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1.1. O6bweKknnMHUYeckue uccnegosaHua Kposu (General Clinical Blood
Tests)

KnuHnyeckun aHanma kposu: obLmn aHanus, nenkocgpopmyna, CO3 (c
MUWKPOCKONUen Maska KpoBum npu Hanmdmm natonormdeckux casuros) (Clinical
Blood Analysis: General Blood Analysis, Leucocyte Formula, ESR (with
Microscopic Examination of Blood Smear if Presence of Pathologic
B03.016.002 [Changes)) 940

O6wwii aHanma kposu (OAK) (6e3 nerkoumTapHom dopmynbl n COJ)
B03.016.002 |(General Blood Analysis, without White Blood Cell (WBC) Count and ESR) 495

TpomboumnTbl, MUKpOCKONUS (MOACYET B OKpaLLEHHOM MasKe Mo Metoay
®oHuno) (Platelets, Microscopy (Manual Platelet Count (PLT Count): Indirect
A12.05.120 |Method by Fonio))* 390

NenkouutapHas dpopmyna (auddepeHUMPOBaHHbIN NOACHET NENKOLUTOB,
nemnkoumTorpamMmma) ¢ MMKpOCKONuen Maska KpoBu Npu Hanuyinm
natonormnyeckux casuros (Leucocyte Formula (Differential White Blood Cell
Count) with Microscopic Examination of Blood Smear if Presence of
A12.05.121 |Pathologic Changes)* 670

INenkountapHasa dopmyna (auddepeHUnpoBaHHbIA NOACHET NENKOLUTOB,
nemnkoumTorpamma) c o6s3aTenbHOM «PYyYHON» MUKPOCKOMNMEN Ma3ka KpOBU
(Leucocyte Formula (Differential White Blood Cell Count) with Manual

A12.05.121 |Microscopic Examination of Blood Smear)* 685
A12.05.123 [PetukynoumnTsl (Reticulocytes) 495
COD3 (ckopocTb ocenaHus apuTtpountoB) (Erythrocyte Sedimentation Rate,
Al12.05.001 [ESR) 345
2.1. UmmyHorematonorua (Immunohematology)
A12.05.005 |Ipynna kposu (Blood Group, ABO) 505
A12.05.007.00|Pe3yc-npuHagnexHocTsb (pesyc-caktop) (Rh-factor, Rh) 505
A12.05.007 |Rh (C, E, c, e) Kell-dbeHoTunupoeanue (Rh C (E, c, €) Kell-Phenotyping) 1290
A12.05.008 |AnnoMMMmyHHble aHTUTENa, BKNoyasa aHtuTena k Rh-antureHy (Anti Rh) 1145
3.1. OueHKa cBepTbiBatoLleit cuctembl Kposu (Assessment of Coagulation
System)

AKTVBUPOBaHHOE YacTMYHOE (NapumansHoe) TPOMOOoNNacTMHOBOE BPeEMS
(AYTB (AITB), kedanuH-kaonuHoBoe Bpems) (Activated Partial
A12.05.039 |Thromboplastin Time, APTT) 415

MpoTpoMOBuH (npoTpombuHoBoe Bpems, NB), MHO (MexayHapogHoe
HopMmanuaoBaHHoe oTHoleHue) (Prothrombin, Prothrombin Time, PT,

A12.30.014 |[International Normalized Ratio, INR) 540
®aktop VIl (aHTUremocuneHbivi rnobynuH A) (Antihemophilic Globulin A,

A09.05.188 |FVIII) 1400

A09.05.050 [PwmbpuHoreH (Fibrinogen, FG) 515

A09.05.047 |AHTUTpOMOUH IIl, % aktusHocTu (AT Ill, Antithrombin Ill, % Activity) 790




A12.05.028 |TpombuHoBoe Bpems (TB) (Thrombin Time, TT) 565
A09.05.051.00|D-gnmep (D-Dimer) 2075
A09.05.125 |[[MpoTteunH C, % aktuBHocTu (Protein C, % Activity) 2630
A09.05.126 |lMNpoTtenH S ceoboaHbIn (Protein S, Free) 3530
A09.05.048 [lMna3muHoreH (Plasminogen) 1080
"emocTasnorpamma (koarynorpamma), ckpuHuHr (Coagulation,
B03.005.004 |Gemostaziogram, Screening) 1840
"emocTasnorpamma (koarynorpamma) paclumpeHHas (Hemostasiogram
B03.005.004 [(coagulogram), extended 5340
A12.06.030 |BonyaHouHbI aHTUkoarynsaHTt (BA) (Lupus Anticoagulant, LA ) 1395
4.1. YrneBoabl (Carbohydrates)
A09.05.023 [Imokosa (Glucose) 360
A09.05.102 |®dpykTo3amuH (Fructosamine) 1015
A09.05.083 |[mukupoBaHHbi remornobud HbA1C (HbA1C, Glycated Hemoglobin, GHB) 905
A09.05.207 [JlakTat (Lactate) 1015
["NiOKO30-TONEPaHTHBIN TECT C ONpeAeneHneM IoKO3bl B BEHO3HOW KPOBU
HaToLLlaK 1 nocne Harpy3ku Yepes 2 vaca (2-Hour Oral Glucose Tolerance
Test, OGTT, Glucose Concentration (Fasting and 2 Hours after Load),
A12.22.005 [Venous Blood) 1120
["MoKo30-TONEepaHTHBIN TECT C onpegeneHmem rmwkossl u C-nentuga B
BEHO3HOW KPOBU HaTOLLAK M Nocre Harpy3ku vyepes 2 yaca (2-Hour Oral
Glucose Tolerance Test, OGTT, Glucose and C-Protein Concentration
A12.22.005 |(Fasting and 2 Hours after Load), Venous Blood) 1985
"noko3oToNnepaHTHbIVM TeCT Npu 6epemMeHHOCTH (Nnasma KpoBm)
(nepopanbHbIi rntoko3oTonepanTHbIn TecT, I'TT, OI'TT) Oral Glucose
A12.22.005 |Tolerance Test, Plasma, OGTT, Pregnancy 1290
OnpegeneHne Bo30yauTenen ocTpbiX PeCnUMpaTopHbIX BUPYCHBIX MHAPEKLMIA
yenoseka (OPBW): PHK pecnupatopHo-cuHumTuansHoro smpyca (human
Respiratory Syncytial virus, hRSv), metanHeemoBupyca(human
Metapneumovirus, hMpv), Bupycos naparpunna 1, 2, 3 n 4-ro Tunos (human
Parainfluenza virus 1-4, hPiv), kopoHasupycos (human Coronavirus, pCov),
A26.08.020.00|pnHOBUPYCOB 2930
4.2. lnnuapbl, AMNONPOTEeUHbI, anoaunonpoTteuHsbl (Lipids)
A09.05.025 [Tpurnuuepuasl (TT) (Triglycerides) 415
A09.05.026 |XonecTtepuH obwmn (XonectepuH) (Cholesterol Total) 410
XonecTtepuH JIMBIT (XonectepnH NnMnonpoTEMHOB BbICOKOW NITIOTHOCTY,
nnBnmn, ?-xonectepuH) (High-Density Lipoprotein Cholesterol, HDL
A09.05.004 |Cholesterol) 445
A09.05.028 |XonecTtepuH JIMHI (npsamon meTon) Cholesterol LDL (direct) 460
XonectepuH JTTHI (XonectepyH NMNonpoTeMHOB H13Kow nnoTHocTw, JIMHTI,
A09.05.028 |?-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL Cholesterol)* 420
XonectepuH JIMOHI (XonectepyH NMNoNpoOTENHOB O4YEHb HU3KOW
nnotHocTtu, JINOHTIT) (Very Low-Density Lipoprotein Cholesterol, VLDL
A09.05.028 |Cholesterol) 765
A09.05.027 [JIlunonpoTeunH (a), 1M (a) (Lipoprotein (a), Lp (a)) 1350
A09.05.250 |AnonunonpoTteuH A1 (AnonpoteuH A1, ano A1) (Apolipoprotein A1, Apo A1) 805
A09.05.251 |AnonunonpoteunH B (AnonpoteuH B, ano B) (Apolipoprotein B, Apo B) 810
A09.05.129 [>KenyHble kucnotbl (Bile Acids) 3065
4.3. benku n amuHokucnaotbl (Proteins and Amino Acids)
A09.05.011 |AnbbymuH (Albumin) 460
A09.05.010 [O6wwi 6enok (Protein Total) 405
A09.05.014 |BbenkoBble dpakuum (Serum Protein Electrophoresis, SPE, SPEP)* 725
OnekTpodopes 6enkoB Mo4u, onpegeneHune Tuna npotenHypum (Urine
A09.05.014 |[Protein Electrophoresis) 2050




Benok beHc-[)KoHCa B MOYe, CKPUHUHT C MPUMEHEHNeM MMMYHOdMKCaUmMn n
KonunyecTtseHHoe onpeaeneHue (Bence-Jones Protein, Urine,

A09.28.030.00[ Immunofixation, Quantification ) 2385
Benok beHc-[>xoHca B MoYe: UMMYyHOMKCaLWs, KONMYecTBEHHOE
onpefeneHune, TMNMpoBaHue kanna, naméaa (Bence-Jones Protein, Urine,
A09.28.030.00|Electrophoresis, Immunofixation, Kappa/Lambda Typing, Quantification ) 4880
CBoboaHble nerkme uenu MMMyHOrnobynmHOB kanna 1 nsméaa CbIBOPOTKM C
A09.05.106.00|pacyeTom nHaekca kanna/namoéaa 3165
CeobogHble nerkve uenu nmmyHornobynuHoBs kanna v naméaa B moye (Urine
A09.28.030.00[immunoglobulin free light chains (FLC) kappa and lambda) 2430
A09.05.214 |lomoumctenH (Homocysteine) 2505
M-rpagmeHT, TMnMpoBaHue. AneKkTpodopes CbIBOPOTKN KPOBH,
UMMYHOMKCaLIMS C NaHeNbo aHTUCBLIBOPOTOK (pa3aenbHo K 1gG, IgA, IgM,
Kanna, nambaa), konuvecTtBeHHasi oueHka M-6enka (M-Gradient, Typing.
Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG,
A09.05.106.00]IgA, 1gM, Kappa, Lambda), Quantification of M-Protein) 4800
M-rpagmeHT, CKPMHUHI. OnekTpodopes CbiIBOPOTKN KPOBM, MMMYHOMKCaLNS
C NONMBaneHTHOM aHTMUCLIBOPOTKOW, KONMYecTBeHHas oueHka M-6enka (6e3
Tunuposanus) (M-Gradient, Screening. Serum Protein Electrophoresis
(SPEP), Immunofixation with Polyvalent Antiserum, Quantification of M-
A09.05.106 |Protein (without Typing)) 3295
4.4. OueHKa PpyHKumMn nouekK (Assessment of renal function)
A09.05.020 |KpeatunHuH (Creatinine) 410
KnyboukoBas gunbtpauus, pacyeT no dopmyne CKD-EPI — kpeaTuHmnH
B03.025.001 |(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Creatinine Equation) 390
A09.05.230 |UuctaTtmH C (Cystatin C) 1490
KnyboukoBas cpunbTpaums, pacyet no dopmyne CKD-EPI — unctatuH C
B03.025.001 |(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C Equation) 895
A09.05.017 MouesuHa (Urea) 405
A09.05.018 |MoueBas kucnota (Uric Acid) 410
4.5. NurmeHTbl (Pigments)

A09.05.021  |BunupybuH obwmn (Bilirubin Total) 405
BunnpybuH npsmon (BunnpybuH KoHbIOTMPOBaHHbIN, cBA3aHHbIN) (Direct
A09.05.022.00|Bilirubin, DBIL, Conjugated Bilirubin ) 410

4.6. depmeHTbl (Enzymes)
AnaHuHamuHoTpaHcdepasa (AnAT, AT, rmyTaMnHO-NMPOBUHOrPagHas
TpaHcamMuHa3a, ['TIT) (Alanine Aminotransferase, ALT, Serum Glutamic
A09.05.042 |Pyruvic Transaminase, SGPT ) 375
AcnapTtatamuHoTpaHcdepasa (AcAT, ACT, rnyTaMmuHo-LLaBeneBoyKCcycHas
TpaHcaMuHag3a, MU T) (Aspartateaminotransferase, AST, Serum
A09.05.041 |Glutamicoxaloacetic Transaminase, SGOT ) 375
A09.05.045 |Anbda-amunasa (?-amunasa, gnacrasa) (Alpha-Amilase, ?-Amylase) 510
Anbda-amnnasa naHkpeatnyeckas (P-nsogpepmeHT ammnasbl) (Pancreatic ?-
A09.05.180 |Amylase) 565
Mamma-rnytamuntpaHcnentuaasa (MMT, rmytamuntpaHcnentugasa) (Gamma-
A09.05.044 |Glutamyl Transferase, GGT) 400
KpeaTtnHkuHasza (KpeatuHdocdokumHasa, KK, KOK) (Creatine Kinase, CK,
A09.05.043 |Creatine Phosphokinase, CPK) 610
KpeaTtnHkuHasa-MB (KpeaTtnHdocdoknHasa-MB, KK-MB, KOK-MB) (Creatine
A09.05.177 |Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.) 905
A09.05.173 |Jlvnasa (Tpraumnrnvueponauunrugponasa) (Lipase) 610
Naktatoermgporenasa (J14r, L-nakrat, HAL+Okcupopenykrasa) (Lactate
A09.05.039 [Dehydrogenase, LDH) 440
XonvHacTepasa (S-lceBgoxonuHacTepasa, XxonuHactepasa ll, S-X3,
A09.05.174 |aumnxonuHrugponasa) (Cholinesterase, Pseudocholinesterase, PCHE) 480
A09.05.046 |PocdaTasza wenoyHaa (L) (Alkaline Phosphatase, ALP) 405




4.7. OLeHKa COCTOAHMA UHKPETOPHOU U ceKpeTopHOoU ¢-uun XKKT
(Assessment of endocrine and secretory functions of gastrointestinal tract
(Gl Tract))

A09.05.057 |lacTtpuH (Gastrin) 2195
A09.16.003 [lMencuHoreH | (Pepsinogen 1) 2230
A09.16.003 |MencuHoreH Il (Pepsinogen 1) 2230
MencuHorensl | n 1l ¢ pacyeTom cooTHoweHus (MencuHoreH I/TencuHoreH 1)
A09.16.003 |(Pepsinogen I/Pepsinogen Il, PG1/PG2) 2535
4.8. MapKepbl meTaboan3ama KocTHo TKaHu (Bone Metabolism)
OcteokanbumH (KoctHbin Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla
A09.05.224  [Protein, BGP) 1325
C-koHueBble TenonenTuapl konnareHa | Tuna (6eta-CrossLaps, C-
TepmuHanbHbI Tenonentug, CT) (Carboxyterminal Cross-linking Telopeptide
of Bone Collagen, Collagen Cross-linked C-Telopeptide, Beta-Cross Laps, ?-
CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx
A09.05.297 |Serum) 1670
A09.28.064 |OesokcunmpugmnHonud (AMMO) B moye (Deoxypyridinolinein, DPD, Urine) 2280
N-TepMuHanbHbIN NponenTua npokonnareHa 1 obwuin (Procollagen Type 1 N+
A09.05.296 |terminal Propeptide, PINP, Total) 2405
4.9. AHTMOKCUMAAHTHbI cTaTyc (Total Antioxidant Status, TAS)
AHTUOKCMAAHTHbIN cTaTyc (O6LWniA aHTMOKCMAaHTHBIN cTaTyc) (Total
B03.016.017.0|Antioxidant Status, TAS) 6330
4.10. ButamuHbl (Vitamins)
A12.06.060 |ButamuH B12 (umaHokobanamwuH, kobanamuH) (Cobalamin) 1235
A09.05.080 |donueasa kucnota (Folic Acid) 1335
AKTVBHbIN BUTamnH B12 (MTonoTtpaHckobanamuH, Active-B12,
A12.06.060 |Holotranscobalamin) 1955
ButamuH K1 B ceiBopoTke (dounnoxmHoH) (Vitamin K1, Phylloquinone,
A12.06.060 |Serum) 2895
A12.06.060 |ButamuH A B cbiBopoTke (peTuHon) (Vitamin A, Retinol, Serum) 2890
ButamuH E B ceiBopoTke (anbda-Tokodepon) (Vitamin E, alpha-Tocopherol,
A12.06.060 |Serum) 2890
A09.05.264.00|Omera-3 ungekc (Omega-3 Index) 5535
B03.016.017 |>KupHble kucnoThbl, npoduns (omera-3, -6, -9), nnasma 10520
A12.06.060 |ButamuH B1 (TvamuH) 2890
A12.06.060 |ButamuH B2 (pubodnasuH) 2890
A12.06.060 |ButamuH B3 (HMkoTMHamuA) 2890
A12.06.060 [ButamuH B5 (naHTOTEHOBas kucnoTa) 2890
A12.06.060 |ButamuH B6 (nupupokcansgocdar) 3045
A12.06.060 |ButamuH B7, H (6noTuH) 2845
A12.06.060 |ButamuH C (ackopbuHoBas kucnora) 2850
A12.06.060 |beTa-kapoTuH 2860
A12.06.060 PeTtuHun nanbmurtat 2745
25-OH ButamuH D obwmii (25-OH Vitamin D Total, 25(OH)D, 25-
A09.05.235 |Hydroxycalciferol) 2450
A09.05.258 |KoaH3nm Q10 B kpoBU 4070
A09.05.192 ManoHoBbI guanbaerv 4070
4.11. HeopraHuueckue Bewectsa (Inorganic Matters)
Kanun/HaTtpuin/Xnop B ceiBopoTke kpoBu (K+/Potassium, Na+/Sodium, ClI-
A09.05.030 |/Chloride, Serum) 555
A09.05.032  |Kanbuwuii obwmii (Ca) (Calcium Total) 400
Kanbuun nonnsmposaHHbiv (Ca2+, cBobogHbIn kanbumn) (lonized Calcium,
A09.05.206 |Free Calcium) 690
A09.05.127 |Marnun (Mg) B cbiBOpoTKe kpoBu (Magnesium (Mg), Serum) 450
A09.05.033 [Pocdop HeopraHudeckui (P) (Phosphorus (P)) 405
A09.05.007 |>Kene3so (Fe) B cbiBOpoTKe kpoBu (Iron (Fe), Serum) 405




JlaTeHTHas (HeHachILEeHHas) Xene3ocBa3bliBatoLLasi COCOOHOCTb
cbiBopoTkM kposu (JDKCC, HXXCC) (Unsaturated Iron Binding Capacity,

A12.05.011 |UIBC) 460
4.12. Cneunduueckue 6enku (Specific proteins)
A12.06.015 |AHTuctpentonuamH-O (ACJ-O, ACJIO) (Antistreptolysin-O, ASO) 755
A09.05.009 [C-peaktuBHbin 6enok (CPB) (C-Reactive Protein, CRP) 725
A09.05.009 |BbicokouvyBcTBUTENBHBIV C-peakTuBHbIN 6enok (kapauno) 725
A09.05.077 |UepynonnasmuH (Ceruloplasmin) 885
A09.05.079 |lantornobuH (Haptoglobin) 960
A09.05.241 |Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, ?2-Macroglobulin, A2M) 895
Anbda-1-aHTutpuncun (A1AT), koHueHTpaumsa (Alpha-1-Antitrypsin, A1AT,
A09.05.073 |AAT, Concentration) 1915
Anbda-1-aHTutpuncun (A1AT), deHoTunupoBaHue (Alpha-1-Antitrypsin,
A09.05.073 |A1AT, AAT, Phenotyping) 3035
A09.05.008 |TpaHcdeppuH (CugepodmnuH) (Transferrin) 840
A09.05.076  |DepputuH (Ferritin) 910
A09.05.006 [Mworno6bux (Myoglobin) 1445
HaTpuitypeTtunyeckoro ropmoHa (B-tuna) N-koHuesow nponentug (NT-
proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic
A09.05.256 |Peptide) 4375
A09.05.193  |TponoHuH-I (Troponin-I) 1650
Kapborngpat-gedmumnTHbin TpaHcdeppuH (Carbohydrate-Deficient
A09.05.229 |Trancferrin, CDT) 4520
Kapborngpat -aeduvumnTHbIN TpaHcdepprH ¢ anekTpodoperpammon
(Carbohydrate-Deficient Transferrin with results on an electrophoregram
A09.05.229 |(CDT)) 5835
A09.05.007 |lencuagwmH 25 (6uoaktusHein) (Hepcidin 25, bioactive) 11015
Pacteopumble peuentopbl TpaHcdeppuHa (pTOP, Soluble Transferrin
A09.05.008 |Receptor, sTfR) 2445
4.13. OHKomapKepbl (Tumor Markers)
MCA o6wwun (MpocTtaTtnyecknii cneumpuieckun aHtureH obwmn) (Prostate-
A09.05.130 |Specific Antigen Total, PSA Total) 965
A27.30.278 |OHKopUCK My>XCKOW: NpefcTaTenbHas xenesa (Male oncologic risk: prostate) 1590
B03.070.521 |OueHka 3goposbs npocTtathl (MCA obwy., NMCA cB., -2proPSA, phi) 5130
PakoBo-ambpuoHaneHbii aHTureH (POA, kKapuMHO3MOPUOHANbHbBIA aHTUIEH)
A09.05.195 |(Carcinoembryonic Antigen, CEA) 1190
CA-15-3 (YrneBogHbin aHTureH 15-3) (Carbohydrate Antigen CA-15-3,
A09.05.231 |Cancer Antigen CA-15-3) 1215
CA-72-4 (YrneBogHbIn aHTureH 72-4) (Carbohydrate Antigen CA-72-4,
A09.05.200 [Cancer Antigen CA-72-4) 1680
CA-19-9 (YrneBogHbin aHTureH 19-9) (Carbohydrate Antigen CA-19-9,
A09.05.201 |Cancer Antigen-Gl) 1195
LintokepatuHoBsbin chparmeHT (Cyfra 21-1, pparmeHT yutokepaTtnHa 19)
(Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19 Soluble
A09.05.247 |Fragments, Cyfra 21-1) 1785
CA-125 (YrneBogHbii anTturen 125) (Carbohydrate Antigen CA-125, Cancer
A09.05.202 [Antigen CA-125) 1185
A09.05.300 [HE4 (benok 4 snuangummnca yenoseka) (Human Epididymis Protein 4, HE4) 1745
OueHka pucka paka audHukoB no anroputmy ROMA (Risk of Ovarian
Malignancy Algorithm, anropuTm pacyeTta pucka anutenManbHOro paka
ANYHUKOB) (ANS XeHwwmH Ao meHonaysbl) (Risk of Ovarian Malignancy
A09.05.196 |Algorithm, ROMA (Before Menopause)) 2410
OueHka pucka paka audHukoB no anroputmy ROMA (Risk of Ovarian
Malignancy Algorithm, anroputm pacyeta pucka anutenuansHoOro paka
SIMYHMKOB) (aNns XeHWwwuH nocne meHonay3bl) (Risk of Ovarian Malignancy
A09.05.196 |Algorithm, ROMA (After Menopause)) 2410




CA-242 (YrneBoaHbI aHTUreH 242, onyxonesbii mapkep CA-242)

A09.05.232 |(Carbohydrate Antigen CA-242, Tumor Marker CA-242) 1225
beTta-2-MukpornobynuH (?-2-MukpornodynvH) B CbiIBOPOTKe KpoBu (Beta-2-
A09.05.245 |Microglobulin, BMG, Serum ) 1665
A09.05.246 |[HempoHcneunduyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) 2280
A09.05.227 |XpomorpaHuH A (Chromogranin A, CgA) 6300
A09.05.219 [Benok S100 (S100 Protein) 3425
SCC (AHTUreH nnockokneTo4Houn kapumHomel) (Squamous Cell Carcinoma
A09.05.298 |Antigen, SCCA, SCCAQ) 2915
UBC (AHTUreH paka MOYEBOro Mny3blps, UCCreL0BaHNE PAacTBOPUMbIX
parmeHTOB UnTOoKEepaTnHoB 8 1 18 B moye) (Urine Bladder Cancer Antigen,
A09.28.054 |Urine Bladder Cancer, UBC) 3070
beTta-2-mukpornobynuH (?-2-mukpornodynuH) B moye (Beta-2-Microglobulin,
A09.28.003 |Urine) 1685
A09.05.119 |KanbuutoHuH (Calcitonin) 1710
A09.30.002 |Anbda-cpetonpoTenH (API) (a-Fetoprotein, AFP) 765
5.1. OueHKa ¢pyHKumuu runodpmsa (Assessment of Pituitary Function)
ALPEHOKOPTMKOTPOMHbIA rOpMoH (AKTT, KOPTUKOTPONWH)
A09.05.067 |(Adrenocorticotropic Hormone, ACTH) 1210
A09.05.066 |ComaTtoTponHbivi ropmoH (comaTtoTponuH, CTI) (Growth Hormone, GH) 1010
ComatomegnH C (MHcynmHonogobHbin daktop 1) (Somatomedin C, Insulin-
A09.05.204 |like Growth Factor 1, IGF-1) 1865
®onnukynoctumynupytowmin ropmoH (®CrI) (Follicle Stimulating Hormone,
A09.05.132 |FSH) 790
A09.05.131 |JToTeuHnsmpyrowmii ropmoH (J1I) (Luteinizing Hormone, LH) 790
A09.05.087 [lMponaktuH (Prolactin) 810
A09.05.087 |MakponponaktuH (Macroprolactin)* 1700
5.2. OueHKa dpyHKUUM wutoBmaHou Kenesbl (Assessment of Thyroid
Function)
TupokcuH o6wmn (T4 obwwmii, TeTpanoaTupoHuH obwmin) (Total Thyroxine,
A09.05.064 |TT4) 745
A09.05.063 | TupokcuH cBobogHbin (T4 cBoboaHkIn) (Free Thyroxine, FT4) 740
A09.05.060 |TpunoaTnpoHuH obmn (T3 obwmn) (Total Triiodthyronine, TT3) 750
A09.05.061 |TpumnoatnpoHuH ceoboaHbin (T3 ceoboaHbin) (Free Triiodthyronine, FT3) 745
B03.058.001 |TpunogTtnpoHuH pesepcuBHbiv (T3 peBepcrBHbIN, Reverse Triiodthyronine). 7585
TupoKcUHCBA3bIBatOLWLAs CNOCOBHOCTL (MOrnoLweHne TMPEeOUaHbIX FOPMOHOB;
WHAEKC CBA3bIBAHWSA TUPOKCUHA; MHOEKC cBoboaHoro TupokcuHa) (Thyroid
Uptake, T-Uptake, Thyroxine-Binding Capacity, TBC, Thyroxine-Binding
A09.05.097 |Index, TBI, free T4Index, fT4l) 1060
A09.05.117 |TupeornobynuH (TT) (Thyroglobulin, TG) 1190
AHTUTEna K Tupeornobynuny (AT-TI) (Anti-Thyroglobulin Autoantibodies,
A12.06.017 |Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 945
AHTUTEna K TupeonaHown nepokcngase (AT-TIO, MukpocoManbHble
aHtuTena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal
A12.06.045 |Antibodies, TPO Antibodies, TPOAb, Anti-TPO) 885
AHTUTENa K MMKpOCcOMarbHOW dpakuum TupeoumnTos (AT K
MUKpOCOMansHOMY aHTureHy Tupeountos, AT-MAIT, AMAT, TupeonaHble
A12.06.017 |aHTUMMKKpocomanbHble aHTuTena) (Anti-Thyroid Microsomal Antibodies) 905
AHTuTena K peuentopam TTI (AT k peuentopam TUPEOTPONHOrO ropMoHa B
cbiBOpoTke kpoBu, AT-pTTIl) (Thyroid-Stimulating Hormone Receptor
Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH binding inhibitor
A12.06.046 |immunoglobulin, TBII) 2135
TupeoTtponHbivi ropmoH (TTI, TupotponuH) (Thyroid Stimulating Hormone,
A09.05.065 |[TSH) 690
5.3. OueHKa ¢oyHKLMMU Kopbl HagnoyeuyHuKkos (Assessment of
adrenocortical function)
A09.05.135 |KopTuson (MmagpokopTtusoH) (Cortisol, Hydrocortisone) 780




CBoboaHbIn kopTuson, cytovyHas moda (Free Cortisol, Free Hydrocortisone,

A09.28.035 |24-Hour urine) 1280
A09.07.007 |KopTtuaon, cntoHa (Cortisol, Saliva) 1130
A09.05.069 |AnbgocTtepoH (Aldosterone) 1240
A09.05.121 [PeHuH (PeHnH nnasmebl kposu, npsmoe onpegenexmne) (Direct Renin, Plasma) 1495
A09.05.069 |AnbgocTtepoH-peHnHoBoe cooTHoleHne (Aldosterone-Renin Ratio, ARR) 2275
5.4. OueHKa aHgporeHHoro cratyca (Assessment of Androgen Status)
A09.05.078 |TectocTtepoH (Testosterone) 770
A09.05.078.00|CBoboaHbIN TecTocTepoH (Free Testosterone) 1725
A09.05.150 |durmngpotectoctepoH (O T) (Dihydrotestosterone, DHT) 1995
A09.05.146 |AngpocTteHanoH (Androstenedione) 1890
AHgpocTeHanon rntokypoHua (AHgpocTtaHamon riokypoHua) (Androstanediol
A09.05.147 |Glucuronide, 3?-Androstanediol Glucuronid, 3?-diol G) 1990
OernppoannangpoctepoH-cynedat (JOA-S04, Dehydroepiandrosterone
A09.05.149 [sulfate, DHEA-S) 780
A09.05.148 |derngpoanuaHapoCTepOH (HEKOHBIOrMPOBAHHbIN) 1700
B03.016.022.0|17-keTocTtepoungbl (17-KC) B moye (17-Ketosteroids, Urine) 2625
A09.05.139 |17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 1075
"nobynuH, ceasbiBatowmii nonosble ropmoHbl (FCIMT) (Sex Hormone-Binding
A09.05.160 |Globulin, SHBG) 840
5.5. 9cTporeHbl u nporectuHbl (Estrogens and Progestins)
A09.05.154 |Sctpagwmon (32) (Estradiol, E2) 775
A09.05.153 |MporectepoH (Progesterone) 790
5.6. HecTtepoupgHbie perynatopHbie ¢aKToOpbl NONOBbIX }Kenes
(Nonsteroidal Gonadal Factors)
AHTUMIoNnepos ropmoH (AMI) (Anti-Mullerian Hormone, AMH, Mullerian
A09.05.225 |Inhibiting Substance, MIS) 1975
A09.05.203  |HrMbwmH B (Inhibin B) 1860
Tpodobnactnueckun 6eta-1-rnukonpotenH (TBIN) (Trophoblastic beta-1-
A12.05.110 Globulin, TBG) 745
5.7. MOHUTOPUHT 6epemeHHOCTH, BuoXMMHYeckme mapKepbl COCTOAHUA
nnoaa (Monitoring of Pregnancy, Biochemical Markers of Fetal Status)
XopuoHudeckuii roHagoTponuH Yenoseka (XY, 6eta-Xr4, ?-Xry) (Human
A09.05.090 |Chorionic Gonadotropin, HCG) 720
CeobogHbin ?-XIM'Y (cBob6ogHas ?-cydbeanHuLa XOpUOHUYECKOTO
roHagoTtponuHa yenoseka) (Free Human Chorionic Gonadotropin, Free
A09.05.090 [HCG) 1060
MnaueHTapHbIN NakToreH (XopnoHuyecknn comatomammoTponuH) (Placental
Lactogen, PL, Human Placental Lactogen, hPL, Chorionic
A09.05.249 |Somatomammotropin, CS, Human Chorionic Somatomammotropin, hCS) 1275
AccounmpoBaHHkIN ¢ 6epeMeHHOCTbLI0 NpoTenH-A nnasmel (Pregnancy-
A09.05.161 |Associated Plasma Protein-A, PAPP-A) 1230
A09.05.157 CeobogHbin actpuon (Estriol Free, E3) 1005
5.8. OueHKa 3HAOKPUHHOWU PYHKLMUN NOAXKENYAOUHOMU Kenesbl
(Assessment of Pancreatic Endocrine Function)
A09.05.056 |WHcynuH (Insulin) 1035
A09.05.205 |C-nenTtug (C-Peptide) 930
OueHKka MHCYNUHOPE3UCTEHTHOCTU: IMKo3a (HaToLLak), MHCYNWH (HaToLLlak),
pacyeT nHgekca HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin,
B03.058.007 [Homeostasis Model Assessment of Insulin Resistance, HOMA-IR) 1340
5.9. buoreHHble amuHbl (Biogenic Amines, BA)
KatexonamuHbl (agpeHanuH, HopagpeHanuH, AodamuH) B NnasMe KpoBu —
KATEIJT (Catecholamines: Epinephrine/Adrenaline,
A09.05.133 [Norepinephrine/Noradrenaline, Dopamine, Plasma) 3150




