03.070.461

118IT1

OnacHocTb Npu Npueme oparnbHbIX KOHTpauenTneoB (reHbl F2, F5) (Risk of
Oral Contraceptives, Ocs (Genes F2, F5))

21.4. HLA-TunuposaHue u pesyc-¢paktop (HLA (Human Leukocyte
Antigens) Typing and Rh factor)

A27.30.431

7821RH

Onpepgenenne pesyc-aktopa (Rh factor Definition)

A12.05.007.004

7207TPOI

OnpepneneHune reHotuna pesyc-pakropa (RH factor Genotype)

A12.05.007.004

720763

OnpepneneHne reHoTuna pesyc-cakropa (6e3 onmcaHmsa pesynbTaToB BpayoMm-
reHeTnkom) (Genotype of RH factor Definition (without Description))

A27.30.276

3314GR

Pesyc-daktop nnoga. Beisisnenne reva RHD nnoga B kposu matepu (RHD
gene of the fetus in the mother's blood)

A27.05.041

7831HL

TunuposaHue reHoB cuctemsl HLA |l knacca (rensl DRB1, DQA1, DQB1)
(System Human Leukocyte Antigen (HLA) Class II, Typing (Genes DRB1,
DQA1L, DQB1))

A27.05.041

1334

MonekynapHo-reHeTuyeckoe uccrnegosaHve HLA-B27 (Molecular Genetic
Testing HLA-B27)

21.5. Cuctrema ceeptbiBaHuA Kposu (Blood-Clotting Sequence)

A27.30.264

11411

Tpomb6o3bl: paclwmpeHHas naHenb (redsl F2, F5, MTHFR, MTRR, MTR)
(Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR))

A27.30.264

1141T1/B3

Tpomb6o3bl: pacwmpeHHas naHenb (redsl F2, F5, MTHFR, MTRR, MTR) (6e3
onucaHus pesynbTatoB BpavyoM-reHeTukom) (Thrombosis: Advanced Panel
(Genes F2, F5, MTHFR, MTRR, MTR) (without Description))

A27.30.275

19

PaclumnpeHHoe nccnenoBaHne reHoB cucTeMbl remoctasa (reHbl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study
of Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1))

A27.30.275

191 T1/63

PaclumnpeHHoe nccnenoBaHmne reHoB cucTembl remoctasa (reHbl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHus
pe3ynbTaToB BpavoMm-reHeTukom) (Extended Study of Hemostatic System
(Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
(without Description))

A27.30.264

12311

Tpombo3bl: cokpalleHHas naHenb (reHbl F2, F5) (Thrombosis: Minimum
(Genes F2, F5))

A27.30.264

123IT1/B3

Tpomb6o3bl: cokpalleHHas naHernb (reHbl F2, F5) (6e3 onucaHusa pesynbtaTtos
Bpavom-reHeTmkoMm) (Thrombosis: Minimum (Genes F2, F5) (without
Description))

A27.30.429

12511

®ubpuHoreH (reH FGB) (Fibrinogen (Gene FGB))

A27.30.429

1251T1/B3

®ubpuHoreH (reH FGB) (6e3 onucaHus pe3ynbTaToB BpadoM-reHETUKOM)
(Fibrinogen (Gene FGB) (without Description))

A27.30.283

1381

MmnepromouuctenHemusa (reHel MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR))




B03.070.473

138IT1/63

MmnepromouuctenHemunsa (reHsl MTHFR, MTRR, MTR) (6e3 onncaHus
pes3ynbTaToB Bpayom-reHeTukom) (Hyperhomocysteinemia (Genes MTHFR,
MTRR, MTR) (without Description))

A27.30.266

12211

Mmneparperaumsa Tpombouutos (reHbl ITGA2, GP1BA) (Platelet
Hyperaggregation (Genes ITGA2, GP1BA))

A27.30.266

122IT1/63

Mmneparperaumsa Tpombouutos (reHbl ITGA2, GP1BA) (6e3 onucaHus
pe3ynbTaToB BpavoM-reHeTukom) (Platelet Hyperaggregation (Genes ITGA2,
GP1BA) (without Description))

A27.30.430

7201l

TpomboumnTapHbi peuentop dmnbpuHoreHa (reH ITGB3) (Platelet Fibrinogen
Receptor (Gene ITGB3))

A27.30.430

720163

TpomboumnTapHbI peuentop dmnbpuHoreHa (reH ITGB3) (6e3 onucanuns
pe3ynbTaToB BpayoMm-reHeTukom) (Platelet Fibrinogen Receptor (Gene
ITGB3) (without Description))

21.6. bonesHu cepgua u cocypos (Heart and Blood Vessel (Cardiovascular)
Diseases)

A27.30.267

12911

ApTepuanbHas runepTeHaus, nonHasa naHens (reHsl ACE, AGT, NOS3)
(Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3))

A27.30.267

129IT1/63

ApTepuanbHas runepTteHaus, nonHasa naHens (reHsl ACE, AGT, NOS3) (6es
onucaHusa pesynbTaTtoB BpadoM-reHeTnkom) (Arterial Hypertension: Full Panel
(Genes ACE, AGT, NOS3) (without Description))

B03.070.476

12111

ApTepuanbHas runepTeH3ns, cBA3aHHas C HapyLweHUsMun B
peHnHaHrmoTeH3nHoBon cucteme (reHol ACE, AGT) (Arterial Hypertension,
Renin-Angiotensin System Disorder (Genes ACE, AGT))

B03.070.472

1211T1/63

ApTepuanbHasi rmnepTeH3unsl, CBA3aHHasi C HapyLeHUsIMU B
peHnHaHrMoTeH3nHoBon cucteme (reHol ACE, AGT) (6e3 onucaHus
pesynbTaToB Bpavom-reHeTukoMm) (Arterial Hypertension, Renin-Angiotensin
System Disorder (Genes ACE, AGT) (without Description))

B03.070.479

7611l

ApTepuanbHasi rmnepTeH3uns, CBA3aHHasi C HapyLeHusiMu B paboTte
aHgoTtenuansHon NO-cuHTasel (reH NOS3) (Arterial Hypertension, Endothelial
NO-Synthase Disturbance (Gene NOS3))

B03.070.480

761163

ApTepuarnbHas rMnepTeH3us, cBsi3aHHas ¢ HapyLleHusMu B paboTte
angotenuansHon NO-cuHTasbl (reH NOS3) (6e3 onncaHnsi pesynbtaTos
Bpayom-reHeTnkom) (Arterial Hypertension, Endothelial NO-Synthase
Disturbance (Gene NOS3) (without Description))

21.7. Bone3HM Kenyao0uHO-KULIEYHOro TpakTa (Gastrointestinal Diseases)

A27.30.265

11711

BonesHb KpoHa (reHbl DLGS, NOD2, OCTN1, OCTN2) (Crohn's Disease
(Genes DLG5, NOD2, OCTN1, OCTNZ2))

21.8. bonesHu LeHTPanbHOMK HepBHoOMU cuctembl (Central Nervous System
(CNS) Diseases)

A27.30.296

7641B-AP|

Puck 6onesHmn Anbureimepa (AnonvnonpoTteunH E (ApoE). BeisiBneHuve
nonumopcduama e2?e3?e4)

A09.05.259

1231

nytaTnoH obwmn

21.9. OHKonoruyeckue 3abonesaHus (Cancer Diseases)

A27.30.274

1541

HacnegcteeHHble criydan BRCA-accounnpoBaHHOIo paka y My>KduH: pak
rpyaHoun, nookenyooyHoun, npeacraTensHon xenes, pak andek (reHsl BRCA1,
BRCAZ2) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,
Prostate, Testicular Cancer (Genes BRCA1, BRCA2))

A27.30.274

1541T1/B3

HacnencteeHHble cnydan BRCA-accoLnMpoBaHHOIo paka y My>KUnH: pak
rpyaHon, nogkenyoodHon, NpeacTaTenbHom xernes, pak anyek (reHsl BRCA1,
BRCAZ2) (6e3 onucaHusa pesynbtatoB Bpadom-reHeTukoM) (Hereditary Breast
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer
(Genes BRCA1, BRCAZ2) (without Description))




A27.05.012

7260

Mapkep pa3BuTusi Ph’-HeratMBHbIX XpPOHUYECKNX MUenonponmdepaTMBHbIX
3aboneBaHui (XMI13): konnuyecTBeHHOE onpeaeneHne COOTHOLLEHUS
HOpMarnbHOro 1 MyTaHTHoro annenen 617V/617F reHa JAK2 (Marker of Ph-
negative Chronic Myeloproliferative Disorders (cMPD): quantification of wild-
type and mutant allelic ratio of gene JAK2 617V/617F)

A27.30.279

12411

HacnegcTtBeHHble criydan paka MOMOYHOW Xenesbl U/Unn SUYHNKOB (reHbl
BRCAL, BRCAZ2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2))

A27.30.281

1241T1/63

HacneacTteeHHbIe criydam paka MOMOYHON Xenesbl M/ SUYHUKOB (reHbl
BRCA1, BRCAZ2) (6e3 onncaHus pesynsTtaToB Bpa4OM-reHETUKOM)
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCAL, BRCA2)
(without Description))

A27.30.279

1244171

HacnegcTtBeHHble criydan paka MonoyHon xenesbl n/unu andHnkos BRCA1,
BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian Cancer )

21.10. HapyweHua obmeHa Bewects (Metabolic Disease, Metabolic
Disturbance)

A27.30.273

1531

Octeonopos: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (Osteoporosis:
Full Panel (Genes CALCR, COL1A1, VDR))

A27.30.273

153IT1/63

Octeonopo3s: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (6e3 onucaxus
pesynbTaToB BpavyoM-reHeTukoM) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDR) (without Description))

A27.30.433

7691

JlaktasHasa HegocTaTtodHocTb (reH MCMG6) (Adult Lactase Deficiency (Gene
MCM®6)

21.11. dapmakoreHeTuKa (Pharmacogenetics)

A27.30.293

14211

UHrmbutopel AlN®, dnysactatuH, 6nokatopbl peuentopos ATII.
IMporHo3npoBaHne HedpPONpPOTEKTMBHOrO addekta nHrnéntopos AP npu
HeanabeTnyecknx 3abonesaHunax. 'eHeTudeckne mapkepbl 3hPEKTUBHOCTM
aTeHornona npv apTepuansHOW MMNepTEH3NK ¢ rMnepTpodmnen NeBoro
Xenygouka nnv Tepanvmm donlyBactatMHOM NPy UemMmyeckorn 6onesHm
ceppua. OnpegeneHune HanM4usi NONMMOPU3MOB reHa aHrMOTEH3NH-
npespatuatowero oepmenTa (reH ACE) (ACE Inhibitors, Fluvastatin, ATII
Receptor Blockers. Forecasting Renoprotective Effect of ACE Inhibitors in Un-
Diabetic Diseases. Genetic Markers of Effectiveness of Atenolol in
Hypertension with Left Ventricular Hypertrophy or Fluvastatin Therapy in
Ischemic Heart Disease. Detection of Polymorphisms of Gene of Angiotensin-
Converting Enzyme (Gene ACE))

A27.30.434

7261D-CY

JlosapTaH/vpbecapTaH. [eHeTU4eCcKnii Mapkep p1cka HapyLleHWI
MeTabonuama 6n1okaTopoB peLenTopoB aHrMoTeH3nHa ll: no3aptaHa u
npbecapTaHa no Tuny ocrnabneHns 1 ycuneHus nx rmnoTeH3MBHOIO AENCTBUS,
cooTBeTCTBEeHHO. OnpegenexHve Hanmums NonMmMopdU3MoB reHa LMToxpoma
CYP2C9 (Losartan/Irbesartan. Genetic Marker of Risk of Metabolic Disorders
Blockers of Receptors of Angiotensin Il, Losartan and Irbesartan Type of
Weakening and Strengthening their Hypotensive Action, Respectively.
Detection of Polymorphisms of Cytochrome CYP2C9)

A27.30.272

148[T1

MeToTpekcar. _l'eHeTn4Yeckue MapKepbl NOBLILLEHHOIO pUCKa pa3BUTKS
NoOOYHbIX peakumit Npu NpMeme MeToTpekcaTa Ha PoHE NeveHus
peBmaTomgHoro aptputa. MetoTpekcar: HapyleHue metabonmama
donueson knucnotbl. OnpegeneHme HanMyusa NONMMoOpPEdM3MOB reHOB
depmeHTOB peakumn donatHoro umkna (Methotrexatum. Genetic Markers of
Increased Risk of Development of Adverse Reactions in Taking Methotrexate
for Treatment of Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of
Folic Acid. Determining Presence of Polymorphisms of Genes of Enzymes of
Folate Cycle Reactions, Genes MTHFR, MTRR, MTR)




A27.30.435

7261C-CY

HecTtepoungHblie NnpoTnBoBOCNanuTeNbHble NpenapaTthbl. [eHeTUnYeckun mapkep
MOBBILLEHHOrO pUcKa pasBUTUSA NOBOYHBIX peakuuin B hopme XKenygoUHbIX
KpoBoTeueHuin npu npueme HIBIT (nbynpodeH, TEHOKCUKaM, HanpoKCeH, HO
He AuknodgeHak) No TUMy BO3HUKHOBEHWS XeNyA0YHbIX KPOBOTEYEHWUH,
CBSI3aHHbIX C HapyLleHneM ux metabonuama. OnpegeneHve Hanmums
nonnmopdunamos reHa umtoxpoma CYP2C9 (Nonsteroidal Anti-Inflammatory
Drugs. Genetic Marker of Increased Risk of Adverse Reactions in Form of
Intestinal Bleeding in Taking NSAID (Ibuprofen, Tenoxicam, Naproxen, not
Diclofenac) by Type of Gastro Bleeding Associated with Violation of their
Metabolism. Detection of Polymorphisms of Cytochrome CYP2C9)

A27.30.436

7261B-CY

CynbgoHUNIMo4EeBMHA U ee NMPOM3BOAHbIE: _XIoprponamMuz, Tonasamug,
rmmbeHknamug n Tondbytamua. eHeTnYecKMn mapkep pucka pasButms
HexxenaTenbHbIX NIeKapCTBEHHbIX peakLmMii No TUMY rMNornnkeMmMmn npu
npveme nepoparsbHbIX CaxapOCHWXKaKLWNX CPEACTB, CBA3AHHbIX C
HapyLeHneM nx metabonmama. OnpegeneHne HanUuUsa NONMMOPOU3MOB
reHa yntoxpoma CYP2C9 (Sulfonylurea and Derivatives: Chlorpropamide,
Tolazamide, Glibenclamide and Tolbutamide. Genetic Marker of Risk of
Adverse Drug Reactions by Type of Hypoglycemia in Taking Oral
Hypoglycemic Agents, Associated with Violation of Metabolism. Detection of
Polymorphisms of Cytochrome CYP2C9)

A27.05.045

7259BETA

Beta-agpeHobnokaTopskl. F'eH CYP2D6. ®apmakoreHeTuka (beta-Adrenergic
Blockers. Gene CYP2D6)

21.12. Cuctema 4 EeTOKCUKaLUMU KCEHOOMOTUKOB U KaHLLepOreHoB
(Detoxification System of Xenobiotics and Carcinogens)

A27.30.337

7259

Lintoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

A27.05.045

7261CYI

Lintoxpom CYP2C9 (ren CYP2C9) (Cytochrome CYP2C9 (Gene CYP2C9))

21.13. Ycayru Bpaua-reHeTuKa (Services of Physician-Geneticist)

A27.30.428

14600P1

OnucaHune pesynbTaToB reHeTudeckoro Tecta 1 kateropum cnoxHocTu (NeNe
720163, 761163, 701463, 125IT1/B3, 720763) (Genetic Test Results:
Description of the 1-st Category Complexity)

A27.30.428

14610P2

OnvcaHve pe3ynbTaToB reHeTU4ecKoro Tecta 2 kateropmm cnoxHoctu (NeNe
118 T1/B3, 1211 T1/B3, 1231 T1/B3, 1311 T1/B3, 1411 T1/B3, 115IT1/B3,
124TT1/B3, 154ITI/BE3) (Genetic Test Results: Description of the 2-nd
Category Complexity)

A27.30.428

14620P3

OnucaHne pe3ynbTaToB reHeTUdeckoro Tecta 3 kateropum cnoxHocTn (NeNe
122IM/B3, 129IT1/B3, 120IT/B3, 137IT1/B3, 138I'T1/B3, 153IT1/B3,
110IT1/B3, 1141 T1/B3, 140IT1/B3, 766163, 725863, 134IT1/63, 135IT1/B3,
136[T1/B3) (Genetic Test Results: Description of the 3-rd Category
Complexity)

A27.30.428

14630P4

OnucaHne pe3ynbTaToB reHeTU4Yeckoro Tecta 4 kateropum cnoxHocTtu (NeNe
144TT1/B3, 143IT1/B3, 139IT1/B3, 145IT1/B3, 108IT1/B3, 19I'M/B3) (Genetic
Test Results: Description of the 4-th Category Complexity)

22.1. HacneactBeHHble MOHOreHHble 3a601eBaHUA U COCTOAHUA
(Hereditary Monogenic Diseases)

A27.30.280

12601

OcHoBHble HacneacTBeHHble 3aboneBanust (reHsl CFTR, GJB2, PAH, SMN)
(Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN))

A27.30.437

7803ABCA

AbunoTpodmsi ceTyaTkm, TN ®panyeckeTT (bonesHe LWTaprapgra 1-ro Tmna).
Mounck yacTbix myTauun B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1,
Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

A27.30.438

7624SLC

AkpopepmMaTuT sHTeponaTnyeckuin. MNMouck mytauun B reHe SLC39A4, m.
(Acrodermatitis Enteropathica, Gene SLC39A4, Mut.)

A27.30.340

7804TYR

AnbbuHM3m rnasokoxHblv Tvn 1A. MNonck myTaumi B reHe TYR, m. (Albinism
Oculocutaneous Type IA, Gene TYR, Mut.)

A27.30.341

7881RPS

AHemuns Janmonpa-bnekdera. MNonck mytaumii B reHe RPS19, m. (Diamond-
Blackfan Anemia 1, DBA1, Gene RPS19, Mut.)




A27.05.051

7107

ApTporpuno3 guctanbHbii (cuHgpom ®pumeHa-LLengoHa). MNMounck YacTbix
MyTaummn B reHe MYH3, 4. m. (Arthrogryposis Distal Type 2A, Gene MYHS3,
Freq. Mut.)

A27.30.432

7905FRDA

Atakcusa ®pugpeiixa. Mouck mytauun B reHe FXN, m. (Friedrich Ataxia, Gene
FXN, Mut.)

A27.30.432

7808FRDA

Atakcusa dpugpenixa. MNMouck yactoix MyTtaumi B reHe FXN, 4. m. (Friedrich
Ataxia, Gene FXN, Freq. Mut.)

A27.30.299

7108

AtenocTeoreHes (aucnnasusa ge na Wanens). MNownck myTaumi B reHe
SLC26A2, m. (Atelosteogenesis Il, De la Chapelle Dysplasia, Gene SLC26A2,
Mut.)

A27.05.027

7109LEI

ATtpodus 3putensHoro Hepea Jlebepa. MNonck YacTbix MyTauun B
muToxoHapuansHon OHK, 12 u. m. (Leber Hereditary Optic Neuropathy,
LHON, Mitochondrial DNA, 12 Freq. Mut.)

A27.05.027

76100HKI

ATpodusa 3putensHoro Hepsa Jlebepa. [Nonck yacTbix MyTauun B
muToxoHapuaneHon HK, 3 u. m. (Leber Hereditary Optic Neuropathy, LHON,
Mitochondrial DNA, 3 Freq. Mut.)

A27.30.342

77610PA1

ATpodua 3pnTenbHOro HEpBa C ryXoToW. [ToMcK MyTauuin B «rOpsiHmx»
yyactkax reHa OPA1, «ropsay.» yy. m. (Optic Atrophy With Or Without
Deafness, Ophthalmoplegia, Myopathy, Ataxia And Neuropathy, Gene OPAL,
Hot-Point Mut.)

A27.30.343

7706 TNFR

AyTOMMMYHHbIN NuMdonponmndepaTMBHbIN cMHAPOM. INonck MmytTaunin B reHe
TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene
TNFRSF6, Mut.)

A27.30.343

7705TNFR

AyTOUMMYHHbIN NMMdonponudepaTnBHbIA CMHAPOM. [onck myTaumn B
«ropsumnxy y4actkax reHa TNFRSF6, «ropay.» y4. m. (Autoimmune
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point Mut.)

A27.30.344

7770GRN

Adbasus nepeuyHas nporpeccupytowas. Nonck mytaumii B reHe GRN, m.
(Aphasia Primary Progressive, Gene GRN, Mut.)

A27.30.346

7809FGFR

AxoHgponnasus. MNMounck Yactbix myTaumi B reHe FGFR3, 4. M.
(Achondroplasia, Gene FGFR3, Freq. Mut.)

A27.30.345

7709BEST

BonesHb becta. Nouck Bcex n3secTHbIX MyTauun B reHe BEST1, m. (Best
Vitelliform Macular Dystrophy, All Known Mutations, Gene BEST1, Mut.)

B03.019.011

7810ATP7H

Bones3Hb BunbcoHa-KoHoBarnosa, reH ATP7B y.m.

A27.30.300

7812PANK]

BonesHb NannepBopaeHa-LUnaTua. Mounck YacTeix myTaumii B reHe PANK2, u.
M. (Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq.
Mut.)

A27.30.347

7813PRNP

BonesHb NepcTmaHHa-WTpeyccnepa-LeHkepa. MNouck myTauuin B reHe
PRNP, m. (Gerstmann-Straussler Disease, Gene PRNP, Mut.)

A27.30.002

7775PTEN

BonesHb KoyaeHa. MNownck mytaumii B reHe PTEN, m. (Cowden Syndrome 1,
Gene PTEN, Mut.)

A27.30.347

7814PRNP

BonesHb KpenTudensara-Akoba. Monck mytaunii B reHe PRNP, M.
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.)

A27.30.002

7776PTEN

BonesHb JlepmutTt-Ayknoc. MNMouck mytauun B reHe PTEN, m. (Lhermitte-
Duclos Syndrome, Gene PTEN, Mut.)

A27.30.348

7816NDP

BonesHb Hoppu. MNMouck mytauun B reHe NDP, m. (Norrie Disease, Gene NDP,
Mut.)

A27.30.349

7818CSTB

BonesHb YHdeppuxta-JlyHgbopra. Mowvck mytauun B reHe CSTB, m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB,
Mut.)

A27.30.349

7817CSTB

BonesHb YHgeppuxTa-JlyHgbopra. MNouck yactbix Mytaumi B reHe CSTB, u.
M. (Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene
CSTB, Freqg. Mut.)

A27.30.417

7819ABCA¢

BonesHb WTtapraparta. Nouck yacTteix myTauun B reHe ABCA4, 4. M.
(Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

A27.30.350

7820ROR2

Bpaxugaktunua tun B1. MNMouck mytauun B reHe ROR2, m. (Brachydactyly
Type B1, Gene ROR2, Mut.)




A27.30.351

7992NTR

BpoxxaeHHast He4yBCTBUTENBHOCTb K 6omnn ¢ aHrmapo3oMm. Nounck myTtauum B
reHe NTRK1, M. (Congenital Insensitivity To Pain With Anhidrosis, CIPA,
Gene NTRK1, Mut.)

A27.30.352

7711ADAM

"eneodusnyeckasa aucnnasus. Monck mytaumi B reHe ADAMTSL2, m.
(Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.)

B03.005.020

7822B

Femocpunus. Mownck myTaumm B reHe daktopa IX npu remocpunum B, m.
(Hemophilia B, Gene Factor I1X, Mut.)

A27.30.353

7989MVK

Mmnep-IgD cuHgpom. MNonck myTaumi B «ropsumx» ydacTtkax reHa MVK,
«ropsid.» yd. M. (Hyper-IgD Syndrome, Gene MVK, Hot-Point Mut.)

A27.30.354

7778MVK

"'vnep-IgD cungpom. Mounck mytauun B reHe CD40LG, m. (Hyper-IgD
Syndrome, Gene CD40LG, Mut.)

A27.30.354

7823CD

"'nep-IgM cuHgpom. Mounck mytaumn B reHe CD40LG, m. (Hyper-IgM
Syndrome, Gene CD40LG, Mut.)

A27.30.355

7898SCN4/

MMnepkannemnyeckuin nepunoguveckuin napanud. Nouck mytaumin B 9k3oHax
13 1 24 reHa SCN4A, m. (Hyperkalemic Periodic Paralysis Type 2, Exons 13,
24 Gene SCN4A, Mut.)

A27.30.355

7603SCN4/

"Mnokannemuyecknin nepnogudecknin napanud. NMomck mytaumm B ak3oHax 12,
18 n 19 rena SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12,
18, 19 Gene SCN4A, Mut.)

A27.30.301

7126

M'Mnodocthatemuyecknii BUTaMuH D-pe3nCTeHTHbIN paxmT (MOYEYHbIN
doccaTHeIn gnaberT). Mouck mytauun B reHe PHEX, m. (Hypophosphatemic
Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

A27.30.346

7906FGFR

M'mnoxoHaponnaswus. Nouck YyacTtbix MyTauun B reHe FGFR3, u. m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

A27.30.356

7784HNF1H

"mMomepyoumMTo3 NoYek runonnacTuyeckoro Tuna. Novck MyTaumi B reHe
HNF1B, m. (Renal Cysts And Diabetes Syndrome, Gene HNF 1B, Mut.)

A27.30.302

7128

[dednumnT KapHUTUHA CUCTEMHBLIN NEPBUYHLIN. oncK MyTaumin B reHe
SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD, Carnitine
Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.)

A27.30.302

7129

OunacTtpocdmyeckas gucnnasus. MNMouck mytauun B reHe SLC26A2, M.
(Diastrophic Dysplasia, Gene SLC26A2, Mut.)

A27.30.330

7927BSCL

OuctanbHaa moTopHasa HenponaTtus Tun V. MNMouck mytauun B reHe BSCL2, m.
(Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

A27.30.339

7131I1GI

OucTtanbHasa cnuHanbHas aMmoTpodus BPOXAEHHAs C Napannyom
anadparmel. Nonck mytaumn B reHe IGHMBP2, m. (Distal Spinal Muscular
Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

A27.30.303

7132

OnctanbHasa cnvHaneHas ammoTpodms BpoXXAEHHAst HEMPOrpeccupyoLLas.
Mownck myTaumm B «ropsdmx» yyacTtkax reHa TRPV4, «ropsy.» yy. m. (Distal
Spinal Muscular Atrophy Congenital Non-Progressive, Gene TRPV4, Hot-
Point Mut.)

A27.30.357

7604KRT2

NxTnos 6ynnesHbin. MNMouck mytaumi B reHe KRT2, m. (Ichthyosis Bullosa Of
Siemens, Gene KRT2, Mut.)

A27.30.304

7133

MxTro3 BynbrapHbin. [Nonck yacTtbix mytauun B reHe FLG, 4. m (Ichthyosis
Vulgaris, Gene FLG, Freq. Mut.)

A27.30.358

7829TGM1

NxTro3 namennsipHbIn. [1onck BCex U3BECTHbIX MyTauuin B reHe TGM1, M.
(Autosomal Recessive Congenital Ichthyosis, ARCI 1, All Known Mutations,
Gene TGM1, Mut.)

A27.30.305

7140

KocTHas reteponnasus nporpeccupytowad. MNouck mytauuin B reHe GNAS, M.
(Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.)

A27.30.306

7141

KpaHnomeTtadusapHasa gucnnasusd. Nonck mytaumii B «ropsumx» ydactkax
reHa ANKH, «ropsa4.» y4. m. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-
Point Mut.)

A27.30.306

7142

KpaHnomeTtadpumsapHas gncnnasus. Nouck mytaumin reHa ANKH, m.
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.)

A27.30.307

7143

KpaHnocuHocTto3s. MNonck mytaumii B reHe TWIST1, m. (Craniosynostosis Type
2, Gene TWIST1, Mut.)

A27.30.412

7717TMSX2

KpaHunocuHocTtos. MNonck mytaumii B reHe MSX2, m. (Craniosynostosis Type 2,
Gene MSX2, Mut.)




Jinnognctpodusa cemenHasa yactnyHas. Nouck MyTauum B «ropsumx
yyacTtkax» reHa LMNA, «rops4y.» yd4. M. (Familial Partial Lipodystrophy 2,

A27.30.314 7834LMNA|FPLD 2, Gene LMNA, Hot-Point Mut.)

JIunoguctpodus cemeriHasn yactmyHas. lNonck mytaumi reHa LMNA, m.
A27.30.314 7835LMNA|(Familial Partial Lipodystrophy 2, Gene LMNA, Mut.)

MangnbynoakpaneHasa gucnnasusa ¢ nunogmctpoduen. Nouck mytauum B

3k30Hax 8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia, Exons 8, 9 Gene
A27.30.314 7720LMNA|LMNA, Mut.)

MeBanoHoBasi aungypus. MNouck myTtauun B reHe MVK, m. (Mevalonic
A27.30.353 7605MVK |Aciduria, Gene MVK, Mut.)

MeTtremornobuHemusi, CYB5R3 m. (Methemoglobinemia, Gene CYB5R3,
A27.30.359 7908DIA1 |Mut.)

MeTtremornobuHemusi, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3,
A27.30.359 7836DIA1 |Freqg. Mut.)

MwuoknoHu4veckas guctonust. lNonck mytaumii B reHe SGCE, m. (Myoclonic
A27.30.308 7147 Dystonia, Gene SGCE, Mut.)

MwuoToHu4eckaa auctpodus. MNounck YacTtoix Mytauun B reHe DMPK, 4. m.
A27.30.360 7838DMPK]|(Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.)

MwuoToHust TomceHa-bekkepa. Mouck yactbix MyTaumi B reHe CLCN1, 4. m.
A27.30.309 7148 (Myotonia Congenita, Gene CLCN1, Freq. Mut.)

MykoBucLmaos. MNounck yacTtbix MyTauuin B reHe CFTR, u. m. (Cystic Fibrosis,
A27.05.036 77911 Gene CFTR, Freq. Mut.)

MbiwevHas guctpodusa OioweHHa/bekkepa. MNouck geneunin n gynnvkauumi B
A27.30.361 79720NCI |reHe guctpodmHa

MbliweyHasn guctpodus AdioweHHa-bekkepa. JlanoHnsaumnsa X-xpoMoCcombl Yy
A27.30.289 7701XI nesoyek (Duchenne Muscular Dystrophy, X-Lyonization, Girls)

MbliweyHasa guctpodus, Tnn dykysama. MNMouck mytaumi B reHe FKTN, m.
A27.30.362 7934FKTN [(Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.)

MbiweyHas guctpodus dmepu-Opendyca. Mouck mytauun B reHe FHL1, m.
A27.30.310 7163 (Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.)

MebiweyHasa guctpodua dmepu-Opendyca. MNMouck mytauun B reHe LMNA, m.
A27.30.314 7999LMNA|(Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.)

MebiweyHasa guctpodua dmepu-Opendyca. MNouck mytauuin B reHe amepuHa

npu X-cuenneHHon copme, M. (Emery-Dreifuss Muscular Dystrophy, X-
A27.30.338 7935 Linked Gene Emerine, Mut.)

Hannam MULIBRAY. NMouck mytauui B reHe TRIM37, m. (Muscle-Liver-Brain-
A27.30.363 7936TRIM |Eye, Gene TRIM37, Mut.)

HapyweHusa getepmuHaumm nona. MNMouck mytauum reHa SRY, m. (Disorders
A27.30.288 7903SRY |[Sex Determination, Gene SRY, Mut.)

Hapywenusa getepmmnHauum nona. AHanuns Hanunums reHa SRY, m. (Disorders
A27.30.288 7846SRY| |Sex Determination, Analysis Gene SRY, Mut.)

HacnegcrteeHHas HeliponaTns ¢ NOABEPXKEHHOCTbLIO Napanuyy OT CAaBIEHUS.

Mownck mytaumn B reHe PMP22, m. (Hereditary Neuropathy with Liability to
A27.30.364 7902PMP |Pressure Palsies, HNPP, Gene PMP22, Mut.)

HacnencrteeHHas HelponaTusi C NOABEPKEHHOCTbLIO Napanuyy OT CAaBIEHUS.

AHanus uncna konun reHa PMP22 (Hereditary Neuropathy with Liability to
A27.30.364 7952PMP |Pressure Palsies, HNPP, Gene PMP22, Copy Number Variation)

HacneacTtBeHHbIN aHrMoHeBpoTUYeckuin otek. Mouck mytaumm B reHe C1NH,
A27.30.365 7725C1INHIm. (Hereditary Angioedema Type |, Gene C1NH, Mut.)

HesapalueHue pogHuykos. Mouck myTaumn B reHe ALX4, m. (Parietal
A27.30.366 7847ALX4 |Foramina, PFM, Gene ALX4, Mut.)

HenpoceHcopHas HecMHOpOManbHas TyroyxocTb, MOMCK YacTbIX MyTauui B
A27.05.033 7961GJB2l|rene GJB2
A27.05.033 7963GJB2I|HepoceHcopHasa HecuHapoMarnbHas TyroyxoCTb, NOSHbIN aHanun3 reHa GJB2

HenTtponeHus. MNMouck mytauun B reHe ELA2, m. (Neutropenia Severe
A27.30.367 7910ELA2 |Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.)




A27.30.322

7849NPHP

HedpoHodTns. Mouck mytauum B reHe NPHP1, m. (Nephronophthisis 1,
NPHP1, Gene NPHP1, Mut.)

A27.30.311

7166

HedpoTtnuecknin cuHgpom. Mouck mytauun B reHe NPHS1, m. (Nephrotic
Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

A27.30.311

7167

HedgpoTtnuecknii cuHapom. Mouck myTtauunm B reHe NPHS2, m. (Nephrotic
Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

A27.30.355

7997SCN

Hopmokanuemunyeckuin nepuogmyeckmin napanuy. Nonck mytaumi B 3K3oHe
13 rena SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13 Gene
SCN4A, Mut.)

A27.30.277

7957RABP

OkynodhapuHreansHas mblilleyHas guctpodus. Nonck yacTbix MmyTauum B
reHe RABPN1, 4. m. (Oculopharyngeal Muscular Dystrophy, OPMD, Gene
RABPN1, Freq. Mut.)

A27.30.312

7958TCIR(G

OcTeoneTpos peueccuBHbIN (MpamopHas 6onesHb KocTen). [Nonck YacTbix
myTaumn B reHe TCIRG1, 4. M. (Osteopetrosis Autosomal Recessive 1,
OPTB1, Gene TCIRG1, Freq. Mut.)

A27.30.312

7168

OcTteoneTpo3s peLeccuBHbIn (MpamopHasa 6onesHb kocten). MNMonck myTauun B
reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene
TCIRG1, Mut.)

A27.30.368

7727HPGD

MepBuryHas runepTpoduyeckas ocrteoaptTponaTtus (NaxmaepmonepmuocTos).
Mownck mytaumm B reHe HPGD, m. (Hypertrophic Osteoarthropathy, Primary,
Autosomal Recessive, 1, Gene HPGD, Mut.)

A27.30.369

7728BMPR

MepBnyHasa nerovHas runepteHsuns. MNMouck mytauun B reHe BMPR2, m.
(Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.)

B03.014.002

7851MEFV

Mepuoamnyeckasa 6onesHb. MNounck mytaumi B reHe MEFV, m. (Familial
Mediterranean Fever, FMF, Gene MEFV, Mut.)

B03.014.002

7012MEI

Mepuopmnyeckas 6onesHb. MNonck yacTeix myTauun B reHe MEFV, u. m.
(Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.)

A27.30.418

7853RP2

MurmeHTHasa gereHepauusa cetyaTku. [onck mytaumii B reHe RP2, m.
(Retinitis Pigmentosa, Gene RP2, Mut.)

A27.30.313

7176

MukHogu3ocTo3s. MNouck mytaumi B reHe CTSK, m. (Pyknodysostosis, PKND,
Gene CTSK, Mut.)

A27.30.370

7998FLCN

[MHeBMOTOpPAKC NepBUYHBIN CMOHTaHHbIW. MMouck myTauun B reHe FLCN, m.
(Primary Spontaneous Pneumothorax, PSP, Gene FLCN, Mut.)

A27.30.371

7636SHH

Monunapaktunua. MNouck myTtauun B reHe SHH, m. (Polydactyly, Gene SHH,
Mut.)

A27.30.372

7730GLI3

Monugaktunums. Mouck mytauun B reHe GLI3, m. (Polydactyly, Gene GLI3,
Mut.)

A27.30.314

7180

Mporepuna XaTtumHcoHa-Ivndopaa. MNMonck mytaumin B reHe LMNA, m.
(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.)

A27.30.315

7183

lNMceBgokcaHTOMa anactuyeckas. Mouck yacTeix MmyTauui B reHe ABCCBG, u.
M. (Pseudoxanthoma Elasticum, Gene ABCCB6, Freq. Mut.)

A27.30.373

7759LPIN

Pabgomuonus (Mmnornoburypus). Mouck mytauuii B reHe LPINT, m.
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1, Mut.)

A27.30.316

7185

PeTtunHowmsnc. Mounck mytauun B reHe RS1, m. (Retinoschisis 1 X-Linked
Juvenile, RS1, Gene RS1, Mut.)

A27.30.343

7799TNFR

CemenHasi nepnoanyeckas nuxopagka. lNMowvck mytauun B reHe TNFRSFIA, m.
(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA,
Mut.)

A27.30.374

7916PRF

CemeliHbI remodarouuTapHbii niumdorncTnoumnTos. MNMonck Mmytauui B reHe
PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

A27.30.375

7917STX

CemeliHbI remodarouuTapHbii niumdorncTnoumnTos. MNMonck Mmytauui B reHe
STX11, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STX11,
Mut.)

A27.30.375

7915STXB

CemenHbI remodaroumMTapHbii numdorncTnoumnTos. lNonck mytaumi B reHe
STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STXBP2,
Mut.)




A27.30.376

7914UNC

CemenHbI remodharoymMTapHbii niumdorncTnoumnTos. Nonck mytaumi B reHe
UNC13D, M. (Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D,
Mut.)

A27.30.376

7914UNC1

CemenHbI remodharoumTapHbii IMMGorncTnoumnTos. Nonck YyacTbix MyTauui
B reHe UNC13D, 4. m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
UNC13D, Freq. Mut.)

A27.05.052

7798RET

CeMmelnHbI MeaynnsipHbIA pak LWMTOBUAHOW xenesbl. [onck MmyTauun B
3k30Hax 5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer, Exons 5, 8
Gene RET, Mut.)

A27.30.377

7797CIAS1

CemeliHbIN xonogosow ayToBocnanuTenbHblin cuHapom NLRP3 m. (Familial
Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.)

A27.30.378

7858NGFB

CeHcopHas nonuHeriponatus, NGF m. (Hereditary Sensory and Autonomic
Polyneuropathy, Gene NGF, Mut.)

A27.30.377

7733CIAS1

Cungpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous
Articular, Gene NLRP3, Mut.)

A27.30.317

7186

CwvHgpom TAR. MNownck myTtaumn B reHe RBM8A, m. (Thrombocytopenia-
Absent Radius Syndrome, TAR-Syndrome, Gene RBM8A, Mut.)

A27.30.379

7859FGD1

Cungpom Aapckora-CkoTtTa (paumoreHntaneHasa gucnnasms). Nouck
myTaumn B reHe FGD1, m. (Aarskog-Scott Syndrome, Faciodigitogenital
Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)

A27.30.318

7187

Cungpom Anbctpoma. Nonck myTtaumi B «ropsumxy ydactkax reHa ALMS1,
«ropsiy.» yd. M. (Alstrom syndrome, Gene ALMS1, Hot-Point Mut.)

A27.30.380

7861KCNJ?

CwvHgpom AHgepceHa. Mouvck mytaumn B reHe KCNJ2, m. (Andersen-Tawil
Syndrome, Gene KCNJ2, Mut.)

A27.30.346

7913FGFR

Cungpom AHTnn-bukcnepa. Nouck mytaumii B ak3oHe 9 reHa FGFR2, m.
(Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.)

A27.30.346

7862FGFR

CwvHgpom Anepa (akpouedanocuHgaktunms). Nonck YacTbix MyTaumn B reHe
FGFR2, 4. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.)

A27.30.381

7863PRPS

CwuHpgpowm Apta. Nownck mytaumi B reHe PRPS1, m. (Art's Syndrome, Gene
PRPS1, Mut.)

A27.30.002

7796PTEN

CwvHppom banasH-Pannu-Pysansbaka. Novck mytaumn B reHe PTEN, m.
(Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.)

A27.30.370

7703FLCN

CwvHppom Bepta-Xora-Abtoba (BXI). Mouck mytauun B reHe FLCN, m. (Birt-
Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.)

A27.30.319

7189

CwvHppom Boyana-KoHpaam (BKC, uepebporenatopeHanbHbIn CUHAPOM).
Mownck mytaumn B reHe EMG1, m. (Bowen Conradi Syndrome, BCS, Gene
EMG1, Mut.)

A27.30.382

7734BCS

Cungpom BeepHcTaga (cMHApOM Kyp4daBblx Bonoc). [onck mytaumi B reHe
BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.)

A27.30.383

7866PAX3

CwvHppom BaapgeH0Oypra. MNovck mytaumn B reHe PAX3, m. (Waardenburg
Syndrome, WS, Gene PAX3, Mut.)

A27.30.384

7867EDNR

CwvHppom BaappoeHOypra-LUaxa. Mouck mytauun B reHe EDNRB, m.
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

A27.30.320

7190

Cungpowm BaH pep Byana. MNownck mytaumi B reHe IRF6, M. (Van der Woude
Syndrome, Gene IRF6, Mut.)

A27.30.385

7868WAS

Cungpom Buckotta-Ongpuda (CBO). Mownck mytaumii B reHe WAS, M.
(Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

A27.30.386

7785PHOX

CuHapom BpoXAEeHHOW LieHTpanbHou runoseHTunaumnm (CBLIN). Mouck
YyacTbix myTaumn B reHe PHOX2B, 4. m. (Congenital Central Hypoventilation
Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

A27.30.321

7192

CwvHgpom MepmaHckun-INyanaka (AnbOMHU3M rnas3o-KOXHbI C
remopparm4eckMm gnate3om u NnMrMeHTauuen peTrkyno-sHaoTenmarnbHbIX
knetok). MNouck yactbix MyTauun B reHe HPS1, 4. m. (Albinism
Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

A27.30.372

7869GLI3

Cungpom [Mpenra (cemenHbIn runepTenopusm). Monck mytaumm B reHe GLI3,
M. (Greig Syndrome, Gene GLI3, Mut.)




A27.30.387

7737RAB2]

Cungpowm Mpucuennu. Mouck mytauun B reHe RAB27A, m. (Griscelli
Syndrome, Gene RAB27A, Mut.)

A27.30.346

7738FGFR

Cungpom [xekcoHa-Bencca. MNonck mytaumii B ak3oHe 9 reHa FGFR2 u
ak30He 7A reHa FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9 Gene
FGFR2, Exon 7A Gene FGFR1, Mut.)

A27.30.322

7194

Cungpom XKybepa (CX). AHanus uncna konuin reHa NPHP1 (Joubert
Syndrome, Cerebelloparenchymal Disorder IV, CPD 1V, Classic Joubert
Syndrome, Joubert Syndrome type A, Joubert-Boltshauser Syndrome, Pure
Joubert Syndrome, Gene NPHP1, Mut.)

A27.30.323

7195

CwvHgpom KapneHTepa (akpouedanononMcnHgaktunmsi BToporo tuna). lNMomck
myTtauun B reHe RAB23, m. (Carpenter Syndrome, Gene RAB23, Mut.)

A27.05.033

7768GJB2

CuHgpom kepaTuta-nxtnosa-tyroyxoctn (KULO-cungpom). MNMouck myTtauui B
reHe GJB2, m. (Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome,
Gene GJB2, Mut.)

A27.30.324

7198

CwvHgpom Knunnens-®enns (CMHAPOM KOPOTKOW wewn). Monck mytauuii B reHe
GDF®6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.)

A27.30.388

7739ERCC

CwuHppowm KokkenHa. MNounck mytaumn B reHe ERCC6, m. (Cockayne
Syndrome, Gene ERCC6, Mut.)

A27.30.325

7199

CwvHppowm Koctenno. MNMouck mytauui B reHe HRAS, m. (Costello Syndrome,
Gene HRAS, Mut.)

A27.30.326

7202

CwuHgpom KodbdpmHa-Noypm (CKI). Mounck mytauuin B reHe RPS6KA3, m.
(Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

A27.30.383

7740PAX3

CwvHapom KpaHuodaLlmansHOW AMCMOPdUU-TYrOyXOCTH-yrbHapHOW AeBraunm
kucten. MNonck mytaumi B reHe PAX3, m. (Craniofacial-Deafness-Hand
Syndrome, CDHS, Gene PAX3, Mut.)

A27.30.015

7010UGI

CwvHpgpowm Kpurnepa-Hansipa (CKH, cemenHas xentyxa). [Novck mytauun B
reHe UGT1, m. (Crigler-Najjer Syndrome, Gene UGT1, Mut.)

A27.30.346

7760FGFR

CuHgpom Kpy3oHa ¢ YepHbIM akaHTo30M. [Nonck myTaumii B 3k3oHe 10 reHa
FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican, CAN, Exon 10
Gene FGFR3, Mut.)

A27.30.346

7964FGFR

Cungpom KpysoHa. Mownck mytaumi B ak3oHax 7 u 9 reHa FGFR2, m.
(Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut.)

A27.30.377

7794CIAS]

CwvHppom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene
NLRP3, Mut.)

A27.30.327

7204

CwvHpgpom Makneopa. Mouck mytaumi B reHe XK, m. (McLeod Syndrome,
Gene XK, Mut.)

A27.30.389

7743ZEB?2

CwvHgpom MoyaT-BunbcoH. Nonck mytaumi B reHe ZEB2, m. (Mowat-Wilson
Syndrome, Gene ZEB2, Mut.)

A27.30.390

7872NBS1I

CwuHgpom HunmereH, NBN y.m. (Nijmegen Breakage Syndrome, NBS, Gene
NBN, Freq. Mut.)

A27.30.328

7213

CvHApoMm HorTen-HagKoneHHka (octeoHmxogucnnasus). Nounck mytauni B
reHe LMX1B, m. (Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene
LMX1B, Mut.)

A27.30.329

7215

CwvHppom Ocnepa-PaHpto-Bebepa (HacnenctseHHasi remopparuyeckas
TeneaHrnakrasus). Nonck mytaumi B reHe ENG, m. (Rendu-Osler-Weber
Disease, Gene ENG, Mut.)

A27.30.391

7874TBX3

CwvHpgpowm Mannuctepa. MNMouck mytauui B reHe TBX3, m. (Pallister W
Syndrome, Gene TBX3, Mut.)

A27.30.372

7744GLI3

Cungpowm Mannuctepa-Xonna. MNMouvck mytauun B reHe GLI3, m. (Pallister-Hall
Syndrome, Gene GLI3, Mut.)

A27.30.320

7217

CuHgpom nogkorneHHoro ntepurmyma. lNonck mytaumii B reHe IRF6, m.
(Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.)

A27.30.346

7745FGFR

CwuHpgpowm lMNdbaridbdpepa. MNomck myTaumn B ak3oHax 7, 9 reHa FGFR2 u
ak3oHe 7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2,
Exon 7A Gene FGFR1, Mut.)

A27.30.392

7218MEI

Cungpom Petta. Mownck mytaumn B reHe MECP2, m. (Retts Syndrome, Gene
MECP2, Mut.)




A27.30.307

7219

Cungpom CeTpe-YHoTaeHa. Nouck myTtauum B reHe TWIST1, m. (Saethre-
Chotzen Syndrome, Gene TWIST1, Mut.)

A27.30.330

7220

Cungpom Cunbsepa. NMownck mytaumn B reHe BSCL2, m. (Silver Syndrome,
Gene BSCL2, Mut.)

A27.30.331

7221

Cungpom CumncoHa-Ionabu-bemens. MNouck mytaumi B reHe GPC3, m.
(Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

A27.30.393

7877DHCR

Cungpom Cmuta-Jlemnu-Onumua (CJIOC). MNMounck mytauun B reHe DHCR7, m.
(Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.)

A27.30.394

7879AR

CuHgpom TecTtukynapHon demumHusauum (CTO, cuHapom Moppuca). MNouck
myTauun B reHe AR, M. (Testicular Feminization Syndrome, Gene AR, Mut.)

A27.30.395

7747TCOF

Cungpom Tpudepa-KonnuHsa-dpaHueckeTTn (MaHanbyno-gavmansHbIn
ansocto3s). MNMounck mytaumn B reHe TCOF1, m. (Treacher-Collins Syndrome,
Franceschetti-Klein Syndrome, Mandibulofacial Dysostosis without Limb
Anomalies, Gene TCOF1, Mut.)

A27.05.053

7984VHL

CwvHgpom Xunnens-JivHaay (uepebpo-peTMHO-BUCLIEPAbHbBIA aHIMOMAaTo3).
Mounck mytauun B reHe VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von
Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Mut.)

A27.05.053

7973VHL

CwvHgpom Xunnens-JinHaay (uepebpo-peTnHo-BUCLEPanbHbIN aHIMOMAaTo3).
Onpegenenne vicna konui reHa VHL, m. (Von Hippel-Lindau Syndrome,
VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Copy
Number Variation Gene VHL, Mut.)

A27.30.332

7223

Cungpowm LBaxmaHa-AOanmonga. MNouck mytauun B reHe SBDS, m.
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

A27.30.332

7224

Cungpowm LLBaxmaHa-[anmonga. MNouck yacteix MmyTaumm B reHe SBDS1, u.
M. (Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)

A27.30.396

7911PLOD

Cungpom 3nepca-Oanno, Tmn VI. MNounck yacTeix myTauun B reHe PLOD, 4. m.
(Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq. Mut.)

A27.30.397

7750CHRN

CwuHppom 3ckobapa. MNMouck mytaumii B reHe CHRNG, m. (Escobar Syndrome,
Gene CHRNG, Mut.)

A27.30.339

7994IGHMH

CnuvHanbHas ammnoTtpodus ¢ napanvyom guadpparmel. NMonck Mytauuin B reHe
IGHMBP2, M. (Spinal Muscular Atrophy (SMA) with Diaphragmatic Paralysis,
Gene IGHMBP2, Mut.)

A27.05.034

7996AMU

CnuHanbHas amunotpodus tunel |, 11, 1Il, IV. OnpegeneHne yncna konvm rexa
(Spinal Muscular Atrophy, SMA, Type |, II, lll, IV, Copy Number Variation)

A27.05.034

7228

CnuHanbHas amuotpodpumsa Tunel |, 11, IIl, 1V. Monck mytaumit B reHe SMN1, m.
(Tonbko npw Hanuuum ogHow konun reHa) (Spinal Muscular Atrophy, SMA,
Type I, I, 1ll, IV, Gene SMN1, Mut. (Only Presence One Gene Copy) )

A27.30.394

7976ARI

CnuvHanbHo-6ynbbapHas amuotpodus KeHHeau. MNonck 4yacTbix MyTaummn B
reHe AR, 4. M. (Kennedy Spinal and Bulbar Muscular Atrophy, Gene AR, Freq.
Mut.)

A27.30.398

7788ATXN]

CnvHouepebennsipHast atakcus. Mounck yacTbix MyTauuii B reHe ATXN7, 4. m.
(Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

A27.30.398

7787ATXN

CnvHouepebennsipHast atakcus. Mounck yacTbix MyTauuii B reHe ATXNS, 4. m.
(Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.)

A27.30.347

7978PRNP

CnoHrnodopmHas aHuedanonaTnsi ¢ HeMpPONCUXMHECKMMUN NPOSIBIIEHNAMM.
Mounck mytauun B reHe PRNP, M. (Spongiform Encephalopathy with
Neuropsychiatric Features, Gene PRNP, Mut.)

A27.30.333

7230

CnoHannokocTanbHbIN gu3ocTos. Nouck mytauun B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

A27.30.399

7979TRAP

CnoHannoanudgusapHasa gucnnasus (C3L). MNMonck myTauun B reHe
TRAPPC2, m. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2,
Mut.)

A27.30.381

7980PRPS

CynepakTtnsHocTb hoccopubosnnnupodocear cnHTeTasbl. [Nonck mytaumm
B reHe PRPS1, m. (Phosphoribosylpyrophosphate Synthetase Superactivity,
PRS Superactivity, Gene PRPS1, Mut.)




A27.30.439

7638TRPS

TpuxopuHodanaHreanbHbI cuHApPoM. MNMouck mytauun B reHe TRPS1, m.
(Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.)

A27.05.021

7238

TpomboumnToneHus BpoxaeHHas. MNMouck mytauun B reHe MPL, M. (Congenital
Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL, Mut.)

A27.30.347

7885PRNP

daTanbHasa cemeliHasa MHCoOMHuMs. MNouck mytaumii B reHe PRNP, m. (Fatal
Familial Insomnia, FFI, Gene PRNP, Mut.)

A27.30.287

7888PAH

deHunkeToHypus. MNMouck myTtauun B reHe PAH, M. (Phenylketonuria, PKU,
Gene PAH, Mut.)

A27.30.287

7781l

deHnnkeToHypus. MNounck YacTbix MyTaumi B reHe PAH, 4. m.
(Phenylketonuria, PKU, Gene PAH, Freq. Mut.)

A27.30.334

7240

dunbpoaucnnasua occuuumpytoLasa nporpeccupytollas. Nonck mytaumi B
«ropsiumx» ydactkax reHa ACVR1, «ropsad.» yd. M. (Fibrodysplasia Ossificans
Progressiva, FOP, Gene ACVR1, Hot-Point Mut.)

A27.30.334

7241

dubpoamcnnasmsa occuduympytowas nporpeccupytowlas. MNonck mytaummn 6e3
«ropsumnxy y4actkoB reHa ACVR1, 6e3 «ropsid.» yd. M. (Fibrodysplasia
Ossificans Progressiva, FOP, Gene ACVR1, without Hot-Point Mut.)

A27.30.400

7786RMRP

XoHgpogucnnasuna metagpusapHas, Tun Mak-Kbtocuka. Nonck mytauuin B reHe
RMRP, m. (Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP,
Mut.)

A27.30.335

7244

XoHapoaucnnasusa TodevHas KoHpaau-XioHepmaHa. [Nonck mytaumii B reHe
EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome,
Gene EBP, Mut.)

A27.30.306

7245

XoHgpokanbuuHo3. Mouck mytauun B reHe ANKH, M. (Chondrocalcinosis,
Calcium Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.)

A27.30.401

7815HDI

Xopes 'eHTUHrToHa. Mounck YacTeix MyTauui B reHe IT15, u. m. (Chorea
Huntington, Gene IT15, Freq. Mut.)

A27.30.402

7889CHM

Xopongepemusi. Mouck mytauuin B reHe CHM, m. (Choroideremia, CHM,
Gene CHM, Mut.)