KatexonamuHbl (agpeHanviH, HopaapeHanuH, godamuH) B Mode
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,

A09.28.034 |Dopamine, Urine) 2945
MeTabonuTbl KaTexornaMUHOB 1 CEPOTOHUHA: BaHUNUNMUHAANEBas K1ucnota
(BMK), romoBaHunuHoBas kucnota (I'BK), 5-okcumHgonykcycHas kucnota (5-
ONYK) (Catecholamines and Serotonin Metabolites, 24 Hours-Urine:
Vanillyimandelic Acid, VMA, Homovanillic Acid, HVA, 5-Hydroxyindoleacetic
A09.28.034 |Acid, 5-HIAA) 4755
MeTaHedpuHbI (dpakumm) B CyTOYHOM MoYe: MeTaHedpUH, HopMeTaHepuH
(Metanephrines, Fractinated, 24 Hours-Urine — Metanephrine,
A09.28.034.00|Normetanephrine) 3955
KaTexonamuHbl (agpeHanvH, HopagpeHanvH, 4odamMuH) B Mo4ve
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,
A09.28.034 |Dopamine, Urine) 2915
A09.05.085 ['mctamuH B nnasme kpou (Histamine, Plasma) 3390
A09.05.124 |CepoTOHMH B CbIBOPOTKE KpoBu (Serotonin, Serum) 3090
5.10. Kanbuuit-perynupyrowme ropmoHbl (Calcium-regulating hormones)
MapatupeongHbii ropmoH (MapaTtropmoH, napatupuH, MTIN) (Parathyroid
A09.05.058 [Hormone, PTH) 1305
5.11. FTopmoHbl }Xuposoi TKaHu (Adipose Tissue Hormones)
A09.05.159 [JlentuH (Leptin) 1455
5.12. Perynauua aputpono3sa (Regulation of Erythropoiesis)
A09.05.082 |3putponoatuH (Erythropoetin) 1890
6.1. MukpoasiemeHTbl B KpOBM (CbIBOPOTKA KPOBU, Lie/ibHaA KPOBb)
(Microelements, Serum, Venous Blood)
OcHoBHbIe acceHUmarnbHble (KM3HEHHO HEOOXOAMMbIE) MUKPO3NIEMEHTHI B
cbiBOpoTke kpoBu (Essential Vital Elements, Essential Trace Elements,
A09.05.242 |Serum) 1735
TOKCMYHbIE MUKPO3MNEMEHTBI (TsXKenble MeTansbl) B BeHO3HOM KpoBu (Toxic
A09.05.242 |Trace Elements, Toxic Heavy Metals, Venous Blood) 1735
MuvkpoanemeHTbl B CbIBOPOTKE KPOBM U BEHO3HOW KpOBW: CKpUHUHT (Trace
A09.05.242 |Elements, Serum, Venous Blood: Screening) 4430
A09.05.278.00|Kagmuin (Cd) B cbiBopoTke kKpoBu (Cadmium (Cd), Serum ) 1230
A09.05.271.00|KobanbT (Co) B chiBopoTke Kposu (Cobalt (Co), Serum) 1230
A09.05.273.00|Megb (Cu) B cbiBopoTKe kpou (Copper (Cu), Serum ) 1230
A09.05.270.00|MapraHey (Mn) B ceiBopoTke kpoBu (Manganese (Mn), Serum) 1230
A09.05.276.00|CeneH (Se) B cbiBopoTke KpoBwu (Selenium (Se), Serum) 1230
A09.05.274.00|LinHk (Zn) B cbiBOpOTKE KpoBUM (Zinc (Zn), Serum) 1230
A09.05.272.00|Hukenk (Ni) B cbiBopoTke kpoBu (Nickel (Ni), Serum) 1230
A09.05.242 |3onoto (Au) B cbiBopoTKe KpoBu (Gold (Au), Serum) 1230
A09.05.277.00|MonunbaeH (Mo) B ceiBopoTke kposwu (Molybdenum (Mo), Serum) 1230
A09.05.242 |Tannun (Tl) B ceiBopoTke kposu (Thallium (T1), Serum) 1230
A09.05.275.00|Mbiwbsk (As) B ceiBopoTke kpoBu (Arsenic (As), Serum) 1230
A09.05.117 Wop B ceiBopoTke (lodine, serum) 1230
A09.05.278 |Kagmun (Cd) B BeHo3HOW kpoBu (Cadmium (Cd), Blood) 1230
A09.05.271 |Kob6anbT (Co) B BeHo3HoM kposu (Cobalt (Co), Blood) 1230
A09.05.273 |Megb (Cu) B BeHo3HOWM kpoBu (Copper (Cu), Blood) 1230
A09.05.270 [MapraHey (Mn) B BeHo3Hou kposu (Manganese (Mn), Blood) 1230
A09.05.272 |Hukenb (Ni) B BeHo3HoW kpoBu (Nickel (Ni), Blood) 1230
A09.05.276 |CerneH (Se) B BeHO3HOM KpoBu (Selenium (Se), Blood) 1230
A09.05.274  |LmHk (Zn) B BEHO3HOM KpoBwM (Zinc (Zn), Blood) 1230
A09.05.281.00|CsuHel, (Pb) B BeHo3HOM kpoBu (Lead (Pb), Blood) 1230
A09.05.280.00|PT1yTtb (Hg) B BEeHo3HOWM kpoBu (Mercury (Hg), Blood) 1230
A09.05.086 |[Jlutun (Li) B cbiBopoTKe Kposw (Lithium (Li), serum) 1325

6.2. MukpoanemeHTbl B Mmoye (Microelements, Urine)




OcceHumanbHble ()KI/I3H€HHO HeO6XO,CIMMbIe) N TOKCUYHbIE MUKPO3JIEMEHTLI B

A09.28.060 [moue (Essential Vital Elements, Toxic Trace Elements, Urine) 3870
A09.28.083.00|Kagmuin (Cd) B moye (Cadmium (Cd), Urine) 1230
A09.28.076.00|Kob6anbt (Co) B moye (Cobalt (Co), Urine) 1230
A09.28.078.00|Megb, moya, pasosas nopuus (Copper, random urine; Cu) 1230
A09.28.078 |[Megb (Cu) B cytouHon mo4e (Copper (Cu), 24-Hours Urine) 1230
A09.28.075.00|MapraHeL, (Mn) B mo4e (Manganese (Mn), Urine) 1230
A09.28.081.00[{CeneH ( Se) B moye (Selenium ( Se), Urine) 1230
A09.28.079.00|LinHk (Zn) B moye (Zinc (Zn), Urine) 1230
A09.28.077.00|Hukenb (Ni) B moye (Nickel (Ni), Urine) 1230
A09.28.061.00|CsuHeL (Pb) B mo4ye (Lead (Pb), Urine) 1230
A09.28.085.00|PtyTtb (Hg) B Mo4e (Mercury (Hg), Urine) 1230
A09.28.060 |Tannui (TI) B moye (Thallium (TI), Urine) 1230
A09.28.080.00|Mbiwbsk (As) B Mo4e (Arsenic (As), Urine) 1230
A09.28.071.00]AntomuHmi (Al) B moye (Aluminum (Al), Urine) 1230
A09.28.060 |Xeneso (Fe) B moye (Iron (Fe), Urine) 1230
A09.28.065 |WNop (1) B moue (lodine (1), Urine) 1230
6.3. MuKpoanemeHTbl B Bosiocax (Microelements, Hair)
A09.01.007 |TokcuyHble MMKpoaneMeHTbl B Boriocax (Toxic Trace Elements, Hair) 2350
ToKCcKYHbIE 1 3cCeHUManbHble MUKpoanemeHThl B Borocax (Toxic Trace
A09.01.007 |Elements, Essential Vital Elements, Hair) 4630
BonbLuon cKpMHUHT anemMeHTHoro coctaea Bonoc (Elemental Composition of
A09.01.007 |Hair: Screening) 8235
A09.01.012.00]AntomuHuni (Al) B Bonocax (Aluminum (Al), Hair) 1230
A09.01.008 |bapun (Ba) B Bonocax (Barium (Ba), Hair) 1230
A09.01.008 |Bepunnun (Be) B Bonocax (Beryllium (Be), Hair) 1230
A09.01.011.00|Bbop (B) B BOnocax (Boron (B), Hair) 1230
A09.01.008 |Banagun (V) B Bonocax (Vanadium (V), Hair) 1230
A09.01.008 |[Bucmyt (Bi) B BOonocax (Bismuth (Bi), Hair) 1230
A09.01.008 |Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1230
A09.01.008 [lrannun (Ga) B Bonocax (Gallium (Ga), Hair) 1230
A09.01.008 |lepmanHuin (Ge) B Bonocax (Germanium (Ge), Hair) 1230
A09.01.007.00|>Keneso (Fe) B Bonocax (lron (Fe), Hair) 1230
A09.01.008 |3onoTo (Au) B Bonocax (Gold (Au), Hair) 1230
A09.01.008 [Wop (I) B BOnocax (lodine (1), Hair) 1230
A09.01.024.00|Kagmuinn (Cd) B Bonocax (Cadmium (Cd), Hair) 1230
A09.01.007.00|Kanwui (K) B Bonocax (Potassium (K), Hair) 1230
A09.01.007.00|Kanbuun (Ca) B Bonocax (Calcium (Ca), Hair) 1230
A09.01.017.00|KobanbT (Co) B Bonocax (Cobalt (Co), Hair) 1230
A09.01.013.00|KpemHuii (Si) B Bonocax (Silica (Si) , Hair) 1230
A09.01.008 [JlanTaH (La) B Bonocax (Lantanum 9La), Hair) 1230
A09.01.007.00}JTutun (Li) B BONocax (Lithium (Li), Hair) 1230
A09.01.007.00|MarHuin (Mg) B Boriocax (Magnesium (Mg), Hair) 1230
A09.01.016.00|MapraHeL, (Mn) B Bonocax (Manganese (Mn), Hair) 1230
A09.01.019.00|Megb (Cu) B Borocax (Copper (Cu), Hair) 1230
A09.01.023.00|MonunbaeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1230
A09.01.021.00|Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) 1230
A09.01.007.00|HaTpuin (Na) B Borocax (Sodium (Na), Hair) 1230
A09.01.018.00{Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) 1230
A09.01.008 |OnoBo (Sn) B Bonocax (Tin (Sn), Hair) 1230
A09.01.008 |[lMnaTtuHa (Pt) B BOnocax (Platinum (Pt), Hair) 1230
A09.01.026.00|PTtyTb (Hg) B BOonocax (Mercury (Hg), Hair) 1230
A09.01.008 |Py6uamn (Rb) B Bonocax (Rubidium 9Rb), Hair) 1230
A09.01.027.00|CsuHel, (Pb) B BOnocax (Lead (Pb), Hair) 1230
A09.01.022.00|CerneH (Se) B Bonocax (Selenium (Se), Hair) 1230
A09.01.008 |[Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1230
A09.01.008 |CtpoHuwmi (Sr) B Bonocax (Strontium (Sr), Hair) 1230
A09.01.025.00|Cypbma (Sb) B Bonocax (Antimony (Sb), Hair) 1230




A09.01.008 |Tannun (TI) B Bonocax (Thallium (Tl), Hair) 1230
A09.01.008 |docdop (P) B BONocax (Phosphorus (P), Hair) 1230
A09.01.015.00[{Xpom (Cr) B Boniocax (Chromium (Cr), Hair) 1230
A09.01.020.00]|LmHk (Zn) B BOnocax (Zinc (Zn), Hair) 1230
A09.01.008 [UumpkoHun (Zr) B Bonocax (Zirconium (Zr), Hair) 1230
6.4. MukpoanemeHTbl B HOrtax (Microelements, Nails)
A09.01.007 |TokcuuHble MUKpoanemeHThbl B HOrTAX (Toxic Trace Elements, Nails) 2350
TOKCHYHbIE 1 3cCeHLManbHbIe MUKPO3ANeMeHTbI B HOrTAx (Toxic Trace
A09.01.007 |Elements, Essential Vital Elements, Nails) 4630
BonbLUoW CKPUHUHT 3arieMeHTHoro coctaea Hortel (Elemental Composition of
B03.070.499 |Nails: Screening ) 8235
A09.01.008 [AntomuHun (Al) B Hortax (Aluminum (Al), Nails) 1230
A09.01.008 |Bapun (Ba) B HorTsx (Barium (Ba), Nails) 1230
A09.01.008 |Bepunnun (Be) B HorTax (Beryllium (Be), Nails) 1230
A09.01.008 |Bop (B) B HorTsax (Boron (B), Nails) 1230
A09.01.008 |BaHagui (V) B HorTax (Vanadium (V), Nails) 1230
A09.01.008 |Bucmyt (Bi) B HorTax (Bismuth (Bi), Nails) 1230
A09.01.008 |Bonbdpam (W) B Hortax (Tungsten, Wolframium (W), Nails) 1230
A09.01.008 |lannum (Ga) B HorTax (Gallium (Ga), Nails) 1230
A09.01.008 |lepmanun (Ge) B HorTsix (Germanium (Ge), Nails) 1230
A09.01.008 |XKeneso (Fe) B HorTax (Iron (Fe), Nails) 1230
A09.01.008 |3omnoTo (Au) B HorTsx (Gold (Au), Nails) 1230
A09.01.008 |WNog (1) B HorTax (lodine (1), Nails) 1230
A09.01.008 |Kagmwuii (Cd) B HorTax (Cadmium (Cd), Nails) 1230
A09.01.008 |Kanui (K) B HorTax (Potassium (K), Nails) 1230
A09.01.008 |Kanbuwuii (Ca) B HorTax (Calcium (Ca), Nails) 1230
A09.01.008 |KobanbkT (Co) B HorTsix (Cobalt (Co), Nails) 1230
A09.01.008 |KpemHui (Si) B HorTsix (Silica (Si), Nails) 1230
A09.01.008 |JlaHTaH (La) B HorTsix (Lantanum (La), Nails) 1230
A09.01.008  [Jlutun (Li) B HorTax (Lithium (Li), Nails) 1230
A09.01.008 |Marnun (Mg) B HorTax (Magnesium (Mg), Nails) 1230
A09.01.008 [MapraHey (Mn) B HorTsix (Manganese (Mn), Nails) 1230
A09.01.008 |Megb (Cu) B HorTax (Copper (Cu), Nails) 1230
A09.01.008 |MonubgeH (Mo) B HorTax (Molybdenum (Mo), Nails) 1230
A09.01.008 |Mbiwbsk (As) B HorTsx (Arsenic (As), Nails) 1230
A09.01.008 [Hatpwuii (Na) B HorTsix (Sodium (Na), Nails) 1230
A09.01.008 |Hukenb (Ni) B HorTax (Nickel (Ni), Nails) 1230
A09.01.008 |[OnoBo (Sn) B HorTsx (Tin (Sn), Nails) 1230
A09.01.008 |MnatuHa (Pt) B HorTsix (Platinum (Pt), Nails) 1230
A09.01.008 [P1yTtb (Hg) B HOrtax (Mercury (Hg), Nails) 1230
A09.01.008 |Pybuagui (Rb) B Hortax (Rubidium (Rb), Nails) 1230
A09.01.008 |CsuHel (Pb) B HorTsx (Lead (Pb), Nails) 1230
A09.01.008 |CeneH (Se) B HorTax (Selenium (Se), Nails) 1230
A09.01.008 |Cepebpo (Ag) B HorTsax (Silver (Ag), Nails) 1230
A09.01.008 |CtpoHuwmi (Sr) B HorTsax (Strontium (Sr), Nails) 1230
A09.01.008 [Cypbma (Sb) B Hortax (Antimony (Sb), Nails) 1230
A09.01.008 |Tannui (TI) B HorTax (Thallium (TI), Nails) 1230
A09.01.008 [Pocdop (P) B HorTsax (Phosphorus (P), Nails) 1230
A09.01.008 |Xpom (Cr) B Hortax (Chromium (Cr), Nails) 1230
A09.01.008 [UuHk (Zn) B HOrTax (Zinc (Zn), Nails) 1230
A09.01.008 |LimpkoHui (Zr) B HorTsax (Zirconium (Zr), Nails) 1230
7.1. NeKapcTBeHHbIi moHUTOpUHT (Drug Monitoring)
A09.05.035 |PeHoGapbutan (JllommHan) (Phenobarbitalum) 3990
A09.05.035 |PeHuTouH (OudbeHnH, OunanTtuH) (Phenytoin) 3805
Banbnpoesas kucnota (QenakuH, Konsynekc) (Acidum Valproicum, Depakin,
A09.05.035 |Convulexs) 2195
A09.05.035 |KapbamasenuH (PunnencuH, Terpeton) (Carbamazepine, Tegretol) 3555
A09.05.035 [UuknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 3365




Takponumyc (Aagearpad, MNporpad, MNMpoTtonuk, Takpocen) (FK506, Advagraf,

A09.05.035 [Prograf, Protopic, Tacrosel) 3190
TepudnyHomuma, nedonyHomug, (metabonut) (Teriflunomide, Leflunomide
A27.30.290 |metabolite) 4160
A09.05.035 |JlamoTtpumxuH (Lamotrigine) 4445
A09.05.035 |JleBetupareTam (Levetiracetam, Keppra®) 4445
8.1. KnuHuueckue Tectbl (Clinical Tests)
AHanu3 moun o6wm (AHann3 Mo4m oBLLMI C MUKPOCKONMNEN OcaaKa)

B03.016.006 [(Complete Urinalysis, Microscopic Examination) 445
B03.016.014 [WccneposaHne moum no metody Heunnoperko (Nechiporenko’s Urine Test) 555
Kanbuun moun, kayecTBeHHbIN TecT (npoba Cynkosuya) (Sulkowitch Urine
A09.28.012 [Calcium Test) 315
8.2. buoxumua moum (cytouHas skckpeuus) (Urine Biochemistry (Daily

Excretion))
A09.28.003.00]AnbbymuH, cytodHas moya (Albumin, 24-Hour urine) 590
AnbbymuH, pazoBas nopuus Mo4m (C KPeaTUHMHOM 1 pacyeToMm
anbOyMuH/kpeaTuHH oTHowweHus) (Albumin, random urine, with creatinine
A09.28.003.00]and albumin/creatinine ratio calculation, UACR) 965
A09.28.011 |Iniokosa, cytouHas moda (Glucose, 24-Hour urine) 360
A09.28.006 |KpeaTtuHuH, cytoyHasa moya (Creatinine, 24-Hour urine) 400
Mpoba Pebepra (KnupeHc 3HOOreHHOro KpeaTuHMHA, CKOPOCTh KIyGO4KOBOW
A12.28.002 |dunbtpaumm) (Glomerular Filtration Rate, GFR)* 485
AmMnnasa B MOYe CYyTOYHOM UNn NOPLIMOHHON 3a n3mepeHHoe Bpems (Anbda-
A09.28.027 |amwunasa, guactasa mouum) (Amylase, 24-Hour or Timed Urine) 475
A09.28.009 |MoueBwnHa, cytouHasa moya (Urea, 24-Hour urine) 390
A09.28.010 |MoueBas kucnota, cytodHas moda (Uric Acid, 24-Hour urine) 390
A09.28.003.00]O6wmn 6enok, cytodHas moya (Protein Total, 24-Hour urine) 420
A09.28.012 |Kanbuun (Ca), cytoyHas moya (Calcium (Ca), 24-Hour urine) 395
Kanun (K), Hatpun (Na), cytouHas moya (Potasium (K), Sodium (Na), 24-
A09.28.014 |Hour urine) 410
A09.28.026 |[Pocdop (P), cytouHas moda (Phosphorus (P), 24-Hour urine) 450
A09.28.018 |Okcanarthl, cytouHas moua (Oxalates, 24-Hour urine) 1865
Kanbuui, pasoBasi nopuust Mo (C KpeaTMHUHOM U PacyeToMm
Kanbuuin/kpeaTuHuH oTHoweHus) (Calcium, random urine, with creatinine and
A09.28.012 |calcium/creatinine ratio calculation) 240
Benok, pasosas nopums Moun (C KpeaTUHUHOM M pacyeToM
HOpManu3oBaHHOro No KpeaTuHUHY nokasatens) (Protein, random urine, with
A09.28.003 |creatinine and protein/creatinine ratio calculation) 325
MarHui, cytodHas moda (cyTodHas akckpeuust), (Magnesium, 24 h urine
A09.28.060 |excretion) 400
Marnuii, pazoBas nopuusi Mo4m (C KpEaTUHMHOM 1 PacyYeTOM
MarHun/kpeatuHnH oTHowweHus) (Magnesium, random urine, with creatinine
A09.28.060 [and magnesium/creatinine ratio calculation) 630
docdop, pasoBasa nopumnst Moum (C KpeaTUHNUHOM N pacyeToMm
HOpManu3oBaHHOro No KkpeaTuHUHY nokasatensd) (Phosphorus, random urine,
A09.28.026  |with creatinine and phosphorus/creatinine ratio calculation) 355
MoueBas kncnota, pa3oBast NOpLMs MOYU, C KPEATUHMHOM N PAcYETOM
A09.28.010 |HOpManM3oBaHHOIO MO KPeaTUHWHY MOK-I19 355
OueHka pycka kKaMHeoOpa3oBaHuWs - IMTOreHHbIE CyOCTaHLMM Moun,
CYTOYHasi Moya (Kanbumi, MarHumn, oocdop, okcanarbl, MOYeBas KUCMOTA,
A09.28.060 [KpeaTUHWH CYTOYHOW MOYM C Pac4HETOM CYTOYHOW IKCKpeLnm) 3460

8.3. NMcuxoakTueHbIe BelectBa B mouye (Psychoactive Substances, Urine)




HapKoTMKM 1 NCUXOTPOMHbIE BELLECTBA - CKPUHUHI (KOMMIEKCHBIN aHanm3
MOYM Ha onuaTbl, amdeTaMuH, MeTameTaMuH, KoKauH, KaHHabHoWabI U NX
meTabonuTbl) (Drugs and Psychotropic Substances Screening: Opiates,
Amphetamines, Methamphetamine, Cocaine, Cannabinoids, Cannabinoid

A09.28.055.00|Metabolites, Urine) 4220
A09.28.055.00|KaHHabuHongpbl (MapuxyaHa) B mode (Cannabinoids (Marijuana), Urine)* 2430
A09.28.055.00|OnnaTtsl (MopduH/reponH) B moye (Opiates (Morphine/Heroin), Urine)* 2210
B03.016.018 |BbapbutypaTbl B Mode (Barbiturates, Urine)* 2430
A09.28.059.00{31aHon (ankoronb) B moye (Ethanol (Alcohol) Urine)* 2220
«BpepgHble npuBbIYkn» (AHaNM3 MOYN Ha HUKOTUH, MCUXOTPOMHbLIE U
HapKOTMYECKMNE BELLECTBa, MCUXOAKTUBHbIE NEKapCTBEHHbIE NpenapaThbl
(HUKOTUH; NCUXOTPOMHbIE N HAPKOTUYECKUE BELLECTBA, NCUXOAKTUBHbIE
nekapcTBeHHble npenaparthkl) (Pernicious Habits: Nicotine, Drugs,
A09.05.211 |Psychostimulants and Psychotropic Substances, Urine)* 4320
8.4. UccnepoBaHue noyevyHoro KamHsa (Study of Kidney Stone)
AHanu3 XMMM4Yeckoro coctaBa Mo4eBbIX (MOYEYHbIX) KAMHEN METOLOM
pPEHTreHoCTpYKTYpHOro aHanuaa (Compositional Analysis of Urine (Kidney)
A09.28.018 [Stones, infrared spectrometry, X-ray diffraction analysis) 5320
AHann3 xMMm4eckoro coctaBa MoYeBbIX (MOYEYHbIX) KAMHEN METOOOM
nHdppakpacHon cnekrpomeTpum (Compositional Analysis of Urine (Kidney)
A09.28.018 |Stones, infrared spectrometry) 4705
9.1. UccnepgoBaHua Kana (Examinations of Feces, Stool Examinations)
B03.016.010 [Konporpamma (Koprogramma, Stool) 920
CopgeprkaHue yrneBoAoB B Kane (pedyumpylollme Bellectsa B kane) (Stool
A09.19.012 |Sugars, Reducing Substances, Fecal) 980
ViccnegoBaHume kana Ha CKpbITyto KpoBb, 6eH3nanHoBas npoba (Occult
A09.19.001 |Blood Feces Analysis) 560
CkpbITas KpoBb B Kane (KoropekTarnbHble KPOBOTEYEHUS ), KONTMYECTBEHHbIN
nmmyHoxmmmdeckun metog FOB Gold (Quantitative Immunochemical Fecal
A09.19.001 |Occult Blood, Test FOB Gold) 1480
A09.19.010 [3nactasa 1 (31), naHkpeaTnyeckas anacrasa 1 (Elastase 1, E1) 3430
B03.019.012 |Anbda-1-aHTuTpuncuH B kane (Alpha-1-Antitrypsin, Feces) 2280
A26.05.016 [OctaTtoyHasa ocmonspHocTb cTyna (Stool osmotic gap) 1740
A09.19.013 |KanbnpoTtektnH dekanbHbiv (Fecal Calprotectin) 4160
AHanus kana Ha anua rensMuHTOoB (Anua rnnctoB) (PRO Stool, Helminth
A26.19.011 |Eggs) 650
WccnepoBaHve Ha aHTepoburos (arua octpuy), wnatens (Enterobiasis,
A26.01.017 |Spatula) 600
A26.20.006 |WccnepoBaHue Ha 3HTepoOMO3 (srLa ocTpuy), TamnoH (Enterobiasis, Swab) 595
A26.19.011 [AHanus kana Ha npoctenwmne (PRO Stool) 670
10.1. AgeHoBupycHaa uHdpekuua (Adenovirus Infection)
A26.06.005 |AHTuTena knacca IgA k ageHoBupycy (Anti-Adenovirus IgA) 1025
A26.06.005 [AHTuTena knacca lgG k ageHosupycy (Anti-Adenovirus IgG) 1025
10.2. Ackapupgos3 (Ascariasis)
A26.06.121 |AHTuTena knacca IgG k aHTureHam ackapug (Anti-Ascaris lumbricoides 19G) 1285
10.5. boppenunos (6onesHb Jlaiima) (Borreliosis, Lyme Borreliosis, Lyme
Disease, LD)
A26.06.011.00|AHTnTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG) 1060
A26.06.011.00|AHTnTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 1060
AHTUTena knacca IgM k Borrelia burgdorferi, BoisBnsemble meTtogom BectepH
A26.06.011 |bnoTa (Anti-Borrelia burgdorferi IgM, Western Blot (WB)) 3035
Boppenwuu, onpegenexune JHK B cuHoBuanbHom xxugkoctu (Borrelia
A26.05.053 [burgdorferi, DNA, Synovial Fluid)* 630




A26.05.053.00

Boppenuu, onpeaenexHne OHK B cnnHHoMo3roBow »xuakocTu (Borrelia
burgdorferi, DNA, Cerebrospinal Fluid)*

640

10.6. BeTpAHan ocna: BUpYcC repneca 4yenoseKa 3 Tuna (onoscbiBatowmii
nuwai) (Varicella-Zoster Virus, VZV, Chickenpox, Chicken Pox)

A26.06.084.00

AHTUTEena knacca IgG kK BUpycy BETPSHON OCMbl 1 ONOSICbIBAKOLLEro nuLias
(Anti-Varicella-Zoster Virus 1gG, Anti-VZV IgG)

1075

A26.06.084.00

AHTUTEna knacca IgM k Bupycy BETPsIHOM OCMbl U OMOSACKIBAIOLLEro NuLas
(Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM)

1190

10.7. BUM-undekuua (supyc ummyHogedpuumra yenoseka) (Human
Immunodeficiency Virus, HIV)

A26.06.049.00

Antutena Kk BUY 1 n 2 n antured BUY 1 n 2 (HIV Ag/Ab Combo)

695

A26.05.021

Bupyc nmmyHoaeduumTa Yenoseka Tuna 1, KayecTBEHHOe onpeaeneHne
PHK (Human immunodeficiency virus, quality, RNA) B cbiBOpoTKE KpOBM

4035

10.8. BNY-nndekuyua, nanunnomasmpycHaa uHdekuua (smpyc
nanunnombl Yenoseka) (Human papillomavirus, HPV, HPV Infection)

A26.21.008.00

Bupyc nanmnnombl YenoBeka BbICOKOTO OHKOTEHHOIO pUcKa, CKPUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenexne AHK B cockobe anutenmanbHbIX KNeTOoK CITM3NCTON NPsiMON
knwkmn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

1345

A26.21.008.00

Bupyc nanmnnombl YenoBeka BbICOKOTO OHKOTEHHOrO pUcka, CKpUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenexve [HK B cockobe anutenuanbHbiX KNeTok potornotkn (HPV
DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45,
51, 52, 56, 58, 59, 66, 68) Screening )*

1345

A26.21.008.00

Bupyc nanmnnomel YenoBeka BbICOKOTO OHKOTEHHOTO pucka, CKPUHUHE 14
Tvnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpepenerHve OHK B cockobe anuTenuanbHbIX KNETOK YpOreHUTanbHoro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

1345

A26.21.008.00

Bupyc nanvnnomel 4enoBeka BbICOKOrO OHKOr€HHOro pucka, onpegeneHue
OHK 16 1 18 Tunos + KBM B cockobe anuTenunanbHbIX KNeTok
yporenutaneHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 2
Types (16, 18))

755

A26.21.008.00

Bupyc nanmnnombl YenoBeka BbICOKOTO OHKOTEHHOrO pUcka,
reHoTununposaxHue OHK 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59, 66, 68 + KBM B cockobe anntenmarnbHbIX KNETOK YPOreHUTanbHoro
Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

2150

A26.21.008.00

Bupyc nanvnnombl YenoBeka HU3KOrO OHKOreHHOro pucka, onpegenexHme
OHK 3 Tunos: 6, 11, 44 + KBM B cockobe anuTennanbHbIX KNeTok
yporenutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 3
Types (6, 11, 44))

800

A26.21.008.00

Bupyc nanvnnombl YenoBeka HU3KOrO OHKOreHHOro pucka, onpeaenexHme
OHK 3 Tunos: 6, 11, 44 + KBM B cockobe anuTenmnanbHbiX KNeToK CIM3NCTOn
npsmont kuwikn (HPV DNA, Scrape of Rectal Epithelial Cells, 3 Types (6, 11,
44))

800

A26.21.008.00

Bupyc nanunnomsl YenoBeka HU3KOro OHKOreHHOro pucka, onpeaeneHve
OHK 3 tunos: 6, 11, 44 B cockobe anmTenuarnbHbIX KneTok potornotku (HPV
DNA, Scrape of Faucial Epithelial Cells, 3 Types (6, 11, 44))

800

A26.21.008.00

Bupyc nanunnomel yenoseka, onpegenerdve AHK 4 Tunos: 6, 11, 16, 18 +
KBM B cockobe anuTenuanbHbIX KNeToK yporeHutansHoro Tpakta (HPV
DNA, Scrape of Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18) Screening

)

850




A26.21.008.00

OnddepeHumnporanHoe onpeaenerme OHK BIMY (Bupyc nanunnomesl
yenoseka) 14 Tunos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 +
KBM B cockobe anuTenuanbHbIX KNeTok yporeHuTtanbHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45,
51, 52, 56, 58, 59, 66, 68) Screening)

2670

A26.21.008.00

Bupyc nanunnomel yenoseka, onpegenernne AHK 21 Tuna: 6, 11, 16, 18, 26,
31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe
anuTenuanbHbIX KNeTok yporeHntanbHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45,
51, 52, 53, 56, 58, 59, 66, 68, 73, 82))

3355

10.9. NapaHepennes (rapgHepenna) (Gardnerella vaginalis)

A26.20.030.00

"apaHepenna, onpeaenexve [HK B moye (Gardnerella vaginalis, DNA,
Urine)*

515

A26.20.030.00

MapgHepenna, onpegenenune [JHK B cekpeTe npoctatbl, 39KynaTe
(Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)*

515

A26.20.030.00

apaHepenna, onpeaenexne OHK B cockobe anuTenmanbHbIX KNeTok
yporenuntanbHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of Urogenital
Epithelial Cells)*

535

10.10. FfenbmuHTo3 (Helminthiasis)

A09.05.054

AHTUTENa K aHTUreHam Hemartog pozga Anisakis IgG

970

A26.06.120

AHTuTena Kk aHtureHam Kurtaiickon asyyctku Clonorchis sinensis IgG

1230

10.12. FenatuT A BUpycHaa nHdeKuma (Bupyc renatura A, Hepatitis A
Virus, HAV)

A26.06.034.00

AHTuTena knacca IgG k Bupycy renatuta A (Anti-HAV IgG)

940

A26.06.034.00

AHTUTEna knacca IgM k Bupycy renatuta A (Anti-HAV IgM)

1270

A26.05.030.00

Bupyc renatuta A, onpegenenne PHK B cbiBopoTke kposu (HAV RNA,
Serum)*

1105

10.13. F'enatut B BUpycHaa uidekumsa (supyc renatura B, Hepatitis B
Virus, HBV)

A26.06.036.00

HBs-aHTureH Bupyca renatuta B (HBs-aHTureH, noOBEpXHOCTHbIN aHTUrEH
BUpYyca renatuTa B, «aBcTpanuinckuii» aHTUreH), Ka4ecTBEHHbIN TeCT
(HBsAg, Hepatitis B Surface Antigen, Qualitative)

610

A26.06.035

HBe-aHTUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg)

1005

A26.06.039

AHTuTena knaccos IgM u IgG k HB-core aHTureHy Bupyca renatuta B,
cymmapHo (Anti-HBc IgM, 1gG, Antibodies to Hepatitis B Core Antigen;
HBCcAD, Total, HBV Core Total Antibodies (IgG + IgM))

915

A26.06.039.00

AHTuTena knacca IgM k HB-core aHTureHy supyca renatuta B (Anti-HBc IgM
Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies IgM)

1180

A26.06.038

AHTuTena k HBe-aHTureHy supyca renatuta B (Anti-HBe, HBeAb)

930

A26.06.040.00

AHTUTEna Kk HBs-aHTureHy supyca renatuta B (Anti-HBs, HBsADb)

1070

A26.06.036.00

HBs-aHTuUreH supyca renatuta B (HBs-aHTUreH, NnOBepXHOCTHbIV aHTUreH
BMpYyca renatuta B, «aBCTpanuMnckumny aHTUreH), KONM4YeCcTBEHHbIN TECT
(HBsAg, Hepatitis B Surface Antigen, Quantitative)

1715

A26.05.020.00

Bupyc renatuta B, onpegenenue [JHK B cbiIBOpOTKE KPOBU, KAYECTBEHHOE
(HBV DNA, Serum, Qualitative)*

1080

A26.05.020.00

Bupyc renatuta B, onpegenenue [JHK B CbIBOPOTKE KPOBU, KONIMYECTBEHHOE
(HBV DNA, Serum, Quantitative)*

5065

10.14. Tenatut C BupycHasa nHdekuua (supyc renatura C, Hepatitis C
Virus, HCV)

A26.06.041.00

AHTuTena knaccos IgM u IgG « Bupycy renatuta C, cymmapHo (Anti-HCV
Total (IgG + IgM))*

870

A26.05.019.00

Bupyc renatuta C, onpegenexve PHK B cbIBOPOTKE KPOBU, KA4ECTBEHHOE
(HCV RNA, Serum, Qualitative)*

1180

A26.05.019.00

Bupyc renatuta C, onpegenexHne PHK B nnasme KpoBu, KONMMYeCTBEHHOE
(HCV RNA, Plasma, Quantitative)*

12235

A26.05.019.00

Bupyc renatuta C, onpegenexve PHK B nnasme, reHOTMNMpoBaHue ¢
cybtunamm (Tunel 1 (cyéTunel 1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA,
Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))*

1770




A26.05.019.00

Bupyc renatuta C, konuyectBeHHoe onpeaenerHne PHK Bupyca n
reHoTunuposaHue (tTunel 1, 2, 3) (Hepatitis C Virus (HCV) RNA, Quantitative
PCR, Genotyping (Types 1, 2, 3))

4870

A26.05.019.00

Bupyc renatuta C (CITO), onpegenenue PHK B nnasme kposu,
konnyectBeHHoe (HCV RNA, Plasma, Quantitative)*

20940

A26.05.019.00

Bupyc renatuta C, onpegenerHne PHK B cbiBopoTke kpoBu meTtogom MLP,
konnyectBeHHoe (HCV RNA, Serum, Quantitative, PCR)*

3975

A26.05.019.00

Bupyc renatuta C (BI'C), ynbTpadysctButensHoe onpegeneHne PHK BI'C
(Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR)

4015

A27.30.120

UHTepnenkmn-28B (UJ1-28B), reHoTunnpoBaHune (uccnegosaHve
reHeTUYEeCKMX MapKepoB, onpeaenstoLmx 3pdeKTMBHOCTb NevYeHns
XpoHuyeckoro renatuta C nHtepdgepoHom u pubasmpuHom) (Interleukin 28
Beta IL28B, Genotyping (Study of Genetic Markers Determining
Effectiveness of Treatment of Chronic Hepatitis C in Interferon and
Ribavirin))

1965

10.15. F'enatut D BupycHaa nidekuua (supyc renatuta D, Hepatitis D
Virus, HDV)

A26.06.043.00

AHTuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM)

1080

A26.06.043.00

AHTUTEena knaccos IgM u IgG k Bupycy renatuta D, cymmapHo (Anti-HDV
Total (IgG + IgM))

1020

A26.05.023.00

Bupyc renatuta D, onpegenenve PHK B ceiBopoTke kpoBu (HDV RNA,
Serum)*

1030

10.16. Fenatut E BupycHaa nHdekuua (Bupyc renatuta E, Hepatitis E
Virus, HEV)

A26.06.044.00

AHTUTEna knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

1145

A26.06.044.00

AHTuTena knacca IgG k supycy renatuta E (Anti-HEV 1gG)

1160

10.17. Fenatut G BupycHaa uidekuusa (supyc renatuta G, Hepatitis G
Virus, HGV)

A26.05.026.00

Bupyc renatuta G, onpegeneHue PHK B cbiBopoTke kpoBu (HGV RNA,
Serum)*

1105

10.18. F'epnec (repnec-eupycobl uenoseka 1 u 2 tunos, Herpes simplex
virus, HSV-1, HSV-2)

A26.06.045

AHTuTena knacca IgG k Bupycy npoctoro repneca 1 n 2 Tunos (Anti-HSV-1, 2
19G)

960

A26.06.045.00

AHTuTena knacca IgG k Bupycy npoctoro repneca 1 tuna (Anti-HSV-1 1gG)

965

A26.06.045.00

AHTUTena knacca IgG k Bupycy npoctoro repneca 2 tuna (Anti-HSV-2 I1gG)

905

A26.06.045.00

AHTuTena knacca IgM k Bupycy npoctoro reprneca 1 un 2 Tunos (Anti-HSV-1, 2
IgM)

895

A26.06.046.00

AHTUTEna knacca IgG, onpegeneHne aBugHOCTU K BUPYCY MPOCTOro reprneca
1 1 2 Tynoe (Anti-HSV-1, 2 1gG, Avidity)

950

A26.01.024.00

epnecsupyc 1 n 2 Tunos, onpeaenerHve AHK B Boinote (HSV-1, 2 DNA,
Exudate)*

525

A26.26.012.00

epneceupyc 1 1 2 Tunos., onpegenenne JHK B cockobe anutenmanbHbix
kneTok KoHbloHKTMBBI (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells

)*

630

A26.01.024.00

epneceupyc 1 1 2 Tunos., onpegenenne JHK B cockobe anutenmanbHbix
knetok koxu (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells)*

630

A26.05.035.00

"epnecsupyc 1 n 2 Tunos, onpeaenerHve OHK B BeHo3HoM kpoBu (HSV-1, 2
DNA, Blood)*

650

A26.28.023.00

"epnecsupyc 1 n 2 Tunos, onpegenerve OHK B moue (HSV-1, 2 DNA,
Urine)*

630

A26.08.017

epnecsupyc 1 n 2 Tunos, onpegenerHne [HK B cockobe anntenmanbHbIX
kneTtok cnmaucrton Hoca (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*

630




"epnecsupyc 1 n 2 Tunos, onpeaenerHvne JHK B cockobe anntenuanbHbIX

A26.08.017 |kneTok potornotku (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)* 610
epnecsupyc 1 n 2 Tunos, onpeaenerHne HK B ceiBopoTke kposu (HSV-1, 2
A26.05.035.00|DNA, Serum)* 755
epnecsupyc 1 n 2 Tunos, onpegenerve OHK B critoHe (HSV-1, 2 DNA,
A26.08.017 [Saliva)* 610
epnecsupyc 1 n 2 Tunos, onpeaenerHne JHK B CNIMHHOMO3roBOW XXMAKOCTU
A26.23.008.00[{(HSV-1, 2 DNA, Cerebrospinal Fluid)* 630
epnecsupyc 1 n 2 Tunos, onpegenerHve HK B cekpeTe npocTathl, 3sKynsTe
A26.05.035 [(HSV-1, 2 DNA, Prostatic Fluid, Semen)* 630
"epnecsupyc 1 n 2 Tunos, onpegenerHve HK B cockobe anntenmanbHbIX
KneTok yporeHuTansHoro tpakta (HSV-1, 2 DNA, Scrape of Urogenital
A26.21.009.00|Epithelial Cells)* 600
epnecsupyc 1 n 2 Tunos, onpegenerne [HK B Bbinote, Tunposarnne (HSVA
A26.01.024.00]|1, 2 DNA, Exudate, Typing)* 640
epnecsupyc 1 n 2 Tunos, onpegenerne [HK B cockobe anntenmanbHbIX
KMEeTOK KOHBIOHKTMBBI, TunnposaHue (HSV-1, 2 DNA, Scrape of Conjunctiva
A26.26.012.00|Epithelial Cells, Typing)* 640
"epnecsupyc 1 n 2 Tunos, onpegenerHne HK B cockobe anntenmanbHbIX
KneTok Koxu, TunuposaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells,
A26.01.024.00(Typing)* 640
"epnecsupyc 1 n 2 Tunos, onpegenexHve AHK B BEeHO3HOM KpoBY,
A26.05.035.00|Tunuposanne (HSV-1, 2 DNA, Blood, Typing)* 755
epneceupyc 1 1 2 Tunos., onpeaenenne JHK B moye, TunnposaHue (HSV-1,
A26.28.023.00|2 DNA, Urine, Typing)* 640
epnecsupyc 1 n 2 Tunos, onpegenerne [HK B cockobe anntenmanbHbIX
KNeToK Crnm3ucTon Hoca, tunupoBanue (HSV-1, 2 DNA, Scrape of Nasal
A26.08.017 |Epithelial Cells, Typing)* 640
epnecsupyc 1 n 2 Tunos, onpegenerHne HK B cockobe anntenmanbHbIX
KneTok poTornoTku, Tunuposanne (HSV-1, 2 DNA, Scrape of Faucial
A26.08.017 |Epithelial Cells, Typing)* 640
"epnecsupyc 1 n 2 Tunos, onpegenerHne HK B cbiBOpOTKE KPOBMU,
A26.05.035.00|TunupoBanne (HSV-1, 2 DNA, Serum, Typing)* 835
epnecsupyc 1 n 2 Tunos, onpeaenerHne AHK B critoHe, TunuposaHue (HSV-
A26.08.017 |1, 2 DNA, Saliva, Typing)* 640
epnecsupyc 1 n 2 Tunos, onpegeneHne JHK B CNIMHHOMO3roBOW XXUAKOCTH,
A26.23.008.00|TnupoBaHue (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)* 640
epnecsupyc 1 1 2 Tunos, onpegenenne JHK B cekpeTe npocTtaThl,
A26.21.009.00|asskynaTe, Tunuposarue (HSV-1, 2 DNA, Prostatic Fluid, Semen, Typing)* 640
epnecsupyc 1 n 2 Tunos, onpegenerHne HK B cockobe anntenmanbHbIX
KNeToK yporeHuTansHoro Tpakra, tunuposaHue (HSV-1, 2 DNA, Scrape of
A26.21.009.00|Urogenital Epithelial Cells, Typing)* 640
10.19. F'epnec-Bupyc yenoseka 6 Tuna (Human herpesvirus 6, HHV-6)
A26.06.047.00|AHTuTena knacca IgG k repnecsupycy Yyenoseka 6 tuna (Anti-HHV-6 1gG) 990
A26.30.018.00|"epneceupyc 6 Tuna, onpegenenne HK B Beinote (HHV-6 DNA, Exudate)* 535
"epnecsupyc 6 Tnna, onpepenexHve HK B BeHo3HoM kpoBu (HHV-6 DNA,
A26.05.033.00|Blood)* 670
A26.30.018.00|epneceupyc 6 Tuna, onpegenenne AHK B moye (HHV-6 DNA, Urine)* 535
epnecsupyc 6 Tnna, onpeaenexHve OHK B cockobe anuTenumanbHbIX KIeTok
A26.08.060.00|cnuancton Hoca (HHV-6 DNA, Scrape of Nasal Epithelial Cells)* 535
epnecsupyc 6 Tnna, onpeaenexHve OHK B cockobe anuTenumanbHbIX KIeTok
A26.08.060.00|poTornotkn (HHV-6 DNA, Scrape of Faucial Epithelial Cells)* 535
epnecsupyc 6 Tnna, onpegenexHne OHK B cbiBopoTke kpoBu (HHV-6 DNA,
A26.05.033.00|Serum)* 790
A26.07.008 [l'epnecBupyc 6 Tuna, onpegenexue AHK B cnoHe (HHV-6 DNA, Saliva)* 535




A26.23.016.00

epnecsupyc 6 Tnna, onpeaenexHme HK B cnmHHomo3aroeon »xugkoctn (HHV-
6 DNA, Cerebrospinal Fluid)*

535

A26.30.018.00

"epnecsupyc 6 Tuna, onpeaenerne [JHK B cekpeTe npocTtathl, 3gKynsTe
(HHV-6 DNA, Prostatic Fluid, Semen)*

535

A26.30.018.00

epnecsupyc 6 Tnna, onpepenexHve HK B cockobe anuTenuanbHbIX KNeTok
yporenntansHoro Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*

535

10.20. Fepnec-Bupyc Yenoseka 8 tuna (Human herpesvirus 8, HHV-8)

A26.06.047.00

AHTuTena knacca IgG k repnecsupycy venoseka 8 tuna (Anti-HHV-8 1gG)

1040

10.21. ToHopen (roHOKOKK) (Neisseria gonorrhoeae)

A26.26.024.00

"oHokokk, onpeneneHne HK B cockobe anutenuarnbHbIX KNeTok
koHbloHKTMBLI (Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial
Cells )*

490

A26.28.015.00

"oHokokk, onpegeneHune HK B moye (Neisseria gonorrhoeae, DNA, Urine)*

490

A26.21.001

"oHoKkoKK, onpeaeneHue [JHK B cockobe anuTenuanbHbIX KNETOK CM3NUCTON
npsamon knwku (Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial
Cells)*

515

A26.08.067

"oHokokk, onpeaenenne OHK B cockoGe anutenunanbHbIX KNEeTOK POTOrMOTKM
(Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*

515

A26.04.001

"oHokokk, onpeaeneHune JHK B cuHoBuanbHom xugkoctn (Neisseria
gonorrhoeae, DNA, Synovial Fluid)*

590

A26.21.024

"oHokokk, onpeaeneHune [HK B cekpeTe npocTtatsl, asikynsite (Neisseria
gonorrhoeae, DNA, Prostatic Fluid, Semen)*

490

A26.21.001

"oHoKoKK, onpeaeneHune [JHK B cockobe anuTenuanbHbIX KNeTok
yporenntanbHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of Urogenital
Epithelial Cells)*

550

10.23. Aemoaekos (knew, gemopgeKkc, Demodex folliculorum, Demodex
brevis)

A26.01.018

ViccnepgoBaHme Ha Hanuuume knewa gemogekc (Demodex folliculorum,
Demodex brevis)

650

A26.01.018

ViccnepgoBaHme Ha Hanuuume knewa gemogekc (Demodex folliculorum,
Demodex brevis)

615

10.24. AunseHTepua amebHana, amebuas (Entamoeba histolytica)

A26.06.026

AHTuTena knacca IgG k aHTureHam guseHtepuinHon ameobbl (Anti-Entamoeba
histolytica 1gG)

1085

10.25. inseHTepua 6aKkTepuanbHasn, wurennes, wurennbl (Shigella
flexneri, Shigella sonnei)

A26.06.098

PIIA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA)

755

A26.06.098

PIIA ¢ Shigella flexneri 6 (Shigella flexneri 6, IHA)

755

A26.06.097

PITA c Shigella sonnei (Shigella sonnei, IHA)

755

A26.19.086

MoceB Ha NaTOreHHyto 1 YyCNOBHO-NATOreHHY0 MUKPOIIIOPY KULLEYHMKa
(Stool Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora,
Bacteria Identification)

1495

A26.19.008

[MoceB Ha NATOreHHyI0 M YCITOBHO-NATOrEHHYI0 MUKPOITIOPY KULLEYHMKA C
onpeeneHnem YyBCTBUTENbHOCTM K aHTUMMKPOBHBLIM npenapatam (Stool
Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora.
Bacteria Identification and Antibiotic Susceptibility Testing)

1700

A26.19.008

MoceB Ha NaTOreHHyto U YCNOBHO-NATOreHHY MUKPOIOPY KULLEYHUKA C
onpegerneHnemM YyBCTBUTENBHOCTM K aHTUMMUKPOOHbLIM NpenapatamM U
baktepuodparam (Stool Culture with Bacteria Identification and
Antibiotic+Bacteriophage Susceptibility Testing)

1830

10.26. AudTepua (andTepuiiHaa nanouka) (Corynebacterium diphtheriae)

A26.06.104

AHTuTena knacca IgG k audptepunHomy aHatokcuHy (Anti-Diphtheria Toxoid
19G)

1135




10.27. UepcuHum (nepcnHunos, ncespotybepkynes) (Yersinia
enterocolitica)

AHTMTena knacca IgA k aHTureHam Yersinia enterocolitica (Anti-Yersinia

A26.06.093 |enterocolitica IgA) 985
AHTuTena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-Yersinia

A26.06.093 |enterocolitica IgG) 985

A26.06.094 |PII'A c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 755
PIIA ¢ Yersinia enterocolitica cepotnna O:3 (Yersinia enterocolitica O:3,

A26.06.093 [IHA) 755
PIIA ¢ Yersinia enterocolitica cepotuna O:9 (Yersinia enterocolitica O:9,

A26.06.093 [IHA) 755
10.29. Kangmnpos, kKaHguaa (Candidiasis, Candida)

A26.06.006 |AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans IgG ) 980

B03.002.004 |[lMneceHb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG ) 790

A26.20.048 Kanagupa, onpegenenne JHK B BeinoTe (Candida albicans, DNA, Exudate)* 515
Kangupa, onpegenenune IHK B cockobe anuTtenmnanbHbIX KNETOK KOXK

A26.20.048 |(Candida albicans, DNA, Scrape of Skin Epithelial Cells)* 515

A26.20.048 |KaHamga, onpegenerve [JHK B moye (Candida albicans, DNA, Urine)* 515
Kangupa, onpegenenune IHK B cockobe anuTennanbHbIX KNETOK CM3UCTON

A26.20.048 |[npsamon kuwkm (Candida albicans, DNA, Scrape of Rectal Epithelial Cells)* 515
Kanavaa, onpegenenne HK B cockobe anntenuanbHbiX KNeToK pOTOrfoTKN

A26.20.048 |(Candida albicans, DNA, Scrape of Faucial Epithelial Cells)* 515

A26.20.048 |KaHamga, onpegenerve [HK B critoHe (Candida albicans, DNA, Saliva)* 515
Kanagmpa, onpegenenne HK B cekpeTe npocrtatsl, askynsaTe (Candida

A26.21.044.00]albicans, DNA, Prostatic Fluid, Semen)* 515
Kangunpa, onpegenenune OHK B cockobe anuTennanbHbIX KNeTok
yporenntansHoro Tpakta (Candida albicans, DNA, Scrape of Urogenital

A26.20.048 |Epithelial Cells)* 535
10.30. KneweBoi aHuedanuT, BUpyC Knewesoro sHuedanurta (Flavivirus,
Tick-borne encephalitis virus)

AHTUTena knacca IgG k Bupycy knewesoro aHuedanuta (Anti-Tick-borne
A26.06.088.00|Encephalitis Virus (TBEV) IgG) 940
AHTUTEena knacca IgM k Bupycy knewiesoro sHuedanuta (Anti-Tick-borne
A26.06.088.00|Encephalitis Virus (TBEV) IgM) 940

JlTabopaTopHoe uccnegoBaHue knewa ans BoiseneHs PHK/OHK
BO3OyauTenen nHekuun, nepearLLnxcs NKCOAOBbIMU KreLamm:
KNELWEBOW SHLE®ANNT, BOPPENTMOS3 (EONE3Hb NTAMA),
AHAMNA3MOS, 3PJIMXNO3 (Detection of pathogen DNA/RNA in ticks: Tick-
borne encephalitis Virus (TBEV), Borrelia burgdorferi s. I., Anaplasma
A26.05.054 |Phagocytophillum, Ehrlichia muris/chaffeensis6 (RNA/DNA), PCR) 3895
VccnepoBaHue Knela: CKpMHUHTE (nabopaTopHoe uccriefoBaHue Krewa ans
BbisieneHns PHK/OHK Bo3byouTtenen nHgekumin, nepeaarmnxcst
nkcogosbiMu knewamu: PHK Tick-borne encephalitis Virus (TBEV), OHK
A26.04.012.00|Borrelia burgdorferi s. 1.) (Study of Tick: Screening) 2120
10.32. Koknwouw (Bordetella pertussis, Whooping Cough)
A26.06.103 |AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) 1125
A26.06.103 |AHTuTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis 1gG) 1150
A26.06.103 |AHTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) 1160
10.33. Kopb (Morbillivirus, Measles virus)
A26.06.056.00|AHTMTena knacca IgG k Bupycy kopu (Anti-Measles 19gG) 1210
10.34. KpacHyxa (Rubella virus)
A26.06.071.00|AHTnTena knacca lgG k Bupycy kpacHyxu (Anti-Rubella IgG) 780




A26.06.071.00

AHTuTeEna knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM)

965

A26.06.071

AHTUTEna knacca IgG K aHTUreHam BUpyca KpacHyXu, BbIsIBNISEMblE METOAO0M
nmmyHobnottuHra (Anti-Rubella IgG, Immunoblot )

6265

A26.06.071.00

AHTUTEena knacca IgG k BUpycy KpacHyxu, onpegeneHune asugHoctn (Anti-
Rubella IgG, Avidity)

1410

A26.07.010

Bupyc kpacHyxu, onpegenenune [IHK B ceiBopoTke kpoBu (Rubella Virus,
DNA, Serum)*

1105

10.37. Nlucrepunos, nuctepuu (Listeria monocytogenes, Listeriosis)

A26.05.037.00

Jluctepunm, onpegenenune JHK B moye (Listeria monocytogenes, DNA, Urine)*

660

A26.05.037.00

Jlnctepum, onpegenenune JHK B cockobe anuTennanbHbIX KNETOK CrM3NCTON
Hoca (Listeria monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*

660

A26.05.037.00

Jlnctepun, onpegenenune JHK B nnasme kpoeu (Listeria monocytogenes,
DNA, Plasma)*

675

A26.05.037.00

Jlnuctepuum, onpegenenue JHK B cockobe anuTenuanbHbIX KNETOK POTOrMOTKA
(Listeria monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*

660

A26.05.037.00

Jlnctepuum, onpegenenue HK B cnHoBmnaneHowm xunakoctu (Listeria
monocytogenes, DNA, Synovial Fluid)*

660

A26.23.017.00

INuctepuun, onpegenenne JHK B cnnHHomo3roson xuakocTu (Listeria
monocytogenes, DNA, Cerebrospinal Fluid)*

650

10.38. lambanos,namb6num (Giardia lamblia intestinalis)

A26.06.032

AHTuTena knaccos IgM, IgG, IgA k aHTureHam nambnui, cymmapHo (Anti-
Giardia lamblia IgM, 1gG, IgA, Total)

970

10.40. Muko3bl (napasuTtapHble rpubbl — gepmatodputbl) (Skin and Nail
Mycoses)

A26.01.015

Mwukpockonnyeckoe nccregoBaHme Ha natoreHHble rpubel (Microscopic
examination for pathogenic fungi)

1090

A26.09.024

Mukpockonnyeckoe nccrnegoBaH1e 1 NoCeB Ha NaTOreHHble rpubsl
(Microscopic examination and Culture for pathogenic fungi)

2200

10.41. MuKonnasameHHaa MHPeKuu1a, mmKonaasmos (Mycoplasma
genitalium, Mycoplasma pneumoniae, Mycoplasma hominis)
(Mycoplasmosis, Mycoplasma Infection)

A26.28.018.00

Mukonnasma (Mycoplasma hominis), onpegeneHue OHK B moye
(Mycoplasma hominis, DNA, Urine)*

520

A26.21.022

Mukonnaama (Mycoplasma hominis), onpegenenue JHK B cekpete
npocrtarthbl, askynate (Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*

520

A26.21.032.00

Mukonnaama (Mycoplasma hominis), onpegenexne OHK B cockobe
anuTenuanbHbIX KNeToK yporeHuTtanbHoro Tpakta (Mycoplasma hominis,
DNA, Scrape of Urogenital Epithelial Cells)*

535

A26.28.017.00

Mukonnasma (Mycoplasma genitalium), onpegenervue JHK B moue
(Mycoplasma genitalium, DNA, Urine)*

515

A26.20.027.00

Mukonnaawma (Mycoplasma genitalium), onpegenenve OHK B cekpeTte
npocrtarthl, asakynate (Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*

515

A26.21.031.00

Mukonnaama (Mycoplasma genitalium), onpegenenve OHK B cocko6e
anuTenuanbHbIX KNeTok yporeHntanbHoro Tpakta (Mycoplasma genitalium,
DNA, Scrape of Urogenital Epithelial Cells)*

540

A26.09.006

Mwukonnasma (Mycoplasma pneumoniae), onpegenerue HK B mokpoTe
(Mycoplasma pneumoniae, DNA, Sputum)*

880

A26.28.018.00

Mwukonnasma (Mycoplasma pneumoniae), onpegenerHve JHK B nnasme
kpoBu (Mycoplasma pneumoniae, DNA, Plasma)*

670

A26.21.031.00

Mukonnaama (Mycoplasma pneumoniae), onpegenexve OHK B cockobe
anuTenuanbHbIX KreTok potornoTtku (Mycoplasma pneumoniae, DNA, Scrape
of Faucial Epithelial Cells)*

715




A26.08.014

Mukonnasma (Mycoplasma pneumoniae), onpegenenne [HK B critoHe
(Mycoplasma pneumoniae, DNA, Saliva)*

670

A26.06.057

AHTuTena knaccos IgM 1 IgG k Mycoplasma hominis (Anti-Mycoplasma
hominis IgM, IgG)

1440

A26.06.057

AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis
IgM)

755

A26.06.057

AHTtuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgG)

765

A26.06.057

AHTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA)

965

A26.06.057

AHTuTena knaccos IgM 1 IgG k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgM, IgG)

1565

A26.06.057

AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgM)

820

A26.06.057

AHTuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae 1gG)

835

A26.06.057

AHTUTEena knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae I1gA)

830

10.42. MukpobuoueHo3 yporeHutanbHoro Tpakrta (Urogenital Tract
Microbiocenosis)

A26.20.032

CKPUHMHT MUKpOdopbl yporeHuTaneHoro Tpakta. ®emodnop CKpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel
Femoflor Screen))

3635

B03.014.036

BoissneHune sosbyautenen UMMM (7 + KBM), cockob anutennanbHbIX
KneTok yporeHuTansHoro Tpakta (Identification of Sexually Transmitted
Infections (STI) Pathogens, Scrape of Urogenital Epithelial Cells)*

3510

A26.20.032

ViccnepnoBaHne broLeHo3a yporeHutansHoro Tpakra. demodnop 8.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 8))

2875

A26.20.032

ViccnenoBaHne broLeHo3a yporeHuTansHoro Tpakra. Pemodnop 16.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 16))

4255

A26.20.032

BakrepuanbHbin BarmHo3 (Bacterial Vaginosis, BV)

2600

B03.014.033

MHBNO®JIOP ? ycnoBHO-NaTOreHHble M1KOMMa3mbl YerioBeka
(yporenutanbHbIi ckpuHUHF) (INBIOFLOR ? Mycoplasma, Urogenital
Screening)

800

B03.014.034

YCnoBHO-NATOreHHbIE MUKOMMa3Mbl, MOHUTOPUHI 3O(PEKTMBHOCTU fNleYeHns
(Ureaplasma urealyticum) (Ureaplasma urealyticum, Effectiveness
Monitoring of Treatments)

525

B03.014.035

YCnoBHO-NaToreHHble MUKOMa3mMbl, MOHUTOPUHI 3OPEKTUBHOCTM fle4YeHns
(Ureaplasma parvum) (Ureaplasma parvum, Effectiveness Monitoring of
Treatments)

525

A26.09.006

YCnoBHO-NaToreHHble MMKOMNMa3mbl, MOHUTOPUHI 3hEKTUBHOCTY NieYeHUs
(Mycoplasma hominis) (Mycoplasma hominis, Effectiveness Monitoring of
Treatments)

525

A26.21.036

AHgpodniop, uccnegoBaHme MUKPOMopbl YpOreHUTansHoro Tpakta My4mH
B cockobe anuTenuarnbHbIX KNeToK yporeHUTanbHoro TpakTta
(Androflor®REAL-TIME PCR Detection Kit, the study of men’s urogenital
tract microbiocenosis in the epithelial scrapes from the balanus, urethra)

3365

A26.21.036

Angpodnop CkpuH, nccrnegoBaHne MMKPOopbl yporeHMTanbHOro TpakTta
MYXXUYMH B cOCKoOe anuTenuanbHbiX KNeToK yporeHUTanbHoro TpakTta
(Androflor® Screen REAL-TIME PCR Detection Kit, the study of men’s
urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra)

2805

B03.014.032

MHBENO®JIOP - koMmnnekcHoe uccrnegoBaHne MUKpOqoriopsl
yporenntansHoro Tpakta (INBIOFLOR ? Comprehensive Study of Microflora
Composition of Urogenital Tract (UGT))

5305

A26.06.006

Kangunpos, ckpuHuHr (Candidiasis, Screening )

505

A26.21.055

Kangupos, tunuposaHue (Candidiasis, Typing)

880




BoissneHune sosbyautenen UMMM (4 + KBM): onpeagenerve OHK Chlamydia
trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma

genitalium, JHK yenoseka (ldentification of Sexually Transmitted Infections
(STI) Pathogens, Chlamydia trachomatis DNA, Neisseria gonorrhoeae DNA,