A27.30.403

7890CYBB

XpoHnyeckas rpaHyrneMaTo3Hasa 6onesHb. MNonck myTauwmii B reHe CYBB, m.
(Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.)

A27.30.404

7891BTK

X-cuenneHHast arammarnobynuHemus. Mowvck mytauun B reHe BTK, m. (X-
Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

A27.30.405

7981BIRC4

X-cuenneHHbi numdonponudgepaTBHbIN cuHAPOM (6onesHb [dyHkaHa,
cuHgpom Nyptuneo), XIAP m. (X-Linked Lymphoproliferative Syndrome, XLP,
Gene XIAP, Mut.)

A27.30.405

7982SH2

X-cuenneHHbin numdonponudepaTmBHbIn cuHApom (6onesHb [dyHkaHa,
cvHapom MNypTtuneo). Mouck mytauun B reHe SH2D1A, m. (X-Linked
Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

A27.30.406

7894FRMD

X-CLenneHHbIn MOTOPHbLIN HUcTarM. Nouck mytaunii B reHe FRMD7, m. (X-
Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

A27.30.407

7983IL2RG

X-CLEeNnneHHbIN TSHKENbIA KOMOMHUPOBaHHbIA UMMYyHOAeULMT. MNMonck
myTaumn B reHe IL2RG, m. (X-Linked Severe Combined Immunodeficiency,
Gene IL2RG, Mut.)

A27.30.388

7757ERCC

LlepebpookynocaumockeneTHbin cuHapom. Mouck mytauun B reHe ERCCB6,
M. (Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6,
Mut.)

A27.30.408

7896EXT1

OK30CTO3bl MHOXeCTBEHHbIe. [Touck myTauun B reHe EXT1, m. (Multiple
Exostoses, Gene EXT1, Mut.)

A27.30.408

7895EXT?2

OK30CTO3bl MHOXeCTBEHHbIe. [Touck myTauun B reHe EXT2, m. (Multiple
Exostoses, Gene EXT2, Mut.)

A27.30.348

7758NDP

OKccygaTuBHas BUTpeoOXopeopeTuHanbHas guctpodus. MNonck mytaumn B
reHe NDP, m. (Familial Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

A27.30.409

7897EDA

OKTopgepManbHasi aHrngpoTmyeckast gucnnasus. lNMouck mytauun B reHe EDA,
M. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

A27.05.033

7883GJB6

OKTogepManbHas rmgpoTnyeckas amcnnasus. MNMovck mytaumn B reHe GJBG,
M. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)




A27.30.336

7248

OnudmsapHas gucnnasnsi, MHOXXeCcTBeHHas . [Monck YacTbIX MyTauuii B reHe
COMP, u. m. (Multiple Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

A27.30.299

7249

OnndunsapHas gucnnasus, MHOXeCcTBeHHas. [lonck myTauuin B reHe
SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

A27.30.410

7985ALOX

OpuTpoaepMus BpOXAEHHas UXTUO3Has (HebynnesHas). MNouck mytauuii B
reHe ALOXES, m. (Nonbullous Congenital Ichthyosiform Erythroderma,
NBCIE, Gene ALOXE3, Mut.)

A27.30.411

7987L0OX17

OpuTpoaepmMmsa BpoXXaeHHas NXTnosHas (HebynnesHas). Nonck mytaumi B
reHe LOX12B, m. (Nonbullous Congenital Ichthyosiform Erythroderma,
NBCIE, Gene LOX12B, Mut.)

A27.30.358

7986TGM1

OpuTpoaepMUs BPOXAEHHas UXTUO3Has (HebynnesHas). MNouck mytauuii B
reHe TGM1, m. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE,
Gene TGM1, Mut.)

A27.05.033

7901GJB3

Oputpokepatogepmus. MNMounck mytauun B reHe GJB3, m.
(Erythrokeratodermia, Gene GJB3, Mut.)

A27.05.033

7899GJB4

OpuTtpokepatoaepmusi. MNMonck mytauun B reHe GJB4, m.
(Erythrokeratodermia, Gene GJB4, Mut.)

A27.05.053

7250

OpuUTPOLNTO3 peLlecCUBHbLIN (CeMelHas HacneaCTBEHHas NONUUUTEMUS).
Mounck mytauun B reHe VHL, m. (Autosomal Recessive Erythrocytosis, Gene
VHL, Mut.)

A27.05.053

7900VHLI

OpuUTpPOLMTO3 peLIECCUBHBIN (CEMENHast HacNeACTBEHHAs nonmuuTemMus).
Mouck yacTeix MmyTaumi B reHe VHL, 4. m. (Autosomal Recessive
Erythrocytosis, Gene VHL, Freq. Mut.)

A27.05.052

7004MRI

CemeliHbI MegynnsipHbii pak WMTOBUAHOM Xenesbl (ak3oHbl 10, 11, 13, 14,
15 reHa RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15
Gene RET))

A27.05.052

7006A2|

CvHOPOM MHOXECTBEHHOW 3HAOKPUHHON Heonnasum 2A Trna (3k3oHbl 10, 11
reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))

A27.05.052

7005B2|

CuHOPOM MHOXECTBEHHOW SHOOKPMHHON Heonnasun 2B Tuna (reH RET)
(Multiple Endocrine Neoplasia Type 2B (Gene RET))

B03.070.478

7802CYI

AppeHoreHuTanbHbIn cuHgpom (AIC). MNonck yacTbIx MyTauun B reHe
CYP210HB, 9 u. M. (Congenital Adrenal Hyperplasia (CAH), Gene
CYP210HB, 9 Freg. Mut.)

A27.30.286

7779HFEI

HacnencTteeHHbIn remoxpomatos, | Tun (reH HFE) (Hemochromatosis Type
1 (Gene HFE))

A27.30.285

7003UGI

Cungpom XXunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1))

23.1. OnpepeneHne 6MoNOrMYECKOro poacTea B CeMbe: OTLLOBCTBA U
matepuHctea (Definition of Biological Relationship: Paternity and
Maternity)

B03.045.030

BP3/5

CpoyHoe ycTaHoBneHne B1Monormyeckoro poacTea Ansi OgHOro n3 pogurtenen
npu 6eccnopHom poactee apyroro (3 4en.) (Urgent Establishment of
Biological Relationship for One Parent at Indisputable Relationship of Another
(3 Persons))

B03.045.030

BP3/20

YcTtaHoBneHve 6nonornyeckoro poacTea Ars OAHOIO U3 poanTenen npu
6eccnopHom poactee apyroro (3 yen.) (Establishment of Biological
Relationship for One Parent at Indisputable Relationship of Another (3
Persons))

B03.045.030

EP2/5

CpoyHoe ycTaHoBneHne B1Monormyeckoro poacTea Anst OgHOro U3 pogurtenen
npwu otcytcTBumn apyroro (2 yen.) (Urgent Establishment of Biological
Relationship for One Parent in Absence of Another (2 Persons))

B03.045.030

BP2/20

YcTaHoBneHve Gnonorn4eckoro poacTea Ars OAHOIO U3 PpOAMTENEN Npu
otcytcTBum gpyroro (2 yen.) (Establishment of Biological Relationship for One
Parent in Absence of Another (2 Persons))

B03.045.038

BP/O0OTM

[lononHWTEnNbHBIN y4acTHUK nccrnegoBaHust (pebeHoK nnm matb Unu oteL)
(Additional research participant (child or mother or father))




24.1. HacnepctBeHHble 60n1e3HM 0bmeHa BeLecTB y
HOBOPOXAEHHDbIX/CKPUHUHT «MaTouka» (Hereditary Metabolic Disorders
in Newborns. Newborn Screening "HEEL")

B03.016.025.001 |[HBEO1 CkpuHuHr HoBopoxaeHHbIX «MATOYKA» (Newborn Screening "HEEL")*

["a3zoBas xpomaTtorpadusi 06pa3yoB Moum (opraHndeckue aunaypum) (Gas
B03.016.018.001 |[HBEO2 Chromatography of Urine (Organic Aciduria))

OnpegeneHne akTMBHOCTN BMOTNHUAA3b! (HE4OCTaTOYHOCTL BUOTUHMAA3bI)
A27.30.447 7060 (Biotin-Dependent Carboxylases Activity (Biotinidase Deficiency))

B3XXX-MC-MC opraHunyeckumx kncnot (cykumHunaueToH) (HPLC-MS/MS
A27.30.448 7061 Organic Acids (Succinylate))

YacTas mytaums B reHe BTD (HegoctaTtovHocTb BuotuHmuaassel) (BTD
A27.30.440 7040 (Biotinidase Deficiency) Gene, Freq. Mut.)

YacTtaa mytauusa B reHe GCDH (rnyraposas aungypust Tun 1) (GCDH
A27.30.441 7041GCDH|(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria, Type 1))

MonHbI aHanma reHa GCDH (rnytaposas aumaypust Tun 1) (GCDH (Glutaryl-
A27.30.441 7042 CoA Dehydrogenase) Gene (Glutaric Aciduria, Type 1))

YacTas mytaumsa B reHe HADHA (HegocTaTodHOCTb ANMMHHOLIENOYEYHON 3-

ruapokcnaumnn-KoA-germgporeHassl) (HADHA Gene, Freq. Mut. (Long-Chain
A27.30.442 7048 3-Hydroxyacyl-Coa Dehydrogenase (LCHAD) Deficiency))

YacTtaa mytauusa B reHe ACADM (HegoCcTaTOYHOCTb CpeaHeLenoyYeyHom

aerngporeHasbl XupHbix kucnotr MCAD) (ACADM Gene, Freq. Mut. (Medium-
A27.30.443 7052 Chain Acyl-CoA Dehydrogenase (MCAD) Deficiency))

MonHbI aHanm3 reHa OTC (HeAOCTaTOMHOCTb OPHUTMHTPaHCcKapbamunasbl)
A27.30.444 7055 (OTC Gene (Ornithine Transcarbamylase (OTC) Deficiency))

YacTble myTaumm B reHe FAH (TupoanHemus tun |) (FAH Gene, Freq. Mut.
A27.30.445 7056 (Tyrosinemia, Type 1))

MonHbI aHanua reHa FAH (tuposuHemuns tun 1) (FAH Gene (Tyrosinemia,
A27.30.445 7057 Type 1))

YacTtnyHbin aHanus reHa ASS (umTtpynnuHemuns) (ASS Gene, Freq. Mut.
A27.30.446 7058 (Citrullinemia))

26.1. Ana perteii (For children)

OueHka UMMYHHOrO OTBeTa K geTckum uHdekumam (Pediatric Infections:
B03.070.460 OBbC47 Immune Response)

3poposbi pebeHok: ana geten ot 0 go 14 net (Healthy Child: for Children
B03.070.450 OBC89 from O to 14 Years)

26.2. AnAa eHwwmH (For women)

[Nporpamma ckpuHWMHra paka wenkn maTtku — onpegenexHve AHK BIMY n

uMTONOrMYeckoe uccnegoBaHe cockoba Lenkn MaTku U LepBrKanbHOro
B03.027.015 2019 KaHana MeTodoM XWUAKOCTHOW LMTonormn®
B03.070.406 OBbC95 VIP-o6cnegnoBaHve ans xeHwuH (VIP-Survey for Women)

XKeHckun ropMmoHarbHbIM NPoduIb: ANCHYHKLUNA AUMHUKOB, HapyLLUEeHUs

MeHcTpyansHoro uukna (Female Hormonal Profile: Ovarian Dysfunction,
B03.016.023 OBC80 Menstrual Irregularities)
A27.30.278 OBC70 OHKopuck xeHckui: Wwenka matkn (Women's Oncorisk: Cervix )

Mpobnembl HEBbIHALLMBaHMSA: ayTOMMMYHHbIVM Npodunb (Miscarriage:
B03.070.456 OBC81 Autoimmune Profile)
B03.070.462 OBbC82 OueHka aHgporeHHoro crartyca (Assessment of Androgen Status)

lMnaHvpoBaHne GepeMeHHOCTU: AMarHoCTUKa yporeHnTanbHbIX MHeKLuii
B03.070.448 OBbC88 (Pregnancy Planning: Diagnosis of Urogenital Tract Infection (UTI))

Xou4y cTaTb MamoW: koMnnekcHoe obcrneaoBaHne Npu NaHMPOBaHUM

6epemenHocTn (Want to Become a Mother: Pregnancy Planning,
B03.001.001 OBC83 Comprehensive Survey)
B03.014.006 OBC84 TORCH-uHdekuum (ToRCH-Infections)

BepemeHHocTb: Il TpumecTp (14-28 Hepenun) (Pregnancy: Second Trimester
B03.070.448 OBC86 (14-28 Weeks))




BepemeHHocTb: Il TpumecTp (o1 29-30 Hepenb) (Pregnancy: Third Trimester

B03.070.448 OBC87 (29-30 Weeks) )
B03.070.488 OBC121 |[lMogroTtoBka k 6GepemMeHHOCTU: 6a30BbIN
B03.070.488 OBC122 |[lMoarotoBka kK 6epeMeHHOCTU: OLeHKa BUTaMUHHOIO cTaTyca
B03.070.488 OBC123 |lNogrotoBka k 6GEPEMEHHOCTI: CKPbIThIN AedULNT XKenesa
26.3. Ana myxuuH (For men)
B03.070.409 OBC96 VIP-ob6cnenosaHue ans myx4uH (VIP-Survey for Men)
26.4. ExxerogHble npodpunaktuiyeckne obcnegosaHumsa (Annual preventive
examinations)
ExxerogHoe npodunaktudeckoe obenegosaxue (nocne 40 net) (Annual
B03.070.447 OBbC46 Check-Up after 40 Years of Age)
340poB Thl — 300pOBa CTPaHa: eXerogHoe NpogunakTmyeckoe
obcnenosaHue (8o 40 net) (Healthy You - Healthy Country: Annual Check-Up
B03.070.458 OBC79 up to 40 Years of Age)
Broxnmung kposu: paclumpeHHsin npocune (Serum Biochemistry: Extended
B03.016.004 OBC73 Profile)
B03.016.004 OBC74 Broxmmus kpoBu: MMHUManbeHbIN Npodunb (Serum Biochemistry: Minimum)
26.5. CnoptusHble npodunu (Sport Profiles)
B03.070.464 CMNOPT1 |Supersport basoBbin
B03.070.464 CMNOPT2 |Supersport OnTrmanbHbIN
B03.070.464 CIOPT3 [Supersport NMpoaBuHyThIN
26.7. OueHKa pucka pa3BuTuA 3abonesaHnin cepgeuyHo-coCyanCTOMn
cuctembl (Cardiovascular disease risk assessment)
MpodunakTrka 3aboneBaHnii cepaua 1 CocyaoB M UX OCIOXHEHWN
B03.070.451 OBC51 (Preventing Heart and Blood Vessel Diseases )
B03.016.005 OBC53 JinnngHeIi npodmne: pacwmpenHbin (Lipid Profile: Extended )
B03.016.005 OBbC54 JinnngHeii npodune: ckpuHuHr (Lipid Profile: Screening)
26.8. AnarHocTuKa aHTudocponmnmuaHoro cuHgpoma (Diagnosis of
antiphospholipid syndrome (APS))
AHTUochonunuaHein cuHgpom (APC), nabopaTopHbie KpuTepun
A12.06.030 OBC55 (Antiphospholipid Syndrome, APS)
26.9. lMarHoCTUKa COCTOAHUA XKeya0UuHO-KULeUyHoro TpakTa (Diagnosis
of gastrointestinal tract (Gl Tract))
OnarHocTuyka Lenuakum: HenepeHocMMocCTb Bernka 3nakoB (rnoTteHa) (Coeliac
B03.070.471 OBbC62 Disease: Gluten Intolerance )
B03.014.004 FACTP "actponaHens (GastroPanel)
26.10. OueHka ¢yHKLUUM neueHn (Assessment of liver function)
B03.016.008 OBC56 O6cnepoBaHne neveHu: paclumpeHHoe (Survey of Liver: Extended )
B03.070.500 OBC57 O6cnegoBaHve neveHu: CKpuHuHr (Survey of Liver: Screening)
CKPWHMHI ayTOMMMYHHOTO nopaxkeHus nedeHun (Autoimmune Liver Disease:
A12.06.024 OBC59 Screening)
26.12. OueHka pyHKuMM noyek (Assessment of renal function)
B03.025.001 OBC60 O6cnepoaHune novek: pacumpeHHoe (Survey of Kidneys: Extended )
B03.025.001 OBC61 O6cnepoBaHue novek: ckpuHuHr (Survey of Kidneys: Screening)
26.13. FTocnutanbHble uccneposanua (Hospital Examination)
ocnuTanusaums B TepaneBTuyeckuin ctaumnoHap (Hospitalization in
B03.070.401 OBC77 Therapeutic Hospital)
B03.070.402 OBC78 JlTabopaTopHbIN XMpypruyeckun npodunb
B03.070.400 OBC106 |JlaBopaTopHbIN XMPYPr1UYeCKMIn MPohuIb paclUMPEHHbIV
26.14. OmnarHocTuKa 3abonesaHunii coeguHUTeNbHOM TKaHKU (Diagnosis of
connective tissue diseases (disorders of connective tissue))
Bonun B cyctaBax: pacwmpeHHoe obcrnegosanme (Joint Pain: Extended
B03.070.463 OBC63 Survey)
B03.040.002 ObC64 ApTpuTbl Npu peBmaTmnyecknx 3abonesanunsax (Rheumatic arthritises)
B03.070.463 OBC64MOIBonu B cyctaBax: ckpuHuHr (Arthralgia: screening test)
B03.070.487 OBC120 |[lMoparpa
B03.070.501 OBC125 |PeBmatougHbin apTpuT (Rheumatoid arthritis).




26.15. finarHocTuka caxapHoro guabeta (Diagnosis of diabetes)

B03.012.001 OBC65 KoHTtpone guabeta: pacwumpenHbin (Diabetes Control: Extended)
B03.012.001 OBC66 KoHTponbe gnabeta: ckpuHuHr (Diabetes Control: Screening)
B03.070.459 OBC67 OnabeT: ayTonmmyHHble mapkepbl (Diabetes: Autoimmune Markers)
26.16. luarHoCcTMKa U KOHTPO/Ib Tepanum octeonoposa (Diagnosis and
monitoring therapy for osteoporosis)
B03.070.452 OBC71 OunarHocTtuka octeonoposa (Diagnosis of Osteoporosis)
OueHka meTabonuama KOCTHOWM TKaHM U pyUCKa OCTEoNopo3a: pacluMpeHHoe
obcnenosaHue (Metabolic bone and osteoporosis risk evaluation:
B03.070.502 OBC124 |comprehensive examination).
26.17. OueHka pyHKUMM wmToBUAHOM Kenesbl (Assessment of thyroid
function)
LinToBnagHasa xenesa: pacwumpeHHoe obenenosaHue (Thyroid Gland:
B03.058.001 OBC75 Extended Survey)
B03.058.001 OBC76 LntoBmaHas xenesa: ckpuHuHr (Thyroid Gland: Screening)
26.18. UHdeKuuu, nepeaaBaemble nonoBbim nytém (Sexually transmitted
infections (STI))
B03.014.031 OBC90 BWY, cudpmnuc, renatutel B n C (HIV, Syphilis, Hepatitis B, C)
Wccneposarme komnnekcHoe «Cekc B 6omnbLIom ropoge: 6 nHdekuun
(ananus kposwu)» (Comprehensive Study «Sex in City: 6 Infections (Blood
B03.014.010 OBC91 Test)»)
WccnepoBaHne komnnekcHoe «Cekc B 6onbLluoM ropoge: 14 nHdekumn +
Ma30ok Ha mukpocdnopy» (Comprehensive Study «Sex in City: 14 Infections +
B03.014.030 OBC92 Smear on Floray)
Uccneposarue komnnekcHoe «Cekc B 6onbLuom ropoge: 12 nHdpekuni +
KBM (yporenuTaneHbii cockod)» (Comprehensive Study «Sex in City: 12
B03.014.029 OBC105 |Infections (Urogenital Scraping)»)
VccnepoBaHue komnnekcHoe «Cekc B 6onbLIoM ropoge: 8 nHdekuni +
Ma3ok Ha mukpodnopy» (Comprehensive Study «Sex in City: 8 Infections +
B03.014.028 OBC93 Smear on Floray)
26.19. Npo6nembi Beca (Weight Problems)
Mpobnemsbl Beca (nepBnyHOE 06CnenoBaHme 300pOBbsi NALUEHTOB C
B03.070.454 OBCY%4 HapyweHusamu Beca) (Weight Problems: Primary Survey)
Mepen gneton: MMHMManbHoe obcnegosaHme (Survey Before Diet: Minimum
B03.070.481 OBC107 |)
Mepen aveTon: gononHutensHoe obcnegosaHune (Survey Before Diet:
B03.070.481 OBC108 |Additional )
26.20. OueTol (Diets)
B03.070.482 OBC112 |BeretapuaHupl
B03.070.483 OBC113 [lMuTaHue, ncknwoyaroLlee KpacHoe MACo
B03.070.484 OBbC114 |BenkoBas aveTta
26.22. Anneprua (Allergy)
B03.002.004 OBC98 Anneprusi Ha XMBOTHBbIX, Nblifb, MreceHb (Allergy to Animals, Dust, Mold)
B03.002.004 OBC99 Anneprusi Ha nuwiesble npogykTel (Food Allergy)
B03.002.004 OBC100 |Anneprus Ha nneceHb (Mold Allergy)
B03.002.004 OBC101 |Anneprusi Ha pacTteHus (Plant Allergy )
26.23. Flematonorunueckue uccnegosaHua (Hematological Examination)
B03.005.013 OBC68 OwnarHoctuka aHemuii (Diagnosis of Anemia)
26.24. KpacoTa Koxu, Bonoc u Horteit (Beauty of skin, hair and nails)
B03.070.485 OBC118 |KpacoTta 3gopoBow koxu (Healthy skin beauty)
CwvinbHble Bonockl, Kpenkme HOrtu, 6apxartHas koxa (Strong hair and nails,
B03.070.486 OBC119 |velvet skin)
HoBble uccnepoBaHus
B03.004.001 TACTP978 |["acTponaHenb co CTUMYNsLMEN
AHgpodniop, uccnegosaHme MUKPOMNopbl YporeHUTansHoro Tpakta My4mH
A26.21.036 3152 B 3AKynaTe
AHgpodnop, uccriegoBaHme MMKPOdopbl YPOreHUTanbHOro TpakTa My>KUYuH
A26.21.036 3153 B cekpeTe npeacraTesibHOM Xenesbl




AHgpodnop CKpuH, nccregoBaHme MUKpPOodopbl yporeHUTanbHoro Tpakra

A26.21.036 3253 MY>XYMH B CeKpeTe npeacraTensHOn xenesbl
A09.05.209 1700 MpokanbUMTOHWUH
A26.05.016 1593 XenyHble KUCnoThLI B CTyne
Onpegenenne nona nnoga. BeisBneHne Y-xpomMocoMbl Moga B KPOBY
A27.20.001 3316 matepu (Y-chromosome of the fetus in the mother's blood)
Bupyc rpunna A/B, kauectBeHHoe onpegeneHune PHK (Influenza virus A/B,
A26.08.038.001 |3317 quality, RNA)
PaspgenbHoe onpeaeneHue TokcmHa A n TokcrHa B Clostridium difficile B
kane, aHTureHHbIn Tect (Toxin A and B Clostridium difficile. One step rapid
A26.19.086 486/479 immunochromotographic assay)
Bupyc renatuta C: reHoTunmpoBaHue no reHotunam 1-6 (BI'C, onpeneneHune
A26.05.019 1688 reHoTunoB 1-6, HCV Genotyping)
AHTUTEna K KopoHasupycy SARS-CoV-2 (HykneokancugHomy 6enky), 19G,
A26.06.057 1637 2660TT
A09.05.124 1645 MenaToHuH
A26.06.057 1641 AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM)
A27.30.292 7650 MonekynspHo-reHeTU4eckas AnarHoCcTuKa paka npeacratenbHOM Xenesbl
B03.001.002 1634 MnaueHTapHbin paktop pocta (Placental growth factor, PIGF)
®akTop |X, aktuBHOCTb % (pakTop Kpmuctmaca, aHTureModunbHbIN hakTop
A09.05.187 1410 «B»)
A09.05.052 1412 AHTK-Xa, akTUBHOCTb %
A09.05.220 1413 dakTop BoH Bunnebpanga, aHTureH %
B03.025.001 1646 KnyboukoBas unbtpaums (pCKP negmnatp., dhopmyna Lsapua 2009)
A09.05.221 1603 ButamuH 1,25-gurugpoken D3
A09.05.035 1633 OBeponMmyc
JlTabopaTopHoe uccnegoBaHue knewa ans BoisisreHns OHK Bo3dbyguTtens
boppenuosa (6onesHun Jlanma) (Detection of pathogen DNA in ticks: Borrelia
A26.04.012.001 |271 burgdorferi s. 1.)
B03.016.004 4HOT NASH-FibroTest
So3nHoUNbHLIN HerpoTokenH B cTyrne (Fecal Eosinophil derived Neurotoxin;
A26.05.016 1594 EDN, stool)
A26.05.016 1597 XUMOTPUNCKUH B CTyne,akTmBHocTb (Chymotrypsin activity in Stool)
CTteatokput ctyna (OnpegeneHne cogepxaHus xxupa B kane MeToaom
A26.05.016 1599 KMCnoTHoro cteatokputa; Fecal Fat; Acid Steatocrit)
AHTUTEna, KONMYeCTBEHHbIE, K cnankoBomy (S) 6enky SARS-CoV-2, IgG (Anti
A26.06.057 1659 SARS-CoV-2, spike (S) protein, IgG, quantitative)
A26.05.016 1596 3oHynuH dekanbHbIv (Zonulin, stool; Fecal zonulin)
B03.016.004 OBC154 |Broxumus kposu: 6a30BbIV NPOdUIb
A08.30.046 580 OLGA-system(buoncumnHbin (>kenygok)
Mukpockonuyeckoe MccneaoBaHMe MoYM Nocrne maccaxa npeacrarenibHowm
A12.21.005 1169 xernesbl
Mpsamown aHTurmobynuHoBkIN TecT, nonucneundunyHein (MAIT, npavas npoba
A12.05.009 999 Kymbca, Direct Antiglobulin Test, DAT, Direct Coombs Test Polyspecific)
A27.30.008 7653 AHanns mytauui B reHe BRAF (V600E) (MLP, kay)
B03.016.005 OBC127 |JlunuaHbIn Npodunb He-HaToLAK pacLUMPEHHbIN
B03.016.005 OBC128 |NlunuaHbIN NpoduUSib HE-HATOLLAK CKPUHUHT
B03.070.465 OBC129 |[Beranbl. NMpoduns "MuHnmansHbIR"
B03.070.465 OBC130 |BeraHbl. Npoduns "Basosbin”
B03.070.465 OBC131 |BeraHbl. NMpoduns "PaclumpeHHbIin”
B03.070.497 OBC155 [[Mpodunb «ExerogHas npodunakTnkar»
OunarHocTtuka noctkoBuaHoro cuHapoma (Diagnosis of Post-COVID-19
B03.070.495 OBC172 |syndrome)
B03.070.467 CInKA1 JlTabopaTopHas AMarHocTuKa runepaaHgporeHeMmm
B03.070.453 CInKA2 OueHka ropMoHanbHOro ctatyca npu HapyLeHUM MEHCTPYanbHOro LMKna
B03.070.466 OBC156 |ButamuH [J 1 MnHepanbHbi 0OMeH
B03.014.024 3032 PaclwwmnpeHHoe nccnegosaHne MMKpodnopbl yporeHUTanbLHoro Tpakra
B03.014.023 3033 CKpVHUHroBOE uccnegoBaHne MUKpodnopbl YporeHUTanbHOro Tpakta