B03.014.012 |Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA ) 1775
A26.21.055 |KaHamgos, ckpuHuHr n Tunuposanue (Candidiasis, Screening and Typing) 1455
Baktepougel, onpegenexue [HK B cockobe anuTenvanbHbIX KNeTok
yporeHutanbHoro Tpakta (Bacteroides spp., DNA, Scrape of Urogenital
A26.30.040 |Epithelial Cells)* 530
MobunyHkyc, onpegenexue IHK B cockobe anmTenuanbHbIX KNeTok
yporenntansHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital
A26.30.039 |Epithelial Cells) 560
JNaktobaktepun, onpegenerne [JHK B cockobe anutenmanbHbIX KNeTok
yporenntansHoro Tpakta (Lactobacillus spp., DNA, Scrape of Urogenital
A26.05.008.00|Epithelial Cells)* 895
10.44. Onuctopxo3 (Kowauba gByycTKa, Opisthorchis felineus)
AHTuTena knacca IgG k aHtureHam onmuctopxuca (Anti-Opisthorchis felineus
A26.06.062 |IgG) 1200
10.45. OcTtpble KuweuHblie UHPeKumm (Acute Intestinal Infections)
A26.19.072.00|3HTepoBupycsl, onpenenenne PHK B kane (Enterovirus, RNA, Fecal) 895
OcTpble knweyvHble nHdekumnn, NMLUP-CKpUHUHT BOCbMUW BaKkTepuanbHbIX 1
BMPYCHbIX BO30yAMTENnemn ocTpbiX KMLWEeYHbIX MHdeKLMn B kane (Acute
A26.19.063.00]Intestinal Infections, PCR, Fecal) 2025
10.47. Napotut anugemundeckuii (Epidemic Parotitis, Mumps)
A26.06.112.00|AHTHTENa knacca IgG k Bupycy anugemuyeckoro napotuta (Anti-Mumps IgG) 1055
AHTuTena knacca IgM k Bupycy anungemudeckoro napotuta (Anti-Mumps
A26.06.112.00[IgM) 1065
10.50. PecnupatopHoO-cMHUMTHANbHAA MHeKLUA (pecnupaTopHo-
CMHUUTUaNbHbIN BUpyc) (Respiratory Syncytial Virus, RSV)
AHTMTena knacca IgG k pecnmpaTopHO-CUHLMTUaNsLHOMy Bupycy (Anti-
A26.06.067 |Respiratory Syncytial Virus (RSV) IgG) 1270
AHTUTEna knacca IgM k pecnupaTtopHO-CUHLMTManbHOMY Bupycy (Anti-
A26.06.067 |Respiratory Syncytial Virus (RSV) IgM) 1270
10.51. Pukketcmos, Tud cbinHou (pukKertcum) (Typhus, Rickettsia
prowazekii)
PITIA ¢ cbinHOTMO3HBIM AMarHOCTUKYMOM pukkeTcun MNposadeka (Rickettsia
A26.06.118 |prowazekii, IHA) 765
10.53. CanbmoHennbl (Tud 6plowHoM, napatud, canbmoHennes,
Salmonella spp.)
A26.06.077 |AHTuTena k Salmonella typhi, PINI A (Salmonella typhi Antibodies, IHA) 865
A26.06.073 |PII'A c Salmonella gr.A (Salmonella gr.A, IHA) 705
A26.06.073 |PINI'A c Salmonella gr.B (Salmonella gr.B, IHA) 705
A26.06.073 |PIIA c Salmonella gr.C (Salmonella gr.C, IHA) 705
A26.06.073 |PII'A c Salmonella gr.D (Salmonella gr.D, IHA) 705
A26.06.073 |AHTuTena k Salmonella gr.E, PMI'A (Salmonella gr.E Antibodies, IHA) 705
A26.06.073 |PII'A c Salmonella O-komnnekc (Salmonella O-antigens, IHA) 705
10.54. Cupunuc (Treponema pallidum, Syphilis)
Cudpunuc RPR — aHTukapanonunuHoBbin TecT (Syphilis RPR (Rapid Plasma
A26.06.082 |Reagins), Anticardiolipin Test) 535
AHTuTena knaccos IgM u 1gG k Treponema pallidum, cymmapHo (Anti-
A26.06.082.00| Treponema pallidum IgM, IgG, Total) 905
AHTuTena knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM
A26.06.082 |) 1090
AHTuTena knacca IgG k Treponema pallidum, BbisiBnsieMble MeToA0M
A26.06.082 [ummyHobnoTTMHra (Anti-Treponema pallidum IgG, Immunoblot ) 2855




bnepHas TpenoHema, onpegenerne [JHK B cockobe anutenmanbHbIX KNeTok
KoHBbIOHKTUMBBI (Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial

A26.21.013 |Cells )* 525
bneaHas TpenoHema, onpegenenune [HK B cockobe anMTenmnanbHbIX KNeTok

A26.21.013 |koxu (Treponema pallidum, DNA, Scrape of Skin Epithelial Cells)* 525
BbnepHas TpenoHema, onpenenerne [1HK B moue (Treponema pallidum,

A26.21.013 |DNA, Urine)* 525
bnepHaa TpenoHema, onpenenerne AHK B otaensemom (Treponema

A26.21.013 [pallidum, DNA, Secretion)* 525
BbnegHasa TpenoHema, onpegenexve HK B cockobe anuTenmnanbHbIX KNeTok

A26.21.013 |potornoTtku (Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)* 525
bnepHas TpenoHema, onpegenerne [JHK B cbiBOpoTKe KpoBu (Treponema

A26.21.013 |pallidum, DNA, Serum)* 765
bnegHas TpenoHema, onpegenenue [JHK B CAIMHHOMO3roBOW XNOKOCTH

A26.21.013 |(Treponema pallidum, DNA, Cerebrospinal Fluid)* 525
BbneaHasa TpenoHema, onpegenexHve HK B cekpeTe npocTarhl, 3gKynaTe

A26.21.013 |(Treponema pallidum, DNA, Prostatic Fluid, Semen)* 530
BbnegHasa TpenoHema, onpegenexve OHK B cockobe anuTenmnanbHbIX KNeTok
yporeHuntanbHoro Tpakta (Treponema pallidum, DNA, Scrape of Urogenital

A26.21.013 |Epithelial Cells)* 530
10.56. Cton6HaK (Tetanus)
AHTuTena knacca IgG k ctonbHayHomy aHaTokcuHy (Anti-Tetanus toxoid

A26.06.105 |IgG) 1215
10.57. CrpenToKOKKOBaA MHPeKLUA (CTPenTOKOKKU rpynn A u B)
(Streptococcus group A, B, S. pyogenes, S. agalactiae) (Streptococcal
Infection)
CrpenTokokk, onpegenexne HK B mokpoTe (Streptococcus spp., DNA,

A26.20.021 |Sputum)* 965
CrtpenTokokk, onpegenenune AHK B nnasme kposu (Streptococcus spp., DNA,

A26.20.049 [Plasma)* 965
CtpenTokokk, onpegenenne [AHK B cockobe anutenmnanbHbIX KNeToK

A26.20.049 |potornoTku (Streptococcus spp., DNA, Scrape of Faucial Epithelial Cells)* 945
Crtpentokokk, onpegenexne OHK B cnioHe (Streptococcus spp., DNA,

A26.20.049 [Saliva)* 945
MHeBmokokk, onpenenenne AHK B nnasme kposu (Streptococcus

A26.05.046.00|pneumoniae, DNA) 950

A26.05.046.00|MNHeBmokoKK, onpeaeneHve OHK B cnioHe (Streptococcus pneumoniae, DNA) 950
MHeBmokokk, onpegenenne AHK B cockobe anutenmnanbHbIX KNeToK

A26.05.046.00|poTtornoTku (Streptococcus pneumoniae) 950
MHeBmokokk, onpenenenne OHK B MmokpoTe (Streptococcus pneumoniae,

A26.05.046.00|DNA) 950
10.58. CtpoHrunounpos (Strongyloides stercoralis)
AHTuTena knacca IgG k aHTureHam ctpoHrunongosa (Anti-Strongyloides

A26.06.123 |stercoralis IgG) 1150
10.59. T-numdoTtponHbin Bupyc (Deltaretrovirus, Human T-Lymphotropic
Virus, HTLV)
AHTuTena knacca IgG k T-numdoTponHomy BUpYycCy Yenoseka tuna 1 un 2

A26.06.087 [tunoB (Anti-HTLV-1, 219G ) 1010
10.60. ToKcokapo3 (ToKcokapa, Toxocara canis)

A26.06.080 |AHTuTena knacca IgG k aHTureHam Tokcokap (Anti-Toxocara 1gG) 775
10.61. Tokconnasmo3s (Tokconnasma) (Toxoplasmosis, Toxoplasma gondii)

A26.06.081.00|]AHTuTENa knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) 780

A26.06.081.00|AHTMTeNna knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM) 1010




A26.06.081.00

AHTuTena knacca IgG k Toxoplasma gondii, onpegenenune aBugHoctn (Anti-
Toxoplasma gondii IgG, Avidity)

1660

A26.05.013

Tokconnasma, onpegenerne [HK B Bbinote (Toxoplasma gondii, DNA,
Exudate)*

525

A26.05.013.00

Tokconnasma, onpegenerne [JHK B cbiBopoTke kpoBu (Toxoplasma gondii,
DNA, Serum)*

765

A26.23.024.00

Tokconnasma, onpegenexHve AHK B CNMMHHOMO3roBOW XXMAKOCTU
(Toxoplasma gondii, DNA, Cerebrospinal Fluid)*

630

10.62. TpuxuHennes (tpuxmuHenna, Trichinella spiralis)

A26.06.079

AHTuTena knacca IgG k aHtureHam TpuxmHenn (Anti-Trichinella 1gG)

755

10.63. TpuxomoHuas (TpuxomoHaaa) (Trichomonas vaginalis,
Trichomoniasis)

A26.06.015

AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis
I9G)

970

A26.28.016.00

TpuxomoHaga, onpegeneHue OHK B moye (Trichomonas vaginalis, DNA,
Urine)*

525

A26.20.026

TpuxomoHaga, onpegeneHue [IHK B cekpeTe npocTaThl, 3sKynaTe
(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)*

505

A26.20.026.00

TpuxomoHaga, onpegenexve JHK B cockobe anutennanbHbIX KNeTok
yporeHutanbHoro Tpakta (Trichomonas vaginalis, DNA, Scrape of Urogenital
Epithelial Cells)*

560

10.64. Tybepkynes (MmkobaKktrepuu Ty6epkynesa) (Mycobacterium
Tuberculosis)

A26.06.057

AHTuTena knaccos IgM, IgA, 1gG k Mycobacterium tuberculosis, cymmapHo
(Anti-Mycobacterium tuberculosis IgM, IgA, IgG, Total)

2235

A26.23.004.00

MukobakTepun TyGepkynesa, onpegenexune [HK B Beinote (Mycobacterium
tuberculosis, DNA, Exudate)*

665

A26.09.002.00

MukobakTepun TyGepkynesa, onpegenexue HK B mokpoTe (Mycobacterium
tuberculosis, DNA, Sputum)*

965

A26.05.008.00

MukobakTepun TyGepkynesa, onpegenexHue JHK B MeEHCTpyanbHON KpOBM
(Mycobacterium tuberculosis, DNA, Menstrual Blood)*

665

A26.28.028.00

MukobakTepun TyGepkynesa, onpegenexue HK B mode (Mycobacterium
tuberculosis, DNA, Urine)*

665

A26.05.008.00

MukobakTepun TyGepkynesa, onpegenexHue [HK B cbiBOpoTke KpOBU
(Mycobacterium tuberculosis, DNA, Serum)*

750

A26.04.003.00

MukobakTepun TyGepkynesa, onpegenexHue HK B CMHOBMANbHOWM XMOKOCTM
(Mycobacterium tuberculosis, DNA, Synovial Fluid)*

665

A26.23.004.00

MukobakTtepun TyGepkynesa, onpegeneHue JHK B cnuHHOMO3roBon
xuakocTtn (Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)*

665

A26.21.017.00

MukobakTtepun TyGepkynesa, onpegeneHue [JHK B cekpeTe npoctarthl,
agkynaTte (Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)*

665

10.65. Ypeanna3amos (ypeannasmbli) (Ureaplasmosis, Ureaplasma spp.,
Ureaplasma urealyticum, Ureaplasma parvum)

A26.06.015.00

AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgG)

885

A26.06.015.00

AHTuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgA)

885

A26.28.019.00

Ypeanna3ama (Ureaplasma urealyticum) (6uoap T-960), onpegenerve OHK
B moye (Ureaplasma urealyticum (T-960), DNA, Urine)*

520

A26.21.023.00

Ypeanna3ama (Ureaplasma urealyticum) (6uoap T-960), onpegenerve OHK
B CcekpeTe npocTathl, askynsTe (Ureaplasma urealyticum (T-960), DNA,
Prostatic Fluid, Semen)*

520

A26.21.033.00

Ypeanna3ama (Ureaplasma urealyticum) (6uosap T-960), onpegenerve OHK
B COCKObe anuTenunarnbHbIX KNeToK yporeHuTanbHoro Tpakta (Ureaplasma
urealyticum (T-960), DNA, Scrape of Urogenital Epithelial Cells)*

520

Ypeannasma (Ureaplasma parvum), onpegenexve JHK B moue (Ureaplasma

A26.28.019.00

parvum, DNA, Urine)*

510




A26.21.023.00

Ypeannasma (Ureaplasma parvum), onpegenerne [JHK B cekpeTe npocrtarthl,
agkynaTe (Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

510

A26.21.033.00

Ypeannasma (Ureaplasma parvum), onpegenerne [JHK B cockobe
anuTenuanbHbIX KNeToK yporeHutanbHoro Tpakta (Ureaplasma parvum,
DNA, Scrape of Urogenital Epithelial Cells)*

510

A26.28.019.00

Ypeanna3sma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenenne [HK B mo4ve (Ureaplasma urealyticum + Ureaplasma parvum,
DNA, Urine)*

525

A26.21.023.00

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenexve [HK B cekpeTe npoctaThl, 3akynate (Ureaplasma urealyticum
+ Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

525

A26.21.033.00

Ypeanna3sma (Ureaplasma urealyticum + Ureaplasma parvum),
onpeaenexve [JHK B cockobe anuTenmarnbHbIX KNETOK YPOreHUTanbHoro
Tpakta (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Scrape of
Urogenital Epithelial Cells)*

535

10.66. Xenukob6aktepHaa nHpekuua (xenukobakrep) (Helicobacter pylori)

A26.06.033

AnTtuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG)

925

A26.06.033

AHTUTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM)

1170

A26.06.033

AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA)

1135

A07.16.006

13C-ypeasHbin gbixateneHbir Tect (13C-YOT, 13C-Urea Breath test, UBT).
BoissneHune nHdpekunm Helicobacter pylori

3150

A26.16.001.00

Xenukobaktep nunopu, onpegenerne HK B GuontaTte cnvancTon xenyaka
n/vnn aeeHaguaTunepcTHom knwkn (Helicobacter pylori, DNA, Bioptates of
Gastric Mucosa and/or Duodenum, PCR)

1190

10.67. XnamupuitHaa nHekumsa, xnamuamnos (xnammgum) (Chlamydiosis,
Chlamydia Infection, Chlamydia trachomatis, Chlamydophila pneumoniae)

A26.06.018.00

AHTUTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis
I9A)

875

A26.06.018.00

AHTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis
19G)

895

A26.06.016

AHTuTena knaccos IgA 1 IgG k Chlamydia trachomatis, pasgensHo (Anti-
Chlamydia trachomatis IgA, IgG)

1760

A26.06.018.00

AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis
IgM)

860

A26.06.018.00

AHTUTEna knacca IgG k 6enky Tennosoro woka (BTLW) Chlamydia
trachomatis (Anti-cHSP60 IgG)

1090

A26.04.009.00

Xnamugusa (Chlamydia trachomatis), onpegenexHve JHK B BbinoTe
(Chlamydia trachomatis, DNA, Exudate)*

510

A26.26.007.00

Xnamugus (Chlamydia trachomatis), onpegenenne OHK B cockobe
anuTenuanbHbIX KNMeToK KOHbIOHKTMBBLI (Chlamydia trachomatis, DNA, Scrape
of Conjunctiva Epithelial Cells )*

510

A26.28.014.00

Xnamugusa (Chlamydia trachomatis), onpegenexnve JHK B moye (Chlamydia
trachomatis, DNA, Urine)*

510

A26.19.028.00

Xnamugusa (Chlamydia trachomatis), onpegenexne OHK B cockobe
anuUTenuanbHbIX KNeToK cnuancTon npamoin kuwkmn (Chlamydia trachomatis,
DNA, Scrape of Rectal Epithelial Cells)*

510

A26.08.066.00

Xnamugus (Chlamydia trachomatis), onpegenenne OHK B cocko6e
anuTenuanbHbiX krneTok potornoTtku (Chlamydia trachomatis, DNA, Scrape of
Faucial Epithelial Cells)*

510

A26.04.009.00

Xnamugusa (Chlamydia trachomatis), onpeaenexnve OHK B cuHoBuansHom
xungroctn (Chlamydia trachomatis, DNA, Synovial Fluid)*

555

A26.04.009.00

Xnamugusa (Chlamydia trachomatis), onpegenexHve JHK B cninHHOMO3roBowm
xumakoctn (Chlamydia trachomatis, DNA, Cerebrospinal Fluid)*

510




Xnamungus (Chlamydia trachomatis), onpenenenve [HK B cekpeTte

A26.21.020 |[npocTtarthl, askynaTe (Chlamydia trachomatis, DNA, Prostatic Fluid, Semen)* 510
Xnamungus (Chlamydia trachomatis), onpegenenve HK B cockobe
anuTenuanbHbIX KNeTOK yporeHnTanbHoro Tpakta (Chlamydia trachomatis,
A26.21.007.00|DNA, Scrape of Urogenital Epithelial Cells)* 505
AHTtuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila
A26.06.016 pneumoniae IgA) 930
AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila
A26.06.016 pneumoniae IgM) 850
AHTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila
A26.06.016 |pneumoniae IgG ) 835
Xnamungusa (Chlamydia pneumoniae), onpegenenne OHK B MokpoTe
A26.09.016 |(Chlamydophila pneumoniae, DNA, Sputum)* 880
Xnamungusa (Chlamydia pneumoniae), onpegenenne AHK B nnasme kpou
A26.05.012.00|(Chlamydophila pneumoniae, DNA, Plasma)* 880
Xnamugusa (Chlamydia pneumoniae), onpeaenexune JHK B cockobe
anuTenuanbHbIX kneTok potornotku (Chlamydophila pneumoniae, DNA,
A26.08.066.00|Scrape of Faucial Epithelial Cells)* 770
Xnammgus (Chlamydia pneumoniae), onpegenexue AHK B critoHe
A26.09.016 |(Chlamydophila pneumoniae, DNA, Saliva)* 770
AHTuTena knacca IgG k rmasHomy 6enky HapyxHon membpaHsl MOMP n
AHTUTEna knacca IgG Pgp3 (membpaHoaccoLumMmpoBaHHbIv NNasMULHbIN
A26.30.038 |6enok) Chlamydia trachomatis 650
10.68. LinTomeranosupycHaa MHPEKLMA: BUPYC repneca 4enoseKa 5 tuna
(yuuromeranosupyc, LLMB) (Cytomegalovirus, CMV, Cytomegalovirus
Infection)
A26.06.022.00|AHTuTena knacca IgG k umtomeranosupycy (Anti-CMV 1gG) 840
A26.06.022.00|AHTHTENa knacca IgM k uutomeranosupycy (Anti-CMV IgM) 1050
AHTUTEna knacca IgG k uuTomeranosupycy, onpegenexHve asugHoctun (Anti-
A26.06.022.00{CMV IgG, Avidity) 1615
A26.23.009.00|LUntomeranosupyc, onpegenexHve JHK B Boinote (CMV DNA, Exudate)* 515
Lintomeranosupyc, onpegeneHune HK B cockobe anutenmanbHbIX KNeTok
A26.30.015.00[koHbloHKTMBBLI (CMV DNA, Scrape of Conjunctiva Epithelial Cells )* 550
Lintomeranosupyc, onpegeneHune HK B cockobe anutenmanbHbIX KNeTok
A26.30.015.00[koxmn (CMV DNA, Scrape of Skin Epithelial Cells)* 550
Lintomeranosupyc, onpegeneHne JHK B BeHo3Hon kposu (CMV DNA,

A26.05.017 |Blood)* 650
A26.28.009.00|LuTomeranosupyc, onpegenerne JHK B moye (CMV DNA, Urine)* 550
Lintomeranosupyc, onpeaeneHune JHK B cockobe anutenmanbHbIX KNeTok
A26.08.058.00|cnuancton Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)* 550
Lintomeranosupyc, onpeaeneHune JHK B cockobe anutenmanbHbIX KNeTok
A26.08.058.00|poTtornotkn (CMV DNA, Scrape of Faucial Epithelial Cells)* 535
LinTomeranosupyc,kadectBeHHoe onpegenerve [HK B cbiBOpoTKe KpoBU
A26.05.017 [(CMV DNA, Serum)* 745
A26.08.058.00|UnTtomeranosupyc, onpeaenerve HK B cnitoHe (CMV DNA, Saliva)* 550

Lintomeranosupyc, onpegenexune AHK B cnuHHomosrosom xugkoctn (CMV
A26.23.009.00|DNA, Cerebrospinal Fluid)* 550
Lintomeranosupyc, onpegenenune [IHK B cekpeTte npocTathl, askynate (CMV
A26.21.010.00|DNA, Prostatic Fluid, Semen)* 550
Lintomeranosupyc, onpeaeneHune JHK B cockobe anutenmanbHbIX KNeTok
A26.21.010.00]|yporenntansHoro Tpakta (CMV DNA, Scrape of Urogenital Epithelial Cells)* 540
Lintomeranosupyc, konmyecteseHHoe onpeaeneHune HK (Cytomegalovirus,
A26.05.017.00|DNA) B CbIBOPOTKE KPOBMU 650

10.70. SnwTeiHa-bapp BMpycHaa MHPEKLUA: BUPYC repneca YesnoBekKa 4
Tuna (Bupyc AnwreitHa-bapp) (Epstein-Barr Virus, EBV, EBV Infection)




A26.04.005.00

*

Bupyc OnwtenHa-bapp, onpepenexHve JHK B Buinote (EBV DNA, Exudate)

540

A26.05.011

Bupyc OnwTtenHa-bapp, onpeaenerne [JHK B BeHo3HoM kpoBu (EBV DNA,
Blood)*

670

A26.05.011

Bupyc OnwtenHa-bapp, onpeaenexne JHK B moye (EBV DNA, Urine)*

535

A26.05.011

Bupyc OnwtenHa-bapp, onpeaenexHve HK B cockobe anutenumanbHbiX
kneTtok cnmaucton Hoca (EBV DNA, Scrape of Nasal Epithelial Cells)*

535

A26.05.011

Bupyc OnwtenHa-bapp, onpeaenexHve HK B cockobe anutenmanbHbiX
knetok potornoTkn (EBV DNA, Scrape of Faucial Epithelial Cells)*

535

A26.05.011

Bupyc OnwtenHa-bapp, kavyectseHHoe onpepeneHve [HK B cbiBopoTke
kpoeu (EBV DNA, Serum)*

755

A26.05.011

Bupyc OnwtenHa-bapp, onpeaenexne OHK B cnioHe (EBV DNA, Saliva)*

535

A26.05.011

Bupyc OnwtenHa-bapp, onpegenexHve JHK B CIMHHOMO3roBOM XXMAKOCTH
(EBV DNA, Cerebrospinal Fluid)*

535

A26.05.011

Bupyc OnwtenHa-bapp, onpegenernne JHK B cekpeTe npoctathl, 3aKynsate
(EBV DNA, Prostatic Fluid, Semen)*

535

A26.05.011

Bupyc Snwrtenna-bapp, onpegenenne JHK B cockobe anutenunanbHbix
KneTok yporeHuTansHoro Tpakta (EBV DNA, Scrape of Urogenital Epithelial
Cells)*

535

A26.06.029.00

AHTUTEna knacca IgM k kancugHoMy aHTureHy Bupyca dnwrenHa-bapp (Anti-
EBV Viral Capsid Antigens (VCA) IgM )

920

A26.06.031

AHTUTEna knacca IgG kK agepHoMy aHTUreHy Bupyca dnwTeriHa-bapp (Anti-
EBV Nuclear Antigen (EBNA) 1gG )

885

A26.06.030

AHTUTEna knacca IgG Kk paHHeMy aHTUreHy Bupyca dnwTerHa-bapp (Anti-
EBV Early Antigen (EA) 1gG )

1005

A26.06.029.00

AHTUTEna knacca IgG K kancMgHoMy aHTUreHy Bupyca dnwterHa-bapp (Anti-
EBV Viral Capsid Antigens (VCA) IgG )

1055

A26.05.011.00

Bupyc OnwTtenHa-bapp, konnyecteeHHoe onpeaeneHne OHK B cbiBopoTke
kposu (EBV DNA, Serum)*

650

10.71. 9XMHOKOKKO3 (3XMHOKOKKM, Echinococcus spp.)

A26.06.024

AHTuTena knacca IgG k aHTureHam axmHokokka (Anti-Echinococcus 1gG)

1065

11.1. Mukpobuonormueckue uccnenoBaHua: Hecneumpuyeckmne
BOCnanutenbHble 3a60n1eBaHUA pa3INUHbIX 0Kanusauuii (Microbiological
investigations)

A26.05.016.00

WccnenoBaHne MyUkpobuoLeHo3a KilieYHrKa (ancbakrepros)
KynbTypanbHbIMU MeToAamu

2320

A26.05.016.00

WccnenoBaHne MyUkpobuoLeHo3a KilieYHrKa (ancbakrepros)
KynbTypanbHbIMU MeToAamu

2615

A26.20.008

WccneposaHue Ha BuoleHo3 Braranuwa, onpegeneHne YyBCTBUTENbHOCTU K
AHTMMMWKPOOBHbBIM M aHTUMUKOTUYECKMM NpenapaTtam (C MUKpOoCKonmen
HaTMBHOrO npenaparta, okpalwleHHoro no 'pamy) (Vaginal Biocenosis:
Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

2410

A12.09.010

Mukpockonuueckoe (6akTepuockonmMyeckoe) nccregoBaHe Maska,
okpaweHHoro no Npamy (Gram Stain. Bacterioscopic Examination of Smear)

800

A26.09.006

MoceB Ha MuUKoMnasMbl, onpeaerieHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM
npenapatam (Mycoplasma hominis Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1990

A26.09.006

lMoceB Ha ypeanna3mbl, onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM
npenapatam (Ureaplasma spp. Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

1990

A26.21.004

lMoceB Ha MuKoMnasMy 1 ypeannasmbl, onpeaeneHme YyBCTBUTENbHOCTU K
aHTMMUMKPOOHBLIM Npenapatam (Mycoplasma hominis Culture, Ureaplasma
spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

2790




A26.20.008

lMoceB Ha aHa3pobHy MUKPOMIopY, onpeaeneHne YyBCTBUTENBHOCTMU K
aHTUMUKPOOHLIM NpenapaTtam (Anaerobic Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

2140

A26.20.008

[MoceB paHeBOro oTAENAEMOro U TKaHeln Ha MUKpodbnopy, onpeaeneHne
YyBCTBUTENBHOCTU K aHTUMUKPOBOHBLIM NpenapaTtam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

1610

A26.02.001

[MoceB paHeBOro oTAENAEMOro U TKaHeln Ha MUKpodbnopy, onpeaeneHne
YyBCTBUTENBHOCTU K aHTUMUKPOBOHBIM NpenapaTtam 1 6aktepnodaram
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

1720

A26.30.009

MoceB rpygHoro monoka Ha mukpodnopy (Breast Milk Culture. Bacteria
Identification)

1190

A26.30.009

MoceB rpygHOro Mosnoka Ha MUKpodbriopy, onpeaeneHe YyBCTBUTENbHOCTU K
aHTUMKUKPOOHBIM NpenapaTtam (Breast Milk Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)*

1555

A26.30.009

MoceB rpygHOro monoka Ha MUKpodbriopy, onpeaeneHe YyBCTBUTENbHOCTU K
aHTMMUKPOGHbBIM Npenapatam n bakrepuodaram (Breast Milk Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)*

1590

A26.14.003

MoceB xenyn Ha MUKpOdIIopy, onpeaereHne YyBCTBUTENbHOCTU K
aHTMMUKPOGHbIM npenapatam (Bile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1515

A26.09.002.00

[MoceB oTAENAEMOro BEPXHUX AbIXaTENbHbIX NyTen Ha MUKpodiopy,
onpegeneHve YyBCTBUTENbHOCTN K aHTUMMKPOOHBLIM Npenapartam (ogHa
nokanu3aums) (Upper Respiratory Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1750

A26.09.002.00

[MoceB oTAENAEMOro BEPXHUX AbIXaTENbHbIX NyTen Ha MUKpodiopy,
onpegerneHye YyBCTBUMTENbHOCTM K aHTUMUKPOOHBIM NpenapaTtam u
bakTtepuodcharam (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

1900

A26.28.003

MoceB MouKn Ha MUKpPONopy, onpeaeneHne YyBCTBUTENBHOCTM K
aHTMMKKPOOHBIM Npenapatam (Urine Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1525

A26.28.003

MoceB Moun Ha MUKpodbriopy, onpeaeneHne YyBCTBUTENbLHOCTM K
pacLIMPEHHOMY CMEeKTPY aHTUMUKPOOHbIX npenapaToB (Urine Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

2300

A26.28.003

MoceB Moun Ha MUKpodbriopy, onpeaeneHne YyBCTBUTENbHOCTM K
aHTUMUKPOOHBIM Npenapatam n 6aktepmnodaram (Urine Culture. Bacteria
Identification, Antibiotic susceptibility and Bacteriophage Efficiency Testing)*

1805

A26.26.004

MoceB oToensemoro rnas Ha MUKPOQIIopy, onpeaeneHne YyBCTBUTENbHOCTH
K aHTUMUKpOOHBIM NpenapaTtam (Eye Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1690

A26.26.004

NoceB oTgensiemMoro rnas Ha MUKpodopy, onpeaeneHme YyBCTBUTESNbHOCTU
K pacLUMpeHHOMY CMeKTpy aHTUMMUKPODOHbIX npenapatos (Eye Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

2690

A26.26.004

NoceB oTgensiemMoro rnas Ha MUKpodopy, onpeaeneHne YyBCTBUTESTbHOCTU
K aHTUMUKPOGHBIM npenapaTtam n 6akrepuodaram (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

2065

A26.21.014

MoceB Ha MUKpoOdNopy OTAENAEMOro NosnoBbIX OPraHoB, onpeaeneHue
YyBCTBUTENBHOCTU K aHTUMMUKPOBHBLIM Npenapatam (Genitourinary Tract
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

1670

A26.21.014

MoceB oTAENsiIEMOro NOMoBbLIX OPraHoB Ha MUKPOGIOPY, onpeaeneHue
YYBCTBUTENBHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMMKPOOHbLIX NpenapaToB
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

2690




A26.21.014

MoceB oTAENsIEMOro NOMoBbLIX OPraHoB Ha MUKPOGIOPY, onpeaeneHue
YYBCTBUTENbHOCTU K aHTUMMKPOOHBLIM NpenapaTtam v 6aktepuodaram
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)*

1725

A26.25.001

lMoceB oTAENAEMOro yLien Ha MUKpodgoiopy, onpeaeneHne
YYBCTBUTENBHOCTU K aHTUMUKPOOHBIM Npenapatam (Ear Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

1820

A26.25.001

MoceB oTaensemMoro yien Ha M1kpodnopy, onpeaeneHne
YYBCTBUTENBHOCTU K aHTUMUKPOOHBLIM Npenapatam u 6aktepuodaram (Ear
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage
Efficiency Testing)*

1990

A26.01.001.00

[MoceB NyHKUMOHHOIO Matepuana Ha MUKpodhnopy, onpegeneHne
YYBCTBUTENBHOCTU K aHTUMUKPOOHBIM Npenapatam (Punctate Fluid Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)

1645

A26.09.005.00

[MoceB MOKPOTLI M TPaxeobpOoHXManbHbIX CMbIBOB HA MUKPOIIOpY,
onpegerneHne YyBCTBMTENbHOCTM K aHTUMUKPOOHBIM NpenapaTtam u
MuKpockonuen maska (Sputum and Tracheobronchial washings Culture.
Bacteria Identification and Antibiotic Susceptibility Testing, Microscopy)*