KrnnHnyeckun aHanms kpoBu: obLwmii aHanus, nevikogpopmyna (c

B03.016.002 5/119 MUKPOCKONUEN Maska KpOBU NPU HanNU4mMm naTonormyeckmx coBuroB)
OnpepneneHne ocMoTUYECKON pe3ncTeHTHOCTU apuTpounTtoB (Osmotic fragility
A12.05.002 1600 (OF) test, RBC)
A12.05.012.002 1618 OnekTpodopes remornobmHa (Hemoglobin Electrophoresis)
AHTUTena k mutoxoHapusam (AMA-M2), IgG (Anti-AMA-M2 autoantibodies,
A12.06.035 1221 IgG)
A12.06.051 1670 AHTUTEna Kk 6eta-2-rnukonpotenny, IgG (Anti-beta-2-glycoprotein, 19G)
A12.06.051 1671AB2M|AHTuTena k 6eta-2-rmukonpoTeunHy, IgM (Anti-beta-2-glycoprotein, IgM)
B03.002.004 6706 [MaHenb pasHble anneprexb 1
B03.002.004 6707 [MaHenb pasHble anneprexsl 2
B03.002.004 1881 Anneprounn ALEX2 (Allergy Explorer 2), 300 anneprotectoB
A27.30.298 7643 Cungpom MapTtuH-benn (reHognaHocTMKa cuHapoMa Nnomkon X XpOMOCOMBbI)
A27.30.141 7645 Mytaumu B reHe LDLR
A27.30.142 7646 MyTtaunn B reHe PCSK9
AHTUTEna Kk kopoHasupycy SARS-CoV-2, IgM (kadecTBeHHOe onpeaenexHve)
A26.06.057 1641/59 |un IgG (konnyecTtBeHHoe onpegenenune) (Anti-SARS-CoV-2, IgM/IgG)
B03.070.489 OBbC164 |ButamuH D n muHepanbHbin 0bmeH ([epekpecTok)
A09.05.099 1689 AMWHOKMCNOTLI B MriasMe KpoBU
B03.016.019 1690 AMUWHOKMCNOTHI B NnasmMe KpoBwu, 48 nokasarenen
A09.05.026 1675 PeMHaHTHBIN XonecTepuH HaToLak (NPoAayKT —Npodunb);
A09.05.026 1685 PemHaHTHBIN XxonecTepunH He HaTowak (MpoayKT —Npodunb)
JlabopaTopHoe uccnegoBaHue knewa ans BoisisreHns PHK Bupyca
A26.04.012.001 |351 knewiesoro aHuedanuta (Tick-borne encephalitis Virus, TBEV, RNA)
lMaTonoroaHaTomMmnyeckoe nccregoBaHve onepaunoHHOro marepuana (go 6-
A08.30.046 51104 TV napacrHOBbIX ONOKOB)
MaTonoroaHaTomMmnyeckoe nccregoBaHue onepaunoHHoro matepuana (bonee
A08.30.046 51105 6-T napacmHoBbIX 6110KOB)
B03.070.492 OBC171 |['vnoroHagmM3am y My»4uH
Kapamopwuck, CKpUHUHI-NEW — C BKITFOYEHWEM BbICOKOYYBCTBUTENBHOMO
TPOMNOHWMHA 1 HaTpUypeTnyeckoro ropMmoHa (B-tuna) N-KoHLeBoro
B03.015.009 OBC173 [nponenTtnga
YKeHckui ropMoHarnbHbIN NPOUIb: HAPYLLEHUS MEHCTPYarbHOMO LIMKNA,
B03.070.468 OBC187  |CKpyHUHT
B03.070.448 OBC85NEV|bepemeHHocTb: 1-11 TpumecTp (1-13 Hegenu) nnn 1-in BU3UT
Cnepmorpamma (MiccnegoBaHue askynsaTa € OLeHKon mopdonorum no
B03.053.002 5999 Kptorepy)
B03.070.455 OBC202 |AHanusbl ona cnpasku B 6accenH
CTtepouvaHbin npocuns B critoHe (TectocTepoH, dernapoanmaHgpocTepoH,
AHgpocTeHamoH, Koptuson, KoptnsoH, Sctpagmon, MNMporectepoH, 17-OH-
B03.016.023 1577 nporecTepoH)
B03.032.002 PRS1-INV |lMpeHaTanbHbI ckpuHUHT PRISCA 1
B03.032.002 PRS2-INV |lMpeHaTanbHbIi ckpuHUHT PRISCA 2
LinTonornyeckoe n UMMyHOLIMTOXMMUYECKOE MCCedOBaHME C Mapkepamm
p16INK4a n Ki-67 ona noareepxgeHus gucnnasmm B Maskax Crim3ancTon
A08.30.013 547N LENKN MaTKn
Napsosupyc B19 (Parvovirus B19)
A26.05.032 3324CB [Mapeoeupyc B19, onpepenenne OHK (cuiBopoTka)
Bapuuenna-3octep supyc (Varicella-Zoster virus)
Bupyc Varicella-Zoster, onpegenenne HK B ceiBopoTke kposwu (Varicella
A26.05.042.001 [3215CB |ZosterVirus, DNA, serum)
Bupyc Varicella-Zoster, onpegenenne JHK B cockobe anutenuanbHbIX KNeTok
A26.06.056 3215KOX |koxu (Varicella Zoster Virus, DNA, scrape of skin epithelial cells)
Bupyc Varicella-Zoster, onpegenenne OHK B critoHe (VaricellaZosterVirus,
A26.06.056 3215CJTH [DNA, saliva)

Hosble uccneposanua 2024




HeunHBasunBHbI NnpeHaTtanbHbii TecT (HUMMT) - ctaHgapTHas naHenb

A27.20.001 2HNNT (Noninvasive Prenatal Testing (standart))
HeunHBasumBHbI NnpeHaTtanbHbli TecT (HUMMT) - paclumnpeHHas naHernb
A27.20.001 SHUMT (Noninvasive Prenatal Testing (advanced))
HeunHBasunBHbIA npeHatanbHbii TecT (HUMT 6a3okin) (Non-Invasive Prenatal
A27.20.001 4HUNIMT Test (base))
Bepesa 6opoagaBuaras, rBet v1 (1215), IgE (Birch, Betula verrucosa, rBet v1
A09.05.118 6027A6  |(t1215), IgE)
A09.05.118 6031AB  |OomawHsa neinb (Hollister —Stier) (h2), IgE
A09.05.118 6044ABb  |Aa ockl naTHucTom (i2), IgE
A09.05.118 6046A6 |Komap (i71), IgE
A09.05.118 6048ABb  [MeHnumnnuH V (c2), IgE
A09.05.118 6049A6 |Orypeu (f244), IgE
A09.05.118 6050A6 |ABsokago (f96), IgE
A09.05.118 6052A6 Monoko ko3be (f300), IgE
A09.05.118 6055A6  |A6pukoc (f237), IgE
A09.05.118 6056A6  |BuwHsa (f242), IgE
A09.05.118 6058Ab |[MangapwH (f302), IgE
A09.05.118 6059Ab BaknaxaH (f262), IgE
A09.05.118 6060Ab |Bpokkonu (f260), IgE
A09.05.118 6061A6  |YecHok (f47), IgE
A09.05.118 6062Ab  |pubbI (WwamnuHboHbI) (f212), IgE
A09.05.118 6063A6 |lMogconHeyHuk (w204), IgE
A09.05.118 6064Ab |Pomawka (w206), IgE
Cwmecb nuweBbix annepreHoB (fm5) (AanyHbI 6Genok, MONoKo KOPOBbE,
B03.002.004 6068ABb  [Tpecka, nweHuua, apaxuc, coesble 606bl), IgE
Cwmecb nuweBbix annepreHoB (fm24) (Tpecka, KpeBeTKU, MUAWK, TyHeL,
B03.002.004 6074AB |nococs), IgE
Cwmecb annepreHoB MbifbLbl AepeBLEB (paHHee LBeTeHue) (tm5) (onbxa
B03.002.004 6085Ab cepas, neLumHa, Ba3, UBa, TONorb TpexrpaHHbin), IgE
A09.05.118 6088AE  |BuHorpag (f259), IgE (Grape (f259), IgE)
A09.05.118 6090ABb |Jlocock/cemra (f41), IgE (Salmon (f41), IgE)
A09.05.118 6092A6  |Ckymbpusa (f206), IgE (Mackerel (f206), IgE)
A09.05.118 6093A6 |Kambana (f254), IgE (Plaice (f254), IgE)
A09.05.118 6095Ab  [Kokocosbin opex (f36), IgE (Coconut (f36), IgE)
A09.05.118 6096A6 "peukun opex (f256), IgE (Walnut (f256), IgE)
A09.05.118 6103ABb Coip Yenpep (f81), IgE
A09.05.118 6104AB |Chbip c nneceHsblo (f82), IgE
A09.05.118 6107A6  |TyHey (f40), IgE
A09.05.118 6108A6 Kykypysa (f8), IgE
A09.05.118 6109A6 |CnwuBa (f255), IgE
A09.05.118 6119Ab  |[Umbups (f270), IgE
A09.05.118 6098AE |®aconb 6enas (f15), IgE (White bean (f15), IgE)
A09.05.118 6099AE |ObiHs (f87), IgE (Melon (f87), IgE)
A09.05.118 6100AB |Poxsb (f5), IgE (Rye (f5), IgE)
A09.05.118 6159A6 KypuHoe msico (f83), IgE
A09.05.118 6144A6 Candida albicans (m5), IgE
A09.05.118 6148A6 |Wokonag (f105), IgE
A09.05.118 6122A6 Exa cbopHas (g3) IgE (Dactylis glomerata (g3), IgE)
A09.05.118 6124A6 OBcsiHuua nyroeas (g4), IgE (Festula elatior (g4), IgE)
A09.05.118 6126Ab MsaTnuk nyrosow (g8), (IgE Poa pratensis (g8), IgE)
A09.05.118 6164Ab6 MonbiHb ropbkas (Artemisia absinthium) (w5), IgE
A09.05.118 6166Ab Mepbsa BonHUCTOro nonyrandmka (e78), IgE
A09.05.118 6150AB  [JlumoH (f208), IgE
A09.05.118 6152Ab [I'peva (f11), IgE
A09.05.118 6182Ab Onbxa cepas (t2), IgE (Alnus incana (12), IgE)
A09.05.118 6183Ab |JlewuHa obbikHOBeHHas (14), IgE (Corylus avellana (14), IgE)
A09.05.118 6184Ab MogopoxHuk (w9), IgE (Plantago lanceolata (w9), IgE)
B03.070.469 OBC196 |[Ctpecc




OcTpble knweyHble nHdekumn. OnpegenenHne PHK BupycHbix Bo30yauTenen
KneyvHbIX MHekuun (Potasupyc A, Actposupyc, Hoposupyc G |,

A26.05.016 33127KAJ [Hoposupyc G Il) B kane
OcTpble knweyHble nHdekuun. OnpegeneHne 6akTepmanbHbIX U BUPYCHbIX
BO3OyauTenen kuwevHbix nHgekumn (Kamnunobakrep(tepmodunbHas
rpynna),lWurennsl n VK1, CanbmoHennel, AoeHoBupyc F, PotaBupyc A,
A26.05.016 33128KAJ1 |Actposupyc, Hoposupyc G |, Hoposupyc G Il) B kane
Hosble uccneposaHua 2024_2
Broxmmuyecknii CKpHUHE 1-ro TpuMecTpa 6epemMeHHOCTV ANs NporpaMmbl
B03.032.002 ASTRAIAL [AcTpans
Wccneposanne PAPP-A u cB. ?-XI'Y B 11-14 Hegenb 6epeMeHHOCTU C
B03.032.002 ASTRAIA2 |pacHeTomM pMCKOB XPOMOCOMHbIX aHOManuin B nporpamme ASTRAIA
Wccneposanne PAPP-A u cB. ?-XI'Y B 11-14 Hegenb 6epeMeHHOCTU C
pacyeToM PUCKOB XPOMOCOMHbIX aHOManun, 3agepxky pocTa nnoaa,
B03.032.002 ASTRAIAS [npexageBpeMeHHbIX pogoB, npeaknaMncum B nporpamme ASTRAIA
Wccneposanne PAPP-A u cB. ?-XI'Y u PIGF B 11-14 Hepgenb 6epeMeHHOCTM C
pacyeToM PUCKOB XPOMOCOMHbIX aHOManu, 3agepxky pocTa nnoaa,
npexaeBpeMeHHbIX POAOB, MHAMBUAYANbHOIO pyUcka NpeaknaMncum B
B03.032.002 ASTRAIA4 [nporpamme ASTRAIA
Uccneposarnne TREC un KREC ansa gnarHoctukn nmmyHogeduuntos (TREC
A08.05.019 1576 and KREC analysis for immunodeficiency diagnostics)
A09.05.152 1301 MperHeHonoH
A09.05.035 1399 BaHkomuumH (Vancomycin)
McecnegosaHusa coctaBa MUKPOBOMOThI KneyHrka y geten metogom lNLP,
B03.016.010 398 OHTtepodinop [eTtu
A26.06.012 1546 Bpyuenna-IgA (Brucella, IgA)
A26.06.012 1548 Bpyuenna-lgG (Brucella, IgG)
Bupyc nmmyHogeduunta venoseka, Tvn 1 (BUY-1), onpegenenune PHK (kon.)
B cbiBOpOTKe Kposu (Human immunodeficiency virus, HIV-1, RNA, quality,
A26.05.021 339 Serum)
Bupyc nanunnomel yenoseka (BlMN4Y), sbisieneHne OHK (ckpuHuHr 14 Trnos
BIMY Bbicokoro oHkoreHHoro pucka - 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59, 66 1 68 TMnos, ¢ anddepeHumnanbHbIM onpeaeneHnem 16 n 18 Tunos,
A26.21.008.001 [3011 TecT-cuctema Peanbect BINY OHkOCKpWH.
Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k aHTUreHam Kollayben
A26.06.062 1563 aByycTtkum Opisthorchis felineus)
B03.002.004 6010 PecnupatopHas naHens PROTIA Allerqy-Q (64 annepreHa)
AHTuTena knacca IgG k aHTureHam Yersinia Enterocolitica u Yersinia
Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia
A26.06.093 2391 Pseudotuberculosis, 1gG)
A09.05.118 6005 CTannoKOKKOBbIN SHTEPOTOKCUH A, IgE
A09.05.118 6006 CT1admnoKoKKOBbIN 3HTEPOTOKCUH B, IgE
B03.002.004 6011 Atonnyeckasn naHens PROTIA Allerqy-Q
B03.002.004 6008 Cwmecb nuweBbIx annepreHoB 15: anenbcuH, 6aHaH, s6110k0, nepcuk, IgE
A09.05.118 6002W1 |Amb6posus (w1), IgE (Ambrosia (w1), IgE)
Cneuudmyeckne nmmyHornobynuHel knacca G (IgG) K NULLEBLIM aHTUreHaMm:
B03.002.004 1880 Food Xplorer (FOX). (Specific IgG to food antigens: Food Xplorer (FOX)).
Cwmecb annepreHoB JOMaLUHWX IPbI3YHOB: 3NUTENNIA MOPCKON CBUHKMN,
ANMTENWIA KPONUKa, aNUTENni XoMsika, Kpbica, Mblwb, IgE (EP70 (E6, E82,
E84, E87, E88), Rodents Panel: Guinea Pig Epithelium, Rabbit Epithelium,
B03.002.004 1070Ab Hamster Epithelium, Rat, Mouse, IgE)




M'mcTonormnyeckoe nccnegoBaHme GUONCUMHOIO MaTepuana:

[obpokayecTBEHHbIE ONYXOMKM KOXN pa3sHbIX NOKanM3auun 9CHOro reHesa

(manunnomsl, HeBycbl, 6opoaaskm)L]

Cockobbl LiepBuMKanbHOro kaHana u nonocTtu matku (6es aucnnasum) 1

nokanunsauwms!;

[lo6pokadecTBeHHble 3aboneBaHNsa MOMOYHON xene3bl 6e3 agucnnasum
A08.30.046 51103 (PKB,pnbpoageHoma), MNnayeHTa

MmcTonornyeckoe ncecneposanme | K (cockob 3 LiepBukanbHOro kaHana,
A08.30.046 5001l nonun LWewkn MaTky, Nonun BRaranuvuia, buonTat Bnaranuiia)

'mctonornyeckoe ncenegosaxme Il K (cockob u3 nonoctn MmaTtky, nonunel

Tena matku, GuonTaT LWewkn MaTku, GuonTaTt BynbBbl, KOHOUINOMBI,
A08.30.046 5002l nanunnomsbl, MynoBuHa, NNaueHTa, nnogHble 060n04Kn)

M'mcTonornyeckoe nccnegoanme Il K (wenka maTkn, MaTouHble TPyObI,

SIMYHUKK, KACTbl AMYHUKOB, MapaoBapuarbHble U napaTybapHble KUCTbI,
A08.30.046 5003llI MWUOMAaTO3HbIE Y3Ibl)

'mctonornyeckoe ncenegosanme IV K (matka, werika MaTkv, MaTOYHbIE
A08.30.046 50041V TpYObl, ANYHMKN, OONBLIOW CarnbHWK B Pa3fUYHbIX COYETaHUSIX)

MonekynspHo-reHeTnyeckoe nccnegosanme npu GIST-onyxonsx (cKIT,
A27.30.230 5502 PDGFRa)
A27.05.041 77802 Mcopwuas, TunnposaHne HLA-Cw6
A12.05.010 77800 BonesHb bexyerta, TnuposaHue HLA B51
B03.005.017 7021 OwnarHoctuka 6eTta-Tanaccemum un remornobuHonatuin (reH HBB)

HewnHBa3zuBHbIn npeHaTaneHbi TecT (HUMT Makcumym) (Non-Invasive
A27.20.001 6HNMT Prenatal Test (Maximum))

Mukpockonmyeckoe UccneaoBaHne cekpeTa npeacTaTernbHON Xenesbl
A12.21.005 1168 (okpacka no PomaHoBCkoMYy)
Na6oparopus J1IA1abopatopua JIABKBECT

LinTonornyeckoe nccnegoBaHue ¢ 3akrnoyYeHNEM Mo TEPMUHOMOTMYECKOM

cucteme betecpa (6e3 onmcaHusa uutorpammel), 1 CTEKNO, oKpacka no
A08.20.017 C001 JNenwmany

LinTonornyeckoe nccnegoBaHue € 3akrnoyeHneM no TepMUHOMNOrMYECKOM

cucteme betecpoa (6e3 onucaHusa uMTOorpammbl), 2 CTeKNa, okpacka no
A08.20.017 C002 Jlenwmany

LinTonormnyeckoe nccnegoBaHue ¢ 3akrnoYeHNEM MO TEPMUHOMOTNYECKOM

cucteme betecpa (c onucannem uutorpammel), 1 CTEKNO, OKpacka no
A08.20.017 C003 JNenwmany

LinTonornyeckoe nccnegoBaHue € 3akrnoyeHneM no TEPMUHOMNOrMYECKOM

cucteme betecpa (c onucaHnem yutorpaMmmel), 2 cTekna, okpacka no
A08.20.017 C004 Jlenwmany

LinTonormnyeckoe nccnegoBaHue ¢ 3akrnoYeHNEM MO TEPMUHOMNOTMYECKOM

cucteme betecpa (c onucannem uutorpammel), 1 CTEKNO, OKpacka no
A08.20.020 C005 ManaHvkonay

LinTonormnyeckoe nccnegoBaHue ¢ 3akrnoyeHneM no TePMUHONOrMYECKOM

cucteme betecpa (c onucaHwem uutTorpammel), 2 CTekna, okpacka no
A08.20.017 C006 ManaHwnkonay

BIMY-TMATlM-TecT xxunaKocTHbIN (koMmnnekc Tectos: BMNY paclumpeHHbIn ¢
A26.21.008.001 |C009 onpeaeneHnemM konuyecTea u tuna supyca + NAIl-Tecr)

BlMY-TecT paclumpeHHbIn XNOKOCTHLIN (C onpefeneHnem KonvyecTsa U Tuna
A26.21.008.001 |C008 BMpYyCa)

[narHocTrka NopaxxeHust KoXu, nccregoBaHne cockoOoB 1 OTNEYaTKOB
A08.30.028 C012 3pO3uIA, paH, ceuen (4o 5-un ctekon)
A08.22.004 C013 OunarHocTrka 3aboneBaHuii LUMTOBUAOHOM Xenesbl (40 5-Tu cTekorn)
A08.28.007 Cco14 [unarHoctvka 3aboneBaHnin MOYENONoBON CUCTEMBI (80 5-Tn cTekon)
A08.20.015 C015 OunarHocTrka 3aboneBaHnii MOMNOYHOM xxenesbl (40 5-TW cTeKorn)
A08.20.004 C016 [narHoctvka acnupara nofnocTn maTtku (8o 5-tm ctekon)

VccnepoBaHve masoka-oTrnevaTka ¢ BHYTPUMAaTOYHOW cnvpanu (8o 5-tu
A08.20.017 C034 cTeKon)

ViccnenoBaHmne acuMTUYECKONW, NNeBpanbHOW, CUHOBUANBHOW XXUOKOCTH,
A08.09.010 Cc017 CMUHHOMO3roBast XXUAKOCTb, COOEPXKMMOrO KUCT (3a 1 KOHTenHep)




WccnenosaHue maTtepuana, nosly4eHHOro npu onepaTuBHbIX

A08.17.002 C018 BMeLlaTenbcTBax (A0 5-Tn cTekon)
A08.06.001 C019 VccnepoBaHve nyHkTaTa nuMd@aTtnyecknx y3nos (8o 5-1u cTekon)
A08.09.011 C020 VccnegoBaHve MOKPOThI M MOYM Ha aTuUnmMyeckne Knetku (3a 1 KoHTerHep)
A08.17.002 C021 MccnegosaHve 9HOOCKONMYECKOro Matepuana (4o 5-Tn cTekon)
LinTonornyeckoe nccrnegoBaHme OTneYaTkoB ONyxXomnen 1 onyxonenogobHbIX
A08.30.016 C027 obpasoBaHun (8o 5-Tn ctekon)
LinTonornyeckoe nccrnegoBaHme NyHKTaToOB M OTNEYaTKOB APYrMX OPraHoB v
A08.30.016 C033 TKaHen (3a 1 nokanusaumio 4o 5-Tu cTekon)
KomnnekcHoe nccrnegoBaHme cockoba LWenku MaTkv U LiepBUKaribHOro
KaHana MeToAoM XWUAKOCTHOWM LIMTONOrMKN C NccneaoBaHnemM KOSKCNpecum
A08.20.017.002 |C035 oHkobGenkoB p16 (p16-ink4a) n Ki67
B03.027.017 C011 Koakcnpeccus oHkobenkos p16/Ki67, UMMYHOLMTOXMMMS
A08.30.013 C036 VIMmyHoUUTOXMMMYECKoe nccnegoBaHue (1 mapkep no CornacoBaHmio)
KoHcynbTaums rotoBoro umtonoruyeckoro npenapata (1 -5
A08.30.007 C037 cTeknonpenapaToB)
KoHcynbTaums rotoBoro umtonoruyeckoro npenapata (6 - 10
A08.30.007 C038 cTeknonpenapaToB)
KoHcynbTaumsi rotoBoro uutonormyeckoro npenapata (11 n 6onee
A08.30.007 C039 cTeknonpenapaToB)
A08.30.006 C040 doTopernctpaums (1 CHUMOK)
A08.30.007 C041 PoTtockaHnpoBaHue (3a 1 cnyyan go 5 ctekon)
KVWOKOCTHAA UMTONOIMMNA (pacumpeHHoe 3akmnoveHne).
LinTonornyeckoe nccnegoBaHne cockoba LWenku MaTkv U LiepBUKaribHOro
A08.20.017.002 [C023 KaHana
AKngkoctHas unTtonorusa. Liutonornueckoe nccriegoBaHne cockoba Luenku
A08.20.017 C024 MaTKn 1 LiepBrKanbHOro kaHana
XKugkocTtHasi yutonorusi cockoba (acnmpara) nonocTyu MaTkm (3a 1
A08.20.013 Cc042 KOHTENHep)
A08.22.004 C043 XKugkocTHas LMTONOrMsi NYHKTaToB LLMTOBUAHOW Xere3sbl (3a 1 KOHTENHEP)
A08.20.015 C044 XuakocTHast LMTONOrMs NYHKTaToB MOJTOYHOWM Xeresbl (3a 1 KOHTeNnHeP)
XKugkocTHast LMTONOrMst NYHKTaToOB APYrMX OPraHoB M TkaHen (3a 1
A08.30.016 C046 KOHTENHep)
A08.16.002 HO013 BouisisneHne Helicobacter pylori
VccneposaHue aHgockonmyeckon uoncum (MuweBoa, >XenyaoK, TOHKUA 1
A08.30.046 HO081 TONCTbIV KULWEYHWK) 6e3 JONONHUTENbHOW OKpacky (3a 1 KOHTENHeP).
WccnegosaHve sHgockonuyeckon Groncun (Nyiesos, Xernygok, TOHKUA 1
A08.30.046 HO082 TONCTbIV KALWEYHWK) C JOMNOMHUTENBbHON OKPACKOW Ha Crn3b (3a 1 KOHTENHEP).
WccnegosaHve sHgockonuyeckon Groncun (Nyiesos, Xernygok, TOHKUA 1
TOMNCTbIN KALLEYHUK) C AOMOSHUTENBHON OKpackon Ha cnusb 1 HP (3a 1
A08.30.046 H083 KOHEeWnHep).
WccnepoBaHne MynbTndokanbHOM 3HAOCKONMYECKON Buoncum xenyaka ¢
A08.16.002 H084 onucannem no OLGA/OLGIM (3 koHTeliHepa)
WccnepgoBaHue MynbTndokanbHOM 3HAOCKONMYECKON BMONCHMK K1LeYHMKa
A08.30.046 HO085 npwv guarHocTtuke B3K (go 9 koHTenHepoB)
"'mcTonornyeckoe nccnegoBaHme guarHocTuyeckom éuoncum opraHoB XKKT
(cntoHHbIE Xenesbl, NONOCTb PTa, NULLEBOA, XXenyaoK, NoaKenyaoyHas
A08.30.046 HO86 Xernesa, NeYeHb, TOHKUN 1 TONCTbIN KALWEYHWK) 1 KOHTENHEP.
VWccnenoBaHue onepaunoHHoro maTtepuana opraHos XKKT (maTepuan B
A08.30.046 HO088 KoHTenHepe go 100 mn)
VMccnenoBaHue onepaunoHHoro maTtepuana opraHos XKKT (maTepuan B
A08.30.046 H089 KoHTeriHepe 6one 100 mn)
ViccnepoBaHmne aHaocKkonmMyeckon Gruoncum (NULLLeBos, Kenyaok, TOHKUA 1
A08.30.046 H148 TOJICTbIV KMLWEYHWK) 6€3 JONONMHUTENBbHOW OKpackn (2-3 KOHTEeNHepa)




A08.30.046

H149

ViccnegoBaHmne 3HOOCKOMMYECKOM Broncum (MULLLEBOS, XKENyOoK, TOHKUA 1
TONCTbIV KULWEYHUK) 6e3 JONONHUTENBHOW OKpacku (4-6 KOHTENHEPOB)

A08.30.046

H150

VccneposaHue sHgockonmyeckon uoncum (Muwesoa, >Xenyaok, TOHKUA 1
TONCTbIN KULWEYHWK) 6e3 AONONHUTENBbHOW OKpackuy (7-9 KOHTENHEPOB)

A08.30.046

H151

WccneposaHve sHOockonuyeckon broncun (Nuesos, Xernyaook, TOHKUA 1
TONCTbIN KNWEYHMK) 6e3 gononHuTenbHon okpacku (10-12 KOHTENHepPOB)

A08.30.046

H152

WccnegosaHve sHOockonuyeckon Groncum (MyeBos, XXenygoK, TOHKUA 1
TONCThIN KNLWEeYHUK) 6e3 gononHuTenbHou okpacku (13-15 koHTenHepoB)

A08.30.046

H153

WccneposaHue sHOockonuyeckon broncun (Nuiesos, Xernyaok, TOHKUA 1
TONCTbIN KNLWEYHMK) C AOMOSTHUTENBHOW OKPacKon Ha cnusb (2-3 KOHTenHepa)

A08.30.046

H154

WccneposaHve sHOockonuyeckon broncun (Nuesos, Xernyaok, TOHKUA 1
TONCTbINA KALWEYHUK) C AOMONTHUTENBHON OKpacKon Ha cnnsb (4-6
KOHTENHepoB)

A08.30.046

H155

WccnepoBaHve sHOockonuyeckon Groncum (MyLeBos, XXernynoK, TOHKUA 1
TOMNCThIN KALLEYHUK) C AOMONTHUTENBHON OKPaCcKon Ha cnusb (7-9
KOHTEWHEpPOB)

A08.30.046

H156

WccnegosaHve sHgockonuyeckon broncun (Nyiesos, Xernyaok, TOHKUA 1
TOJNCTbIV KALIEYHWK) C OMNOMHUTENbHOM OKpackon Ha cnmab (10-12
KOHTENHepoB)

A08.30.046

H157

WccnegoBaHve sHOockonuyeckon Groncum (MyLeBos, XXernynok, TOHKUA 1
TONCTbIN KALWEYHMK) C AOMONHUTENBHON OKpackon Ha cnu3sb (13-15
KOHTEWHEPOB)

A08.30.046

H158

WccneposaHve sHgockonuyeckon broncun (NyieBos, Xenyagok, TOHKUA 1
TONCTbIV KALIEYHWK) C AONOMHUTENbHOM OKpacKon Ha cnu3b u HP (2-3
KOHTerHepa)

A08.30.046

H159

WccnegosaHve sHOockonuyeckon Groncun (MyLeBos, XXernynoK, TOHKUA 1
TONCTbIN KALLEYHUK) C AOMONTHUTENBHON OKpackon Ha cnusb u HP (4-6
KOHTENHepOoB)

A08.30.046

H160

WccnegosaHve sHgockonuyeckon broncun (NyieBos, Xernygok, TOHKUA 1
TOMNCTbIN KALLEYHUK) C AOMONHUTENBHOW OKpackon Ha cnusb u HP (7-9
KOHTENHepoB)

A08.30.046

H161

VccneposaHue aHgockonmyeckon uoncum (MuweBoa, >XenyaoK, TOHKUA 1
TONCTbIV KALWEYHWK) C AONOMHUTENbHON OKpackon Ha cnm3b u HP (10-12
KOHTENHepOoB)

A08.30.046

H162

WccnegosaHve sHgockonuyeckon Groncun (Nyiesos, Xenygok, TOHKUA 1
TOMNCTbIN KALLEYHUK) C AOMONHUTENBHOW OKpackon Ha cnusb n HP (13-15
KOHTENHepoB)

A08.16.002

HO90

VccnegoBaHve NyHKUMOHHOM BUONCMU MOMOYHON Xenesbl (3a 1 KOHTerHep).

A08.20.009

HO091

VccnepoBaHue onepaLMoHHOro MaTepuana MonoYHOM Xenesbl (Matepuan B
KoHTenHepe go 100 mn)

A08.20.009

H092

WccnenoBaHue onepaLloHHOro MaTepuarna MOnoYHOM xenesbl (Matepuan B
1 koHTeriHepe cBbiwe 100 mn)

A08.09.001

HO093

WccnepnosaHue broncum (roptaHb, Tpaxes, 6poHxXM, Topakockonuyeckas
Buoncus) (3a 1 KOHTENHEP)

A08.08.001

H094

McTonornyeckoe uccnenoBaHne obpasoBaHuii Na3yx Hoca, MMHAANWH (3a 1
KOHTelrHep)

A08.08.001

HO095

VccnepoBaHue onepaLMoHHOro MaTepuana opraHoB AbixaHus (MaTepuan B 1
KoHTenHepe go 100 mn)

A08.08.001

HO096

WccnenoBaHue onepaLyoHHOro MaTepurana opraHoB AbixaHua (MaTepuan B
1 koHTerHepe cBbiwe 100 mn)

A08.20.003

HO97

VccneposaHve nannenb-61Moncmm nonoctn MmaTtkm (3a 1 KOHTEeHep)

A08.20.003

HO098

WMccnegosaHme cockoba NonocTu MaTku Un LepBUKaNbHOMO KaHana
(rvnepnnasusa sHoomeTpusa/nonun, obpasosaHe NONOCTU MaTkK) 3a 1
KOHTENHEpP




WccnenoBaHne cockoba nonoctu MaTkn, abopTuBHLIN MaTepuan (3amepLuas

A08.30.046 H099 (HepasBuBatoLasacst) 6epeMeHHOCTb AMarHo3oB 3a 1 KOHTENHeP)
KomnnekcHoe uccnegoBaHvne pasfaenbHOro AMarHoOCTUYECKOro
A08.20.003 H100 BbICKabnmBaHnsi NONOCTU MaTKM (MaTepuan B 2-X OTAENbHbIX KOHTeNHepax)
A08.20.011 H101 Wccnegosanve Guoncum Lweikn maTtkm (3a 1 KOHTENHep)
ViccnenoBaHme onepaumnoHHOro MaTepmana LUeku MaTKM C OLLeHKOW KpaéB
A08.20.011 H102 pesekumm (3a 1 KOHTeWHep)
'mcTonornyeckoe ncenegoBaHme GMONCUMHOIO Matepuara novek, OpraHoB
A08.28.009 H106 MOYEBbIAENUTENBHON CUCTEMbI (MaTepuan B KoHTenHepe o 100 mn)
'mcTonornyeckoe ncecnegoBaHme onepaumMoHHOro Matepuarna noyek, opraHos
A08.28.009 H107 MOYEBbIOENUTENBHON CUCTEMBI (MaTepuran B KoHTenHepe o 100 mi)
'McTonornyeckoe ncecnegoBaHme onepaLyMoHHOro Marepuara novek, opraHoB
A08.28.009 H108 MOYEBbIAENUTENBHON CUCTEMBbI (MaTepuan B 1 KoHTelrHepe cabiwe 100 mn)
KomnnekcHoe uccrnegoBaHne MyrnbTUdOKarnbHOM NyHKLUMOHHOW Guoncum
A08.30.046 H109 npeacratenbHon xenesbl (4o 12 KoHTerHepoB)
Wccneposanve onepaumoHHoro matepuana (TYP-6uoncusl) npegcratensHom
A08.21.001 H110 Xenesbl (3a 1 KOHTENHep)
A08.22.003 H111 ViccnegoBaHne NyHKUMOHHOW LLIMTOBUAHOM Xene3bl (3a 1 KOHTenHep)
'cTonornyeckoe nccneaoBaHMe KOXn U NOAKOXHON KneTyaTku (bmonTaThl
A08.01.001 H113 KOXM/MOOKOXHOW KneTyaTkn) 3a 1 koHTerHep, 0o 5 obpa3oBaHui.
'mcTonornyeckoe ncecnegoBaHme onepaumMoHHOro Matepuara onyxosnun KOXu
A08.01.001 H114 N MOOKOXHOW KINeT4yaTKn C OLEHKON KpaEB pe3ekumnn (3a 1 KoHTerHep)
'cTonornyeckoe ncecnegoBaHme mMarnoro onepaumMoHHOro Marepuara Koxu u
NOAKOXHOW KneTyaTku (paHbl, CBULLM U Npou.) (MaTepuan B 1 KOHTelHepe 00
A08.01.001 H115 100 mn)
'cTonornyeckoe nccneaoBaHme KPYynHOro onepaumvoHHOro Matepuana Koxm
A08.01.001 H116 1 NOAKOXHOW Knetyatkn (matepuan B 1 KoHTenHepe cBbiwe 100 mn)
ViccnegoBaHne 61oncuMimnHoro marepuarna KocTtemn u cyctaBos (3a 1
A08.03.002 H117 KOHTENHep)
A08.30.014 H119 MccnegosaHve 6GrnoncMnHoro marepuana MArkux TkaHen (3a 1 kKoHTenHep)
VccnegoBaHve onepauMoHHOro Matepuara KocTen U cycTaBoB (MaTepuan B
A08.03.002 H120 1 koHTenHepe Ao 100 mn)
VccnegoBaHve onepauMoHHOro Matepuarna KocTen U cycTaBoB (matepuan B
A08.03.002 H121 1 koHTeriHepe cBbiwe 100 mn)
VMccnegoBaHve NyHKUMOHHOM Buoncumn numdatmyeckux y3nos (3a 1
A08.06.002 H122 KOHTENHep)
MmcTonormnyeckoe nccnegoBaHme numMdaTnyecknx y3nos (3a 1 KOHTeHep, He
A08.06.002 H123 bonee 5 numdoysnos)
"'mcTonornyeckoe nccnegoBaHme numMmdaTnyecknx yanos (3a 1 KoHTenHep,
A08.06.002 H124 6onee 5 numdoyanos)
"'cTonornyeckoe nccnegoBaHme nNpu HeoMnyxonesbix 3aboneBaHMAX
MaTepmana uoncum gpyron nokanusauum (Cocyabl, XXMpoBasi Knet4yaTka,
paHeBble, THONHbIE U NPOY. NpoLlecckl) (MaTepman B 1 koHTenHepe go 100
A08.30.046 H128 MIT)
"'cTonornyeckoe nccnegoBaHme KpynHOro onepaunoHHoro Matepuana
OpYron nokanusaumm He BXxogdwero B gpyrune pybpuku (matepuan B 1
A08.30.046 H129 KOHTerHepe cBbiwe 100 mn)
A08.30.039 HO030 Onpepenenne akcnpeccun PD-L1 npu menaHome
A27.30.106 HO047 Onpepenexue ctatyca reHa HER2 n Chr 17 (CISH)
A08.20.003 HO55 UIMX-nceneposaxHme CD138
A08.30.013 HO56 mmyHornctoxummdeckoe (UIMX) onpenenenune akcnpeccun CD56




A08.30.039 HO080 UIMX-uccneposaHune PDL-1
A27.30.017 HO77 UIMX-nceneposarme ALK
A08.30.013 HO50 UIMX-uccneposaHue Kic7
A08.30.034 HO066 KomnnekcHoe UIMX-nccneposaHne ER n PR
A08.30.013.001 |H138 WmmyHornctoxmmmdeckoe (UIMX) onpepenexve akcnpeccun Her2/neu
A08.30.013 HO53 mmyHornctoxummdeckoe (UIMX) onpegenenune akcnpeccun VGFR
MmmyHornctoxummdeckoe (MIMX) nccnegoBaHne HeMPO3HOOKPUHHbBIX
A08.20.009 HO063 onyxonen
MmmyHornctoxmmmdeckoe (MIMX) onpegenexve peLentopHOro cratyca paka
A08.20.009 H062 morno4Hou xenesbl (PR, ER, Ki-67, Her2-neu)
KomnnekcHoe UIMX-nccnegoearne npegcratensHon xeneasl (HMWCK, P63,
A08.30.013 H064 AMACR)
A08.30.013 HO78 MmmyHornctoxummdeckoe (UIMX) onpegenenne akcnpeccum ROS1
KomnnekcHoe ummyHornctoxummnyeckoe (UIMX) nccnegosanve sHooMeTpust
A08.30.013 H143 Npy XPOHMYECKOM dHOOMETPUTE/ OKHO MMMNaHTauum (4o 5 aHtuten)
MIMMyHOrMCTOXMMUYECKOE UCCneaoBaHue (aHTMTena no cornacoBaHuto). (1
A08.30.013 HO019 aHTUTENO)
VIMMyHOMMCTOXMMUYECKOE UCCneaoBaHue (aHTMTena no cornacoBaHuio). (2-4
A08.30.013 H133 aHTMTENna)
MIMMyHOrMCTOXMMUYECKOE UCCneaoBaHue (aHTMTena no cornacoBaHmio) (5-8
A08.30.013 H134 aHTuTen)
MIMMyHOrMCTOXMMUYECKOE MccrnedoBaHue (aHTuTena no cornacoBanmio) (9-12
A08.30.013 H135 aHTMTEna)
MIMMyHOrMCTOXMMMYECKOE MccnedoBaHue (aHTuTena no CornacoBaHumio)
A08.30.013 H136 (6onee 12 aHtuTen)
KoHcynbTaTMBHbIV NEPECMOTP FOTOBbIX MMCTONOMMYECKUX NpenapaToB nepes
B01.030.001 HO018 nposegeHneM UMMYHOTMCTOXMMUYECKOro UccresoBaHuns
A08.30.006 HO15 PecTtaBpauus ocTaBneHHbIX rOTOBbLIX NpenapaTos
lMepecMoTp roToBbIX rMCTONOrMYECKNX NpenapatoB 6e3 3aknioyeHns (Bolbop
B01.030.001 H140 mMaTepuana) nepeg UIMX/MI'N.
A08.30.006 H139 CkaHupoBaHuMe rmcTonornyeckoro npenapaTta (3a 1 npenapar)
KoHcynbTaTMBHbIV NEPECMOTP FOTOBbIX MNMCTONOIMYECKUX NpenapaToB
B01.030.001 H141 BeAyLLMMM crneumanuctamm natomopcponoramm nabopatopum JllabKeect
A08.08.002 A003 Mukpockonuyeckoe uccnegoBaHme Ha 303MHOUbI
A08.30.006 H144 HononHutensHas rmcTtoxmMmyeckas okpacka (3a CTekro)
Cneuunduueckume 6enkum (NlabKeecr)
A09.05.009 B036 C-peaKkTuBHbIN 6€n0K (BbICOKOYYBCTBUTENbHBIN METOA)
HeopraHuueckue BewecTtsa (/labKsecr)
A09.05.032 B054 Kanbuun obwmi
HenHBa3suBHbIN NpeHaTanbHbI ckpuHuHr (HUNT) (1abKsecT)
A27.20.001 D078 OMNPEQENEHWE MONA NMIOMA (c 9-on Hegenv 6epeMeHHOCTH)
CUDPUNNUC (NabKeecT)
Bo3bygutene cudpunuca (Treponema pallidum), kauecTBeHHOE onpeneneHne
A26.20.025 P0O10 OHK
BUPYCHbIE TENATUTDI (J1abKsecr)
A26.05.030.001 |PO11 Bupyc renatuta A (HAV), kayecTtBeHHoe onpegenernne PHK
A26.05.020.001 |[P014 Bupyc renatuta B (HBV), kauectBeHHoe onpepenerHve JHK
A26.05.020 P0O16 Bupyc renatuta B (HBV), onpegenenne reHoTtuna
Bupyc renatuta B (Hepatitis B Virus), kauectBeHHoe onpeaeneHune AHK
A26.05.030 P0O17 (ynbTpa4vyBCTBUTENbHbLIA METOL,)
A26.05.030 P0O19 OHK HBV (konuyecTBeHHOE ynbTpayvyBCTBUTENBHOE UCCNEA0BaHUE)
Bupyc renatuta B (Hepatitis B Virus), konmyectBeHHoe onpegernenne OHK
A26.05.020.002 |P015 (nnasma Kposw)
Bupyc renatuta B (HBV), onpegeneHne mytauui yCTon4mMBOCTU K
NPOTUBOBMPYCHBIM NpenapaTtam (NamMuByLauH, TENOUBYOUH, SHTEKaBUP,
A26.05.030 P018 agecpoBup, TeHooBMp)
A26.05.030 P664 Bupyc renatuta B (HBV), konuuectseHHoe onpeaenervne JHK




A26.05.019.001 [P028 Bupyc renatuta C (HCV), kauectBeHHoe onpegeneHne PHK
A26.05.019 P0O31 Hepatitis C Virus (HCV) Genotype (Types 1a, 1b, 2, 3a, 4, 5, 6)

Bupyc renatuta C (HCV), konndecTtBeHHoe onpeaenenne PHK
A26.05.019.001 |P033 (ynbTpayvyBCTBUTENbHbLIA METOL)

Bupyc renatuta C (Hepatitis C Virus), kayectBeHHoe onpeaeneHne PHK
A26.05.019.001 |P032 (ynbTpayyBCTBUTENbHbLIA METOL)

Bupyc renatuta C (Hepatitis C Virus), konnyecteeHHoe onpeaeneHne PHK
A26.05.019.002 |P029 (nnasma kpoBwm)
A26.05.023.001 |[P036 Bupyc renatuta D (HDV), kauectBeHHoe onpegeneHne PHK
A26.05.026.001 |P041 Bupyc renatuta G (HGV), kayectBeHHoe onpeaeneHne PHK

MukobakTtepum Tybepkynesa (Mycobacterium tuberculosis complex),
A26.09.085 P087 kayecTtBeHHoe onpeaenenne JHK

MukobakTtepum Tybepkynesa (Mycobacterium tuberculosis complex),
A26.09.085.001 |P088 kayecTtBeHHoe onpeaenenne JHK

Mukobaktepum Tybepkynesa (Mycobacterium tuberculosis), kayecTBeHHOE
A26.05.047.001 |[P390 onpegenexve OHK (kpoBb)

MukobakTtepun TyGepkynesa (Mycobacterium tuberculosis), kayecTBeHHOE
A26.09.085 P425 onpegenerne [JHK (cockob 13 yporeHnTanbHoOro Tpakra)

Bo3byauTens nentocnmposa (Leptospira interrogans), kauectBeHHoe
A26.05.004 P466 onpegenexve JHK

TORCH MH®EKLU WU (NabKeecr)
A26.07.010 P062 Bupyc kpacHyxu (Rubella virus), kayectBeHHoe onpegeneHne PHK
A26.07.010 P063 Bupyc kpacHyxu (Rubella virus), kauectBeHHoe onpegenenne PHK

Bo3byauTens Tokconnasmosa (Toxoplasma gondii), kKayecTBeHHOE
A26.05.013 P0O67 onpegenexve JHK

Bo3byauTens Tokconnasmosa (Toxoplasma gondii), kKayecTBeHHOE
A26.05.013.001 |P068 onpegenexve OHK

Bo3byauTens Tokconnasmosa (Toxoplasma gondii), kKayecTBeHHOE
A26.05.013 P407 onpegenexve OHK (cnioHa)
A26.05.032 P082 Parvovirus B19 (napsoBupyc), kayectBeHHoe onpegerneHne JHK
A26.05.032.002 |P083 Parvovirus B19 (napeosupyc), konnyectseHHoe onpegenexHve JHK

Bupyc npoctoro repneca 1 1 2 Tuna (HSV 1/2), kayectBeHHOe onpeaeneHne
A26.05.035 P042 OHK

Bupyc npoctoro repneca 1 1 2 Tuna (HSV 1/2), kayectBeHHOe onpefeneHune
A26.05.035.001 |P043 OHK

Bupyc npoctoro repneca 1 1 2 Tuna (HSV 1/2), kayectBeHHOe onpefeneHune
A26.05.035.001 [P044 OHK

Bupyc npocTtoro repneca 1 1 2 tTuna (HSV 1/2), konnyectBeHHoe
A26.05.035 P362 onpegenexve OHK (kpoBb)

Bupyc npocTtoro repneca 1 1 2 tTuna (HSV 1/2), konnyectBeHHoe
A26.05.035.002 |P419 onpegenexve OHK

Bupyc npoctoro repneca 1 tuna (HSV 1), kayectBeHHoe onpeaenerve JHK
A26.05.035.001 [P420 (cntoHa)

Bupyc npocTtoro repneca 2 tuna (HSV 2), kayectBeHHoe onpeaenervne JHK
A26.05.035.001 |P421 (cntoHa)
A26.05.035.001 |P334 Herpes simplex virus | Tuna
A26.05.035.001 |P335 Herpes simplex virus Il Tuna
A26.08.058.001 |[P0O50 Lintomeranosupyc (CMV), kayectBeHHoe onpepenerve OHK

Lintomeranoeupyc (CMV), konuuecteeHHoe onpeaenerne OHK (knetku
A26.05.017.001 |[PO0O51 KpoBM)

Lintomeranoeupyc (CMV), konuyecteeHHoe onpeaenexve OHK (nnasma
A26.05.017.002 |P052 KpOBM)
A26.08.058.002 [P053 Lintomeranosupyc (CMV), konuyecteeHHoe onpegenexdve JHK
A26.08.059.001 [P149 Bupyc SnwrtenHa-bapp (EBV), konuyectBeHHoe onpegenenve AHK
A26.05.011.002 |P150 Bupyc OnwTtenHa-bapp (EBV), konuuectBeHHoe onpepenexve OHK
A26.05.033.001 |P159 Bupyc repneca 6 tTuna (HHV-6 tnna), kauectBeHHoe onpefenenne OHK
A26.05.033.002 |P160 Bupyc repneca 6 tTuna (HHV-6 tnna), konudyecteeHHoe onpeaenenne OHK




Bupyc repneca 6 tTuna (HHV-6 tnna), kauectBeHHoe onpeaernenne OHK

A26.05.033.001 |P461 (kpoBb)
Bupyc repneca 6 Tuna, kayectBeHHoe onpeaenernne OHK (HHV-6, DNA)
A26.30.018.001 |P385 (cntoHa, MokpoTa)
"epnecsupycsl (Bupyc dnwrenHa-bapp/ Lintomeranosupyc/ Bupyc repneca 6
A26.05.035.002 |P057 TMna), konudecteeHHoe onpeaenerve JHK
"epnecsupycsl (Bupyc dnwtenHa-bapp/ Lintomeranosupyc/ Bupyc repneca 6
A26.05.035.002 |P058 TMna), konudecteeHHoe onpeaenerve JHK
A26.05.011.001 |P475 Bupyc OnwtenHa-bapp (EBV), kavectBeHHoe onpenenexve JHK (kpoBb)
A26.05.011 P391 Bupyc OnwtenHa-bapp (EBV), kayectBeHHoe onpenenervne [HK (cnitoHa)
"epnecsupycsl (Bupyc npoctoro repneca 1 un 2 tTuna/Llutomeranosupyc),
A26.05.035.002 |P059 kayecTtBeHHoe onpeaenenne JHK
"epnecsupycsl (Bupyc npocToro repneca 1 un 2 tTuna/Llutomeranosupyc),
A26.05.035.002 |P060 kayecTBeHHoe onpegeneHue HK
"epneceupycol (Bupyc npoctoro repneca 1 v 2 tuna/Ljutomeranosupyc),
A26.05.035.002 |P061 kayecTBeHHoe onpegeneHue HK
A26.06.056 P145 Bupyc Bapuuenna-3octep (VZV), kayectBeHHoe onpegenerve OHK
A26.05.042.001 |[P146 Bupyc Bapuuenna-3octep (VZV), kayectBeHHoe onpeaeneHve OHK
A26.06.056 P428 Bupyc Bapuuenna-3octep (VZV), kavectBeHHoe onpeaeneHune HK (cntoHa)
BO3BYAUTENUN PECMUPATOPHbIX UHDEKLLUW (NabKeect)
OPBW Komnnekc. QudpdepeHumnansHas gnarHoctmka kopoHasmpyca SARS-
CoV-2, Bupycos rpunna A n B, pecnnpaTopHO-CUHLMTUANbHOIO BMpYCa,
BMpYCOB naparpvnna 1-4 TMnos, pUHOBMpYca, ageHoBMpyca,
A26.08.020.001 |P711 mMeTanHeBMoBMpYyca, kopoHaBmpycoB HKU1, NL63, OC43, 229E, 6okaBupyca
OPBW Komnnekc. QuddepeHumnansHas anarHoctuka kopoHasmpyca SARS-
CoV-2, Bupycos rpunna A n B, pecnupatopHO-CYHLMTUanNLHOro BUpyca,
BMpYCOB naparpvnna 1-4 TMnos, pUHOBMpYca, agdeHoBMpYyca,
A26.08.020.001 [P734 MeTanHeBmMoBupyca, kopoHasupycos HKU1, NL63, OC43, 229E, 6okaBupyca
OwnarHoctuka OPBW. Bo3byantenu pecnnpaTopHbIX BUPYCHBIX MHADEKLMI
Yyenoseka (PecnmpaTopHO-CcMHUMUTManNbHbIM BUpYC / MeTanHeBmoBupyc /
KopoHasupyc / PuHosupyc / AneHoBupyc Yyenoseka rpynn B, Cu E/
Bokaeupyc / Bupyc naparpunna yenoseka 1, 2, 3 n 4 TMNoB), KA4eCTBEHHOE
A26.08.020.001 |PO72 onpegenexHve JHK/PHK
Bo3byaunTtenu pecnmpatopHbix MHekunn (Mycoplasma pneumoniae/
A26.21.032 P074 Chlamydophila pneumoniae), kayectBeHHoe onpegeneHne AHK
Bo3byaunTtenu pecnmpatopHbix MHekunn (Mycoplasma pneumoniae/
Chlamydophila pneumoniae/ Pneumocystis jirovecii (carinii)), kauectBeHHOe
A26.09.006 PO75 onpegenexve OHK
Xnamugua nHeemoHus (Chlamydophila pneumoniae), kauecTBeHHOE
onpegenexne HK (Ma3ok n3 HOCOrmoTKK1, Ma3ok U3 poTornoku, MokpoTa,
A26.21.052 P448 acnupar 13 Tpaxem)
Bupychkl rpunna A, A/H1N1pdm2009 («cBuHom rpmunn») n B, kayectBeHHoe
A26.08.019.001 |PO76 onpegenexve PHK
OundpdbepeHunansHan!]
AunarHoctuka PHK kopoHaBupyca SARS-CoV-2,1]
rpunnos A, B n cy6tnna H1pdmO09 (naHgemuyeckoro)(]
A26.08.027.001 |P735 rpunna A
Onpegenenne PHK Bupycos rpunna A u B (Influenza A virus/ Influenza B
A26.08.038.001 [PO77 virus), ka4ecTBEHHOE UccrnefoBaHne
Bupyc naparpunna (Parainfluenzae virus) 1,2,3,4 TNoB, kKa4ecTBeHHOE
A26.08.024 P0O78 onpegenexve PHK
A26.08.022 P080 AgeHosupyc (Adenovirus), kayecTBeHHoe onpegenerHve OHK
A26.08.040.001 [P399 Adenovirus (ageHoBupyc), kauectBeHHoe onpefeneHue OHK (kan)