1690

A26.19.077.00

AgeHoBupyc (Adenovirus), AMapenHblil CUHAPOM, aHTUTEHHbIN TecT
(Adenovirus. One Step Rapid Immunochromotographic Assay)

1355

A26.19.020

Xenukobaktep nunopu (Helicobacter pylori), aHtureHHbin Tect (Helicobacter
pylori. One Step Rapid Immunochromotographic Assay)

1300

A26.05.001

MoceB KpoBM 1 BUOXMAKOCTEN Ha adpOBHY0 1 aHaspobHyo MuKpodnopy,
onpegerneHve YyBCTBMTENbHOCTM K aHTUMUKPOBHBIM npenapatam (Blood
Culture, Biofluids Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

2540

A26.19.084

Kamnunobakrep, AMapenHbli CUHAPOM, BbISIBIIEHWE aHTUreHa B Kare,
nmmyHoxpomartorpacumsa (Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool)

1315

A26.21.002

["oHopes, BbisiBNeHWe aHTureHa, MMMmyHoxpomartorpacus (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay)

1065

A26.28.010

JlernoHenna, BbISIBNEHWE aHTUreHa B MoYe, MMMYyHOXpomaTorpagus
(Legionella pneumophila, One step rapid immunochromotographic assay,
antigen, urinae)

1820

A26.21.052

Xnamuaun, BoiBNIeHNe aHTUreHa B Maskax yporeHMTanbHoro TpakTa,
nmmyHoxpomaTtorpadusa (Hexagon Chlamydia, One step rapid
immunochromotographic assay, antigen)

3850

A26.28.001

IMHEBMOKOKK, BbISIBIEHME @aHTUreHa B MoYe, MMMyHoXpoMaTorpadus
(Streptococcus pneumoniae, One step rapid immunochromotographic assay,
antigen, urinae)

1980

A26.19.072.00

OHTepoBUpYC, BbIIBNEHNE aHTUreHa B kane, MMMyHoXpomatorpadus
(Enterovirus, One step rapid immunochromotographic assay, antigen, stool)

1365

A26.08.039

PecnupaTtopHo-cuHunTHaneHein Bupyc (PC-mHekums), BoisBneHne
aHTUreHa, uMMyHoxpomartorpacdus (Respiratory Syncytial Virus, RSV, One
step rapid immunochromotographic assay, antigen)

1160

A26.23.005

lMoceB ruHekonorM4yeckoro maTepuana Ha nuctepun (Listeria
monocytogenes, nnuctepnos) (Listeria monocytogenes Culture. Bacteria
Identification)

1135

A26.19.004

Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcuHnos, onpegenexHvne
YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM NpenapaTam (Yersinia enterocolitica,
Stool Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

1645

A26.19.084

MoceB kana Ha kamnunobaktep (Campylobacter spp.) (Campylobacter spp.,
Stool Culture. Bacterial Identification)

1645

A26.19.086

Moces Ha knocTpuamm (Clostridium difficile, nceBgomembpaHo3HbIN KONNT)
(Clostridium difficile Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

1645




A26.19.089

PotaBupyc (Rotavirus), gnaperHbin CMHOPOM, aHTUreHHbIn TecT (Rotavirus
Direct Detection by Latex Agglutination)

930

A26.01.001

lMoceB Ha BeTa-reMonUTUYECKNn CTPENTOKOKK rpynnbl A (Streptococcus
group A, Streptococcus pyogenes) (Streptococcus pyogenes Culture.
Bacteria Identification)

1020

A26.08.001

Moces Ha gudpteputo (Corynebacterium diphtheriae Culture)

1160

A26.09.010

lMoceB oTaensiemoro poTornoTki Ha 6opaetennel (Bordetella
pertussis/parapertussis, koknow/napakokniow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification)

1960

A26.08.003

[MoceB Ha MEHWHIOKOKKW, onpeaeneHne YyBCTBUTENLHOCTU K
aHTUMKUKPOOHbLIM nNpenapaTam (Neisseria meningitidis Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1115

A26.19.060.00

Kpuntocnopuguun napeym (Cryptosporidium parvum), anapemnHbii CUHAPOM,
aHTureHHbIn Tect (Cryptosporidium parvum. One Step Rapid
Immunochromotographic Assay)

1305

A26.19.096

Nambnun (Giardia liamblia), avaperHbi cMHApOM, aHTUreHHbI TecT (Giardia
liamblia. One Step Rapid Immunochromotographic Assay)

1270

A26.19.093

UccneposaHuve Ha knweyHyto nanodky (Escherichia coli O157:H7,
3LLEepUXMo3), AnapenHbIn CUHAPOM, aHTUreHHbl Tect (Escherichia coli
0157:H7. One Step Rapid Immunochromotographic Assay)

2285

A26.08.018

CTpenToKokKK rpynnbl A, aHTUTEHHbIN TeCT (OTAeNnAemMoe POTOrfoTKN)
(Streptococcus Group A. One Step Rapid Immunochromotographic Assay)

1365

A26.20.049

CTtpenTokokk rpynnbl B, aHTureHHbin TecT (Streptococcus Group B. One Step
Rapid Immunochromotographic Assay)

1355

A26.01.001

MoceB Ha GeTa-reMonMTUYECKUI CTPENTOKOKK rpynnbl B (Streptococcus
group B, Streptococcus agalactiae) (Streptococcus agalactiae Culture.
Bacteria Identification)

980

A26.19.009

Moces Ha gpoxkenogobHble rpmnbdbl (pogos Candida, Cryptococcus) ¢
onpegerneHnemM YyBCTBUTENbHOCTM K aHTUMUKOTMYECKUM npenapaTtaM (Yeast
Culture. Identification and Antimycotic Susceptibility testing)

1190

A26.01.001

MoceB Ha GeTa-reMonMTUYECKUIN CTPENTOKOKK rpynnbl B (Streptococcus
group B, Streptococcus agalactiae), onpegeneHne 4yBCTBUTENBHOCTU K
aHTUMUKPOOHBIM NpenapaTam (Streptococcus agalactiae Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1320

A26.19.086

lMoceB Ha naToreHHyt kuweyHyto cdnopy (Stool Culture (Salmonella spp.,
Shigella spp.). Bacteria Identification)

1190

A26.19.086

lMoceB Ha NaTOreHHyo KULLEYHy bropy, onpeaeneHme YyBCTBUTENbHOCTH K
aHTMMMKPOOHBIM Npenapatam un 6akrepuodaram (Stool Culture, Salmonella
spp., Shigella spp. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)

2040

A26.19.086

MoceBs Ha kuweyHyto nanoyky (Escherichia coli 0157:H7, awepuxmos),
onpegeneHve YyBCTBUTENBHOCTM K aHTUMUKPOBOHBLIM Npenapartam
(Escherichia coli 0157:H7 Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

1260

A26.19.086

MoceB Ha knweyHyto nanouyky (Escherichia coli O157:H7, awepuxnos),
onpegerneHve YyBCTBMTENbHOCTM K aHTUMUKPOOHBIM Npenapartam u
6aktepuodparam (Escherichia coli O157:H7 Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

1375

A26.01.001

MoceB Ha 3onoTMCTbIN cTadnoKOKK (Staphylococcus aureus), onpegenenvne
YYBCTBUTENBHOCTU K aHTUMMKPOBHbLIM NpenapaTtam (Staphylococcus aureus
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

1285

A26.01.001

MoceB Ha 3onoTUCTbIN cTadnnokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification)

1055




A26.01.001

MoceB Ha 3onoTnCThI cTadmnokokk (Staphylococcus aureus, onpegenexue
YYBCTBUTENBHOCTU K aHTUMUKPOBOHLIM NpenapaTtam 1 6akteprnodaram
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)

1390

A26.08.015

lMoceB Ha BeTa-reMonUTUYECKNn CTPENTOKOKK rpynnbl A (Streptococcus
group A, Streptococcus pyogenes), onpegeneHne 4yBCTBUTENbHOCTU K
aHTUMKUKPOOHBIM NpenapaTtam (Streptococcus pyogenes Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1305

A26.01.001

MoceB Ha 30N0TUCTbIN CTAOUNOKOKK (METULMNINNH-PE3UCTEHTHbIN
3onoTtuctbin ctadunokokk, MP3C) (Staphylococcus aureus), onpeaenexHue
YYBCTBUTENBHOCTU K aHTUMUKPOBHBIM Npenapartam (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1405

A26.01.001

lMoceB Ha 30M0TUCTLIN CTAUNOKOKK (METULMNITNH-PE3NCTEHTHbIN
3onoTtuctbin ctacpumnokokk, MP3C) (Staphylococcus aureus) (Staphylococcus
aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture.
Bacteria Identification)

1135

A26.01.001

lMoceB Ha 30M0TUCTBIN CTAaUNOKOKK (METULIUITITMH-PE3NCTEHTHbIV
3onoTtuctbin ctacpumnokokk, MP3C) (Staphylococcus aureus), onpegenexue
YyBCTBUTENBHOCTU K aHTUMUKPOBHLIM NpenapaTtam 1 6aktepnodaram
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)

1440

A26.19.080

MoceB Ha NaTOreHHyto KMLLIEYHYo ropy, onpeaeneHne YyBCTBUTENBHOCTY K
aHTMMMKPOOHBIM Npenapatam (Stool Culture (Salmonella spp., Shigella spp.).
Bacteria Identification and Antibiotic Susceptibility Testing)

1480

12.1. KomnneKcHble uUMMyHoorudeckue uccnegosanua (Comprehensive
Immunological Examination)

A12.30.012

MmmyHornornyeckoe obcnegoBaHue pacwmpeHnHoe (Immunological Survey
Extended)

13785

A12.30.012

MmmyHonornyeckoe obcnegoBaHue ckpuHuHrooe (Immunological Survey,
Screening)

8465

A12.30.012.00

daroyutapHas aktTuBHOCTb nenkoumTtoB (Phagocytic Activity of Leucocytes)

1985

A12.06.001

deHoTUNMpPOBaHNE NUMEOLMTOB (OCHOBHbIE cybnonynsumnm) — CD3, CD4,
CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3, CD4, CD8, CD19,
CD16, CD56)

4650

A12.06.001.00

CD4+ T-numdountsbl, % 1 abcontoTHoe konumdecTBo (T-xennepbl, CD4+ T-
cells, Percent and Absolute)

3045

A12.06.001.00

B-numdpountsl, % n abcontotHoe konmdecTtBo (CD19+ numdounTsl, B-cells,
Percent and Absolute)

3165

A12.06.001

AktBupoBaHHble numdoumnTel (CD3+HLA-DR+, CD3-HLA DR+) (Activated
Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)*

3680

A12.06.001

CnocobHocTb numdoumnToB K aktuBaumm (Lymphocyte Activation Ability)

4410

A09.05.074

Linpkynupytoime nMmmyHHble komnnekebl (LK) obwue (Circulating Immune
Complexes (CIC) Total)

1470

A26.21.002

MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopest), onpegeneHue
YYBCTBUTENBHOCTY K aHTUMUKPOOHbBIM npenapatam (GC, Neisseria
gonorrhoeae Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1115

12.2. UmmyHornobynuHbl obwue (Immunoglobulins, Total)

A09.05.054.00

MmmyHornobynuHel knacca A (Immunoglobulin A, IgA)

550

A09.05.054.00

UmmyHornobynuHel knacca M (Immunoglobulin M, IgM)

545

A09.05.054.00

MmmyHornobynuHel knacca G (Immunoglobulin G, 1gG)

550

12.3. Cneunduueckue 6enku (Specific Proteins)

A09.05.234

Do03nHOUNBHLIN KaTUOHHBIM 6ernok (Eosinophil Cationic Protein, ECP)

1450




12.4. KomnoHeHTbl KomnaemeHTa (Complement Components)

KoMnoHeHTbI cucteMbl komnnemeHta C3, C4 (Complement components C3,

A09.05.075 |C4) 1170
A09.05.075.00[C3 KomnoHeHT cuctembl komnneMeHTa (Complement Component C3) 695
A09.05.075.00|C4 KomnoHeHT cuctembl komnnemeHTa (Complement Component C4) 695
Cucrtema KoOMMneMeHTa: oueHKka yHKUMOoHanbHom aktBHocT (CH50)
A09.05.075 |(Functionality Test of Complement (CH50)) 1700
A12.06.014 [UHrmbutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH) 2505
12.5. LutoKkuHbl (Cytokines)
A12.05.108 [UnTepnenkuH-1? (U1-17?) (Interleukin 1 Beta, IL-1) 2615
A12.05.108 |[UHTepnenknH-6 (U11-6) (Interleukin 6, IL-6) 2585
A12.05.108 |WHTepnewnkun-8 (UJ1-8) (Interleukin 8, IL-8) 2625
A12.05.109 [UHTepnenknH-10 (MUJ1-10) (Interleukin 10, IL-10) 2625
dakTop Hekposa onyxonu-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?,
A12.06.073 |Cachectin) 2600
13.1. NHTepdepoHoBbIi cTaTyc (Interferon Status)
A09.05.074 |Wccneposanue nHtepdepoHoBoro cratyca (Study of Interferon Status) 6935
13.2. UHTepPepoHOBbIU CTaTyC (4 NOKa3aTensa) c onpegeneHmem
YyBCTBUTENILHOCTU K NpenapaTtam uHtepdepoHa (Interferon Status (4
Parameters))
A09.05.035 |WHrapoH (Ingaron) 2745
A09.05.035 |PeadepoH (Reaferonum) 2745
13.3. UHTeppepoHOBbIN CTaTyC (4 NOKa3aTens) c onpeaeneHmem
YYBCTBUTE/NILHOCTU K MHAYKTOPam uHTepdepoHa (Interferon Status (4
Parameters))
A09.05.035 [AmwukcuH (Amixin) 2745
A09.05.035 |Karouen (Kagocel) 2745
A09.05.035 [HeoBup (Neovir) 2745
A09.05.035 |UuknocdpepoH (Cycloferonum) 2745
13.4. UnTepdepoHoBbIN cTaTyC (4 NOKa3aTensa) c onpeaeneHnem
YyBCTBUTENILHOCTU K UMMYHOMOAayAsaTopam (Interferon Status (4
Parameters))
A09.05.035 [lanasut (Galavit) 2745
A09.05.035 [M3onpuHO3uH (Isoprinosine) 2745
A09.05.035 |WmmyHan (Immunal) 2745
A09.05.035 [UmyHodaH (Imunofan) 2745
A09.05.035 |AmmyHOmakc (Immunomax) 2745
A09.05.035 [MmyHopuke (Imunorix) 2745
A09.05.035 [Jlnkonug (Licopid) 2745
A09.05.035 |MaHaBup (Panavir) 2745
A09.05.035 [lMonuokcmaoHui (Polyoxidonium) 2745
A09.05.035 |TaktueuH (Tactivinum) 2745
A09.05.035 |TumoreH (Thymogen) 2745
14.1. CucremHble 3aboneBaHus coeguHUTeNbHOM TKaHU (Connective-
Tissue Diseases, CTDs)
AHTUsOepHble aHTuTena (AAA, aHTUHYKNeapHble aHTuTena), CKpUHUHE (Anti-
A12.06.061 |Nuclear Antibodies, ANA, Screening) 1590
AHTuTena knacca IgG k gsycnupaneHon HatueHon OHK (aHtn-gcAHK IgG,
A12.06.010 [aHTK-OHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA IgG) 1540
AHTUHyKnNeapHbli daktop, HEp-2 cybetpat (AH®, TUTpbI, aHTUHYKNeapHble
aHTUTENna MeToA0M HeNpsAMOon MMMYHooopecLieHLMn Ha npenapaTtax HEp-
2-knetok) (Antinuclear Antibodies, ANA, Hep-2 Substrate, ANA-Hep2,
A12.06.010 |Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers) 1715




A12.06.010

AHTtuTena k acHK B cbiBOpOTKE KpOBU, NOATBEPXKAAIOLLMI TECT C
ncnonb3oBaHneM cybctpata Crithidia luciliae, IgG, meTogom Henpsimon
nmmyHodntoopecueHumm (Crithidia luciliae indirect fluorescent test (CLIFT))

1450

A12.06.061

AHTuTena knacca IgG k akcTparupyeMoMy HykneapHomMmy aHtureHy (QHA)
(Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-
RNP)

1400

A12.06.025

lMaHenb aHTUHYKNeapHbIX aHTUTEN Npu cknepoaepmunmn (pasaenbHoe
onuncaHune aHtuTen Kk aHtureHam Scl-70, CENP-A, CENP-B, RP11, RP155,
dpunbpunnsapmH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52),
nmmyHobnoT (Scleroderma (Systemic Sclerosis) Antibody Panel: Anti-Scl-70,
CENP-A, CENP-B, RP11, RP155, donbpunnapuH, NOR9O, Th/To, PM-
Sc100, PM-Scl75, Ku, PDGFR, Ro-52, Immunoblotting)

4885

A12.06.010

AHTVHyKNeapHble aHTuTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[la), SS-A
(52 kda), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone,
Nucleosome, Rib P, AMA-M2, Jo-1 aHTureny), ummyHoonot (ANA: Anti-Sm,
RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA,
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1,
Immunoblotting)

4295

A12.06.010

AHTUTEna knacca IgG K Hykneocomam (aHTUAgEepPHbIE aHTUTENa), CKPUHWUHT
(Anti-Nuclear Antibodies, ANA, 1gG, Screening)

1515

B03.070.477

CkpuHuHr 6onesHern coegnHuTenbHomn Tkann (AT k QHA, aHTUMHYKNeapHbIv
daktop (AH®D))

2705

B03.070.475

CucteMHas kpacHas BonyaHka, oocnegosanue (AT Kk Hykneocomam, AT K
kapguonunuHy, 1gG; AT k kapguonunuHy, IgM; aHTUHYKNeapHbIA hakTop
(AH®))

5420

A12.06.010

OnddeperHumansHasa gnarHoctuka CKB 1 gpyrmx peBMaTnyeckmx
3aboneBaHuin (AT K HyKIeocomam, aHTUHYKneapHbIn daktop (AH®))

2820

B03.070.470

Mpodunb «CnctemHas kpacHas BonyaHka (CKB), MOHUTOPUHI aKTUBHOCTM
(aHTn-gc-OHK IgG, C3, C4 komMnoHeHTLI koMnneMeHTa)» (Systemic lupus
erythematosus (SLE) profile, activity monitoring (anti-double-stranded DNA
IgG, C3 and C4 complement components) )

1965

14.2. AnTndpochonunugHbliii cuHagpom (Antiphospholipid Syndrome, APS)

A12.06.030

AHTuTena knaccos IgM u IgG k dbocdonmnuagam (Anti-Phospholipid
Antibodies, APA, IgM, IgG)

1450

A12.06.075

AHTuTena knaccos IgG u IgM k docdatuagnncepuny (Anti-
Phosphatidylserine, 1gG, IgM)

2245

A12.06.029

AHTuTena knaccos IgA, IgM, 1gG k kapguonunuHy, ckpuHuHr (Cardiolipin
Antibodies IgA, IgM, 1gG, aCL, Screening)

1500

A12.06.029

AHTUTEena knacca IgA k kapguonunuHy (Anticardiolipin IgA, aCL IgA)

1765

A12.06.029

AHTuTena knacca IgG k kapguonunuHy (Anticardiolipin IgG, aCL IgG)

1515

A12.06.029

AHTuTEena knacca IgM k kapguonunuHy (Anticardiolipin IgM, aCL IgM)

1495

A12.06.051

AHTUTEna knaccos IgG, IgA, IgM k 6eTa-2-rnnkonpotenHy 1, cymmapHo (Anti-
?2-Glycoprotein 1 Antibodies, anti-?2-GP1, IgG, IgA, IgM, Total)

1490

A12.06.065

AHTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, 1gG)

1830

A12.06.065

AHTUTEena knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, IgM)

1830

A12.06.029

AT k kapguonunuHy, I1gG, IgM

2585

A12.06.030

[narHoctrka BTOpu4HOro aHtudoconunmuagHoro cungpoma (AH®, AT k
kapavonunuHy, IgG, IgM)

4090

A12.06.030

AHTUdOCHONMNUAHBIA CUHOPOM, Pa3BEPHYTOE CEPONOrM4ecKoe
nccrnegoBanne (AH®; AT k kapguonunuHy, IgG, IgM; AT k beTa-2-
rIMKOMpPOTENHY 1)

5440

14.4. PeBmaTouAHbIM apTpuT, nopaxkeHusa cycrasos (Antiphospholipid
Syndrome, APS)

A12.06.052

AHTUTENa K LMKNuyeckomy umntpynnuHuposaHHomMy nentugy (ALLIT) (Anti-
Cyclic Citrullinated Peptide, anti-CCP)

1995




A12.06.063

AHTuTena knacca IgG k kepaTuHy (AHTUKepaTUHOBbIE aHTUTENa, AKA,
AHTUdunarrpvHosble aHTuTena, A®A) (Anti-Keratin Antibodies, AKA, Anti-
Filaggrin Antibodies, AFA, 1gG)

2715

A12.06.062

AHTuTena knacca IgG k mognunmpoBaHHOMY LIUTPYNNIMHUPOBAHHOMY
BUMeHTUHY (aHTU-MLLB) (Anti-Mutated Citrullinated Vimentin Antibodies, Anti-
MCV, Anti-Modified Citrullinated Vimentin Antibodies, Anti-Sa Antibodies,

IgG)

1995

A09.05.054

PesmartouaHbin caktop, IgA (PO IgA; Rheumatoid Factor, RF, IgA)

1460

A12.04.001

KpncTtannbl B Ma3ke CMHOBUANbHOW XXWOKOCTM (MOHOYpaT HaTpus,
nupodgocaart kanbums) (Synovial Fluid Smear, Crystals)

2105

A09.04.005

OnvromepHbIn MaTpuKcHbIN 6enok xpsiwa (Human Cartilage Oligomeric
Protein, COMP)

3165

A12.06.019

PesmatoungHbin dpaktop (PP) (Rheumatoid Factor, RF)

730

14.5. BackynuTbl un nopaxkeHusa nodek (Vasculitis and Renal Lesions)

A12.06.024

AHTUTena knacca IgG k 6asanbHon membpaHe knybo4vkoB noyek (aHTn-bMK)
(Glomerular Basement Membrane Antibodies, Anti-GBM, IgG)

2085

A12.06.037

AHTuTena knacca IgG k umtonnasme Hentpodumnos (AHLA) (Anti-Neutrophil
Cytoplasmic Antibodies, ANCA, 1gG)

3450

A12.06.030

AHTuTena knaccos IgG, IgA, IgM k kneTkam cocyamcToro aHgoTenus
(HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, AECA, IgG, IgA, IgM,
Total)

2190

A12.06.030

AHTUTEna knaccos IgG, IgA, IgM k peuenTopy docdonunasel A2 (PLAZR),
cymmapHo (Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, 1gG,
IgA, IgM, Total)

3990

A12.06.037

AHTuTena knacca IgG k muenonepokcugase (aHTn-MPO) (Myeloperoxidase
Antibody, MPO)

1515

A09.05.075

AHTuTena knacca IgG k C1q daktopy komnnemeHta (Anti-Complement 1q
Antibodies, Anti-C1q, 1gG)

2120

A09.05.054

AHTuTena knacca IgG k npotenHase-3 (aHTU-PR-3) (Anti-Proteinase-3
Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG)

1515

A12.06.037

MaHenb aHTUTEN K aHTUreHam aHTUHENTPOMUIbHBIX aHTUTEN (NaHenb
aHTureHos AHLA), IgG (Anti-Neutrophil Cytoplasmic Antibodies, ANCA, 1gG,
Panel)

3730

A12.06.037

JnarHocTrka rpaHynemMaTo3HbIX BaCKyrnmMTOB (aHTUHYKeapHbIn hakTop
(AH®), AT k untonnasme Hentpocdmnos (AHUA/PANCA, cANCA), 1gG)

3730

B03.070.474

OwnarHocTtuka ObicTponporpeccupytollero rnomepynoHedputa (AT K
6asanbHoM MembpaHe knybo4kos noyek, AT K LumMTonnasme HemTpodunos
(AHLUA/pANCA, cANCA), IgG)

4080

A12.06.037

[unarHoctvka ayTOMMMYHHOIO NOPaXXeHUs NOYeEK (aHTUHYKINeapHbIn hakTop
(AH®), AT k 6asanbHo membpaHe knyboukoB novek, AT kK uutonnasme
HenTpodunos (AHLUA/pANCA, cANCA), IgG)

5500

14.6. AyTOUMMYHHbIE 3HAO0KPUHONATUMN: CaxapHbIX guabet 1-ro TmMna
(Autoimmune Endocrinopathies: Diabetes mellitus type 1)

A12.06.020

AHTUTEna knacca IgG k 6eTa-kneTkam nogkenynoyvHom xenesbl (Anti-Islet
Cell Antibodies, Islet Cell Autoantibodies, ICA)

1920

A12.06.020

AHTUTEna knacca IgG k rnytramatgekapbokcunase (aHTn-GAD) (Anti-GAD
Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, IgG)

2050

A09.23.014

AHTuTEna k GAD (rnytamaTtgekapbokcunase), IgG, nuksop (Anti-GAD
(glutamic acid decarboxylase), IgG, CSF)

2390

A12.06.039

AHTuTena knacca IgG k nHcynuHy (Insulin Autoantibodies, 1AA, 1gG)

1350

A12.06.020

AHTUTEna K Tupo3suHdocdarase (IA-2) (Islet Antigen 2 Antibodies, Anti-1IA2
Antibodies, 1A-2 Ab, Tyrosine Phosphatase Antibodies)

2080

A12.06.020

AHTUTENA K aHTUreHam KneTok NopkenyaoyHom xenessl GAD/IA-2,
cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid Decarboxylase-65,
GAD and Insulinoma Antigen 2 (Tyrosine Phosphatase, |1A2, ICA-512)
Autoantibodies, Total)

2065




14.8. AyTouMmMyHHbIe 3HAOKPMHONATUN: NOPaXKEHME HAaANOYEYHUKOB,
ayToMMMyHHasA natonorua roHag (Autoimmune adrenal and gonadal
insufficiency)

A12.06.071

AHTuTena knaccos IgA, IgM, IgG K TkaHM sindHMKa (aHTMOBapuarnbHble
aHTuTena), cymmapHo (Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)

2385

A12.06.033

AHTuTena knaccos IgA, IgM, IgG k cTepomanpoayunpyoLwmMM KreTkam
HagnoyeyvHuka (ACIIK), cymmapHo (Anti-Steroidal Cell Antibodies, StCAb,
Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG, Total)

1655

A12.06.033

AHTuTena knaccos IgA, IgM, IgG k cTepoManpogyuupyoLLIMM KIeTKam Sndka,
cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal
Cell Antibodies, Testicular StCAb, Steroidal Cell Autoantibodies, SCA against
Testis, IgA, IgM, 1gG, Total)

1980

A09.05.054

AHTUTENa K CTEPOMANPOOYLUPYIOLLMM KIeTKaM penpoayKTUBHbIX TKAHEWN
(Reproductive tissue steroid-producing cells Antibodies)

3485

14.9. AytoummyHHble 3a6oneBaHunA Koxu (Autoimmune Skin Diseases)

A12.06.030

AHTuTena knacca IgG k 6a3aneHon membpaHe koxu (Basement Membrane
Zone Antibodies, BMZ, 1gG )

2640

A12.06.030

AHTUTEna knacca IgG k gecmocomam anugepmmca (Desmoglein Antibodies,
Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies, IgG)

2640

A09.05.054

AHTUTena knacca IgG k gecmornenHy-1 (Desmoglein 1, DSG1 Antibodies,
19G)

2730

A09.05.054

AHTUTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous
Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, IgG)

2640

A09.05.054

AHTUTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous
Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, IgG)

2770

A09.05.054

Mpodpunb «OuarHoctuka bynnesHeix gepmato3oB (AT kK gecMocoMam
annaepmunca, AT k 6azanbHon membpaHe koxu)» (Bullous Dermatosis
Diagnostics profile (antibodies to epidermis desmosomes, antibodies to skin
basal membrane))

4820

14.10. AyTOMMMYHHbIE NOPAXKeHUA }KeNyA04YHO-KULLEYHOro TPaKTa.
Uennakusa (Autoimmune Disorders of Gastrointestinal Tract (Gl Tract,
GIT). Coeliac Disease)

A12.06.066

AHTuTena knaccos IgA 1 1gG kK SHOOMU3UIO (aHTUSHOOMU3UNHBIE aHTUTENa,
ABMA), cymmapHo (Anti-Endomysial Antibodies, Anti-EMA, IgA, IgG, Total)

1785

A12.06.066

AHTUTena knacca IgA K aHAOMU3MIO (AHTUIHAOMUBUIHBLIE aHTUTena, ASMA)
(Anti-Endomysial Antibodies, Anti-EMA, IgA)

1700

A12.06.026

AHTuTena knaccos IgA, 1gG, IgM k napueTanbHbIM KneTkam xenyaka
(AMKXK), cymmapHo (Gastric Parietal Cell Antibodies, GPA, Anti-Parietal cell
antibodies, APCA, IgA, 1gG, IgM, Total)

1990

A09.05.054

AHTuTena knaccos IgA 1 IgG k peTukynuHy, cymmapHo (Anti-Reticulin
Antibodies, ARA, IgA, 1gG, Total)

1825

A12.06.055

AHTuTEna knacca IgG k geamnampoBaHHbIM NenTnaam rmagmHa (Anti-
Deaminated Gliadin Peptide, Anti-DGP, 1gG)

1295

A12.06.055

AHTUTENa knacca IgA K feaMnanpoBaHHbIM nenTuaam rmmagmHa (Anti-
Deaminated Gliadin Peptide, Anti-DGP, IgA)

1295

A12.06.056

AHTMTEna knacca IgA K TkaHeBoW TpaHcrnoTammHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, I1gA)

1460

A12.06.056

AHTuTena knacca IgG k TkaHeBoM TpaHcrntotammnHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, 1gG)

1405

A12.06.026

AHTuTena knacca IgG k BHyTpeHHeMy dakTtopy Kactna (Anti-Intrinsic Factor,
IFAD, Intrinsic Factor Antibodies, IgG)

1950

A12.06.026

AHTuTEena knacca IgG k caxapomuueTam (anarHoctuka 6onesHun Kpona) (Anti
Saccharomyces Cerevisiae Antibodies, ASCA, 1gG )

1460

A12.06.026

AHTUTEna knacca IgA k caxapomuuetam (guarHocTuka 6onesnn KpoHa) (Anti-

Saccharomyces Cerevisiae Antibodies, ASCA, IgA )

1460




A12.06.037

AHTUTena knacca IgA k umtonnasme Hentpodunos (AHLA) (Anti-Neutrophil
Cytoplasmic Antibodies, ANCA, 1gA)

1500

A09.05.054

[narHocTrka ayToMMMYHHOIO naHkpeaTtuta u gpyrux lgG4-
accouunpoBaHHbIx 3abonesaHui (Diagnosis of Autoimmune Pancreatitis and
other IgG4-Related Diseases)

2420

A12.06.026

CepopguarHocTvika ayTOMMMYHHOTO racTpuTa 1 nepHULmno3Hon aHemmm (AT K
napveTanbHbIM KneTkam xenyaka; AT k BHyTpeHHemy dakTopy KacTtna)

3750

A09.05.054

CepopuarHoctuka 6onesnn KpoHa un Hecneundmnyeckoro S3BeHHOro Konuta
(HAK) (AHLLA/pANCA, cANCA, 1gG; AHLIA/ANCA, IgA; ASCA, IgG, IgA)

5990

A12.06.066

Llennakus, ceponormnyeckuii CkpuHuHr (AT k aHgomusmio, IgA; AT k
JeamMnanpoBaHHbIM NenTugam rmmaguHa, 1gG; IgA obuu.)

2920

A12.06.066

Llennakus, ceponormnyeckas guarHoctuka (AT k sHgomumauio, IgA; AT k
TKaHEeBOW TpaHcrinyTammHase, IgA, IgG; IgA obu,.)