PecnupatopHo-cuHUMTManbHbIi BUpYyC Yernoseka (PC-Bupyc), kKayecTBeHHOE

A26.08.020 P081 onpegenexne PHK
Jlernonenna (Legionella pheumophila), kayectBeHHOe onpeaenerne OHK
A26.06.051 P412 (mokpoTa)
Bo3byagutenu kokntowa/napakokntowa (Bordetella pertussis / parapertussis /
A26.08.050 P093 bronchiseptica), kauectBeHHoe onpeanenune OHK
MHeBmoumcTa (Pneumocystis jirovecii (carinii)), kauecTBeHHOE onpenenexne
A26.08.061 P099 OHK
A26.21.052 P366 Mcuttakos (Chlamydia psittaci), kauectBeHHoe onpeaenexHve OHK (mokpoTa)
Mwukonnasma nHeBmMoHus (Mycoplasma pneumoniae), ka4ecTBeHHOE
onpegenexve OHK (ma3ok u3 HOCOrnoTkn, Masok U3 potornoku, MokpoTa,
A26.09.007 P449 acnupat u3 Tpaxem)
MeHVHIroKokk, remodunbHas nanoyka, NHEBMOKOKK. BbigBneHue n
anddeperHumaums N. meningitidis, H. influenzae, S. pneumoniae,
B03.014.040 P733 kayecTBeHHoe onpegeneHue HK
BO3BYAUTE/IN KULLEYHbIX UHOEKLIUMN (NabKsecr)
Bo30yamTenu knweyHbix MHekumn (Shigella spp. + E.coli (EIEC,
3HTEpOMHBa3MBHbIe WTaMmbl) / Salmonella spp. / Campylobacter spp. /
A26.19.069.001 |P107 Adenovirus F), kayectBeHHoe onpegenenve OJHK
Bo3byauTenu knweyHbix nHpekumn (Rotavirus/ Astrovirus/ Norovirus/
A26.05.016.001 |P108 Enterovirus), kayectBeHHoe onpegenexHne PHK
VccnepoBaHue Ha poTtaBupychl (Rotavirus), kauecTBeHHOe onpeaeneHne
A26.19.074 P350 PHK
VccnepoBaHme Ha HopoBupychl (Norovirus), kKa4ecTBEHHOE onpeaeneHme
A26.19.075 P351 PHK
VccnepoBaHue Ha actpoBupychl (Astrovirus), kauecTBeHHOE onpeaeneHve
A26.19.076.001 |P352 PHK
A26.19.063.001 |P643 OunhdepeHumnanbHasa gnarHocTuka KULWEYHbIX MHGEKLUMIA
Bo30yauTenu knweyHbix MHdekumn (Rotavirus/ Astrovirus/ Norovirus),
A26.05.016.001 |P662 kadyecTtBeHHoe onpegeneHne PHK
Bo3byauTens nepcuHmnosa (Yersinia enterocolitica) B kane, kayecTBeHHoe
A26.19.066.001 |P417 onpegenexve OHK
A07.16.006 pP112 Helicobacter pylori, 13C - ypeasHbIil AbIXaTernbHbIN TECT
A26.19.070.001 |P379 Helicobacter pylori, kadectBeHHOe onpegeneHue OHK
OunaporeHHble awepuxmnosbl (aHTeponaTtoreHHble E. coli (EPEC)/
aHTepoTokcurenHble E. coli (ETEC)/ anTepouHsasusHble E. coli (EIEC)/
aHTeporemopparuyeckue E. coli (EHEC)/ aHTepoagresnsHble E. coli
A26.19.069.001 |P118 (EAgEC)), kauectBeHHoe onpeaeneHne JHK
A26.05.037 P120 Jluctepuum (Listeria monocytogenes), kadectseHHoe onpeaenerve OHK
A26.05.037.001 |P121 Jluctepuum (Listeria monocytogenes), kauectBeHHoe onpegenerne JHK
A26.05.037.001 [P122 Jinctepuum (Listeria monocytogenes), kadyectBeHHoe onpefenerve AHK
A26.19.072.001 |P119 OHTteposupyc (Enterovirus), kayectBeHHoe onpeaenexne PHK (kan)
BO3BYAUTENIN TPAHCMUCCUBHbBIX UHOEKL MU (NabKsect)
Bo30yauTenu uHdekLmin, nepeaaroLLmxcst UKCOAOBLIMM KreLlamu (BUpyc
kneweBoro aHuedanuta (TBEV), BO30yanTenu NkcogoBbIX KreLleBbIX
6oppenunosos (B.burgdorferi sl), rpaHynoumTapHoro aHannasmosa YyenoBeka
(A.phagocytophillum), MmoHouuTapHoro apnmxmosa venoBeka (E.chaffeensis,
A26.01.031 pP123 E.muris), kayectBeHHoe onpegenexHve OHK/PHK
Bo3byauTtenu uHdekumn, nepeaaroLmxcst MKCOAO0BbIMM KreLlamu (BUpyc
knewieBoro aHuedanuta (TBEV), BO30yanTenu NkcogoBbIX KneLleBbIX
b6oppenuosos (B.burgdorferi sl), rpaHynouMTapHOro aHannasmosa 4Yenoseka
(A.phagocytophillum), moHouuTapHoro apnuxmosa vyenoseka (E.chaffeensis,
A26.05.053 P718 E.muris), kauectBeHHoe onpegenenne OHK/PHK (kpoBb)
OHK Rickettsia spp. (SFG) - BO30yauTenu KneweBbIX NATHUCTbIX NIMXOPAJOoK,
A26.05.064 P654 Ka4yecTBeHHOe ornpeaeneHune
OHK Rickettsia spp. (SFG) - Bo3byauTenu knewesbix NSTHUCTbIX NUXOPaJoK,
A26.05.064 P652 KayecTBeHHOoe ornpegeneHue




A26.06.088.002

P126

Bupyc kneweBoro sHuedanuTa, aHtuTena knacca IgG (Anti-TBEV IgG),
KONM4YeCTBEHHOE onpeaeneHne

A26.06.088.001

P127

Bupyc kneweBoro sHuedanuTa, aHtuTena knacca IgM (Anti-TBEV IgM),
NonykonMyecTBEHHOE onpeaeneHue

A26.30.044

P134

Bupyc 3uka, kadectBeHHOe onpeaenenne PHK

A26.30.044

P135

Bupyc 3uka, kadectBeHHoe onpeaeneHne PHK

A26.30.044

P136

Bupyc 3uka, kadectBeHHoe onpegenenne PHK (AXK)

A26.05.065.001

P649

Bo3byautenun remopparnyeckon nnuxopagkm ¢ nodeyHsim cuHgpomom (MMNC),
KayecTtBeHHoe onpeaenenne PHK

FMUCTHBIE MHBA3UM (NlabKeecT)

A26.19.010

P714

"enbmo-ckpuH. BeisisneHve JHK Bo3byantenen rensMmHTo30B (Ascaris
lumbricoides, Enterobius vermicularis, Opisthorchis felineus, Taenia solium,
Diphyllobothrium latum)

A26.19.010

P715

MpoTo-ckpuH. BisieneHne HK Bo3byauTenen npoTo30MHbIX MHAEKLMIA
(Lamblia Intestinalis Giardia, Blastocystis hominis, Dientamoeba fragilis,
Isospora belli, Cryptosporidium parvum, Entamoeba histolytica)

APYITUE BUPYCHbBIE U BAKTEPUANIbHbIE UHOEKLIUU (NabKBecr)

A26.06.056

P710

Bupyc kopu, kadectBeHHoe onpegeneHne PHK

B03.014.039

P741

BbisiBneHune n gngpdepeHumaums PHK BUpycoB KOpU, KpacHYXu w1
3NNOEMNYECKOro napoTuTa

A26.20.049

P163

CrpenTtokokk rpynnsl B (Streptococcus agalactia), konuyectseHHoe
onpegenexve JHK

A26.05.046.001

P164

CrpenTokokk rpynnsl B (Streptococcus agalactia), konuyectseHHoe
onpegenexve JHK

A26.05.046.001

P411

lMnoreHHbIN CTpenToKoKK (Streptococcus pyogenes), kayeCcTBEHHOE
onpegenexve OHK (mokpoTa)

A26.05.046.001

P409

MHeBMoOKOKK (Streptococcus pneumoniae), kadectBeHHoe onpegenerve OHK
(Ma30K U3 HOCOrMNOTKN/POTOINOTKM)

A26.05.046.001

P410

MHeBMoOKOKK (Streptococcus pneumoniae), kadectBeHHoe onpegenerve OHK
(mokpoTa)

TPUBKOBbIE MHPEKL MM (NabKeect)

A26.20.048

P086

Bo3byoutenu kanguposa (C.albicans/ C. glabrata/ C. crusei), kayecTBeHHOE
onpegenervne OHK

A26.21.055

P706

BeisBneHue 1 TnupoBaHve Bo3byanTenen rpnbkoBbIX MHAEKLMIA poaa
Candida, Malassezia, Saccharomyces 1 Debaryomyces (Mnko3ockpuH)

A26.01.030

P717

OepmatocpuTsl. Beisienenne OHK Trichophyton, Epidermophyton,
Microsporum

MH®EKLIMM MOYENONOBOW CUCTEMBI (B Tom uncne UMNMMN) (1a6Ksect)

B03.014.013

P173

KomnnekcHoe nccnegosanue UMMM (Chlamydia trachomatis, Mycoplasma
genitalium, Neisseria gonorrhoeae, Trichomonas vaginalis), konnyecTseHHoe
onpegenexvne OHK

B03.014.042

P174

YporeHuTtanbHble Hekuun y mykdnH (Neisseria gonorrhoeae/ Chlamydia
trachomatis/Mycoplasma genitalium/ Trichomonas vaginalis/ Ureaplasma
parvum /Ureaplasma urealyticum/ Mycoplasma hominis/Candida
albicans/Candida glabrata/Candida crusei), konnyectseHHoe onpegeneHve
OHK

B03.014.041

P175

YporenutanbHble nHekumm y xeHwmH (Neisseria gonorrhoeae/ Chlamydia
trachomatis/Mycoplasma genitalium/ Trichomonas vaginalis/ Ureaplasma
parvum / Ureaplasma urealyticum/ Mycoplasma hominis/Candida
albicans/Candida glabrata/Candida crusei/ Gardnerella vaginalis/Atopobium
vaginae/ Lactobacillus spp.), konmyectBeHHoe onpegeneHue HK

B03.014.012

P176

KomnnekcHoe nccnegosanue UMMM (Chlamydia trachomatis, Mycoplasma
genitalium, Neisseria gonorrhoeae, Trichomonas vaginalis), kauecTBeHHOe
onpeaenexne pubocomansHon PHK metogom NASBA




A26.20.032

P177

®nopoueHos (OHK Candida albicans, [JHK Candida glabrata, JHK Candida
krusei, HK Candida parapsilosis, [IHK Candida tropicalis, JHK Ureaplasma
parvum, JHK Ureaplasma urealyticum, JHK Mycoplasma hominis, JHK
Cardnerella vaginalis, IHK Atopobium vaginae, [JHK Enterobacteriaceae,
IHK Staphylococcus spp., IHK Streptococcus spp., IHK Lactobacillus spp.,
OHK Bacteria spp.)

A26.20.032

P178

®nopoueHos n Mukpockonusa (OHK Candida albicans, [JHK Candida glabrata,
IOHK Candida krusei, IHK Candida parapsilosis, [JHK Candida tropicalis, QHK
Ureaplasma parvum, [JHK Ureaplasma urealyticum, JHK Mycoplasma
hominis, HK Cardnerella vaginalis, JHK Atopobium vaginae, OHK
Enterobacteriaceae, [IHK Staphylococcus spp., JHK Streptococcus spp., OHK
Lactobacillus spp., OHK Bacteria spp.), Mukpockonunyeckoe nccrnegosaHme
Maska 13 2 ToveK

A26.20.032

P179

®nopoueHos n NCMT (OHK Candida albicans, AHK Candida glabrata, HK
Candida krusei, [JHK Candida parapsilosis, [JHK Candida tropicalis, AHK
Ureaplasma parvum, OHK Ureaplasma urealyticum, AHK Mycoplasma
hominis, HK Cardnerella vaginalis, [JHK Atopobium vaginae, OHK
Enterobacteriaceae, IHK Staphylococcus spp., QHK Streptococcus spp., OHK
Lactobacillus spp., HK Bacteria spp., AHK Neisseria gonorrhoeae, JHK
Chlamydia trachomatis, IHK Mycoplasma genitalium, OHK Trichomonas
vaginalis)

A26.20.032

P180

®rnopoueHos, NCMT u Mukpockonus (OHK Candida albicans, AHK Candida
glabrata, AHK Candida krusei, JHK Candida parapsilosis, [JHK Candida
tropicalis, AHK Ureaplasma parvum, JHK Ureaplasma urealyticum, AHK
Mycoplasma hominis, IHK Cardnerella vaginalis, [JHK Atopobium vaginae,
IOHK Enterobacteriaceae, [JHK Staphylococcus spp., OHK Streptococcus spp.,
[OHK Lactobacillus spp., AHK Bacteria spp., QHK Neisseria gonorrhoeae, JHK
Chlamydia trachomatis, [JHK Mycoplasma genitalium, JHK Trichomonas
vaginalis), Mukpockonnyeckoe nccnegoBaHne maska u3 2 Toyek

A26.20.032

P208

BakrepuaneHbii BarnHo3 (Gardnerella vaginalis / Atopobium vaginae /
Lactobacillus sp / konnuecTtBo KneTok), konuyectseHHoe onpegeneHue OHK

A26.20.032

P344

VMccnenoBaHne broLeHo3a yporeHuTaneHoro tpakta (Pemodhnop-8):
KoHTponb B3siTUs MaTepuana/ Obuwas 6aktepnanbHasa macca/ Lactobacillus
spp./ Enterobacterium spp./ Streptococcus spp./ Gardnerella vaginalis +
Prevotella bivia + Porphyromonas spp,/ Eubacterium spp./ Mycoplasma
genitalium/ Mycoplasma hominis/ Candida spp.

A26.20.032

P357

WccneposaHve GroLeHo3a yporeHuTaneHoro Tpakta (Pemodnop-CKpuH):
KoHTponb B3aTMA maTtepuana/ Obwas 6aktepmansHas macca/ Lactobacillus
spp./ Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp./ Candida
spp./ Ureaplasma spp./ Mycoplasma hominis/ Mycoplasma genitalium/
Trichomonas vaginalis/ Neisseria gonorrhoeae/ Chlamydia trachomatis/
Cytomegalovirus (CMV)/ Herpes Simplex Type 1 (HSV-1)/ Herpes Simplex
Type 2 (HSV-2)

A26.20.032

P345

WMccnepoBaHve 6uoLeHo3a yporeHUTanbHoro TpakTa, pacluMpeHHoe
(Pemocbnop-16): KoHTponb B3sTUA matepuana/ Obwasa 6akrepmnansHas
mMacca/ Lactobacillus spp./ Enterobacterium spp./ Streptococcus spp./
Staphylococcus spp./ Gardnerella vaginalis + Prevotella bivia +
Porphyromonas spp,/ Eubacterium spp./ Sneathia spp. + Leptotrichia spp. +
Fusobacterium spp./ Megasphaera spp. + Veillonella spp. + Dialister spp./
Lachnobacterium spp. + Clostridium spp./ Mobiluncus spp. + Corinebacterium
spp./ Peptostreptococcus spp./ Atopobium vaginae/ Mycoplasma genitalium/
Mycoplasma hominis/ Ureaplasma spp./ Candida spp.




ViccnegoBaHmne OroLieHO3a ypOoreHNTanbHoro Tpakra y MykumH (AHapodnop-
16): N'eHomHasa OHK yenoseka / O6waa 6aktepmnansHasa macca / Lactobacillus
spp. / Staphylococcus spp. / Streptococcus spp. / Corynebacterium spp. /
Gardnerella vaginalis / Ureaplasma urealyticum / Ureaplasma parvum /
Mycoplasma hominis / Enterobacteriaceae spp.+Enterococcus spp. / Candida
spp. / Mycoplasma genitalium / Trichomonas vaginalis / Neisseria

A26.21.036 P336 gonorrhoeae / Chlamydia trachomatis

ViccnepoBaHne BroLieHo3a yporeHUTansHoro Tpakta y My>X4uH,

pacwmnpeHHoe (AHgpodnop-24): N'eHomHas [JHK yenoseka / ObLiasn

bakTtepuanbHas macca / Lactobacillus spp. / Staphylococcus spp. /

Streptococcus spp. / Corynebacterium spp. / Gardnerella vaginalis /

Atopobium cluster / Megasphaera spp.+Veilonella spp.+Dialister spp. /

Sneathia spp.+Leptotrihia spp.+Fusobacterium spp / Ureaplasma urealyticum

/ Ureaplasma parvum / Mycoplasma hominis / Bacteroides

spp.+Porphyromonas spp.+Prevotella spp. / Anaerococcus spp. /

Peptostreptococcus spp.+Parvimonas spp./ Eubacterium spp. /

Pseudomonas aeruginosa+Ralstonia spp.+Burkholderia spp. / Heamophilus

spp / Enterobacteriaceae spp.+Enterococcus spp. / Candida spp. /

Mycoplasma genitalium / Trichomonas vaginalis / Neisseria gonorrhoeae /
A26.21.036 P337 Chlamydia trachomatis
A26.20.020 P181 Xnamuausa (Chlamydia trachomatis), kayectBeHHoe onpegenexve OHK
A26.20.020 P182 Xnamugua (Chlamydia trachomatis), konnyectseHHoe onpegenexve JHK

Xnamuausa (Chlamydia trachomatis), kauectBeHHOe onpegeneHne
A26.20.020.002 |P186 pubocomansHon PHK metogom NASBA
A26.20.028 P187 Mukonnaama (Mycoplasma hominis), kauectBeHHoe onpegeneHve OHK
A26.20.028 P188 Mukonnasma (Mycoplasma hominis), konmdyectseHHoe onpegenenne OHK
A26.20.027.001 |P189 Mukonnaama (Mycoplasma genitalium), kayectBeHHoe onpegenexue JHK
A26.20.027 P190 Mukonnaama (Mycoplasma genitalium), konnyecteeHHoe onpegenenne JHK

TunuposaHue ypeannasmbl (U.urealyticum / U. parvum), Ka4yecTBeHHOE
A26.20.029 P191 onpegenexve OHK

TunuposaHue ypeannasmbl (U.urealyticum / U. parvum), konnyecTBeHHoe
A26.20.029 P192 onpegenexve OHK

Mwukonna3smbl, komnnekcHoe nccregosaxue (Ureaplasma urealyticum,

Ureaplasma Parvum, Mycoplasma hominis), konnyectseHHoe onpeaeneHve
A26.20.028 P193 OHK

Mukonnasma (Mycoplasma genitalium), kauecTBeHHOe onpefeneHne
A26.20.027.002 [P200 pubocomansHon PHK metogom NASBA

Bo3byauTens roHopeu (Neisseria gonorrhoeae), kayecTBEHHOE onpeaeneHne
A26.21.024 P201 OHK

Bo3byauTens roHopen (Neisseria gonorrhoeae), konmyecTBeHHoe
A26.21.024 P202 onpegenexve OHK

Bo3byauTens roHopem (Neisseria gonorrhoeae), kayecTBEHHOE onpeaeneHne
A26.21.024 P203 pubocomansHon PHK metogom NASBA

Bo3byguTens TpuxomoHo3a (Trichomonas vaginalis), kauecTBeHHOe
A26.20.026 P204 onpegenexve OHK

Bo30yaguTens TpuxomoHo3a (Trichomonas vaginalis), konuyectBeHHoOe
A26.20.026 P205 onpegenexve OHK

Bo3byguTens TpuxomoHo3a (Trichomonas vaginalis), kauecTBeHHOe
A26.20.026.002 |P206 onpegenexne pubocomansHon PHK metogom NASBA
A26.20.030 P207 MapaHepenna (Gardnerella vaginalis), kayectBeHHoe onpegeneHve OHK

Bo3bygutens kaHangosa (Candida albicans), kauecTBeHHOEe onpeaeneHme
A26.21.055 P209 OHK

Bo3bygutenu kangugosa (C.albicans/ C. glabrata/ C. crusei),konnyectseHHoe
A26.20.048 P210 onpegenexve OHK

CTtpenTokokk rpynnel B (Streptococcus agalactia), konvyectBeHHoe
A26.20.021 P211 onpeaenexne OHK

Bupyc nanvnnomel yenoseka (HPV) Tunbl 6/11, kauecTBeHHOE onpegeneHue
A26.21.008 pP212 OHK




Bupyc nanunnomel yenoseka (HPV) Tunel 16/18, kauecTBEHHOE onpeneneHne

A26.21.008.001 |P213 OHK

Bupyc nanvnnombl yenoseka (HPV) tunbl 16/18, konnyecTBeHHOe
A26.21.008.001 [P214 onpepenexve OHK

Bupyc nanvnnomel yenoeeka (HPV) BbICOKOro oHkOreHHoro pucka (tunbl 16,

18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68),cymmapHOe kKayeCTBEHHOE
A26.21.008.001 |P215 onpegenexve JHK

Bupyc nanunnomsl yenoseka (HPV) BbICOKOrO OHKOreHHOro pucka (Tunel 16,

18, 31, 33, 35, 39, 45, 51, 52,56, 58, 59), konnyectBeHHoe onpeaeneHue HK
A26.21.008.001 |P216 C yKasaHuem Tuna supyca

Bupyc nanvnnomel yenoeeka (HPV) BbICOKOro oHkOreHHoro pucka (tTunbl 16,

18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), cymMapHoe KOnM4eCTBEHHOE
A26.21.008.001 |P217 onpegenexve JHK

Bupyc nanunnomsl yenoseka (HPV) BbICOKOro OHKOreHHoro pucka (tunsl 16,

18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), konnM4ecTBEHHOE OonpeaeneHne
A26.21.008.001 [P218 [OHK ¢ ykasaHuem Tuna Bupyca

Bupyc nanunnombl yenoseka (HPV) BbICOKOro OHKOreHHOro pucka (Tunel 16,

18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), cymMapHoOe KOnM4YeCTBEHHOE

onpegenexne [JHK ¢ otaenbHbIM KONnM4ecTBEHHbIM onpegeneHmem 16 n 18
A26.21.008.001 |P219 TUMOB BUpYyCa

Bupyc nanvnnomsl yenoseka (HPV) Huakoro (Tvnbl 6,11,44) 1 BbICOKOTO

OHKOreHHoro pucka (tunel 16, 18, 26. 31, 33, 35, 39, 45, 51, 52, 53. 56, 58,

59, 66, 68, 73, 82), konuyectBeHHoe onpeaenexHne OHK c ykasaHvem Tuna

BMpYyca (cockob 13 uepBukanbHOro kaHana; cockob ns snaranuwa) "Ksant
A26.21.008.001 |P377 21"

UCCNEQOBAHUA HA COVID-19 (/labKsecr)

NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular
A26.08.027.001 |P617 detection, qualitative) *

NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular

detection, qualitative) (HOBbI/I KOPOHABWPYC COVID-19 (SARS-Cov-2),
A26.08.027.001 |P650 onpegenexne PHK (kau4.) cito

NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular

detection, qualitative) (HOBbI/I KOPOHABWPYC COVID-19 (SARS-Cov-2),
A26.08.027.001 |P651 onpegenexne PHK (kau.)

Rapid RNA detection of SARS-CoV-2 (COVID-19) by loop-
A26.08.027.001 |P647 mediated isothermal amplification (PCR RT-LAMP).

BoiseneHne PHK kopoHaBupyca SARS-CoV-2 ¢ onpeaeneHnem

reHeTunyeckux BapuaHtos Omicron (c guddepeHuymnaunen nuHum BA.2) n
A26.08.027.001 |P673 Delta

BeissneHune PHK kopoHaBupyca SARS-CoV-2 ¢ onpegeneHnem

reHeTnyeckmx BapmaHtoB Omicron (¢ gudpdepeHumnaumen nuHum BA.2) n
A26.08.027.001 [P674 Delta

NUP, uccneaosaHme MMKpo6UOTbI KULWIeuHUKa (/labKeecr)

KOJIOHO®JIOP-8, konnuectBeHHOE onpeaeneHme MMKpobmnoTbl TONCTOro
A26.19.069.001 |P737 KMLeYHnKa

KOJIOHO®JIOP-16 (meTabonmam), KonmyecTBEHHOE onpeaeneHue
A26.19.069.001 |P738 MUWKPOOUOTBI TOJNICTOrO KULLEYHMKA

KOJIOHO®JIOP-16 (6roueH03), kKonn4ecTBEHHOE onpeaeneHne MMKpobmnoThl
A26.19.069.001 |P739 TOJICTOrO KULLEYHUKa

OHTEPOO®JIOP, konmyecTBeHHOE onpegenenne MMKkpobuoTel TONICTOrO
B03.016.010 P740 KMLLeYHuKa y Aeten

KPOBb, BUOXKUAKOCTU U3 CTEPUJIbHbLIX JIOKYCOB C

MCNONIb3OBAHUEM ®JIAKOHOB A1 TEMOKY/IbTYP (N1abKsecr)

lMoceB KPOBU Ha CTEPUITBHOCTL C ONpeaeneHneM YyBCTBUTENbHOCTHU K

AHTMMMKPOOHBLIM Npenapatam ¢ Boigadven MIMK (MIC) n pacyétom nHaekca

3P PEKTUBHOCTU 1 MPOTUBOrPUBKOBLIM NpenapaTtam npu BbisIBIIEHNN
A26.05.001 P220 BO36yauTens




A26.09.012

P221

MoceB 61oNorM4ecKknx XNAKOCTeN Ha CTEPUNBHOCTL C onpeaeneHmem
YyBCTBUTENBHOCTU K aHTUMUKPOOHLIM npenapaTtaM ¢ Bolgaden MIMK (MIC) n
pacyéToM nHaekca adhEKTUBHOCTM U NPOTUBOrPUBKOBLIM NpenapaTtam npu
BbISIBIIEHUM BO3byauTens

A26.23.002

p222

MoceB CNMHHOMO3roBOM XNAKOCTU Ha MeHUHIOKOKK (Neisseria meningitidis) ¢
onpegeneHnemM YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM Npenapartam ¢
Bblgayen MIMK(MIC) n pacuétom nHaekca acpdeKTMBHOCTA MU BbIABNEHUN
BO3OyauTens

A26.05.001

P665

MoceB KpOBW Ha CTEPUIBHOCTb C ONpeAeneHneM YyBCTBUTENbHOCTU K
AHTUMUKPOOBHBIM M @aHTUMUKOTUYECKMM NpenapaTtam npu BbiSBIEHWM
BO30yauTens (ans neguaTpum)

NYHKUMNOHHAA XUAKOCTb, COBPAHHAA B TPAHCIMOPTHYIO CPEQY
(NabKeecT)

A26.01.001.001

P223

MoceB Ha aspobHyt0 1 hakynbTaTUBHO-aHa3POOHY0 BakTepumanbHyo dropy
C onpeaeneHmemM YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaToB™***

A26.01.010

P224

[MoceB NyHKLMOHHOM XMAKOCTU Ha a3poBHYt0 1 hakyrnbTaTMBHO-aHadPOOHY0
BakTepuanbHyto MMKpodnopy ¢ onpeaeneHnem YyBCTBUTENbHOCTM K
pacLIMpEeHHOMY CMEeKTPpY aHTUMUKPOBHBLIX NpenapaTos ¢ Bblgaden MIMK (MIC)
N pacyéToM nHaekca apPekTUBHOCTH

A26.23.006

P225

MoceB Ha aHa3pobbl ¢ onpeaeneHneM YyBCTBUTENBHOCTU K aHTUMUKPOOHbLIM
npenapartam

A26.01.038.001

P226

Moces Ha gpoxokenogobHble rpunbsbl (pogos Candida n gpyrux) ¢
onpefeneHneM YyBCTBUTENBHOCTU K aHTUMUKOTUYECKUM NpenapaTtam

A26.30.046

p227

Moces Ha nceBgomoHaabl (CuHerHonHas nanoyvka/Pseudomonas aeruginosa)
C onpegeneHnem 4YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM Npenaparam

A26.20.002

P228

Moces Ha roHokokk (N. gonorrhoeae) ¢ onpeeneHnem YyBCTBUTENBHOCTY K
AHTUMKKPOOHBIM NpenapaTam

A26.01.010

P685

MoceB NyHKLMOHHOW XMOKOCTY Ha a3pobHY0 U dakynbTaTMBHO-aHa3pooHY0
GakTepuanbHy0 MUKPOIOPY C ONpeaeneHnem YyBCTBUTENbHOCTHU K
pacLUMpeHHOMY CMEKTPY aHTUMMKPOGHbLIX NpenapaToB ANCKO-ANddY3MOHHBIM
MeToA0oM

BUOJTIOTMYECKMU MATEPUAN, NMOJTYMEHHbBIU NPU XUPYPTUYECKUX
BMELLATE/IbCTBAX (/1abKsecT)

A26.01.001.001

P229

MoceB Ha aapobHy0 1 hakynbTaTUBHO-aHa3pPobOHy GakTepuanbHylo dropy
C onpegeneHnem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPODHbIX
npenapaToB™***

A26.01.001.001

P230

MoceB 13 paHbl Ha aspobHy0 1 haKynNbTaTUBHO-aHA3POOHYH0 BakTepuanbHy
MUKpochriopy ¢ onpegeneHnemM YyBCTBUTENBHOCTU K pacLUMPEHHOMY CMEKTPY
aHTMMUKPOGHbIX NpenapaTtoB ¢ Bblgaden MIK (MIC) n pacyétom nHagekca
3hPEKTUBHOCTHU

A26.02.003

pP231

MoceB Ha aspobHyt0 1 hakynbTaTUBHO-aHA3POOHY0 GakTepuanbHyo riopy
C onpeaeneHmemM YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOGHbIX
npenapaToB 1 6aktepuodaram™***

A26.02.001

pP232

MoceB 13 paHbl HA a3pOoOHY0 1 haKyNbTaTUBHO-aHA3POOHY0 GakTepranbHyo
MUKpPOIopy C onpeaeneHmeM YyBCTBUTENBHOCTU K paCLUMPEHHOMY CMEKTPY
AHTMMMKPOGHBIX NpenapaTtoB ¢ Bblgaden MIMK (MIC) n pacyétom nHgekca
atpdhekTnBHOCTU 1 GakTepmnodaram

A26.01.001.001

P233

MoceB Ha aHa3pobbl C onpeaeneHneM YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM
npenapartam

A26.02.004

P234

Moces Ha gpoxkenogobHble rpudbl (pogos Candida n gpyrux) ¢
onpegeneHnemM YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM NpenapaTam

A26.30.048

P235

MoceB Ha 30N0TUCTBIN CTAaOUNOKOKK (S. aureus) ¢ onpegeneHvem
YyBCTBUTENBHOCTU K aHTUMMKPOOHBIM Npenapartam

A26.30.048

P236

[MoceB Ha 30M0TUCTBLIN CTAUNOKOKK(S. aureus) ¢ onpeaeneHvem
YYBCTBUTENBHOCTM K aHTUMUKPOOHBIM NpenapaTam v 6akrepuodaram




A26.30.046

P237

Moces Ha nceBaomoHaabl (CnHerHonHas nanoyvka/Pseudomonas aeruginosa)
C onpeferneHnemM YyBCTBUTENbHOCTM K aHTUMWKPOOHBIM NpenapaTtam

A26.02.003

P686

[MoceB 13 paHbl Ha a3pobHyto 1 aKyrnbTaTUBHO-aHA3POOHYIO
BakTepmarnbHyo MUKPOIIopy C onpeaeneHneM YyBCTBUTENBHOCTY K
pacLIMpeHHOMY CMEeKTPY aHTUMUKPOOHbIX NpenapaToB ANCKO-AN(Y3NOHHBIM
METOLAOM

A26.02.003

P687

[MoceB 13 paHbl Ha a3pobHyto 1 aKyrnbTaTUBHO-aHA3POOHYIO
BakTepmarnbHyo MUKPOIIopy C onpeaeneHneM YyBCTBUTENBHOCTY K
pacLIMpeHHOMY CMEeKTPY aHTUMUKPOOHbIX NpenapaToB ANCKO-AN(Y3NOHHBIM
meTogoM u 6akTepuodparam

MOYA (cpeaHana nopuuma, cobpaHHaA KaTeTepom, Npu HaaN06KoBoM
nyHKuum) (SlabKeecr)

A26.28.003

P238

MoceB Ha aspobHyt0 1 hakynbTaTUBHO-aHa3POOHY0 BakTepumanbHyo dropy
C onpeaeneHmemM YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaToB

A26.28.003

P239

MoceB MouM Ha aspOoBHYHO U (hakyrbTaTUBHO-aHa3POOHY0 GakTepuanbHyto
MUKpodpriopy ¢ onpedeneHnemM YyBCTBUTENBHOCTU K pacLUMPEHHOMY CMEKTPY
aHTMMMKPOGHBIX NpenapaTtoB ¢ Bblgaden MIK (MIC) n pacyétom nHgekca
3(phEKTUBHOCTHN

A26.28.003

P240

MoceB Ha a3pobHyto 1 hakyNbTaTMBHO-aHa3pPOGOHY GakTepuanbHyto dropy
C onpeneneHnem YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOBHbIX
npenapatoB 1 6akTepuocaram

A26.28.003

P241

[MoceB MouM Ha aspobHYLO 1 hakynbTaTMBHO-aHA3POOHY0 6akTepmnanbHyto
MUKpocpriopy ¢ onpegeneHnemM YyBCTBUTENBHOCTU K pacLUMPEHHOMY CMEKTPY
aHTMMUKPOGHbIX NpenapaTtoB ¢ Bblgaden MIK (MIC) n pacyétom nHagekca
acpdhekTnBHOCTU N BakTepmnodaram

A26.28.003

pP242

Moces Ha gpoxokenogobHble rpunbsbl (pogos Candida n gpyrux) ¢
onpefeneHneM YyBCTBUTENBHOCTU K aHTUMUKOTUYECKUM NpenapaTtam

A26.28.003

P688

MoceB MouM Ha aspobHyto 1 hakynbTaTUBHO-aHaspobHy0 GakTepuarnbHyo
MUKPOopy C onpeaeneHnemM YyBCTBUTENBHOCTM K pacLUMPEHHOMY CMeKTpy
AHTUMUMKPOGHbLIX NpenapaToB ANCKO-ANGdY3NOHHEIM METOLOM

A26.28.003

P689

MoceB Moun Ha aspobHYyH U hakynbTaTUBHO-aHa3pOOHY BakTepuanbHyto
MUKpochriopy ¢ onpegeneHnemM YyBCTBUTENBHOCTU K pacLUMPEHHOMY CMEKTPY
AHTUMUKPOOHbLIX NpenapaToB ANCKO-AN(PY3NOHHBIM METOLOM U
bakTepuodaram

OTAENAEMOE NONOBbIX OPTAHOB (/1a6KBecT)

A26.21.004

P243

MoceB Ha M. hominis un Ureaplasma spp. ¢ onpegeneHvem
YyBCTBUTENBHOCTN K aHTMMWKPOOHbLIM NpenapaTam

A26.20.005

P388

lNoces Ha Ureaplasma spp. ¢ onpegeneHnemM 4yBCTBUTESbHOCTM K
AHTMMMKPOOHBIM Npenapartam (0TAeNsieMOoe MoJIOBbIX OPraHoB)

A26.01.010

P244

MoceB Ha aspobHyto 1 hakynbTaTUBHO-aHA3POOHY0 GakTepuanbHyo riopy
C onpeaeneHmemM YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOGHbIX
npenapaToB™***

A26.20.008

P245

MoceB oTAENAEMOro NofioBbIX OPraHoB Ha aspobHYI0 1 hakynbTaTUBHO-
aHa3pobHyt0 bakTepuanbHy0 MUKPOMIopy C onpeaeneHnem
YyBCTBUTENBHOCTM K PACLLUMPEHHOMY CMEKTPY aHTUMUKPODHbIX NpenapaToB C
Bblgayen MIMK (MIC) n pacuétom nHaekca agpheKTMBHOCTHU

A26.20.008

P246

MoceB Ha aspobHyt0 1 hakynbTaTUBHO-aHA3POOHY0 GakTepuanbHyo riopy
C onpeaeneHmemM YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOGHbIX
npenapaToB 1 6akrepuodaram™***

A26.20.008

P247

MoceB oTAENSEMOro NoJsIoBbIX OPraHOB HAa a3pOoOHYI0 1 dhakyNbTaTUBHO-
aHaspobHyl0 GakTepuanbHyo MMKPOdopy ¢ onpegeneHnem
YYBCTBUTENBHOCTY K pacLUMPEeHHOMY CNEKTPY aHTUMUKPOOHbIX NpenapaToB C
Bblgayen MIK (MIC) n pacuétom nHaekca sdeKTMBHOCTU U
6akTepunodaram




A26.21.014

P248

MoceB Ha gpoxokenogobHbie rpnbsl (pogos Candida n gpyrux) ¢
onpegeneHmem YyBCTBUTENbHOCTM K aHTUMUKOTUYECKMM Npenapartam

A26.20.002

P249

Moces Ha roHokokk (N. gonorrhoeae) ¢ onpefeneHnem YyBCTBUTENbHOCTY K
aHTUMUKPOBHbLIM Npenaparam

A26.20.008

P250

MoceB Ha aHaspobbl ¢ onpeaeneHMeM YyBCTBUTENbHOCTU K aHTUMUKPOGHbLIM
npenapaTtam

A26.23.005

P251

MoceB Ha nuctepun (Listeria monocytogenes) ¢ onpegeneHnem
YyBCTBUTENBHOCTM K aHTUMMKPOOHBLIM NpenapaTtam

A26.20.008

P252

MoceB Ha BeTa-reMonUTUYECKUA CTPENTOKOKK rpynnbl B (Streptococcus
agalactiae)

A26.01.001

P253

MoceB Ha BeTa-reMonUTUYECKUA CTPENTOKOKK rpynnbl B (Streptococcus
agalactiae) c onpepeneHvemM YyBCTBUTENBHOCTU K @HTUMUKPOBHbLIM
npenapaTam

A26.30.045

P999

OnpegeneHne YyBCTBUTENBHOCTM K PACLLMPEHHOMY CMEKTPY aHTUMUKPOBHbLIX
npenapaTtos ¢ Bbligaden MIMK (MIC) n pacyétom nHgekca achpekTMBHOCTH

A26.20.008

P690

lMoceB oTAENseMOro NofoBbIX OPraHoB Ha asapobHyto 1 hakynbTaTUBHO-
aHa3pobHyto BakTepuanbHyo MMKPOMIopy ¢ onpedeneHnem
YyBCTBUTENBHOCTU K paCLUMPEHHOMY CMEKTPY aHTUMUKPOBHBIX NpenapaTos
ANCKO-ANDPY3NOHHBIM METOAO0M

A26.20.008

P691

lMoceB oTAENseMOro NofoBbIX OPraHoB Ha asapobHyto 1 hakynbTaTUBHO-
aHa3pobHyto BakTepuanbHyo MMKPOMIopy ¢ onpedeneHnem
YyBCTBUTENBHOCTU K paCLUMPEHHOMY CMEKTPY aHTUMUKPOBHBIX NpenapaTos
ANCKO-ANDPY3NOHHBIM METOAOM 1 BakTeprnodaram

A26.30.009

P254

MoceB Ha a3pobHyto 1 hakynbTaTMBHO-aHa3pPOGOHY GakTepuanbHyto dropy
C onpeneneHnem YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOBHbIX
npenapaTtoB

A26.30.011

P255

[MoceB rpygHoOro monoka Ha aspobHyto 1 akynbTaTMBHO-aHa3POOHY0
BakTepmarnbHy0 MUKPOIopy C OnpeaeneHneM YyBCTBUTENBHOCTHU K
pacLIMpPEeHHOMY CMEeKTPpY aHTUMUKPOBHBIX NpenapaTos ¢ Bblgaden MIK (MIC)
N pacyéToM nHaekca apdPekTUBHOCTH

A26.30.009

P256

lMoceB Ha aapobHy0 1 hakynbTaTUBHO-aHadPObOHY0 GakTepuanbHylo dropy
C onpeaeneHmeM YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOGHbIX
npenapaToB 1 6aktepuodaram

A26.30.011

P257

MoceB rpygHOro Mosoka Ha aspobHyl 1 dhakynbTaTUBHO-aHa3pOOHY0
DakTepuanbHy0 MUKPOMIOpyY C onpeaeneHnem YyBCTBUTENbHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOOHLIX NpenapaToB ¢ Bblgaden MIK (MIC)
1 pac4y€Tom nHaekca adpcpekTnBHocTU 1 GakTepunocaram

A26.30.048

P258

MoceB Ha 30N0TUCTBLIN CTAaOUINOKOKK (S. aureus) ¢ onpegeneHvem
YyBCTBUTENBHOCTU K aHTUMMKPOOHbIM Npenapartam

A26.30.048

P259

[MoceB Ha 30N0TUCTBLIN CTAaUNOKOKK(S. aureus) ¢ onpegeneHvemM
YyBCTBUTENBHOCTU K aHTUMWKPOOHBLIM Npenapatam n 6akteprodaram

A26.30.011

P692

MoceB rpyoHOro Mornoka Ha aspobHYo U dhakynbTaTUBHO-aHA3POOHYI0
GakTepuanbHy0 MUKPOGIOPY C ONpeaeneHnem YyBCTBUTENbHOCTHU K
pacLUMPEeHHOMY CNEKTPY aHTUMUKPOGHbIX NpenapaToB AUCKO-ANDdDY3NOHHBLIM
MeToA0oM

A26.30.011

P693

MoceB rpygHOro Momnoka Ha a3poOHyto 1 dhakynbTaTUBHO-aHa3pPObHY0
DakTepuarnbHy0 MUKPOMIIOpY C onpeaerieHneM YyBCTBUTENbHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB AUCKO-ANG(Y3NOHHBIM
MeTogommu u 6aktepuodaram

OTOENAEMOE BEPXHUX U HUXKHUX AbIXATE/IbHbIX NYTEN (Na6Ksect)

A26.20.008

P260

MoceB Ha GeTa-reMonUTUYECKNin CTPENTOKOKK rpynnbl Al
(Streptococcus group A, S.pyogenes)

A26.08.015

P261

MoceB Ha GeTa-reMonUTMYECKUn CTPENTOKOKK rpynnbl A (Streptococcus group
A, S.pyogenes) ¢ onpegeneHmem YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM
npenapaTtam




A26.08.009

P262

MoceB Ha aspobHyto 1 hakynbTaTUBHO-aHA3POOHY0 GakTepuanbHyo riopy
C onpegeneHMemM YyBCTBMTENBHOCTM K OCHOBHOMY CMEKTPY aHTUMMKPOOHbIX
npenapaToB™***

A26.09.011

P263

lMoceB oTAENAeMOro AbixaTenbHbIX MyTEN Ha aspobHyo 1 dakynbTaTUBHO-
aHaspobHyto GakTepuanbHylo MMKpPodnopy ¢ onpeaeneHnem
YyBCTBUTENBHOCTY K pacLUMPEHHOMY CNEKTPY aHTUMUKPOOHbIX NpenapaToB C
Bbligaden MIMK (MIC) n pacyétom nHgekca achpekTMBHOCTH

A26.09.010

P264

MoceB Ha a3pobHyo 1 dhakynbTaTMBHO-aHA3POOHY0 GakTepuanbHyto dropy
C onpegeneHnemM YyBCTBMTENBHOCTM K OCHOBHOMY CMEKTPY aHTUMMUKPOOHbIX
npenapaToB 1 6akTepuodaram™***

A26.09.011

P265

[MoceB oTAENAEMOro AbixaTenbHbIX NyTeNn Ha aspobHyto 1 dakynbTaTUBHO-
aHa3pobHyto BakTepuanbHyl0 MUKPOMopy C onpedeneHnem
YyBCTBUTENBHOCTU K PACLUMPEHHOMY CMEKTPY aHTUMUKPOBHbIX NpenapaTos ¢
Bblgayen MIK (MIC) n pacuétom nHaekca 3pdeKTMBHOCTU U
bakTepuodaram

A26.30.047

P266

MoceB Ha NHEBMOKOKK (S. pneumoniae) ¢ onpeaeneHnem YyBCTBUTENbHOCTM
K aHTUMMKPOOHBLIM Npenaparam

A26.08.009

P267

Moces Ha gpoxkenogobHble rpmndbl (pogos Candida n gpyrux) ¢
onpepeneHmem YyBCTBUTENbHOCTM K aHTUMMKOTUYECKMM Npenapartam

A26.05.044

P268

Moces Ha remodunbHy0 nanoyky (Haemophilus influenzae tuna b)c
onpegeneHneMm YyBCTBMTENBHOCTM K aHTUMUKPOOHBIM Npenapartam

A26.30.048

P269

MoceB Ha 30MOTUCTLIN CTadOUIIOKOKK (S. aureus) ¢ onpeeneHem
YYBCTBUTENBHOCTM K aHTUMMKPOOHBLIM npenapatam

A26.30.048

P270

MoceB Ha 30M0TUCTbIN CTadUIOKOKK(S. aureus) ¢ onpeaeneHmem
YYBCTBUTENILHOCTM K aHTUMUKPOOHLIM NpenapaTam v 6aktepuodaram

A26.30.048

P271

Moces Ha 3onoTucTein ctadgunokokk MP3C (S.aureus, MRSA)
O6cnegoBaHue nepeq rocnuranusaunen/ap. MeAULMHCKMX NOKa3aHNAX

A26.30.048

pP272

Moces Ha 3onoTtucTein ctadunokokk MP3C (S. aureus, MRSA) ¢
onpegeneHmemM YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM npenapaTamM

A26.30.048

P273

MoceB Ha 3onoTucTbin ctacmnnokokk MP3C (S. aureus, MRSA) ¢
onpegeneHvem YyBCTBUTENbHOCTM K aHTUMUKPOBHbBIM Npenapartam u
bakTepuodaram

A26.08.001

P274

Moces Ha Bo3byauTenb andtepun (Corynebacterium diphtheriae)

A26.08.009

P275

[MoceB HOCOrNMOTOYHOM CrM3n Ha MeHHIoKoKK (Neisseria meningitidis) ¢
onpegeneHvem YyBCTBUTENbHOCTM K aHTUMUKPOBHbBIM npenapartam

A26.23.005

P276

MoceB Ha nucTtepun (Listeria monocytogenes) ¢ onpegeneHnem
YyBCTBUTENBHOCTU K aHTUMWKPOOHLIM Npenapatam

A26.09.011

P694

MoceB oTAensiemMoro AbixaTenbHbIX MyTeln Ha aspobHyto 1 hakynbTaTUBHO-
aHa3pobHyto BakTepuanbHylo MMKPOMIopy ¢ onpedeneHnem
YyBCTBUTENBHOCTU K paCLUMPEHHOMY CMEKTPY aHTUMUKPOBHbIX NpenapaTos
ONCKO-ANDPY3MOHHBIM METOA0M

A26.09.011

P695

lMoceB oTAEnsemMoro AbixaTerbHbIX MyTEeN Ha aspobHY0 1 haKyrbTaTUBHO-
aHa3pobHyt0 BakTepuanbHyo MUKPOMIopy C onpeaeneHnem
YyBCTBMTENBHOCTM K PACLLUMPEHHOMY CNEKTPY aHTUMMUKPOOHbIX NpenapaToB
ONCcKo-aAndy3nMoHHBIM MeTogoMK 1 BakTeprocharam

OTAENAEMOE U3 YXA (HapyKHbi cnyxoBoii npoxopa) (/labKsecr)

A26.25.001

pP277

MoceB Ha aspobHyt0 1 hakynbTaTUBHO-aHA3POOHY0 GakTepuanbHyo riopy
C onpeaeneHmemM YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOGHbIX
npenapaToB™***

A26.01.010

pP278

MoceB oTAENseMoro U3 yxa Ha aspoOHyl0 1 dhakynbTaTUBHO-aHA3POOHY
DakTepuanbHy0 MUKPOMIIOpY C onpeaeneHnem YyBCTBUTENbHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOOHLIX NpenapaToB ¢ Bblgaven MIK (MIC)
N pac4yE€ToM MHOeKca adhPeKTUBHOCTU

A26.25.001

P279

MoceB Ha aspobHy0 1 hakynbTaTUBHO-aHa3pPOOHy GakTepuanbHylo dropy
C onpegerneHnemM YyBCTBMTENbHOCTM K OCHOBHOMY CMEeKTPY aHTUMMUKPOGHbIX
npenapaTtoB 1 6aktepuodgaram™***




A26.01.010

P280

MoceB oTaensaemMoro 13 yxa Ha aspobHyto 1 hakynbTaTUBHO-aHa3pPOOHYH0
GakTepuarnbHyl0 MUKPOMoOpy C OnNpeaeneHNeM YyBCTBUTENBHOCTHU K
pacLIMPeHHOMY CNEeKTPY aHTUMUKPOOHbLIX npenapaToB ¢ Bbigaven MIK (MIC)
N pacyéToM nHaekca adhPekTUBHOCTN U GakTepnodaram

A26.01.013

P281

MoceB Ha gpoxokenogobHble rpnbsl (pogos Candida n gpyrux) ¢
onpepeneHmem YyBCTBUTENbHOCTM K aHTUMMKOTUYECKMM NpenapaTtam

A26.05.044

P282

MoceB Ha remodunbHyto nanoyky (Haemophilus influenzae Tuna b)c
onpegeneHneM YyBCTBUMTENBHOCTM K aHTUMUKPOOHBIM npenaparam

A26.01.010

P696

MoceB oTAENAEMOro M3 yxa Ha aspobHyto 1 hakyrnbTaTMBHO-aHa3POOHYI0
GakTepuanbHylo MUKPOdIopy C onpeaeneHnem Y4yBCTBUTENbHOCTM K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOGHbIX NpenapaToB AUCKO-ANDdDY3MOHHbIM
MeTOA0M

A26.01.010

P697

lMoceB oTAENseMoro 13 yxa Ha aspobHyt0 1 dhakynbTaTUBHO-aHa3POOHY0
BakTepuanbHy0 MUKPONopy ¢ onpeaeneHnem YyBCTBUTENbHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHBLIX NpenapaToB AUCKO-ANddY3NOHHBIM
mMeTogomu u 6akrepuodaram

OTOENAEMOE U3 TN1A3A (1abKeecr)

A26.26.004

P283

MoceB Ha a3pobHYyIo 1 hakynbTaTMBHO-aHA3POOHY0 GakTepuanbHyto dropy
C onpegeneHnemM YyBCTBMTENBHOCTM K OCHOBHOMY CMEKTPY aHTUMMUKPOOHbIX
npenapaToB™***

A26.26.004

P284

MoceB oTAensiemMoro 13 rrnasa Ha aspobHyto 1 hakynbTaTUBHO-aHA3PO6HY0
HakTepuanbHyto MUKpodniopy ¢ onpeaeneHnem YyBCTBUTENbHOCTM K
pacLUMpPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB ¢ Bblgaden MIK (MIC)
1 pacyétom nHaekca apHekTMBHOCTH

A26.26.004

P285

MoceB Ha a3pobHyo 1 hakynbTaTMBHO-aHA3POOHY0 GakTepuanbHyto dropy
C onpegeneHnemM YyBCTBMTENBHOCTM K OCHOBHOMY CMEKTPY aHTUMMUKPOOHbIX
npenapaToB 1 6akTepuodaram™***

A26.26.004

P286

MoceB oToenseMoro 13 rnasa Ha aspobHyto 1 dakynbTaTUBHO-aHa3POOHY0
DakTepuanbHy0 MUKPOMIOpyY C onpeaeneHnem YyBCTBUTENbHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB ¢ Bblgaden MIK (MIC)
N pac4y€Tom nHaekca adcpekTnBHocTn 1 GakTepunocaram

A26.01.013

pP287

Moces Ha gpoxkenogobHble rpudbl (pogos Candida n gpyrux) ¢
onpegeneHnemMm YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM NpenapaTam

A26.05.044

P288

MoceB Ha remounbHyto nanoyky (Haemophilus influenzae Tuna b)c
onpegeneHvemM YyBCTBUTENbHOCTU K aHTUMMKPOOHbBIM Npenaparam

A26.26.002

P289

Moces Ha roHokokk (N. gonorrhoeae) ¢ onpeaeneHnemM YyBCTBUTENBHOCTM K
aHTMMUWKPOOHBIM Npenapartam

A26.23.005

P290

MoceB Ha nucTtepun (Listeria monocytogenes) ¢ onpegeneHnem
YyBCTBUTENBHOCTU K aHTUMWKPOOHLIM Npenapatam

A26.26.002

P447

MoceB oTgensiemoro 13 rnasa Ha MeHUHrokokk (Neisseria meningitidis) ¢
onpegeneHvem YyBCTBUTENbHOCTM K aHTMMUKPOGHbBIM npenaparam

A26.26.004

P698

MoceB oToenseMoro W3 rnasa Ha aspobHYyo 1 akynbTaTUBHO-aHA3POBHYI0
BakTepuarnbHylo MUKPOMopy C ornpeaeneHnem YyBCTBUTENbHOCTM K
pacLUMPEeHHOMY CNEKTPY aHTUMUKPOGHbIX NpenapaToB AUCKO-ANDdY3NOHHBLIM
MeTOA0M

A26.26.004

P699

MoceB oToenseMoro 13 rrnasa Ha a3poOHyto 1 dakynbTaTUBHO-aHa3POOHY0
DakTepuanbHy0 MUKPOMIIOpY C onpeaeneHnem YyBCTBUTENbHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB AUCKO-ANG(Y3NOHHBIM
MeTogoM u bakTepuodaram

A26.05.016.001

P291

[ncbakTepnos KULLEYHMKa C onpeaeneHneM YyBCTBUTENBHOCTU K
bakTepuodaram

A26.05.016.001

P343

OncbakTepunos K1LLeYHrKa C onpeaeneHneM YyBCTBUTENBbHOCTY K
BakTepmnodaram n aHTMMNKPOOHbLIM npenapatam (B + ABIT + AMIT)

A26.19.008

P503

MoceB. kana Ha MuUKpoddriopy ¢ onpeaeneHnem YyBCTBUTENbHOCTHU K
AHTVIMUKPOGHbLIM Npenapartam




A26.19.080

P292

[MoceB Ha NaToreHHy KnweyHyo nopy (LWurensnsl, canbMoHensnbl) (nepea
rocnuTanusauven, Npyu MeauUMHCKOM obcrnegoBaHum No NokasaHsaM)

A26.19.080

P293

[MoceB Ha NaToreHHy KnweyHy nopy (LWnrensnbl, CanbMOHENsbI) C
onpegeneHmeM YyBCTBUTENbHOCTU K aHTMMMKPOBHBLIM npenaparam

A26.05.016.001

P294

[MoceB Ha NaToreHHy KnweyHyo nopy (LWUrensbl, CanbMOHENSbI) C
onpegerneHneM YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM nNpenapaTtam u
OakTepunodaram

A26.01.001

P295

MoceB Ha 30MOTUCTLIN CTAUOKOKK (S. aureus) ¢ onpeaeneHnem
YYBCTBMTENBHOCTM K aHTUMMKPOGHBLIM Npenaparam

A26.30.048

P296

MoceB Ha 30MOTUCTLIN CTAUITOKOKK(S. aureus) ¢ onpeaeneHnem
4YBCTBUTENBHOCTU K aHTUMUKPOBHbLIM npenapaTtam 1 6aktepuodaram

A26.19.004

P297

MoceB Ha nepcuHum (Yersinia enterocolitica) ¢ onpegeneHuem
YyBCTBUTENBHOCTM K aHTUMUKPOOHBIM Npenapartam

A26.19.084

P298

MoceB Ha kamnunobakTtep (Campylobacter sp.) ¢ onpeaeneHem
YYBCTBUTENBHOCTU K aHTUMMUKPOOHbLIM Npenapatam