4580

A12.06.026

AHTUTena knaccos IgA 1 IgG k 6okanoBuaHbIM KNeTKaM KULWEYHWKa,
cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, IgG, Total)

2410

A12.06.020

AHTuTena knaccos IgG un IgA k GP2 aHTureHy LeHTpoaumnHapHbIX KNeTok
nomxenynoyHon xxenesbl (Anti-GP2)

2275

A12.06.020

AHTUTENA K auMHapHbIM KneTkam noaxenyao4vHon xenesol, IgG n IgA
CYMMapHO (aHTWTenNa K 9K30KPUHHOW YacTu NOMKeNyAOYHON Xenesbl,
Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies, PAB)

1450

14.11. AyTouMmMyHHble nopaxkeHusa nedyeHn (Autoimmune Liver Diseases)

A12.06.035

AHTUTEna knaccos IgA, 1gG, IgM k MuToxoHAPUSAM (AHTUMUTOXOHAPUANbHLIE
aHTutena, AMA), cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, 1gG,
IgM, Total)

2095

A12.06.025

AHTuTena knaccos IgA, IgG, IgM k rmagkon myckynatype, CymMapHO
(Smooth Muscle Antibodies, SMA, Anti-Smooth Muscle Antibodies, ASMA,
IgA, 1gG, IgM, Total)

2010

A12.06.036

AHTUTENa K MMKPOCOMaM MeyeHu 1 noyek, cymmapHo IgA+igG+IgM (anti-liver
kidney microsomal antibody, anti-LKM, IgG+IlgM+ IgA)

2005

A12.06.024

MaHenb aHTMTEN kNacca IgG npyn ayTOMMMYHHBIX 3aboneBaHuax nedexHmn (AT
K aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP,
SSA/R0-52), ummyHobnoT (Autoimmune Disease Liver Panel: AMA-M2, M2-
3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52, 1gG,
Immunoblotting)

4170

A12.06.024

AHTUTena knacca IgG k acmanornMkonpoTeMHOBOMY peLienTopy (aHTu-
ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor, Anti-ASGPR,

IgG)

1980

14.12. AyTonMMyHHble HeBpoaoruyeckue sabonesaHusa (Autoimmune
Neurological Disoders)

A12.06.021

AHTuTena knaccos IgA, IgG, IgM k akBanopuHy 4, cymmapHo (auMarHocTuka
HenpoonTukomuenuta, NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4,
Neuromyelitis Optica, NMO, IgA, IgG, IgM, Total)

3450

A12.06.025

AHTuTena knacca IgG k ckenetHbiM Mbiwam (ACM) (Anti-Skeletal Muscle
Antibodies, AStMA, IgG)

1635

A09.05.054

AHTUTEena knaccos IgG u IgM k raHrnnosngam (navH-6not: GM1; GM2-GM3-
GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b, cynbcaTtnasl),
cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b Antibodies, Anti-
Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

6300

A12.06.025

MwuosauTt-cneumdmyHble aHTUTENa knacca IgG (nanH-6not: Mi-2, Ku, PM-Scl
100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (R052)) (Myositis-Specific Panel)

4885

A12.06.074

AHTUTENa K aueTunxonmHoBomy peuentopy (AXP, AnarHocTvka MyacteHun),
cymmapHo (Acetylcholine Receptor Antibodies, Anti-AChR, Total)

6080




AHTUHenpoHaneHble aHTuTena knacca IgG (nanH-6not: Hu (ANNA1), Yo-1
(PCA1), CV2, Ma2, Ri (ANNAZ2), amcpundunsnH) (Anti-Neuronal Antibodies,

A12.06.021 |Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), Amphiphysin)) 6080
AHTtuTena knacca IgG NMDA (N-meTtun-D-acnapTat) rinytamaTtHomMy
A09.05.054 |peuenTopy B cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies 1gG) 4885
AntuTena k NMDA rnytamatHoMy peuenTtopy, IgG, onpegeneHve B NMkBope
A12.06.064 [(aHTU-NMDAR IgG, N-methyl-D-Aspartate Receptor Antibodies, CSF) 5130
OnwuroknoHanbHbIn |[gG B nukBope (LepebpocnmHanbHOM XXMOKOCTU) 1
A12.23.001 |cbiBopoTke KpoBwu (Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum) 5910
CeobogHble nerkve uenm nmmyHornobynmHoB Kanna v namvbaa B nukeope
A09.05.106.00]|(Cerebrospinal Fluid Concentration of Immunoglobulin Free Light Chains) 2420
AHTUTENa K MnenuHy IgG, metog HenpsiMon MMMyHodntoopecLeHumn (Anti-
A12.06.021 |[myelin antibody, 19G, IF) 1865
AHTuTena k LGI1 n CASPR2 (KOMMNOHEHTBI KOMMIEKca Kanvesblx KaHamnoB),
IgG, cbiBopoTka kpoeu (VGKC-associated proteins LGI1 and CASPR2
A09.05.054 |antibodies, serum) 7060
AHTuTena k LGI1 n CASPR2 (KOMMNOHEHTBI KOMMIEKca Kanvesblx KaHamnoB),
A09.05.054 |lgG, nukeop (VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF) 7060
AHTVHeNpoHarbHble aHTUTENa, IgG, meToa Henpsamom
nmmyHodnyopecueHumm (Neuronal antibodies, 19G, Indirect
A12.06.021 |immunofluorescence (lIF)) 3785
AHTUTERNa K MblLEeYHO-Ccrneundmnyeckon TMpo3uHknHase (aHTM-MuSK) B
A12.06.021 [cbiBopoTKe kpoBw, (Muscle-specific tyrosine kinase (MuSK) antibody) 6275
KomnnekcHoe uccnegoBaHune Ans UCMONb30BaHUS B AUarHOCTUKe
paccesiHHOro ckrneposa: onpegeneHme onuroknoHansHoro IgG (nukeop,
A12.06.021 |[cbiBOpOTKa) 1 CBOBOAHBIX NIETKUX Lenen MMMyHOrnobynmMHoOB (NMKBOP) 6265
14.13. AytoummyHHble 3aboneBaHusa nerkux u cepaua (Autoimmune Lung
Diseases, Autoimmune Heart Diseases)
AHTUTena knacca IgG k cepgeyvHon myckynaType (Muokapay),
A12.06.023 |aHTMMUWOKapgmanbHble aHTuTena (Anti-Heart Antibodies, IgG) 1575
AKTMBHOCTb aHMMOTeH3uH-NpeBpaLlatoLlero pepmeHTa (Al1P) cbiBOPOTKM
A09.05.122 |kpoBu (Angiotensin Converting Enzyme, ACE, Serum) 2765
BocnanuteneHble Mnokapauonatum (AT k mutoxoHapusam (AMA), AT k
A12.06.023 |[cepaeyHOn myckynaType) 3255
14.14. UmmyHHble TpombouutoneHuun (Immune Thrombocytopenia, ITP)
AHTUTEna knacca k IgG TpomboumTam, Henpsimown TecT (Platelet Antibodies
A12.06.013 |lgG, Indirect) 3940
15.1. Annepronorunyeckue uccneposaHusa, TexHonorna ImmunoCAP
(Allergy examination, ImmunoCAP technology)
A09.05.118 [Kowka, nepxotsb (e1) IgE, ImmunoCAP 890
A09.05.118 |Cobaka, nepxoTb (€5) IgE, ImmunoCAP 1090
A09.05.118 [Monoko koposbe (f2) IgE, ImmunoCAP 1145
A09.05.118 |bepesa (t3) IgE, ImmunoCAP 1145
A09.05.118 [Knew, gomaiuHen noinun / D. pteronyssinus (d1) IgE, ImmunoCAP 1145
A09.05.118 |Knew gomawHen nbinm / D. farina (d2) IgE, ImmunoCAP 1145
A09.05.118 |AomawHsas neinb (Greer Labs.) (h1) IgE, ImmunoCAP 1145
A09.05.118 |HdomawHsag nbinb (Hollister —Stier) (h2) IgE, ImmunoCAP 1145
A09.05.118 [Alternaria alternata (m6) IgE, ImmunoCAP 1145
A09.05.118 |Aspergillus fumigatus (m3) IgE, ImmunoCAP 1145
A09.05.118 [Penicillium notatum (P.chrysogenum) (m1) IgE, InmunoCAP 1325
A09.05.118 |Cladosporium herbarum (m2) IgE, ImmunoCAP 1145
A09.05.118 |Tumodpeeska nyrosas (g6) IgE, ImmunoCAP 1145
A09.05.118  [AuyHbin 6enok (f1) IgE, ImmunoCAP 1145




A09.05.118  [AndHbin xenTok (f75) IgE, ImmunoCAP 1145
A09.05.118 |Kypuua, nepo (e85) IgE, ImmunoCAP 1145
A09.05.118 [lMonyran, nepo (€213) IgE, ImmunoCAP 1145
A09.05.118 |MNonbiHb 06bIKHOBEHHAs (W6) IgE, ImmunoCAP 1145
A09.05.118 |Tpecka atnaHtudeckas (f3) IgE, ImmunoCAP 1210
A09.05.118 |MonbiHb ropbkas (w5) IgE, ImmunoCAP 1145
A09.05.118 [Mwenunua (f4) IgE, ImmunoCAP 1145
A09.05.118 |Kakao (f93) IgE, ImmunoCAP 1325
A09.05.118 |[CoeBble 606bI (f14) IgE, ImmunoCAP 1145
A09.05.118 |Apaxuc (f13) IgE, ImmunoCAP 1145
A09.05.118 [Msco kypuupl (f83) IgE, ImmunoCAP 1145
A09.05.118 |A6noko (f49) IgE, ImmunoCAP 1145
A09.05.118 |BaHaH (f92) IgE, ImmunoCAP 1325
A09.05.118 |loBsaauHa (f27) IgE, ImmunoCAP 1145
A09.05.118 |Opoxokm nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 1325
A09.05.118 |Momugop (f25) IgE, ImmunoCAP 1145
A09.05.118 |AnenbcuH (f33) IgE, ImmunoCAP 1145
A09.05.118 |Osec (f7) IgE, ImmunoCAP 1145
A09.05.118 |Ipeumxa (f11), IgE, ImmunoCAP 1325
A09.05.118 |Kaptodhens (f35) IgE, ImmunoCAP 1325
A09.05.118 |TeikBa (f225) IgE, ImmunoCAP 1145
A09.05.118 |JlumoH (f208) IgE, ImmunoCAP 1145
A09.05.118 |3emnsHuka, KnybHuka (f44) IgE, ImmunoCAP 1145
A09.05.118 |Mopkossb (f31) IgE, ImmunoCAP 1315
A09.05.118 [Puc (f9) IgE, ImmunoCAP 1325
A09.05.118 |CsuHuHa (f26) IgE, ImmunoCAP 1145
A09.05.118 |KpeBertka (f24) IgE, ImmunoCAP 1145
A09.05.118 |dyHayk (f17) IgE, ImmunoCAP 1325
A09.05.118 |Kuewm (f84) IgE, ImmunoCAP 1145
A09.05.118 |Ananac (f210) IgE, ImmunoCAP 1145
A09.05.118 [Komap (i71) IgE, ImnmunoCAP 1145
A09.05.118 |Menuyunnun G (c1) IgE, ImmunoCAP 1220
A09.05.118 [Jartekc (k82) IgE, ImmunoCAP 1220
A09.05.118 |OBua, sanutenuin (€81) IgE, ImmunoCAP 1090
A09.05.118 |[KaseunH, monoko (nBos d8) (f78) IgE, ImmunoCAP 2655
A09.05.118 |Anbda-naktansbymuH (nBos d4) (f76) IgE, ImmunoCAP 2655
A09.05.118 |beta-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 2655
A09.05.118 |OBanbbymuH, anbbymMuH audHbi, nGal d2 (f232) IgE, ImmunoCAP 2655
A09.05.118 [OBomykoua, nGal d1 (f233) IgE, ImmunoCAP 2655
A09.05.118 |Jlnsouum sanua, nGal d4 (k208) IgE, ImmunoCAP 2655
B03.002.004 [Cwmecbk annepreHos nneceHn (mx2) IgE, ImmunoCAP 1735
B03.002.004 |Cmecb getckux nuwieBbix annepreHos (fx5) IgE, ImmunoCAP 1735
B03.002.004 |Cmecb annepreHoB gomMaluHen nbinu (Hollister-Stier) (hx2) IgE, ImmunoCAP 1735
B03.002.004 [Cwmecb annepreHos nbiblbl AepeBbes (tx9) IgE, ImmunoCAP 1680
B03.002.004 |Cmecb annepreHoB nbifblbl COpHbIX Tpae (wWx1) IgE, ImmunoCAP 1735
B03.002.004 [Cwmech nbinbLbl paHHeuBeTywmnx nyrosblx Tpas (gx1) IgE, ImmunoCAP 1680
B03.002.004 |Cmecb annepreHoB nnecHesbix rpubkoB (mx1) IgE, ImmunoCAP 1460
B03.002.004 [Cwmecb nuweBbix annepreHos (fx15) IgE, ImmunoCAP 1735
B03.002.004 |Phadiatop ImmunoCAP, IgE 3575
A09.05.118 |bepesa 6opogaBuaras, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP 2655
A09.05.118 |bepesa 6opopaByatas, rBet v2, rBet v4 (1221) IgE, ImmunoCAP 2655
A09.05.118 |Tumodeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP 2655
A09.05.118 |TumodbeeBka nyrosag, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 2825
A09.05.118 |AMbBpo3usi Bbicokasi, nonbiHonucTHas, nAmb a1 (w230) IgE, ImmunoCAP 2655
A09.05.118 |MonbiHb 06bIkHOBEHHAs, NArtv1 (w231) IgE, ImmunoCAP 2655
A09.05.118 |MNonbiHb 06bIKHOBEHHas, nArtv3 (w233) IgE, ImmenoCAP 2765
A09.05.118 [Kowka, rFel d1 (€94) IgE, ImmunoCAP 2655
A09.05.118 |Cobaka, rCanf 1 (e101) IgE, ImmunoCAP 2655




A09.05.118 [Cobaka, rCan f 2 (€102) IgE, ImmunoCAP 2625
A09.05.118 [Alternaria alternate, rAlt a 1 (m229) IgE, ImmunoCAP 2655
A09.05.118 |Bblunii cbiBOpOTOYHBIN anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP 2655
A09.05.118 |Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 2655
B03.002.004 |Phadiatop Infant ImmunoCAP, IgE 3045

15.2. UmmyHornobynut E obwunii (IgE, Total)

MmmyHornobynuHel knacca E (o6wwun IgE, nmmyHornobynvH E obwnin)
A09.05.054.00|(Immunoglobulin E Total, IgE Total) 845

15.3. OnpeaeneHue cneunduueckux IgE: KomnaekcHbie annepronaHenu

(Determination of Specific IgE: Comprehensive Allergy Panels)
B03.002.004 |lMaHenb pasHble anneprexsbl, IgE (Panel Different Allergens, IgE) 10740
B03.002.004 |[MaHenb negnatpuyeckas, IgE (Pediatric Panel, IgE) 11490
B03.002.004 |lMaHenb pecnupaTopHble anneprexsbl, IgE (Respiratory Panel, IgE) 10990

15.4. OnpeaeneHue cneundunyeckmx IgE: nuuiesble annepreHbl

(Determination of Specific IgE: Food Allergens)
B03.002.004 |[MaHenb nuweBble anneprexsl, IgE (Food Allergy Panel, IgE) 13080

Cwmecb nuweBbIx annepreHoB 1: anenscuH, 6aHaH, s6roko, nepcuk, IgE

(FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach,
B03.002.004 |lgE)* 2410

Cwmech nNuLEeBbIX annepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, IgE (FP50

(F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple,
B03.002.004 [IgE)* 2410

Cmechb nuweBbiX annepreHoB 3: CBUHWHA, KypUHOE MSCO, FoBSIAMHA,

6apaHuHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken
B03.002.004 [Meat, Lamb, IgE)* 2410
A09.05.118 |AHaHac, IgE (Pineapple, IgE, F210) 835
A09.05.118 |AnenbcuH, IgE (Orange, IgE, F33) 835
A09.05.118 |[Apaxwuc, IgE (Peanut, IgE, F13) 835
A09.05.118 |baHaH, IgE (Banana, IgE, F92) 835
A09.05.118 |BapaHwuHa, IgE (Lamb, IgE, F88) 835
A09.05.118 |beta-naktornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 835
A09.05.118 [loBsauHa, IgE (Beef, IgE, F27) 835
A09.05.118 |penncopyt, IgE (Grapefruit, IgE, F209) 835
A09.05.118 |KasewuH, IgE (Casein, IgE, F78) 835
A09.05.118 |KanycTa ko4yaHHas, IgE (Cabbage, IgE, F216) 835
A09.05.118 [Kaptoderns, IgE (Potato, IgE, F35) 835
A09.05.118  [Kuswm, IgE (Kiwi Fruit, IgE, F84) 835
A09.05.118 |Kny6Huka, IgE (Strawberry, IgE, F44) 835
A09.05.118 |Koposbe monoko, IgE (Milk, IgE, F2) 835
A09.05.118 |[Kpabwl, IgE (Crab, IgE, F23) 835
A09.05.118 [KpeBetku, IgE (Shrimp, IgE, F24) 835
A09.05.118 [ManHro, IgE (Mango, IgE, F91) 835
A09.05.118 |Mopkoss, IgE (Carrot, IgE, F31) 835
A09.05.118 |[OscaHasa myka, IgE (Oat, IgE, F7) 1035
A09.05.118 |Mekapckue gpoxoku, IgE (Baker's Yeast, IgE, F45) 835
A09.05.118 |Mepcuk, IgE (Peach, IgE, F95) 835
A09.05.118 |lMuBHble gpoxoku, IgE (Brewer’s Yeast, IgE, F403) 835
A09.05.118 [[lMpoco, IgE (Common Millet, IgE, F55) 835
A09.05.118 |MuweHunyHas myka, IgE (Wheat, IgE, F4) 835
A09.05.118 |Puc, IgE (Rice, IgE, F9) 835
A09.05.118 |CsuHuHa, IgE (Pork, IgE, F26) 835
A09.05.118 [Cenbgepen, IgE (Celery, IgE, F85) 835
A09.05.118 |CoeBble 606bI, IgE (Soybean, IgE, F14) 835
A09.05.118 |[Tomartsl, IgE (Tomato, IgE, F25) 835
A09.05.118 |Tpecka, IgE (Codfish, IgE, F3) 835
A09.05.118 |TwikBa, IgE (Pumpkin, IgE, F225) 835




A09.05.118 |®yHayk, IgE (Hazelnut, IgE, F17) 835

A09.05.118 |A6noko, IgE (Apple, IgE, F49) 835

A09.05.118 [AvuHbin 6enok, IgE (Egg White, IgE, F1) 835

A09.05.118 |AuuHbin xenTok, IgE (Egg Yolk, IgE, F75) 835
15.5. OnpeaeneHue cneunduyeckux IgE: 6biToBbIE annepreHbl
(Determination of Specific IgE: Household Allergens)

Cwmecb annepreHos nneceHu: Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE (MP1 (M1,
M2, M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium

B03.002.004 [herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)* 2410

A09.05.118 [lMneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 1125

A09.05.118 [lMneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) 835

A09.05.118 |MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 835

A09.05.118 [lMneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 835

A09.05.118 |HdomawHsaga neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1) 1090
Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides

A09.05.118 |pteronyssinus, IgE, D1) 1220
Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE,

A09.05.118 |D2) 1220
15.6. OnpeaeneHune cneunduyeckux IgE: annepreHbl XUBOTHbIX
(Determination of Specific IgE: Allergens of Animal Origin)

Cwmecb annepreHoB AOMaLUHWX IPbI3YHOB: 3NUTENNIA MOPCKON CBUHKM,
ANMTENUI KPONUKa, anuTenni XxoMsika, Kpbica, Mblwb, IgE (EP70 (E6, E82,
E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit Epithelium,

B03.002.004 |Hamster Epithelium, Rat, Mouse, IgE)* 2410

A09.05.118 |Koweka, IgE (Cat Dander-Epithelium, IgE, E1) 970

A09.05.118 |Cobaka, IgE (Dog Epithelium, IgE, E2) 835

A09.05.118 |TapakaH, IgE (Cockroach, IgE, 16) 835

A09.05.118 |Mopckasa ceuHka, anutenui, IgE (Guinea Pig Epithelium, IgE, E6) 835

A09.05.118 |Osua, anutenui, IgE (Sheep Epithelium, IgE, E81) 835

A09.05.118 |Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 1370
15.7. OnpeaeneHue cneyundudeckux IgE: annepreHbl NbiNAbLbl pacTeHUM
(Determination of Specific IgE: Allergens of Plant Pollen)

Cwmecb annepreHoB TpaBbl: exa cOopHas, OBCAHHMLA NyroBasl, pPOXb
MHoOroneTHsis, Tumocpeeska, MaTnuk nyroeon, Ige (GP1 (G3, G4, G5, G6,
G8), Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial Rye Grass,

B03.002.004 |Timothy Grass, June Grass (Kentucky Bluegrass), IgE)* 2330
Cwmecb annepreHoB TpaBbl: KONOCOK OYLLUMCTbINA, POXXb MHOTONETHSS,

TumModpbeeBka, poXb KynbTUBUPOBaHHasi, byxapHuK wepctucTbiv, IgE (GP3
(G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass, Perennial Rye

B03.002.004 |[Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)* 2410
Cwmecb annepreHoB gepeBbeB: OfbXa, newmHa obbikHOBEHHas, uBa, bepesa,
ayb, IgE (TP9 (T2, T4, T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow,

B03.002.004 (Birch, Oak, IgE)* 2410
Cwmecb annepreHoB COpHOW TpaBbl: aMOPO3USA MOSTbIHHOMNCTHAS, NOSbIHb
06bIKHOBEHHas, MOOOPOXHUK, Mapb benas, YepTononox pycckui, IgE (WP1
(W1, W6, W9, W10, W11), Weed Panel: Common Ragweed, Mugwort,

B03.002.004 |[English Plantain, Lambs Quarters, Russian Thistle, IgE)* 2410

A09.05.118 |Bepesa, nbinbua, IgE (Birch, IgE, T3) 835

A09.05.118 |[Tonons, IgE (Cottonwood, IgE, T14) 1085

A09.05.118 |TumodpeeBka, nbinbua, IgE (Timothy Grass, IgE, G6) 1380

A09.05.118 |MonbiHb 06bIKHOBEHHaS, Nbinbua, IgE (Mugwort, IgE, W6) 835
15.8. OnpepgeneHune cneundpunueckux IgE: npodpeccnoHanbHble annepreHol
(Determination of specific IgE: professional allergens)

A09.05.118 [Jlatekc, IgE (Latex, 1gG, K82) 835




15.9. OnpeaeneHue cneumpuueckunx IgG: nuwesble annepreHsol
(Determination of Specific IgG: Food Allergens)

Cwmecb nuweBbIx annepreHoB 1: anenbcuH, 6aHaH, s10moko, nepcuk, IgG
(FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach,

B03.002.004 |lgG)* 2410

Cwmecb nuLeBbIX annepreHoB 2: k1K, MaHro, 6aHaH, aHaHac, IgG (FP50

(F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple,
B03.002.004 |lgG)* 2410

Cwmecb nNuLweBbIX annepreHoB 3: CBMHUHA, KYpPMHOE MSICO, FOBSIAMHA,

bapanwuHa, IgG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken
B03.002.004 |Meat, Lamb, IgG)* 2410
B03.002.004 |AHTuTena knacca IgG Kk naHenu nNuLLeBbIX anfnepreHos 19730
A09.05.118 |AHnaHac, IgG (Pineapple, IgG, F210) 835
A09.05.118 |AnenbcuH, IgG (Orange, IgG, F33) 1090
A09.05.118 |Apaxwuc, IgG (Peanut, IgG, F13) 835
A09.05.118 |baHaH, IgG (Banana, IgG, F92) 835
A09.05.118 [BapanwuHa, IgG (Lamb, IgG, F88) 835
A09.05.118 |beta-naktornobynuH, IgG (Beta Lactoglobulin, 1gG, F77) 835
A09.05.118 |loBsaawnHa (F27), annepreH-cneuunduyeckue IgG (Beef, I9G, F27) 835
A09.05.118 [penndpyT (F209), annepreH-cneuundudeckune IgG (Grapefruit, IgG, F209) 835

'peyHeBas myka (F11), annepren-cneundudeckne IgG (Buckwheat, IgG,

A09.05.118 |F11) 835
A09.05.118 |KasewuH (F78), annepren-cneumndunyeckue IgG (Casein, 1gG, F78)) 835
KanycTa ko4aHHas (F216), annepren-cneundudeckne IgG (Cabbage, 1gG,

A09.05.118 |F216) 835
A09.05.118 |[Kaptodpensb (F35), annepren-cneunduyeckme IgG (Potato, IgG, F35) 835
A09.05.118 |Kueu (F84), annepren-cneumndmyeckue IgG (Kiwi Fruit, 1IgG, F84) 835
A09.05.118 |KnybHuka (F44), annepren-cneundunyeckme IgG (Strawberry, IgG, F44) 835
A09.05.118 |Koposbe Mmonoko (F2), anneprex-cneuudmyeckne IgG (Milk, 1gG, F2) 835
A09.05.118 [KpeeTku (F24), annepren-cneundudeckue 1gG (Shrimp, 1gG, F24) 835
KypuHoe msco (F83), annepreH-cneuunduyeckne IgG (Chicken Meat, IgG,

A09.05.118 |[F83) 835
A09.05.118 |JlumoH (F208), annepren-cneumdudeckue IgG (Lemon, IgG, F208) 835
A09.05.118 [MaHro (F91), annepren-cneunduyeckme 1gG (Mango, 19G, F91) 835
A09.05.118 |Mopkosb (F31), annepreH-cneuunduyeckme IgG (Carrot, 1gG, F31) 835
A09.05.118 |OBcaHasa myka (F7), annepreH-cneundudeckue 1gG (Oat, IgG, F7) 1005
Mekapckune agpoxokn (F45), annepreH-cneundudeckme IgG (Baker's Yeast,

A09.05.118 [IgG, F45) 1090
A09.05.118 |Mepcuk (F95), annepreH-cneuyundpumyeckme IgG (Peach, I1gG, F95) 835
MueHble apoxoxkun (F403), annepreH-cneundudeckme IgG (Brewer’s Yeast,

A09.05.118 [IgG, F403) 835
A09.05.118 [[lMpoco (F55), annepren-cneundudeckune IgG (Common Millet, IgG, F55) 835
A09.05.118 |MuweHunyHas myka (F4), anneprex-cneumdunyeckue IgG (Wheat, 1gG, F4) 835
A09.05.118 |Pwuc (F9), annepren-cneuuduyeckue 1gG (Rice, 1gG, F9) 835
A09.05.118 |CsuHuHa (F26), anneprex-cneumdmyeckue IgG (Pork, 1gG, F26) 835
A09.05.118 |CoeBble 606blI (F14), annepreH-cneuunduyeckme IgG (Soybean, I1gG, F14) 835
A09.05.118 |[Tomatsl (F25), annepreH-cneunduyeckue IgG (Tomato, 1gG, F25) 835
A09.05.118 |Tpecka (F3), annepreH-cneuudumyeckue IgG (Codfish, 1gG, F3) 835
A09.05.118 |TwikBa (F225), annepreH-cneundunyeckme IgG (Pumpkin, 19G, F225) 835
A09.05.118 |dyHayk (F17), annepren-cneumdundeckue IgG (Hazelnut, IgG, F17) 835
A09.05.118 |[Wokonap (F105), annepren-cneuunduyeckune 1IgG (Chocolate, IgG, F105) 1090
A09.05.118 |A6noko (F49), annepreH-cneuudpuyeckue IgG (Apple, 1gG, F49) 835
A09.05.118 |AuuHbin 6enok (F1), annepren-cneundundeckme IgG (Egg White, 19G, F1) 835
A09.05.118 [AwuHbin xenTok (F75), annepreH-cneumduyeckune IgG (Egg Yolk, IgG, F75) 835




MonekynapHo reHeTU4eckoe nccriegoBaHne npu pake Tena matku (MSl,

A27.30.228 |POLE) 11185
A27.30.229 BoisiBnenune tpaHcnokauun EML4ALK, ROS1 n mytaumii B reHe MET 15545
A12.05.013 |KapuoTtun nnoga (abopTHbIn maTepuan) 23140
OueHka cocTosIHUS MMKpOoBUoLLeHO3a TONCTOro K1LLEeYHWKa, 16 nokasartenen
(HopModoriopa, ycnoBHo-natoreHHast conopa) metogom lNLP.
A26.19.069.00|KOJIOHO®JIOP-16 (meTabonmam) 5290
OueHka cocTosiHMs MMKpOOMoLLeHO3a TONCTOro K1weYvHnka, 16 nokasarenen
(HopModornopa, ycnoBHO-NaToreHHasi u natoreHHasi oriopa) metogom lLP.
A26.19.069.00[KOJTOHO®JIOP-16 (6roueHo3) 5290
CKpVHUHroBOE 1ccrneaoBaHne HanpaBneHHble Ha BbisBneHne metogom lMNLP
BO30yaMTENEen KMWeYHbIX NapasnTo3oB (Nsambnmosa, amebnasa,
A26.19.010 |BnacTouUMCTHOM MHBA3MK, KpUNTOCNOPMANO3a, U3ocnoposa). MNpoTo-CKkpuH 2820
"enbMo-ckpuH. CkpuHuHroBoe lMLP-uccnegosaHue Bo3dyguTenen
rensMMHTO30B (3HTepobnosa, ackapmnaosa, oudpunnoboTprnosa,
A26.19.010 |onucTopxosa, TeHnosa) 2695
A27.30.223 |Mytauum B reHe POLE 9650
A27.30.052 |Mytauum B reHe IDH2 13525
A27.30.051 [Mytauun B reHe IDH1 13525
A27.30.184 |Mytauusa PIK3CA 13525
A27.30.057 |OnpegeneHue metunupoBanus reHa MGMT 13525
OnpepneneHne pacnpocTpaHeHHbix MyTauuii reHoB BRCA1,BRCA2 npu pake
A27.05.040 |MOMNOYHOW Xenesbl U ANYHUKOB B DMONCMINHOM MaTepuane 7970
A27.05.062 Onpepenenne mytaumi B 18,19.20, 21 ak3oHax reHa EGFR 9800
A27.30.001 |OnpegeneHue MukpocaTennmMTHon HectabuneHoctu (MSI) 7595
A27.30.017 |Onpegenexve nepectpoek reHa ALK 8655
A27.30.018 |Onpegenexue nepectpoek reHa ROS1 8655
15.10. OnpegeneHue cneunduueckux IgG: 6biToBble annepreHbl
(Determination of Specific IgG: Household Allergens)
Cwmecb annepreHos nnecenu: Penicillium notatum, Cladosporium herbarum,
Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG (MP1 (M1,
M2, M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium
B03.002.004 |herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, 1gG)* 2410
MneceHb Penicillium notatum (M1), annepreH-cneundudeckme 1gG
B03.002.004 |(Penicillium notatum, 1gG, M1) 835
MneceHb Cladosporium herbarum (M2), annepreHn-cneundudeckme IgG
B03.002.004 |(Cladosporium herbarum, 19G, M2) 835
MneceHb Alternaria tenuis (M6), annepren-cneumndmyeckue IgG (Alternaria
B03.002.004 [tenuis, IgG, M6) 835
Knew, Dermatophagoides pteronyssinus (D1), annepreH-cneundudeckme 1gG
A09.05.118 [(Dermatophagoides pteronyssinus, IgG, D1) 835
Knew, Dermatophagoides farinae (D2), anneprex-cneundpmnyeckune IgG
A09.05.118 [(Dermatophagoides farinae, IgG, D2) 835
MneceHb Aspergillus fumigatus (M3), annepren-cneunduyeckme IgG
B03.002.004 |(Aspergillus fumigatus, 19G, M3) 875
15.11. OnpepeneHune cneundunyeckux IgG: annepreHbl X KUBOTHbIX
(Determination of Specific IgG: allergens of Animal Origin)
Kowka, anutenun (E1), anneprex-cneunduyeckme IgG (Cat Dander-
A09.05.118 |Epithelium, IgG, E1) 835
Cobaka, anutenun (E2), annepren-cneunduyeckme IgG (Dog Epithelium,
A09.05.118 [IgG, E2) 835
16.1. CeeToonTUuecKkoe uccnegosaHue cnepmartosonaos (Optical Study of
Spermatozoa)
WccneposaHue dparmeHTaumm OHK B cnepmatosomaax metogom TUNEL
A27.21.001 [(Sperm DNA Fragmentation, TUNEL) 9990