A26.19.086

P299

MoceB Ha aHaspobbl, Bo3oyautenu MTU (Clostridium spp.) c onpegeneHnem
YYBCTBUTENBHOCTU K aHTUMMUKPOOHbLIM Npenapatam

A26.01.013

P300

Moces Ha gpoxkenogobHble rpmndbl (pogos Candida n gpyrux) ¢
onpepeneHmem YyBCTBUTENbHOCTM K aHTUMMKOTUYECKMM Npenapartam

A26.05.016.001

P367

MoceB kana Ha AnaporeHHble awepuxunossbl (E. coli)

BbiiBIeHME aHTUrEeHOB - BO36yauTteneii KuweuHbix uHpekuui (J1labKeecr)

A26.19.020

P305

Xenukobakrep nunopu (Helicobacter pylori), BbiiBneHve aHturexa

A26.19.081

P306

TokeuHbl A n B Clostridium difficile, BbisBneHve aHTureHa

XENYb (ogHa nopuusn) (N1abKeecr)

A26.14.003

P308

Moces Ha aapobHyt0 1 hakynbTaTUBHO-aHa3PObHY0 GakTepuanbHylo dropy
C onpeferneHnem YyBCTBUTENBHOCTY K OCHOBHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaTtoB

A26.14.002

P309

MoceB enun Ha aapobHyto 1 dhakynbTaTUBHO-aHA3POOHY0 BakTepranbHyto
MUKpPOIopy C onpeaeneHmeM YyBCTBUTENBHOCTU K paCLUMPEHHOMY CNEKTPY
aHTMMUKPOOHBIX NpenapaTtoB ¢ Bblgaden MIMK (MIC) n pacyétom nHgekca
3(pPeKTBHOCTH

A26.14.002

P310

MoceB Ha a3pobHyto 1 hakynbTaTMBHO-aHa3pOGHY GakTepuanbHyto dropy
C onpeneneHnem YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOBHbIX
npenapatoB 1 6akTepuocaram

A26.14.002

P311

MoceB xenyun Ha aspobHyo 1 dhakynbTaTUBHO-aHA3POOHY0 GakTepnanbHyro
MUKpochriopy ¢ onpegeneHnemM YyBCTBUTENBHOCTU K pacLUMPEHHOMY CMEKTPY
aHTMMUKPOGHbIX NpenapaTtoB ¢ Bblgaden MIK (MIC) n pacyétom nHagekca
acpdekTnBHOCTU N BakTepmnodaram

A26.14.002

P432

MoceB xenyn Ha aHaspobbl C onpeaeneHMemM YyBCTBUTENBHOCTM K
AHTMMUWKPOOHBIM NpenapaTtam

A26.14.002

P701

MoceB »enuu Ha aspobHylo 1 hakynbTaTMBHO-aHadpPOGHY0 GakTepuarnbHyo
MUKPOopY C onpeaeneHnemM YyBCTBUTENBHOCTM K pacLUMPEHHOMY CMeKTpy
AHTUMUKPOBHbIX NpenapaToB AUCKO-ANGEY3NOHHBIM METOAOM

A26.14.002

P702

MoceB >xenun Ha aspobHYH0 U hakynbTaTMBHO-aHA3POOHY0 6akTepmnanbHyo
MUKPOIIopY C onpeaeneHMemM YyBCTBUTENbHOCTU K pacLLUMPEHHOMY CMEKTpY
aHTMMUKPOGHbLIX NpenapaToB AUCKO-ANddY3NOHHBEIM METOAOM U
bakTepuodaram

Dpyroe (N1abKsecT)

A26.30.044

P504

MoceB ¢ anemMeHTa (KateTep) ¢ onpeaeneHnem YyBCTBUTENBHOCTU K
AHTUMKKPOGHLIM NpenapaTam

A26.14.002

P505

MoceBs enygo4yHOro COAepPXMMOro C onpegeneHnemM YyBCTBUTENbHOCTH K
AHTMMMKPOOHBLIM Npenapatam ¢ Boigadven MIMK (MIC) n pacyétom nHaekca
3(ppeKkTNBHOCTH




MoceB >xenun Ha aspobHYH0 U hakynbTaTMBHO-aHA3POOHY GakTepmnanbHyto
MUKpochropy ¢ onpefeneHnemM YyBCTBUTESNBHOCTU K pacLUMPEHHOMY CNEKTPY
AHTUMUKPOGHBIX NpenapaToB AMCKO-ANGPEY3NOHHBEIM METOLOM U

A26.14.002 P703 OakTepunodaram

MuKonorunyeckue uccnegoanus (JlabKeecr)

KomnnekcHoe MuKonornyeckoe nccnegoBaHve Ha ApoXxoKkeBble rpubbl,

aepmatoduTbl U NnecHesble rpubbl ¢ onpeaeneHnem YyBCTBUTENbHOCTH K
A26.09.024 P338 aHTMMMKOTUYECKMM npenapartam K rpubam poga Candida spp.

Mukonorudeckoe uccrnegoBaHue (MOCeB) Ha APOXKEBbIE rPUbbI (POJOB

Candida spp , Cryptococcus spp 1 gpyrux) ¢ onpeaeneHnemM

YyBCTBUTENBHOCTM K aHTUMMUKOTUYECKMM Mpenapatam npu BbiiBNEHUN
A26.01.013 P339 BO3OyauTens

MNocesbl Ha Chlamydia trachomatis (/1abKsecr)
A26.26.004 P459 Moces oTaensemoro 13 rnasa Ha Chlamydia trachomatis

MoceB oTgensiemoro n3 rnasa Ha Chlamydia trachomatis ¢ onpegenernnem
A26.26.004 P460 YyBCTBUTENBHOCTM K aHTMOMOTUKAM
A26.26.004 P457 Moces Ha Chlamydia trachomatis

MoceB Ha Chlamydia trachomatis ¢ onpegeneHnem 4yBCTBUTENBHOCTU K
A26.26.004 P458 aHTMOMOTMKaM

AHann3 MUKPOBHbIX MapKepoB MEeTOA0M ra3oBOW XpomaTo-macc-

cnektpomeTpum (no Ocunosy) (/TabKeecr)

VccnepoBaHne MUKpobUoLLEHO3a TOHKOIO KULLEYHUKa METOLOM ra3oBom
A26.19.008 P480 xpomaTorpadcuu - macc-cnekrpomeTpum (no Ocunosy)

VccnepoBaHne MMKpobuoLeHo3a TONCTOro KULLEYHUKa METO40M ra3oBoM
A26.19.008 P481 xpomaTorpadcuu - macc-cnekrpomeTpum (no Ocunosy)

VMccnepoBaHne MnkpobuoLeHo3a MOYENONOBON CUCTEMbI METOAOM ra3oBOW
B03.016.018.001 [P482 xpomaTorpadcuu - macc-cnekrpomeTpum (no Ocunosy)

WccnegosaHve mukpobroLeHosa apyrmx fiokanusaumn (Tpaxes, BepxHue

OblxaTenbHble NyTKW, KOXa, HOITEBbIE NNAacTUHbI, OTAENSAEMOE paH) METOLOM
A26.01.013 P483 rasoBol xpomaTtorpadgum - Macc-cnektpometpum (no Ocunosy)

KomnneKkcHoe uuToNnornyeckoe M MoJIeEKYAPHO-TeHeTU4YecKoe

uccnepgosaHue (NlabKeecr)

BIMY-TecT paclumpeHHbIn XNMAKOCTHLIN (KonudecTBeHHoe onpeaenerne HK

BMpYCa NanunomMbl YENOBEKA C yKa3aHMEM Tuna BMpYCca HU3KOro (TUnMbl

6,11,44) n Bbicokoro (Tunel 16, 18, 26, 31, 33, 35, 39, 45, 51, 52, 53, 56, 58,
A26.21.008.001 |P730 59, 66, 68, 73, 82) oHkOreHHoro pucka, «KBaHT-21»)

BIMY-TMATlM-TecT xxnaKkocTHbIN (koMnnekc Tectos: BMNY paclumpeHHbin ¢

onpeeneHnemM KonuyecTea u Tuna Bupyca (HU3KOro 1 BbICOKOrO OHKOr€HHOro
A26.21.008.001 |R936 pucka «KaHT-21»)+MAl-TecT)

MuKpocKonuMyeckue nccaenoBaHUA MasKa y XeHuuH (SlabKeecr)
A26.20.006 MO001 Muikpockonmyeckoe nccnegoBaHme XeHCKoro maska (3 TOYKM)

Mukpockonuyeckoe UccneaoBaHme Maska U3 Braranviia U LepBUKarnbHOro
A12.28.015 M002 KaHana
A26.20.006 MO003 Mukpockonnyeckoe nccrnegoBaHve Maska U3 Bnaranuila u ypetpbl
A12.20.001 MO004 Mukpockonuyeckoe nccnegoBaHne Maska u3 LepBukanbHOro kaHana
A12.20.001 MOO05 Mwukpockonuyeckoe nccnegoBaHne maska U3 Bnaranuula
A12.28.015 MOO06 Mwukpockonnyeckoe nccrnenoBaHve Maska U3 ypeTpbl Y XXeHLUUH

MuKpocKkonuueckme nccaef0BaHUA Ma3Ka Y XEeHLUH C OKPACcKoii no

Fpamy (NabKeecT)

Mukpockonmyeckoe UccrnegoBaHne Maska M3 Briaranmiia ¢ OKpackow no
A26.20.006 MO0OQ7 "pamy (c oueHkon no wkane HetompkeHTa)

Mukpockonuyeckoe UccnegoBaHme Maska U3 LepBUKanbHOroO KaHana v u3s
A26.20.006 MO008 Bnaranvua ¢ okpackon no 'pamy (C oueHkon no wkane HotogkeHTa)
A26.20.001 MO013 Mwukpockonuyeckoe nccnegoBaHne Ha OUNITOKOKK

MuKpocKonuyeckue nccneaoBaHua masKka y MyKuuH (JlabKeecr)
Al12.21.005 MO009 Mwukpockonunyeckoe nccrnefoBaHue cekperta npegcraTenbHON xernesbl
A12.28.015 MO010 Mukpockonuyeckoe nccnegoBaHme maska U3 ypeTpbl Y MyXYuH
Al12.21.004 MO11 Mwukpockonuyeckoe uccrnegoBaHme Maska ¢ KpanHewn nroTu




UccnepoBaHMe KOXKU U HOrTEBbIX NNAacTUHOK (/labKeecr)

A26.01.018 P312 Wccneposanve Ha gemogekos (Demodex folliculorum)

VccnepgoBaHue HOMTEBbLIX NNIACTUHOK UMW YeLLyeK KOXW Ha NaToreHHble
A26.01.023 P313 rpmobI
A26.01.018 P349 VMccnepoBaHne Ha Sarcoptes scabiei (4ecoTka)

DOWATHOCTUKA YPOTEHUTA/IbHbIX MHOEKLIUM (N1labKsecT)
A26.21.036 R054 Mporpamma - "MuHumym" 7
A26.21.036 R055 Mporpamma - "Meguym" 9
B03.014.020 R056 Mporpamma - "Makcumym" 12
B03.014.022 R0O57 Mporpamma - "lMpemuym" 15

Onpegenenne OHK B cockobe anutenuanbHbIX KNETOK ypOreHUTanbHoro

Tpakta (Chlamydia trachomatis, Trichomonas vaginalis, Neisseria
B03.014.049 R662 gonorrhoeae)

MHpeKLMn yporeHMTanbHOro TpakTa y MyXX4uH, KOfIM4ecTBEHHOE 1
B03.014.045 R795 KayecTBeHHoe onpegeneHue OHK

YporeHutanbHble MH(PEKUNM Y MYy>XUYUH, pacLLUMPEHHbIV (KONMYeCTBEHHOe
B03.014.046 R797 onpegenexve JHK)

YporeHutanbHble MH(PEKUMM Y KEHLUMH, PaCLUMPEHHBIN (KONMYeCTBEHHOE
B03.014.047 R798 onpegenexve JHK)




)

Llena ycnyru

940

495

390

670

685

495

345

505

505

1290

1145

415

540

1400

515

790

565

2075

2630

3530

1080




1840

5340

1395

360

1015

905

1015

1120

1985

1290

2930

415

410

445

460

420

765

1 350

805

810

3 065

460

405

725

2 050

2 385

4 880




3 165

2430

2 505

4 800

3 295

410

390

1490

895

405

410

405

410

375

375

510

565

400

610

905

610

440

480

405

2195

2230

2230




2535

1325

1670

2 280

2 405

6 330

1235

1335

1955

2 895

2 890

2 890

5535

10 520

2890

2 890

2890

2 890

3 045

2 845

2 850

2 860

2745

2450

4070

4070

555

400

690

450

405

405

460

755

725

725

885




960

895

1915

3 035

840

910

1445

4 375

1650

4520

5 835

11 015

2445

965

1590

5130

1190

1215

1680

1195

1785

1185

1745

2410

2410

1225

1 665

2280

6 300

3425




2915

3070

1685

1710

765

1210

1010

1865

790

790

810

1700

745

740

750

745

7 585

1 060

1190

945

885

905

2135

690

780

1280

1130

1240

1495

2275




770

1725

1995

1890

1990

780

1700

2625

1075

840

775

790

1975

1 860

745

720

1 060

1275

1230

1005

1035

930

1340

3150

2 945

4755




3 955

2915

3390

3 090

1305

1455

1890

1735

1735

4 430

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1325

3870

1230

1230

1230

1230

1230

1230

1230




1230

1230

1230

1230

1230

1230

1230

1230

2 350

4 630

8 235

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

2 350

4 630




8 235

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

1230

3990

3 805

2 195

3 555

3 365

3190

4160

4 445

4 445

445




555

315

590

965

360

400

485

475

390

390

420

395

410

450

1 865

240

325

400

630

355

355

3 460

4220

2430

2210

2430

2220




4 320

5320

4 705

920

980

560

1480

3430

2280

1740

4 160

650

600

595

670

1025

1025

1285

1 060

1 060

3 035

630

640

1075

1190




695

4 035

1345

1345

1345

755

2150

800

800

800

850

2670

3 355

515

515




535

970

1230

940

1270

1105

610

1 005

915

1180

930

1070

1715

1080

5 065

870

1180

12 235

1770

4870

20 940

3975

4015

1965




1080

1020

1030

1145

1160

1105

960

965

905

895

950

525

630

630

650

630

630

610

755

610

630

630

600

640

640




640

755

640

640

640

835

640

640

640

640

990

535

670

535

535

535

790

535

535

535

535

1040

490

490

515

515




590

490

550

650

615

1085

755

755

755

1495

1700

1830

1135

985

985

755

755

755

980

790

515

515

515

515




515

515

515

535

940

940

3 895

2120

1125

1150

1160

1210

780

965

6 265

1410

1105

660

660

675

660

660

650




970

1090

2200

520

520

535

515

515

540

880

670

715

670

1440

755

765

965

1565

820

835

830

2740




3 510

2 875

4 360

2600

800

525

525

525

3 365

2 805

5 305

505

880

1775

1455

530

560

895

1200

895

2025




1055

1 065

1270

1270

765

865

705

705

705

705

705

705

535

905

1090

2 855

525

525

525

525

525

765

525

530

530

1215




965

965

945

945

950

950

950

950

1150

1010

775

780

1010

1 660

525

765

630

755

970

525

505

560

2235




665

965

665

665

750

665

665

665

885

885

520

520

520

510

510

510

525

525

535

925

1170

1135

3150

1190




875

895

1760

860

1090

510

510

510

510

510

555

510

510

505

930

850

835

880

880

770

770

650




840

1050

1615

515

550

550

650

550

550

535

745

550

550

550

540

650

540

670

535

535

535

755

535

535

535

535

920

885

1 005

1055

650




1 065

2320

2 615

2410

800

1990

1990

2790

2 140

1610

1720

1190

1555

1590

1515

1750




1900

1525

2 300

1805

1690

2 690

2 065

1670

2690

1725

1820

1990

1645

1690

1 355

1 300

2 540




1315

1 065

1820

3 850

1980

1365

1160

1135

1645

1645

1645

930

1020

1160

1960

1115

1305

1270

2 285

1 365

1 355

980




1190

1320

1190

2 040

1260

1375

1285

1055

1390

1305

1405

1135

1440

1480




13 785

8 465

1985

4 650

3 045

3 165

3 680

4410

1470

1115

550

545

550

1450

1170

695

695

1700

2 505

2615

2 585

2625

2 625

2 600

6 935

2745

2745

2745

2745

2745

2745




2745

2745

2745

2745

2745

2745

2745

2745

2745

2745

2745

1590

1540

1715

1450

1400

4 885

4 295

1515

2705

5420

2 820




1965

1450

2 245

1500

1765

1515

1495

1490

1830

1830

2 585

4 090

5 440

1995

2715

1995

1460

2105

3 165

730

2 085

3450

2190

3990

1515

2120




1515

3730

3730

4 080

5500

1920

2 050

2 390

1 350

2080

2 065

2 385

1655

1980

3 485

2 640

2640

2730

2640

2770




4 820

1785

1700

1990

1825

1295

1295

1460

1405

1950

1460

1460

1500

2420

3750

5990

2920

4 580

2410

2275

1450

2 095




2010

2 005

4170

1980

3450

1635

6 300

4 885

6 080

6 080

4 885

5130

5910

2420

1865

7 060

7 060

3785

6 275

6 265




1575

2765

3 255

3 940

890

1090

1145

1145

1145

1145

1145

1145

1145

1145

1325

1145

1145

1145

1145

1145

1145

1145

1210

1145

1145

1325

1145

1145

1145

1145

1325

1145

1325

1145

1145

1145

1325

1325

1145

1145

1145

1315

1325

1145

1145

1325

1145

1145




1145

1220

1220

1090

2 655

2 655

2 655

2 655

2 655

2 655

1735

1735

1735

1680

1735

1680

1460

1735

3575

2 655

2 655

2 655

2825

2 655

2 655

2765

2 655

2 655

2625

2 655

2 655

2 655

3 045

845

10 740

11 490

10 990

13 080

2410

2410

2410

835

835

835

835




835

835

835

835

835

835

835

835

835

835

835

835

835

835

1035

835

835

835

835

835

835

835

835

835

835

835

835

835

835

835

835

2410

1125

835

835

835

1090

1220

1220

2410

970

835

835

835

835




1370

2 330

2410

2410

2410

835

1085

1380

835

835

2410

2410

2410

19 730

835

1090

835

835

835

835

835

835

835

835

835

835

835

835

835

835




835

835

835

835

1005

1090

835

835

835

835

835

835

835

835

835

835

835

1090

835

835

835

11185

15 545

23 140

5290

5290

2820

2 695

9 650

13 525

13 525

13 525

13 525

7970

9 800

7 595

8 655

8 655

2410




835

835

835

835

835

875

835

835

9990

14 900

1745

1745

1760

1760

2 560

3380

1725

1240




1240

1240

1240

1240

1335

2000

1240

1240

1240

1240

1240

1240

1240

1240

1240

2000

1240

2 825

525

3450

2535

5105




2790

1545

10 070

10 070

20 030

20 030

8 500

8 500

6 735

6 735

8 325

36 840

13 995




13 995

8 325

6 635

6 635

5 850

5850

36 200

36 200

36 200

36 200

40 680




40 680

5725

9 695

9 995

9 000

4 150

5945

10 285

11 015

11 015

11 015

11 015

5945

5945

5945

8 250

2 895

2 895

2 895

11 565

11 565

11 565

11 565

11 565




11 565

2 895

2 895

11 025

12 345

11 565

11 025

11 565

11 025

11 565

11 025

11 565

12 345

11 565

16 450

16 450

11 565

11 565

16 450

11 565

10 000

14 920

11 565

16 450




3 850

9910

8 810

3890

3 145

31 850

25 235

25 340

3185

2745

9910

8 810

5 500

4620

3185

2745

36 270




34 545

13190

12 970

2745

5500

4620

3185

8 995

13725

13 960

8 885

9690

2820

9910

8 810

13 220

11 015

3185

2745

3020

2690

5 500




4620

2 525

2 195

1290

1830

8 790

8 180

2 525

2195

2 005

1650

12 260

3 500

3 600

4 400

3 960




11 905

6 505

5400

10 465

8 295

7620

2075

2525

2115

5 500




2115

2115

7 705

7 705

2115

640

1290

2 555

5765

35170

13 960

33 420

24 080

24 080




13 960

24 080

6 385

26 460

19 450

8 740

12 660

33 420

9 790

26 460

15 280

41 540

9 360

9790

18 120

37 570

18 120

37 570

13 960

18 120

8 995

13 960

18 120




50 070

74 490

30 630

11 020

41 540

24 080

21 495

18 120

81 830

15 280

34 080

41 540

26 460

30 630

63 905

18 120

30 630

12 660

37 680

37 570

13 960

50 075

18 125

13 960




15 730

41 540

9790

41 540

33 420

8 995

50 070

4 950

13 960

22 890

9610

15 620

50 070

33 405

41 540

18 120

13 960

9 790

12 930

21 495

6 705

31 950

21 495

7 605

13 960

24 080




19720

74 485

33 405

9 790

4 000

8 995

50 075

30 630

62 580

42 870

8 015

20170

26 460

50 070

13 960

74 490

41 545

9 790

81 830

26 460

17 740

24 080

18 120

50 070




74 490

8 995

13 960

50 070

21 495

50 070

26 460

60 595

18 125

21 495

9 790

16 890

30 630

37570

50 070

26 035

21 495

33 420

30 630

37 570

30 630

8 995

13 960

74 490




24 080

13 960

19 720

30 630

13 960

18 120

81 830

9 790

81 825

33 420

21540

9 790

13 960

50 070

21 500

62 580

8 740

30 630

37570

30 630

74 490

37575

18 120

15 955




18 125

30 630

33 420

37 570

41 540

81 830

18 120

19 720

24 080

9 790

15 280

33 420

62 580

7 595

33 420

4 950

8 995

8 995

18 120

30 630

21 495

30 630




41 540

33 420

18 120

50 070

21 040

21 495

30 630

9 790

21 500

50 075

4620

62 580

50 070

74 490

33 420

21 495

50 070

21 495

81 830

50 070

62 580

13 960

33 420

13 960




8 995

26 460

56 760

37 680

37 680

13 960

13 960

18 120

10 320

25 395

15 280

10 320

12 470

3075

4 340

35 350

26 495

35 350

19 065

9 250




8 090

13575

6 685

4 925

7 785

6 685

52 060

6 685

6 685

48 060

12 195

63 060

12 060

7670

1690

2 250

27 395

7 330

4190

7780

3 140

4 560

15 390

6 290

1690




8 040

17 860

6 810

2 370

25 820

9 980

17 345

7 990

4940

4125

10 245

18 160

5410

4 890

1530

5 360

8 550

5830

5735

2 140

8 890

4 430

4 335

8 050

10 930

12 875

12 340

4 030

6 590

1540

4 410




6 570

1140

4 950

5170

7 850

3590

2090

3 060

6 230

8 350

5540

5230

6 050

3290

10 920

5315

1890

6 370

12 540

15 550

4 050

10 390

6 120

4160

5050

7 390

3 265

3 265




2720

3 280

4100

6670

1975

1690

3 000

755

3230

1090

6 735

4 750

1680

2105

2 535

335

3975

4160

2070

21290

4705

2295

1690

1655

7 100

2 890

4 260

700

1420

8 040

3 905

1530

9 640

11 780

20 860

1320

8 740

4 530

2765

4 140

3380

2870




835

2 295

4 705

2210

1780

1990

5300

5100

25 095

7375

14 870

13 525

2705

3 350

5280

10 245

830

830

1 350

4 390

4 390

6 190

8 490

3700

11 150

3 350

1190

8 480

2 305

1645

10 365

880

535

550

500




30 345

38 900

26 145

835

835

835

875

875

835

835

835

835

835

835

835

835

835

835

835

835

1960

1960

1960

1215

1215

1215

1215

1180

1215

870

870

870

870

870

870

1215

1215

1145

870

870

870

870

1200

870

870

870

870

870

870

870

870

9 490




1575

3310

3 850

4630

4 630

8 160

6 630

4 235

4070

7 990

760

915

9 360

1535

1 000

8 915

970

1390

1390

7235

2 285

870

26 340

1755




3980

734

639

858

870

18 890

4 400

4225

12 030

44 900

725

2000

2000

2000

2000

2000

2000

3 550

3 100

1240

1240

1240

1240

1240

3300

1240




2560

1240

1240

1240

1240

3290

12 890

9 740

11 470

3 200

4 800

8 000

2 380

2900

2 560

2 560

2 560

2 560

2 560

2 560

2825

3450

3 450

3900

4 260

4 900

3450

3450

5990

4 290




5 000

8 000

10 000

12 000

4 290

7 000

13 000

14 000

15 000

5328

8 000

15 000

16 000

17 000

5790

5250

8 400

3450

3450

3450

3450

3 450

3450




3 450

3510

3290

3 450

3 450

5460

4 410

8 400

12 000

3 450

3990

3 800

3 800

5990

6 830

3450

5220

5220

3450

3 550

3810

3 540

6 820

19 960

35 000

6 320

6 320




27 290

32 380

6 420

7 500

7 930

11 905

18 165

18 165

12 695

13 210

56 500

25215

31 400

34 500

40 035

48 690

3 090

3590

3 090

2900

6 240

740

5200

760

420

8 190

520

1480

980

3 800

4 480

4 490

5000

26 500

4930




1 000

2910

6670

4010

4110

970

2010

620

940

685

605

2150

970

920

1010

800

580

1650

870

580

620

580

720

580

580

580

580

580

510

590

850

580

580

610

610

630




1150

4 050

1690

1520

610

800

980

980

980

980

980

980

3 850

4620

3700

2450

2175

800

3590

2950

1790

2610

1100

1490




2610

800

1775

1090

800

800

5 860

2250

2990

1790

2 080

1830

2420

2590

2200

3590

970

2270

1150

1150

1790

1390

3 880

2290

1570

1570




1690

1690

7 990

2720

2748

5500

2950

2 950

2950

6 500

1340

1340

855

860

860

1120

3470

2820

2230

3 580

5300

15990




3 600

2720

4 390

3920

2590

2740

2 875

4 360




2720

3 950

490

840

3 590

500

880

500

880

580

580

1 360

3 530

530

880

3 530

500

995

3 530

510

590

1450

1450

660




720

980

1340

1450

7 480

2 550

2 550

2 850

2 300

2750

2 850

3 445

1700

2100

7290

10 450

9990

9290

5400




5120

2750

2090

1995

2 630

2 140

1030

1030

1110

1030

1690

2740

1720

2420

1920

1040

1280

1420




1300

1100

1 646

1590

2 660

1860

2520

1130

1130

1130

2290

1130

1830

3110

1 860

2 450




1130

1130

2 300

1130

1150

1310

1600

1130

1130

1420

2630

1510

2 330

1330

1410

1130

1130

1130

1360




1830

2760

1920

2450

1130

1130

1330

1340

1390

1330

1330

1440

1330

1330

1330

1330

1330

1730

3070

1950




2 330

1130

1330

1130

1130

1690

2 960

1880

2 330

1030

1100

1010

1030

1010

1200

1200

3 060

3230

1700




1030

1900

2100

1540

1790

1800

1740

1840

1130

3 400

1430

1880

1510

2410

1610

2 330

1300

890

890

1050

990




990

1650

1710

2100

5150

1900

4 990

10 490

10 490

10 490

10 490

3390

5590

900

860

860

860

860

860

860

860

860

860

860

860




590

1300

585

2 600

3430

4 280

8 270

1700

5330

3780

5130