16.2. dN1eKTPOHHO-MUKpPOCKONUYecKoe uccneaosaHue cnepmol (Electron-
Microscopic Study of Sperm)

B03.053.002

OneKTPOHHO-MMKPOCKONMYecKkoe nccnegosaHue cnepmartosongos (OMKC)
(Electron-Microscopic Study of Sperm)

14900

16.3. AHTMCnepmanbHble aHTUTena (Antispermatozoal Antibodies)

A12.06.028

MAR-TecT, IgA (KonnyecTBeHHOE onpeaeneHne Hann4ns/oTCyTCTBuUS
aHTUCNepmManbHbIX aHTUTEN kracca A ¢ NCNONb30BaHMEM NaTEKCHbIX YacTuL,
Ha noeepxHocTu cnepmarto3onaoB) (MAR-test — Mixed Antiglobulin Reaction,

IgA)

1745

A12.06.028

MAR-TecT, IgG (konuuecTBeHHOE onpeaeneHne Hanumuns/oTcyTCTBUS
aHTUcnepmManbHbIX aHTUTenN krnacca G ¢ UCNONb30BaHMEM NATEKCHbIX YacTuLy
Ha noeepxHocTu cnepmarto3onaoB) (MAR-test — Mixed Antiglobulin Reaction,

19G)

1745

A09.20.012

AHTUTENa aHTUCNepMarbHble B cnepme (Anti-Spermatozoa Antibodies, ASA,
Semen)

1760

A09.20.012

AHTWUTENa aHTUCNepManbHble B CbiIBOPOTKe KpoBu (Anti-Spermatozoa
Antibodies, ASA, Serum)

1760

17.1. XupaKocTHasa uuTonorusa, okpawmsaHue no NanaHukonay (Liquid-
Based Cytology, LBC, Pap-Test)

A08.20.017.00

YKnpgkoctHas umTonorus. Lintonornyeckoe ncenegosaHme buomatepmana
LUEeNKM MaTku (oKpawmeaHue no NManaxukonay, TexHonorus ThinPrep ®)*

2155

17.2. OkpawwuBaHue no ManaHuKonay ? Pap-tect (Papanicolaou Stain)

A08.20.017

LinTonornyeckoe nccnegosaHne buomarepuana LWenku MaTku
(okpawwmBaHue no MNManaHukonay, Pap-tect) (Cytological Examination: Cervix,
Pap-test)

3380

A08.20.020

Lintonornyeckoe uccneposaHune bnomarepumana cockoboB ByrbBbl U
Bnaranvwa, Kpome Lierkun maTku (okpawmsaHue no MNManaHukonay, Pap-TecT)

1725

17.3. OKpawmBaHue no PomaHoBcKkomy-Tmumse (Romanowsky-Giemsa
Stain)

A08.17.002

LinTonornyeckoe nccrnegoeaHue matepuara, nony4eHHoro npu
XNPYPrUyYeckMx BMeLLaTenbCTBax y ApYrmx CPOYHbIX MCCNEeLOBaHUSIX
(Cytological Examination of Material Obtained during Surgical Procedures
and Other Urgent Research)

1240

A08.01.002

WccnepoBaHue cockoboB 1 0TNEeYaTKoB C MOBEPXHOCTU KOXM U CIIN3UCTbIX
(Examination of Scrapings and Prints of Skin and Mucous Membranes)

1240

A08.03.001

WccnepoBaHve cockobOB M OTNEYaTKOB OMyXorer 1 onyxonenogobHbIxX
obpasoaHum (Examination of Scrapings and Prints Tumor and Tumor Like
Formations)

1240

A08.17.002

VccnepgoBaHne aHgockonmdeckoro matepmana (Examination of Endoscopic
Material)

1240

A08.09.008

VccnenosaHus NpombiBHbIX Bog 6poHxoB (ccnegoBaHue CMbIBOB C
6poHxoB) (Examination of Bronchial Washouts)

1240

A08.20.017

ViccnenoBaHmne COCKOOOB LUEKN MaTKM U LepBMKanNbHOMo KaHana
(Examination of Scrapings: Cervix and Cervical Canal )

1335

A08.20.017

LinTonormnyeckoe nccnegoBaHue anmMTenus WENKN MaTku ¢ onucaHnem no
TepMuHonornyeckon cucteme betecaa (The Bethesda System ? TBS)
(Cytological Examination of Cervical Epithelium with Description on The
Bethesda System, TBS)

1240

A08.20.004

WccneposaHve acnvparta us nonoctu maTkm (masku) (Examination of Uterine
Aspiration )

1240

A08.20.017

WMccnegosaHve otneyaTtka ¢ BHyTpuMaToyHoun cnnpanu (BMC) (Examination
of Imprint Intrauterine Device, IUD)

1240

A08.28.012

WccnegosaHve moun (Examination of Urine)

1240

A08.20.015

UccneposaHue BbiAeneHnin U3 MonoyHon xenessl (Examination of Breast
Discharge)

1240




A08.30.028

ViccnegoBaHme TpaHccyaaToB, 3KccyaaToB, cekpeToB (Examination of
Transudates, Exudates, Secrets)

1240

A08.09.011

WccnepoBaHne mokpoThl (Examination of Sputum)

1240

A08.20.015

WMccneposaHve nyHKTaToB MONOYHOM xenesbl (Examination of Punctates:
Breast)

1240

A08.01.002

WccneposaHve nyHkTaToB KOXM (Examination of Punctates: Skin)

1240

A08.30.003

ViccnegoBaHMe NyHKTATOB ApYrMx opraHoB 1 TkaHen (Examination of
Punctates: Other Organs and Tissues)

1240

A08.22.004

LinTonornyeckoe nccnegoBaHue nyHKTaTa LWMTOBUMOHOW Xernesbl C
onucaHuem no TepMuHonornyeckon knaccudgpmkauum betecaa (The Bethesda
System for Reporting Thyroid Cytopathology (TBSRTC), Fine-Needle
Aspiration (FNA))

1240

A08.08.002

LinTonornyeckoe nccnegosaHne cockoba (Maska) cnmancton o60novku
nonocTtu Hoca (oaHa nokanusauus) (Cytological Examination: Scrapings
(Smear) of Nasal Mucous Membrane (1 Localization))

1240

A08.16.007

WMccnenoBaHue aHAOCKONMYECKOro MmaTepuana Ha Hanudune Helicobacter
pylori (Examination of Endoscopic Material: Presence of Helicobacter pylori)

2825

17.4. KoHcynbTauma rotoBbix npenapatos (Cytological Examination of
Early Stained Slides with Cytological Smear)

A08.30.007

KoHcynbTaumsi roToBbIX LIMTONOMMYECKMX NpenapaToB (04HO CTEKIIO0)
(Consultation of Finished Cytological Preparations (1 Glass))

525

18.1. F'Mcronornyeckne nccnenosaHuUA C OKpawMBaHUEM reMaToOKCUANH-
3o3unHom (Histology, hematoxylin and eosin stain (H&E stain, HE stain))

A08.30.046

"'McTonormnyeckoe nccnegoBaHme GuoncunHoro Matepunana u
MaTepwuana,nosydeHHOro Npu XMpyprumyecknx
BMeLlaTenbCTBax(3HAOCKONMUYECKOro MaTepuana;TKaHew >XeHCKON NOoroBON
CUCTEMbI;KOXWN,MATKMX TKAHEN;KPOBETBOPHON 1 NMMGOUAHON TKaHEN;KOCTHO-
XPALLEBOW TKaHN)*

3300

A08.01.001

BuoncuiiHas anarHocTnka gepmaTosoB - Moponornyeckoe nccnegoBaHune
G1onTaToB B LEeNsx AMarHOCTMKM 3aboneBaHuin Koxn (Kpome
HoBooGpa3soBaHui) (Pathology of skin biopsyes)*

2535

A08.16.007

MacTput, accounnpoBaHHbln ¢ Helicobacter pylori (ructonoruueckun
npocduns) (Helicobacter pylori Associated Gastritis)*

5105

A08.16.002

McToxumuyeckoe uccneposaHune Helicobacter pylori (cnuab) (Helicobacter
pylori, Mucus, Histochemical Study)*

2790

A08.30.006

KoHcynbTaums rotoBbIX rMCTONorMyeckux npenapaTtos (1 ctekno + 1 6rok)
(Consultation of Finished Histological Preparations (1 Glass + 1 Block))

1545

18.2. UmmyHorucroxmmuueckue uccnegosaHma (Immunohistochemical
Examination)

A08.30.004

MIMMYHOTMCTOXUMUNYECKUI CKPUHWHT paka LWenkn MaTkn — ncecnegosaHme
OBYX MapkepoB AN paHHeN ANarHOCTUKN AMCNNAasnumn C BbICOKON CTENEHbIo
pucka o3nokadectenenus: p16INK4a + Ki-67 (buomatepuman
dmKCcMpoBaHHbIV B hopmanvHoBom Bydepe)

10070

A08.30.013

MIMMYHOTMCTOXUMUNYECKUI CKPUHWHT paka LWenkn MaTkn — nccnegosaHme
OBYX MapkepoB AN paHHeN ANarHOCTUKN AMCNNAasnumn C BbICOKON CTENEHbIo
pucka o3nokayectenenus: p16INK4a + Ki-67 (buomatepuan,
dhmkcupoBaHHbIV B napaduHoBom 6noke) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a
+ Ki-67, Immunohistochemical Screening (Fixed Biomaterial in Paraffin
Block))

10070

B03.027.007

Pak MonouHow xenesbl — KOMMMAEKCHbIN UMMYHOMMCTOXUMUYECKUI NPpOodUsb
(bnomatepuan, mkcMpoBaHHbIN B hopmanuHoBom bydepe) (Breast Cancer,
Immunohistochemistry, IHC (Formalin-Fixed Biomaterial))

20030




B03.027.007

Pak MonouHow xenesbl — KOMMMAEKCHbIN UMMYHOTMCTOXUMUYECKUI NPpOodusb
(bnomatepuan, ukcMpoBaHHbIN B napadmHoBom 6noke) (Breast Cancer,
Immunohistochemistry, IHC (Paraffin-Embedded Tissue Block))

20030

A08.30.034

PeLenTopbl kK 3CTporeHaMm 1 NPorecTepoHy, MUMMYHOTMCTOXMMUYECKOE
nccneposaHue (Estrogen and Progesterone Receptors,
Immunohistochemical Study)*

8500

A08.30.034

PeLenTopbl kK acTporeHaMm 1 NPorecTepoHy, MIMMYHOTMCTOXMMUYECKOE
nccnegoBaHune (buomaTtepwman, OUKCUPOBaHHLIN B NapadnHOBOM Grioke)
(Estrogen and Progesterone Receptors, Immunohistochemical Study (Fixed
Biomaterial in Paraffin Block))

8500

A08.30.013

Ki-67 (MIB-1) akcnpeccusi, UMMYHOrMCTOXUMMWYECKOE UCCreoBaHNe: oueHKa
nponudepaTnBHON akTUBHOCTM No akcnpeccum Ki-67 (buomaTtepwman,
dmkcmpoBaHHbIV B (hopmanuHoBoM bydepe) (Ki-67 (MIB-1) Expression,
Assessment of Proliferative Activity by Expression Ki-67,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

6735

A08.30.013

Ki-67 (MIB-1) akcnpeccusi, UMMYHOIMCTOXUMWYECKOE UCCIIeJ0BaHNE: OLleHKa
nponudepaTMBHON akTMBHOCTM No akcnpeccun Ki-67 (buomatepuman,
dmkcmpoBaHHbI B napaduHoBom 6noke) (Ki-67 (MIB-1) Expression,
Assessment of Proliferative Activity by Expression Ki-67,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

6735

A08.30.013.00

HER2/neu akcnpeccus, HER2-ctatyc, MMMYyHOrMCTOXMMUYECKOE
nccneposanue, UMX (buomatepuan uUKCMpoBaHHbIN B hopManmHoBOM
oydepe) (HER2/neu Expression, HER2 Status, Immunohistochemical Study
(Fixed Biomaterial in Formalin Buffer))*

8325

A08.30.013.00

Onpegenenne HER2 craTtyca onyxonu MeTogom MMmyHOyopecLeHTHON
rmbpugusauum in situ (FISH) (Determination of HER2 Status of Tumor,
Fluorescence In Situ Hybridization)

36840

B03.027.020

Pak npepcratenbHom xenesbl — KOMMIIEKCHOE MMMYHOTMCTOXMMUYECKOE
uccregoBaHue ¢ OLEeHKOM akcnpeccun: anbga-metunaumn-KoA-paLemassl
(P504S, AMACR), untokepaTMHOB BbICOKOrO MOMeKyrnsipHoro Beca (347E12),
benka p63 (Prostate cancer — complex immunomorphological examination
using assessment of the expression AMACR, high molecular weight
cytokeratin (34?E12), p63)*

13995

B03.027.020

Pak npepcratenbHoM xenesbl — KOMMIIEKCHOE MMMYHOTMCTOXUMUYECKOE
uccrnegoBaHue ¢ OLEeHKOM akcnpeccun: anbga-metunaumn-KoA-paLemassl
(P504S, AMACR), untokepaTMHOB BbICOKOrO MOMeKyrnsipHoro Beca (347E12),
6enka p63 (Prostate cancer — complex immunomorphological examination
using assessment of the expression AMACR, high molecular weight
cytokeratin (34?E12), p63)

13995

A08.30.013.00

HER2/neu akcnpeccus, HER2-ctatyc, UMMYHOrMCTOXMMUYECKOE
nccnegosanue, UMX (buomatepuan, UKCMpOBaHHbIN B naparnHOBOM
6noke) (HER2/neu Expression, HER2 Status, Immunohistochemical Study
(Fixed Biomaterial in Paraffin Block))

8325

A08.30.013

MIMMyHOrMCTOXMMMYECKas AMArHOCTUKA XPOHUYECKOro SHAOMETpUTA —
BbISiBNEHME nnasmaTtnyeckux knetok (CD138) (bnomartepuan,
dhmkcupoBaHHbI B hopmanuHoBom 6ydepe) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Formalin Buffer))*

6635

A08.30.013

MMMyHOrMCTOXMMMYECKasa AMarHOCTUKa XPOHUYECKOro aHAoOMEeTpuUTa —
BbISIBIIEHME NnasmaTnyeckmx knetok (CD138) (buomatepuan,
dmkcmpoBaHHbIv B napaduHoBom 6noke) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Paraffin Block))

6635

A08.30.013

VIMMYHOTMCTOXMMUMYECKOE UCCIeA0BaHNe Mapkepa paHHen AMarHOCTUKK
AmMcnnasny ¢ BbICOKOW CTEMeHblo pucka o3nokavecterieHns: p16INK4a
(bnomatepuan, ukcMpoBaHHbIN B dhopmanuHosoM Bydepe) (Early
Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

5850




A08.30.013

MIMMyHOrMCTOXMMUYECKOE MCCeAoBaHne Mapkepa paHHen AMarHOCTUKM
Aucnnasnm ¢ BbICOKOW CTENEHbIO pucka oarnokavecTeneHuns: p16INK4a
(bnomatepuan, pukcmpoBaHHbIn B napadrHoBomM 6noke) (Early Diagnosis
Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

5850

A08.30.013

UmmyHornctoxmmmdeckoe (UIMX) nccneposaHue: gmarHocTuka
numconponudepaTnBHbIX 3aboneBaHuin (bnomartepuan, 3akoyYeHHbIN B
napadguHoBbIn 6nok) (Immunohistochemical diagnosis of lymphoproliferative
diseases (Tissue Embedded in Paraffin Block))

36200

A08.30.013

UmmyHornctoxmmmdeckoe (UIMX) nccneposaHue: gmarHocTuka
numconponudepaTuBHbIX 3aboneeaHui (bromartepuman, PUKCUPOBAHHLIN B
dopmanuHosom Bydepe) (Immunohistochemical diagnosis of
lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*

36200

A08.30.013

UmmyHornctoxmmmdeckoe (UIMX) nccnegosaHue: AMarHOCTUKa rmcToreHesa
MeTacTasoB Npu HeyCTaHOBIEHHOM NEPBUYHOM O4vare (CNeKkTp MapKepoB Ans
BbISIBIIEHWS TKAHEBOW NpUHaanexHoctn) (bromaTtepman, 3akmnioyYeHHbIV B
napadumHosbIv 6110K) (Immunohistochemical diagnosis in cancer metastasis
of unknown primary origin (Tissue Embedded in Paraffin Block))

36200

A08.30.013

UmmyHornctoxmmmdeckoe (UIMX) nccnegoBaHue: AMarHOCTUKa rmcToreHesa
MeTacTasoB MNpu HeyCTaHOBIIEHHOM NEPBUYHOM O4vare (CNeKkTp MapkepoB Ans
BbISIBIIEHWS TKAHEBOW NpuHaanexHocTtun) (brnomatepuman, UKCMPOBAHHBIN B
dopmanuHosom Bydepe) (Immunohistochemical diagnosis in cancer
metastasis of unknown primary origin (Fixed Biomaterial in Formalin Buffer))*

36200

A08.30.013

OnddepeHumanbHasa gMarHoCTUKa MenaHoMbl, MMMYHOTMCTOXMMUYECKOE
(UIX) nccnegosaxue, oueHka akcnpeccun S-100, Melan A (MART-1), HMB-
45, SOX-10 (IHC verification of malignant melanoma using assessment of
the expression S-100, Melan A (MART-1), HMB-45, SOX-10)*

40680

A08.30.013

OndpdepeHunansHas gnarHoctuka MenaHoMbl, UMMYHOTMCTOXMMUYECKOE
(MIX) nccneposaHue, oueHka akcnpeccun S-100, Melan A (MART-1), HMB-
45, SOX-10 (IHC verification of malignant melanoma using assessment of
the expression S-100, Melan A (MART-1), HMB-45, SOX-10)

40680

A08.30.013

MmmyHorncToxmmmdeckoe nccnegosanue (1 mapkep): yrounsowee UIMX-
nccnegoBaHve ¢ Mcnonb3oBaHvem 1 aHtTutena (Mapkepa)

5725

19.1. UuTtoreHeTuueckue uccneaosaHusa (Cytogenetic Examination)

A12.05.013

WccneposaHve kapnoTtuna (KONMYeCcTBeHHbIE U CTPYKTYPHbIE aHOManmm
xpomocom) (Karyotype)

9695

A08.30.029

Wccnepnosanue kapuoTtuna (KonmyecTBeHHbIE U CTPYKTYPHbIE aHoMarnum
XPOMOCOM) C 06A3aTeNnbHON Bblaavyel kKapuorpammbl

9995

20.1. OHKorematonoruuyeckue uccnegosaHua (Oncohematological
Examination)

B03.019.001

LintoreHeTnyeckunn aHanma KneTok KOCTHOro moara (kapmotun) (Cytogenetic
analysis of bone marrow (karyotype))

9000

A27.30.070

AHanns xumepHoro reHa BCR/ABL - 1(9;22), onpepenenne tuna
TpaHckpunta BCR/ABL reHa - MNMUP, kavecTs. (Analysis of chimeric gene
BCR-ABL - 1(9;22), assessment of the BCR-ABL gene transcript type, PCR,
gualitative)

4150

A27.30.069

AHanns oTHocuTenbHom akcnpeccum reHa BCR/ABL -konnyectBeHHas RQ
MupP (NMUP B peansHom BpemeHu, konudy.) (Analysis of the BCR/ABL relative
expression, RQ-PCR, quantitative)

5945

A27.30.069

WccnepoBaHne mytaumoHHoro ctatyca BCR-ABL reHa (MeTof npsMoro
cekBeHnpoBaHus no CaHrepy) (BCR-ABL1 Mutation Analysis using direct
Sanger sequencing, qualitative)

10285

A27.30.070

AHanns xumepHoro reHa BCR-ABL (FISH, konu4.) (Analysis of chimeric
gene BCR-ABL, FISH, quantitative)

11015




AHanns nepectpoek reHa FGFR1 (FISH, konund.) (Analysis of gene

A27.30.346 [rearrangements FGFR1 (FISH, quantitative)) 11015
AHanns nepectpoek reHa PDGFR?(FISH, konuny.) (Analysis of gene

A27.30.013 |rearrangements PDGFR? (FISH, quantitative)) 11015
AHanns xumepHoro reHa FIP1L1/PDGFR?(FISH, konny.) (Analysis of

A27.30.013 |chimeric gene FIP1L1/PDGFR? (FISH, quantitative)) 11015
AHanns mytaumn B 12 sk3oHe JAK2 reHa (IMLP, kay.) (Analysis of JAK2 Exon

A27.05.012 |12 mutations (PCR qualitative)) 5945
AHanns mytaumm u geneuun B reHe MPL (IMLP, kay.) (Analysis of MPL gene

A27.05.021 |mutations, deletions, (PCR qualitative)) 5945
AHanus mytauun, geneuunn, nHcepumii B reHe CALR (MLUP, ka4.) (Analysis of

A27.05.021 |CALR gene mutations, deletions, insertions, PCR, qualitative) 5945
KapunoTtun oHkoremaTonornyeckui (Karyotype, Hematologic Disorders,

A12.05.013 |Peripheral Blood) 8250
AHanns xumepHoro reHa PML/RAR? -t(15;17) (MUP, kauy.) (Analysis of

A27.30.090 |chimeric gene PML/RAR? -1(15;17) (PCR, qualitative)) 2895
AHanus xumepHoro reHa RUNX1/RUNX1T1 -1(8;21) ( MUP, ka4.) (Analysis of

A27.30.414 |chimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative)) 2895
AHanns xumepHoro reHa CBF?/MYH1- inv(16),t(16;16) (INLUP, ka4) (Analysis

A27.30.089 |of chimeric gene CBF?/MYH1- inv(16),t1(16;16) (PCR, qualitative)) 2895
AHanus nepectpoek 5 xpomocomsl (FISH, konny.) (Analysis of chromosome

A27.30.426 |5 rearrangements (FISH, quantitative)) 11565
AHanus nepectpoek 7 xpomocombl (FISH, konny) (Analysis of chromosome 7

A27.30.422 |rearrangements (FISH, quantitative)) 11565
AHanns nepectpoek MLL rena (FISH, konu4.) (Analysis of MLL gene

A27.30.413 |rearrangements (FISH, quantitative)) 11565
AHanns nepectpoek 3q (FISH, konuy.) (Analysis of 3q rearrangements

A27.30.421 |(FISH, quantitative)) 11565
AHanus geneuun 12p (FISH, konwny.) (Analysis of 12p deletion (FISH,

A27.30.415 |quantitative)) 11565
Ananus geneuun 20q (FISH, konwny.) (Analysis of 20q deletion (FISH,

A27.30.415 |quantitative)) 11565
AHanns xumepHoro reHa MLL/AF4 -t(4;11) (MUP, kay.) (Analysis of chimeric

A27.30.100 |gene MLL/AF4 -t(4;11) (PCR, qualitative)) 2895
AHanus xumepHoro reHa E2A/PBX1 - 1(1;19) (MNUP, kay.) (Analysis of

A27.30.131 |chimeric gene E2A/PBX1 - t(1;19) (PCR, qualitative)) 2895
AHanns geneummn TP53 rena (FISH, konuy.) (Analysis of TP53 gene deletion

A27.30.415 |(FISH, quantitative)) 11025
AHanns geneummn TP53 rena (FISH, konuy.) (Analysis of TP53 gene deletion

A27.30.415 |(FISH, quantitative)) 12345
AHanns nepectpoek IGH reHa (FISH, konuny.) (Analysis of IGH gene

A27.30.424 |rearrangements (FISH, quantitative)) 11565
AHanus TpaHcnokauum t(4;14)(p16;932) (FISH, konny.) (Analysis of

A27.30.144 |[translocation t(4;14)(p16;932) (FISH, quantitative)) 11025
AHanus TpaHcnokaumm t(11;14)(q13;932) (FISH, konun4.) (Analysis of

A27.30.110 |[translocation t(11;14)(q13;932) (FISH,quantitative)) 11565
AHanua moHocomuu, geneunm 13 xpomocomsl — (del(13), -13) (FISH, konuny.)
(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

A27.30.416 |(FISH,quantitative)) 11025
AHanns moHocomuu, aeneumm 13 xpomocomsbl — (del(13), -13) (FISH, konuy.)
(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

A27.30.427 |(FISH,quantitative)) 11565
AHanus TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis of

A27.30.424 [translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 11025
AHanus TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis of

A27.30.424 [translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) 11565
AHanns nepectpoek ATM rena (FISH, konu4.) (Analysis of ATM gene

A27.30.423 [rearrangements (FISH, quantitative)) 12345




A27.30.425

AHanns Tpucommm 12 xpomocomsl (+12) (FISH, konun4.) (Analysis of
chromosome 12 trisomy (FISH, quantitative))

11565

A27.30.419

AHanns Bcex cneumdunyeckmx adbeppauuin Ha napadgpmHOBbIX cpe3ax
(rncToFISH, konuny.) (Analysis of all specific aberrations on paraffin slides
(FISH Histology, quantitative))

16450

A27.30.110

AHanns tpaHcnokauum t(11;14)(q13;932) Ha napadnHOBbLIX cpe3ax
(rmcToFISH, konuy.) (Analysis of translocation t(11;14)(q13;932) on paraffin
slides (FISH Histology, quantitative))

16450

A27.30.424

AHanus TpaHcnokaumm t(11;18)(q21;921) (FISH, konuny.) (Analysis of
translocation t(11;18)(g21;g21) (FISH, quantitative))

11565

A27.30.148

AHanns nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konny.) (Analysis of
BCL- 6 gene rearrangements (der(3)(q27) (FISH, quantitative))

11565

A27.30.148

AHanns nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napadunHOBbLIX cpe3ax
(TucToFISH, konuy.) (Analysis of BCL- 6 gene rearrangements (der(3)(q27))
on paraffin slides (FISH Histology, quantitative))

16450

A27.30.096

AHanus nepectpoek MYC rena ( 1(8;14)(924;932)-1(2;8)(p11;924), t(8
;22)(924;911)) (FISH, konun4.) (Analysis of MYC gene rearrangements
(t(8;14)(q24,932)-1(2;8)(p11;924), t(8 ;22)(924;q11) (FISH, guantitative))

11565

A27.30.420

AHanus TpaHcnokaumm t(2;5)(p23;935) (FISH, konny.) (Analysis of
translocation t(2;5)(p23;935) (FISH, quantitative))

10000

A27.30.420

AHanus TpaHcnokaumm t(2;5)(p23;935) Ha napadmHoBbIX cpesax (rmcToFISH,
konwnd.) (Analysis of translocation t(2;5)(p23;q35) on paraffin slides (FISH
Histology, quantitative))

14920

A27.30.148

AHanus nepectpoek BCL2 reHa
t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(q21;911) (FISH, konn4.) (Analysis
of BCL2 gene rearrangements
1(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(q21;911) (FISH, quantitative))

11565

A27.30.148

AHanns nepectpoek BCL2 reHa Ha napadmHoBbix cpe3ax (rmctoFISH,
konun4.) (Analysis of BCL2 gene rearrangements on paraffin slides (FISH
Histology, quantitative))

16450

A27.05.012

Mapkep pa3BuTus Ph’-HeraTMBHbIX XPOHUYECKMX MUeNonponndepaTnBHbIX
3aboneBaHui (XMI13): kayecTBEHHasi OLEHKa HannMumMs CoMaTmuyeCcKom
myTauumn 617F reHa JAK2 (Marker of Ph-negative Chronic Myeloproliferative
Disorders (cMPD): qualitative assessment of presence of gene JAK2 617F
somatic mutation)

3850

21.2. O6pas xu3Hu u reHeTnueckune dpakropsl (Lifestyle and Genetic
Factors)

A27.30.263

Moprotoska k onepauuun (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation
for Surgery (Genes MTHFR, MTRR, MTR, F2, F5))

9910

A27.30.263

MoaroTtoBka k onepauun (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus
pe3ynbTaToB BpayoM-reHeTukom) (Preparation for Surgery (Genes MTHFR,
MTRR, MTR, F2, F5) (without Description))

8810

21.3. PenpoayKtusHoe 3gopoBbe (Reproductive Health)

A27.30.297

HapyweHus cnepmaToreHesa, 6 mapképos (Mukpoaeneunn nokyca AZF)
(Spermatogenesis disorders (6 AZF))

3890

A27.30.297

HapyweHus cnepmaToreHesa, 6 mapképos (Mukpoaeneunn nokyca AZF)
(6e3 onucaHusa pesynbTaTtoB reHETUKOM)

3145

A27.30.291

>KeHckoe b6ecnnogue n ocrnoxHeHne 6epemeHHocTu (rersl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD, HLA lI; kapmnoTtun) (Female Infertility,
Pregnancy Complication (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA Il; Karyotype))

31850

A27.30.262

Xouy cTaTb MamoW: OCroXHeHust 6epemeHHocTH (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD))

25235

A27.30.262

Xouy cTaTb MamoWu: ocrnoxHeHus 6epemeHHocT (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (6e3 onvcaHusi pe3ynbTaToB Bpa4oM-
reHeTmkom) (Want to Become a Mother: Pregnancy Complications (Genes
F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))

25340




A27.30.282

CKMOHHOCTb Kk TpOM603aM nNpu 6epeMEHHOCTU: MUHUMarbHas NaHesnb (reHbl
F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5))

3185

A27.30.268

CKIMOHHOCTb kK TpOMO03aMm Npu 6epemMeHHOCTU: MUHMMarbHas naHenb (reHbl
F2, F5) (6e3 onucaHua pesynbtatoB Bpadom-reHeTkom) (Thrombotic
Tendency in Pregnancy: Minimum (Genes F2, F5) (without Description))

2745

A27.30.270

MpuBbLIYHOE HEBLIHALLMBAHWE GEPEMEHHOCTU, B T. Y. CKIIOHHOCTb K
Tpom0bo3am npu 6epeMeHHOCTU: paclumpeHHas naHenb (reHsl MTHFR,
MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic Tendency in
Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

9910

A27.30.270

MprBbIYHOE HEBbIHALLMBaHME GEPEMEHHOCTH, B T. Y. CKITOHHOCTb K
Tpom0bo3am npu 6epeMeHHOCTU: paclumpeHHas naHenb (reHsl MTHFR,
MTRR, MTR, F2, F5) (6e3 onncaHus pesynbTatoB BPa4OM-reHETUKOM)
(Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

8810

A27.30.269

BoO3HUKHOBEHWE M30MMPOBaHHBLIX MOPOKOB pa3BuTus y nrnoaa (reHsl MTHFR,
MTRR, MTR) (Isolated Malformations in Fetus (Genes MTHFR, MTRR,
MTR))

5500

A27.30.269

Bo3HUKHOBEHWE M30MMPOBaHHBLIX MOPOKOB pa3BuTus y nrnoaa (reHsl MTHFR,
MTRR, MTR) (6e3 onucaHus pesynstatoB Bpadyom-reHeTukom) (Isolated
Malformations in Fetus (Genes MTHFR, MTRR, MTR) (without Description))

4620

A27.30.271

TpomboTuyeckne ocroxHEHUs Npyu CTuMynaunm osynsauum (reHol F2, F5)
(Thrombotic Complications of Ovulation Induction (Genes F2, F5))

3185

A27.30.271

TpomboTu4ecKkmne oCroXXHEHUSA NPy CTUMYNALMK oBynAunn (reHsl F2, F5)
(6e3 onucaHua pesynbtatoB BpadoM-reHeTnkom) (Thrombotic Complications
of Ovulation Induction (Genes F2, F5) (without Description))

2745

A27.30.294

Myxckoe 6ecnnogue (reHbl AR, CFTR; AZF-pervoH; kapmoTun) (Male
Sterility (Genes AR, CFTR; AZF-Region; Karyotype))

36270

A27.30.284

"eHeTnyeckne cakTopbl Myxckoro 6ecnnogus (reHsl AR, CFTR; AZF-
pernoH) (Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-Region))

34545

A27.30.297

HapylweHus cnepmaToreHesa: pacwumpeHHas naHens (AZF-pernoH)
(Impairment of Spermatogenesis: Full Panel (AZF-Region))

13190

A27.30.297

HapylueHns cnepmaToreHesa: paclumpeHHasi naHens (AZF-pervoH) (6e3
onuncaHus pesynbTaTtoB Bpadom-reHeTukom) (Impairment of
Spermatogenesis: Full Panel (AZF-Region) (without Description))

12970

B03.070.457

OnacHocTb Npu Npueme oparbHbIX KOHTpauenTneoB (reHbl F2, F5) (6es
onucaHusa pesynbtaTtoB Bpadom-reHeTukoM) (Risk of Oral Contraceptives,
OCs (Genes F2, F5) (without Description))

2745

A27.30.295

O6meH conueson kucnotsl (reHsl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

5500

A27.30.295

O6meH conueson kucnotbl (reHsl MTHFR, MTRR, MTR) (6e3 onucaHus
pe3ynbTaToB Bpavom-reHeTukom) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR) (without Description))

4620

B03.070.461

OnacHocTb Npu Npueme oparnbHbIX KOHTpauenTneoB (reHbl F2, F5) (Risk of
Oral Contraceptives, Ocs (Genes F2, F5))

3185

21.4. HLA-TunnposaHue un pesyc-¢pakrop (HLA (Human Leukocyte
Antigens) Typing and Rh factor)

A27.30.431

Onpepenenune pesyc-daktopa (Rh factor Definition)

8995

A12.05.007.00

OnpepeneHune reHotuna pesyc-akropa (RH factor Genotype)

13725

A12.05.007.00

OnpepeneHune reHoTuna pesyc-daktopa (6e3 onncaHusi pesynbTaToB
Bpayom-reHeTnkoM) (Genotype of RH factor Definition (without Description))

13960

A27.30.276

Pesyc-caktop nnoaa. Beisisnenune reHa RHD nnoaa B kposu matepu (RHD
gene of the fetus in the mothers blood)

8885




A27.05.041

TunumpoaHue reHoB cuctembl HLA Il knacca (reHsl DRB1, DQA1, DQB1)
(System Human Leukocyte Antigen (HLA) Class I, Typing (Genes DRB1,
DQAL, DQB1))

9690

A27.05.041

MonekynapHo-reHeTuyeckoe nccnegosaHme HLA-B27 (Molecular Genetic
Testing HLA-B27)

2820

21.5. Cuctema ceeptbiBaHuA Kposu (Blood-Clotting Sequence)

A27.30.264

Tpomb6o3bl: paclumpeHHas naHens (reHsl F2, F5, MTHFR, MTRR, MTR)
(Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR))

9910

A27.30.264

Tpomb6o3bI: paclumpeHHas naHens (reHsl F2, F5, MTHFR, MTRR, MTR) (6e3
onucaHus pesynbTaTtoB Bpadom-reHeTnkoM) (Thrombosis: Advanced Panel
(Genes F2, F5, MTHFR, MTRR, MTR) (without Description))

8810

A27.30.275

PaclwmnpeHHoe nccnegoBaHmne reHoB CUCTEMbI reMocTtasa (reHbl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study
of Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1))

13220

A27.30.275

PaclumpeHHoe nccnegoBaHue reHoB cucTeMbl remoctasa (reHbl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHus
pesynbTaToB Bpavyom-reHeTkoM) (Extended Study of Hemostatic System
(Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGBS3, F7, PAI-1)
(without Description))

11015

A27.30.264

Tpombo3bl: cokpaleHHas naHens (reHsl F2, F5) (Thrombosis: Minimum
(Genes F2, F5))

3185

A27.30.264

Tpombo3bl: cokpalleHHas naHenb (reHbl F2, F5) (6e3 onucaHusa pesynstaTos
Bpavom-reHeTmkoM) (Thrombosis: Minimum (Genes F2, F5) (without
Description))

2745

A27.30.429

®ubpuHoreH (reH FGB) (Fibrinogen (Gene FGB))

3020

A27.30.429

®ubpuHoreH (reH FGB) (6e3 onucaHus pesynbTaTtoB Bpa4OM-reHEeTUKOM)
(Fibrinogen (Gene FGB) (without Description))

2690

A27.30.283

MnepromouuctenHemusa (reHel MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR))

5500

B03.070.473

'mnepromounctemHemuns (reHsl MTHFR, MTRR, MTR) (6e3 onucaHus
pe3ynbTaToB Bpayom-reHeTukom) (Hyperhomocysteinemia (Genes MTHFR,
MTRR, MTR) (without Description))

4620

A27.30.266

'neparperauust pomboumnToB (reHel ITGA2, GP1BA) (Platelet
Hyperaggregation (Genes ITGA2, GP1BA))

2525

A27.30.266

M'neparperauus TpomboumnToB (reHbl ITGA2, GP1BA) (6e3 onucaHus
pe3ynbTaToB Bpadom-reHeTukom) (Platelet Hyperaggregation (Genes ITGA2,
GP1BA) (without Description))

2195

A27.30.430

TpomboumnTapHbiv peuenTtop cmnbpuHoreHa (reH ITGB3) (Platelet Fibrinogen
Receptor (Gene ITGB3))

1290

A27.30.430

TpomboumnTapHbli peuenTtop cmbpuHoreHa (reH ITGB3) (6e3 onucaHus
pe3ynbTaToB BpayoMm-reHeTukom) (Platelet Fibrinogen Receptor (Gene
ITGB3) (without Description))

1830

21.6. bone3Hu cepgua u cocypos (Heart and Blood Vessel (Cardiovascular)
Diseases)

A27.30.267

ApTepuanbHas rmnepTeHsusi, nonHas naHens (reHsl ACE, AGT, NOS3)
(Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3))

8790

A27.30.267

ApTepuanbHas runepTeHsaus, nonHas naHens (reHsl ACE, AGT, NOS3) (6es
onuncaHus pesynbTaTtoB Bpadom-reHeTukom) (Arterial Hypertension: Full
Panel (Genes ACE, AGT, NOS3) (without Description))

8180

B03.070.476

ApTepuarnbHas runepTeH3us, CBA3aHHas C HapyLUEHUSMKY B
peHvHaHrnoteH3nHosom cucteme (reHol ACE, AGT) (Arterial Hypertension,
Renin-Angiotensin System Disorder (Genes ACE, AGT))

2525

B03.070.472

ApTepuanbHas runepTeH3ns, cBA3aHHasi C HapyLeHUsiM1 B
peHuHaHrnoTeH3nHoBon cucteme (reHol ACE, AGT) (6e3 onucaHus
pe3ynbTaToB BpayoMm-reHeTukom) (Arterial Hypertension, Renin-Angiotensin
System Disorder (Genes ACE, AGT) (without Description))

2195




B03.070.479

ApTepuanbHas runepTeH3uns, CBA3aHHas C HapyleHnsmu B paboTe
aHpoTtenuansHon NO-cuHTasel (reH NOS3) (Arterial Hypertension,
Endothelial NO-Synthase Disturbance (Gene NOS3))

2005

B03.070.480

ApTepuanbHasi rmnepTeH3unsl, CBA3aHHasi C HapyLleHusimu B paboTe
aHgoTenuanbHon NO-cuHTasbl (reH NOS3) (6e3 onncaHusi pe3ynbtaToB
Bpayvom-reHeTmkoM) (Arterial Hypertension, Endothelial NO-Synthase
Disturbance (Gene NOS3) (without Description))

1650

21.7. bonesHu XenyaouHo-KMLIEeYHoro TpakTa (Gastrointestinal Diseases)

A27.30.265

BonesHb KpoHa (reHel DLG5, NOD2, OCTN1, OCTN2) (Crohns Disease
(Genes DLG5, NOD2, OCTN1, OCTN2))

12260

21.8. bonesHu LeHTPaNbHOI HepBHOM cuctembl (Central Nervous System
(CNS) Diseases)

A27.30.296

Puck 6onesHun Anburevimepa (AnonunonpoTteuH E (ApoE). BeisieneHune
nonnmopduama e2?e3?e4)

3500

A09.05.259

myTaTtvoH obwmi

3600

21.9. OHKonoruveckue 3abonesaHus (Cancer Diseases)

A27.30.274

HacnegcteeHHble criydan BRCA-accouumnpoBaHHOro paka y My»XX4YuH: pak
rPyAHOW, NogKenyaoYHON, NpeacTaTenbHOM Xenes, pak anyek (reHbol
BRCAL, BRCAZ2) (Hereditary Breast Cancer In Men: Cancer of Breast,
Pancreatic, Prostate, Testicular Cancer (Genes BRCAL, BRCA2))

4400

A27.30.274

HacnepcteeHHble cniydan BRCA-accoummnpoBaHHOro paka y MyX4nH: pak
rpygHoOn, Noaxenyao4HoW, NnpeactaTenbHOW xenes, pak auvek (reHbl
BRCA1, BRCA2) (6e3 onncaHus pesynbTtaToB BpavyOM-reHETUKOM)
(Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic, Prostate,
Testicular Cancer (Genes BRCA1, BRCA?2) (without Description))

3960

A27.05.012

Mapkep pa3sutusa Ph’-HeratMBHbIX XpOHUYECKMX MUenonponMepaTnBHbIX
3aboneBanuit (XMI13): konmyecTBEHHOE ONpeaeNneHne COOTHOLLEHNS
HOpMarnbHOro 1 MyTaHTHoro annenen 617V/617F reHa JAK2 (Marker of Ph-
negative Chronic Myeloproliferative Disorders (cMPD): quantification of wild-
type and mutant allelic ratio of gene JAK2 617V/617F)

11905

A27.30.279

HacnenctBeHHble crnydan paka MONOYHOM Xenesbl U/Wnn SNYHUKOB (FeHbI
BRCA1, BRCA?2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2))

6505

A27.30.281

HacnepncTtBeHHble criydan paka MOMOYHON Xenesbl U/Unv SNYHUKOB (reHbl
BRCA1, BRCA2) (6e3 onncaHusi pe3ynbTaToB Bpa4OM-reHETUKOM)
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2)
(without Description))

5400

A27.30.279

HacnepgcTteeHHble criydan paka MONnoYvHon xenesbl n/unu andHnkos BRCA1,
BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian Cancer )

10465

21.10. HapyweHusa ob6meHa Bewects (Metabolic Disease, Metabolic
Disturbance)

A27.30.273

Ocrteonopos: nonHas naHens (reHsl CALCR, COL1A1, VDR) (Osteoporosis:
Full Panel (Genes CALCR, COL1A1, VDR))

8295

A27.30.273

Octeonopo3s: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (6e3 onucaHus
pe3ynbTaToB Bpavom-reHeTukom) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDR) (without Description))

7620

A27.30.433

JlakTasHasa HegocTaTtoyHocTh (reH MCMG6) (Adult Lactase Deficiency (Gene
MCM®6)

2075

21.11. dapmaKkoreHeTuka (Pharmacogenetics)




A27.30.293

UHrnbutopsl Al®, dnysactatuH, 6nokatopsl perentopos ATII.
lMporHo3npoBaHne HedpONpPOTEKTMBHOIO 3ddekTa nHrnomntopos AP npum
HegmabeTnyeckmx 3aboneBaHusx. MeHeTU4eckne mapkepbl 3QPDEKTUBHOCTH
aTeHonona npv apTepuanbHOW MMNepPTEH3NN C rMnepTpodmen Nesoro
xenygouka unm tepanun dorysactatMHOM Npu uieMmyeckor 6onesHu
cepgua. OnpegeneHne HanMynsi NONMMOPM3MOB reHa aHrMOTEH3NH-
npespaLuatoero oepmerTa (reH ACE)

2525

A27.30.434

JlozapTtaH/vpbecapTaH. F'eHeTU4EeCKUn MapKkep pucka HapyLleHun
meTabonuama 6rokaTopoB peLenTopoB aHrMoTeHanHa Il: nosapTtaHa un
V|p6ecapTaHa no Tuny ocnabnexnus n yCcuneHuna nx rmnoTeH3nBHOro
OencTBusA, cooTBETCTBEHHO. OnpeaeneHne Hannuus nonMMopgrU3mMoB reHa
uutoxpoma CYP2C9 (Losartan/Irbesartan. Genetic Marker of Risk of
Metabolic Disorders Blockers of Receptors of Angiotensin I, Losartan and
Irbesartan Type of Weakening and Strengthening their Hypotensive Action,
Respectively. Detection of Polymorphisms of Cytochrome CYP2C9)

2115

A27.30.272

MeToTpekcar. _['eHeTn4eckne MapKepbl NOBLILLEHHOIO pUcka pa3BUTKSA
No6GOYHbIX peakumn Npy npueme meToTpekcaTa Ha ooHe nevyeHus
peBmaTougHoro aptputa. MeTtoTpekcar: HapyLleHne metabonmama
cdonmeson kucnoTel. OnpegeneHne HanMyns NONIMMopPdU3MOB reHOB
depMeHTOB peakumn ponatHoro umkna (Methotrexatum. Genetic Markers of
Increased Risk of Development of Adverse Reactions in Taking Methotrexate
for Treatment of Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of
Folic Acid. Determining Presence of Polymorphisms of Genes of Enzymes of
Folate Cycle Reactions, Genes MTHFR, MTRR, MTR)

5500

A27.30.435

HecTtepovgHble NpoTuBOBOCNANUTENbHbIE NpenapaThbl. [eHeTnYeckmn
MapKep MOBLILLIEHHOIO p1Ucka pa3BuTUS NOBOYHLIX peakumin B hopme
Xenyoo4HbIX KpoBoTeyeHun npu npueme HIBI (MbynpodeH, TeHOKCKKam,
HanpPOKCEeH, HO He AMKNodeHak) No TUMY BO3HUKHOBEHUS XenyaodHbIX
KPOBOTEYEHWI, CBSA3aHHbIX C HApYLLUEHNEM Ux MeTabonmama. OnpegeneHue
Hanm4msa nonmmopduamos reHa uutoxpoma CYP2C9

2115

A27.30.436

CynboHUNMoOYEBMHA 1 ee NPOM3BOAHbIE: _XIloprponamMua, Tornasamumg,
rmmbeHknammg n Tondytamua. 'eHeTnYecKkMn mapkep pucka passutus
HexXernaTenbHbIX TEKapCTBEHHbIX pPeakuuii Mo TUny rmnorfimkeMmmn npu
npuneme nepoparbHbIX CaxXxapoCHMXakLWwmnx cpeacTs, CBA3AHHbLIX C
HapyLleHneM nx metabonmama. OnpegeneHne HanUUUSa NONMMoOpPU3MOoB
reHa umtoxpoma CYP2C9 (Sulfonylurea and Derivatives: Chlorpropamide,
Tolazamide, Glibenclamide and Tolbutamide. Genetic Marker of Risk of
Adverse Drug Reactions by Type of Hypoglycemia in Taking Oral
Hypoglycemic Agents, Associated with Violation of Metabolism. Detection of
Polymorphisms of Cytochrome CYP2C9)

2115

A27.05.045

BeTta-agpeHobnokaTopsl. FeH CYP2D6. ®apmakoreHeTuka (beta-Adrenergic
Blockers. Gene CYP2D6)

7705

21.12. Cuctema AeTOKCUKaALUM KCEHOOMOTUKOB U KaHLLepOreHoB
(Detoxification System of Xenobiotics and Carcinogens)

A27.30.337

Lintoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

7705

A27.05.045

Lintoxpom CYP2C9 (ren CYP2C9) (Cytochrome CYP2C9 (Gene CYP2C9))

2115

21.13. Ycnyru Bpaua-reHeTuKa (Services of Physician-Geneticist)

A27.30.428

OnuvcaHve pe3ynbTaToB reHeTu4eckoro Tecta 1 kateropmm cnoxHoctu (NeNe
720163, 761163, 701463, 125IT1/B3, 720763) (Genetic Test Results:
Description of the 1-st Category Complexity)

640




A27.30.428

OnuvcaHne pe3ynbTaToB reHeTU4YecKoro Tecta 2 kateropmm cnoxHoct (NeNe
118IM1/B3, 121IT1/B3, 123IT1/B3, 131IT1/B3, 141IT1/B3, 115IT1/B3,
1241T1/B3, 154ITI/B3) (Genetic Test Results: Description of the 2-nd
Category Complexity)

1290

A27.30.428

OnucaHue pe3ynbTaToB reHeTUYECcKoro Tecta 3 kateropum crnoxHoctu (NeNe
122IM/B3, 129I'M/B3, 120I'M/B3, 137IT/B3, 138IT/B3, 153IT1/B3,
110M/B3, 114I'M/B3, 140IM/B3, 766163, 725863, 134IT1/B3, 135IM1/B3,
1361 T1/B3) (Genetic Test Results: Description of the 3-rd Category
Complexity)

2555

A27.30.428

OnucaHune pe3ynbTaToB reHeTu4Yeckoro Tecta 4 kateropum cnoxHoctn (NeNe
1441T1/B3, 143IT1/B3, 139IT1/B3, 145IT1/B3, 108ITI/B3, 19I'T1/B3) (Genetic
Test Results: Description of the 4-th Category Complexity)

5765

22.1. HacnepctBeHHble MOHOreHHble 3a601eBaHUA U COCTOAHUA
(Hereditary Monogenic Diseases)

A27.30.280

OcHoBHble HacneacTBeHHble 3aboneBanns (reHbl CFTR, GJB2, PAH, SMN)
(Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN))

35170

A27.30.437

AburoTpodmsi ceTyaTku, TMn OpanyeckeTT (bonesne LWTaprapara 1-ro
Tuna). MNownck Yactbix myTaumn B reHe ABCA4, u. m. (Stargardt Disease 1,
STGD1, Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

13960

A27.30.438

AkpogepmaTuT aHTeponatudeckuii. lNMomck mytaumnn B reHe SLC39A4, m.
(Acrodermatitis Enteropathica, Gene SLC39A4, Mut.)

33420

A27.30.340

AnbbuHMam rnasokoxHblr Tvn 1A. MNonck mytaumn B reHe TYR, M. (Albinism
Oculocutaneous Type IA, Gene TYR, Mut.)

24080

A27.30.341

AHemuna [JanmoHga-bnekdena. MNonck mytaumn B reHe RPS19, m. (Diamond-
Blackfan Anemia 1, DBAL, Gene RPS19, Mut.)

24080

A27.05.051

ApTporpuno3s guctanesHbln (cuHapom ®pumena-LLengona). MNowck vyacTbix
myTaummn B reHe MYH3, u. m. (Arthrogryposis Distal Type 2A, Gene MYH3,
Freq. Mut.)

13960

A27.30.432

Atakcust Ppugpenxa. MNonck mytaumi B reHe FXN, m. (Friedrich Ataxia, Gene
FXN, Mut.)

24080

A27.30.432

Atakcua ®pugpeiixa. MNouck Yactblix MyTaumi B reHe FXN, 4. m. (Friedrich
Ataxia, Gene FXN, Freq. Mut.)

6385

A27.30.299

ATtenocrteoreHes (aucnnasusa e ng Waneng). Monck myTauumm B reHe
SLC26A2, m. (Atelosteogenesis Il, De la Chapelle Dysplasia, Gene
SLC26A2, Mut.)

26460

A27.05.027

ATtpodmsa 3putenbHoro Hepaa Jlebepa. [Nonck YacTbix MyTaumn B
muToxoHapuansHon OHK, 12 u. m. (Leber Hereditary Optic Neuropathy,
LHON, Mitochondrial DNA, 12 Freq. Mut.)

19450

A27.05.027

ATtpodms 3putenbHoro Hepaa Jlebepa. Nonck YacTbix MyTaLui B
mutoxongpuansHon OHK, 3 4. m. (Leber Hereditary Optic Neuropathy, LHON,
Mitochondrial DNA, 3 Freq. Mut.)

8740

A27.30.342

ATpodua 3puTENBHOrO HEpBa C rMyXoToW. [MoMCK MyTaLnn B «rOpPAYnX»
yyacTtkax reHa OPA1, «ropsy.» yd. M. (Optic Atrophy With Or Without
Deafness, Ophthalmoplegia, Myopathy, Ataxia And Neuropathy, Gene OPAL,
Hot-Point Mut.)

12660

A27.30.343

AyTOMMMYHHbIN NuMdonponudepaTBHbIA CUHAPOM. [Touck myTauuin B reHe
TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene
TNFRSF6, Mut.)

33420

A27.30.343

AyTOMMMYHHbIN nuMdonponudepaTuBHbI CMHAPOM. [louck myTauuii B
«ropsaumnxy» yyactkax reHa TNFRSF6, «ropsy.» y4. m. (Autoimmune
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point Mut.)

9790

A27.30.344

Adbasus nepsuyHasa nporpeccupytowas. Nonck mytaumii B reHe GRN, m.
(Aphasia Primary Progressive, Gene GRN, Mut.)

26460

A27.30.346

AxoHgponna3aus. lMounck yacTeix MyTauui B reHe FGFR3, u. M.
(Achondroplasia, Gene FGFR3, Freq. Mut.)

15280

A27.30.345

BonesHb Becta. NMounck Bcex n3BecTHbIX MyTauui B reHe BEST1, m. (Best
Vitelliform Macular Dystrophy, All Known Mutations, Gene BEST1, Mut.)

41540

B03.019.011

Bones3Hb BunbcoHa-KoHoBanoea, reH ATP7B y.m.

9360




A27.30.300

BbonesHb MannepeopgeHa-LUnatua. MNMouck YacTteix Mmytauun B reHe PANK2,
4. M. (Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2,
Freq. Mut.)

9790

A27.30.347

BonesHb NepctmanHa-LUTpeyccnepa-LUenHkepa. MNonck myTauun B reHe
PRNP, M. (Gerstmann-Straussler Disease, Gene PRNP, Mut.)

18120

A27.30.002

BonesHb KoyaeHa. MNonck mytaumi B reHe PTEN, m. (Cowden Syndrome 1,
Gene PTEN, Mut.)

37570

A27.30.347

BonesHb Kpentudenbara-Akoba. MNonck mytaumii B reHe PRNP, m.
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.)

18120

A27.30.002

BonesHb JlepmuTT-Ayknoc. MNouck mytaumn B reHe PTEN, m. (Lhermitte-
Duclos Syndrome, Gene PTEN, Mut.)

37570

A27.30.348

BonesHb Hoppu. Mounck mytaumm B reHe NDP, m. (Norrie Disease, Gene
NDP, Mut.)

13960

A27.30.349

BbonesHb YHeppuxTa-Ilynadopra. MNMouck mytauun B reHe CSTB, m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB,
Mut.)

18120

A27.30.349

bonesHb YHdbeppuxTa-JlyHadopra. MNMouck Yacteix MyTaumi B reHe CSTB, u.
M. (Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene
CSTB, Freq. Mut.)

8995

A27.30.417

BbonesHb WTaprapara. MNouck yacteix mytaumm B reHe ABCA4, y. m.
(Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

13960

A27.30.350

Bpaxvpaktunus tun B1. Mouck mytaumii B reHe ROR2, m. (Brachydactyly
Type B1, Gene ROR2, Mut.)

18120

A27.30.351

BpoxxageHHast He4yBCTBUTENBHOCTb K 60nun ¢ aHrmapo3oM. Nonck myTauui B
reHe NTRK1, m. (Congenital Insensitivity To Pain With Anhidrosis, CIPA,
Gene NTRK1, Mut.)

50070

A27.30.352

"eneodusnyeckasa aucnnasms. Monck mytaumi B reHe ADAMTSL2, m.
(Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.)

74490

B03.005.020

"emodpunus. MNMounck mytaumn B reHe dakrtopa IX npu remocpunum B, m.
(Hemophilia B, Gene Factor 1X, Mut.)

30630

A27.30.353

Mmnep-lgD cnHgpom. MNounck myTauum B «ropaymx» ydactkax reHa MVK,
«ropsay.» yd. M. (Hyper-IgD Syndrome, Gene MVK, Hot-Point Mut.)

11020

A27.30.354

M'vnep-IgD cungpom. Mounck mytauun B reHe CD40LG, m. (Hyper-IgD
Syndrome, Gene CD40LG, Mut.)

41540

A27.30.354

'vnep-IgM cungpom. Mouck mytaumn B reHe CD40LG, m. (Hyper-IgM
Syndrome, Gene CD40LG, Mut.)

24080

A27.30.355

"'Mnepkanuemmnyecknin nepuognveckuin napanuy. Nonck mytauun B 3k3oHax
13 n 24 rena SCN4A, M. (Hyperkalemic Periodic Paralysis Type 2, Exons 13,
24 Gene SCN4A, Mut.)

21495

A27.30.355

Mnokannemunyeckuin nepuogudeckun napanuy. Nouck mytauun B 3k3oHax
12, 18 n 19 rena SCN4A, M. (Hypokalemic Periodic Paralysis Type 1, Exons
12, 18, 19 Gene SCN4A, Mut.)

18120

A27.30.301

M'nodoctatemuyecknii BUTaMuH D-pe3nCTeHTHBIN paxmT (MOYEYHbIN
doccaTHbIN gnabeT). Mouck mytauuin B reHe PHEX, m. (Hypophosphatemic
Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

81830

A27.30.346

MmnoxoHaponnasus. MNonck yacTtbix MyTauun B reHe FGFR3, u. m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

15280

A27.30.356

"MomepyoumMTO3 NoYek runonnacTuyeckoro Tuna. Novck MyTauuii B reHe
HNF1B, m. (Renal Cysts And Diabetes Syndrome, Gene HNF1B, Mut.)

34080

A27.30.302

JeduumT KapHUTUHA CUCTEMHBIN NEPBUYHBLIN. [Tonck MyTaumi B reHe
SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD, Carnitine
Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.)

41540

A27.30.302

IOnacTtpodurdeckas gucnnasus. MNMouck mytauun B reHe SLC26A2, M.
(Diastrophic Dysplasia, Gene SLC26A2, Mut.)

26460

A27.30.330

OuctanbHaa moTopHas HenponaTtua Tvn V. MNMouck mytauun B reHe BSCL2, m.
(Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

30630




JvcTanbHasa cnnHanbHas aMmoTpodusa BPOXAEHHAs C napannyom
Avadparmel. Nonck mytaumn B reHe IGHMBP2, m. (Distal Spinal Muscular

A27.30.339 |Atrophy 1, DSMA1, Gene IGHMBP2, Mut.) 63905
OnctanbHasa cnvHanbHas ammoTpodunsa BpOXAEHHAs HENPOrpeccMpyoLLas.
Mownck myTaumi B «ropsumx» ydacTtkax reHa TRPV4, «ropsiy.» yd. m. (Distal
Spinal Muscular Atrophy Congenital Non-Progressive, Gene TRPV4, Hot-

A27.30.303 |Point Mut.) 18120
NxTnos 6ynnesHebin. MNMounck mytaumi B reHe KRT2, m. (Ichthyosis Bullosa Of

A27.30.357 |[Siemens, Gene KRT2, Mut.) 30630
MxTno3s BynbrapHoln. [Nouck yactbix Mmytaumm B reHe FLG, 4. m (Ichthyosis

A27.30.304 [Vulgaris, Gene FLG, Freq. Mut.) 12660
WxTno3 namennapHbii. lNonck Bcex 3BeCTHbIX MyTauumi B reHe TGM1, m.
(Autosomal Recessive Congenital Ichthyosis, ARCI 1, All Known Mutations,

A27.30.358 |[Gene TGM1, Mut.) 37680
KocTHas reteponnasus nporpeccupytowas. MNouck mytauui B reHe GNAS, M.

A27.30.305 |(Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.) 37570
KpaHnomeTtadumsapHas gncnnasms. Nonck Mytaunin B «ropsianx» ydactkax
reHa ANKH, «ropsa4.» y4. m. (Craniometaphyseal Dysplasia, Gene ANKH,

A27.30.306 [Hot-Point Mut.) 13960
KpaHnomeTtadusapHasa gucnnasus. MNouck mytaumi reHa ANKH, m.

A27.30.306 |(Craniometaphyseal Dysplasia, Gene ANKH, Mut.) 50075
KpaHuocuHocToas. MNonck mytaumn B reHe TWIST1, m. (Craniosynostosis

A27.30.307 |Type 2, Gene TWIST1, Mut.) 18125
KpaHnocuHocTtos. MNonck mytaumii B reHe MSX2, m. (Craniosynostosis Type

A27.30.412 |2, Gene MSX2, Mut.) 13960
INunogmcTtpodus cemenHas YactuyHas. [omck MyTauuin B «ropsymnx
yyactkaxy» reHa LMNA, «ropsy.» yy. m. (Familial Partial Lipodystrophy 2,

A27.30.314 |FPLD 2, Gene LMNA, Hot-Point Mut.) 15730
JInnoancTpodusa cemenHasa yactnyHas. Nouck mytauun reHa LMNA, m.

A27.30.314 |(Familial Partial Lipodystrophy 2, Gene LMNA, Mut.) 41540
MangubynoakpanbsHasa aucnnaswsa ¢ nunoguctpodmeii. lNMouck mytauui B
3k30Hax 8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia, Exons 8, 9 Gene

A27.30.314 |LMNA, Mut.) 9790
MeBanoHoBas aumgypus. lNMouck mytauni B reHe MVK, m. (Mevalonic

A27.30.353 |Aciduria, Gene MVK, Mut.) 41540
MeTtremornobuHemus, CYB5R3 m. (Methemoglobinemia, Gene CYB5R3,

A27.30.359 |Mut.) 33420
Metremornoburemmus, CYB5R3 y.m. (Methemoglobinemia, Gene CYB5R3,

A27.30.359 [Freq. Mut.) 8995
MwoknoHu4yeckasa auctonus. MNonck mytaumii B reHe SGCE, m. (Myoclonic

A27.30.308 |Dystonia, Gene SGCE, Mut.) 50070
MwuoToHu4eckaa auctpodus. MNounck YacTteix MyTauun B reHe DMPK, 4. M.

A27.30.360 |(Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.) 4950
MwuoTtoHus TomceHa-bekkepa. MNouck yactbix Mmytaumi B reHe CLCN1, y. m.

A27.30.309 [(Myotonia Congenita, Gene CLCN1, Freq. Mut.) 13960
MykoBucumaos. lNMounck Yactbix mytaumi B reHe CFTR, 4. m. (Cystic Fibrosis,

A27.05.036 |[Gene CFTR, Freq. Mut.) 22890
MbiweyHas guctpocdusa OioweHHa/bekkepa. Nouck geneunin n gynnvkauumi B

A27.30.361 |reHe gucTpoduHa 9610
MebiwevHasa auctpodusa OroweHHa-bekkepa. JlanoHmsauusa X-xpoMocomsl y

A27.30.289 |geso4ek (Duchenne Muscular Dystrophy, X-Lyonization, Girls) 15620
MeiweyHas guctpodus, Tun dykysma. MNMouck mytaunii B reHe FKTN, m.

A27.30.362 |(Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.) 50070
MeiweyHas guctpodua Smepu-Lpendyca. MNonck mytaumn B reHe FHL1, m.

A27.30.310 [(Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.) 33405
MeiweyHas guctpodusa Smepu-AOpendyca. MNonck mytaumn B reHe LMNA, m.

A27.30.314 [(Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.) 41540




MbiweyHas guctpodums dmepu-Opendyca. MNonck myTauun B reHe amepuHa
npu X-cuenneHHon opme, M. (Emery-Dreifuss Muscular Dystrophy, X-

A27.30.338 [Linked Gene Emerine, Mut.) 18120
HaHuam MULIBRAY. MNMouck mytauun B reHe TRIM37, m. (Muscle-Liver-Brain-

A27.30.363 |Eye, Gene TRIM37, Mut.) 13960
HapyweHuns getepmunaumm nona. Mowuck mytaumm reHa SRY, m. (Disorders

A27.30.288 |[Sex Determination, Gene SRY, Mut.) 9790
HapyweHus getepmuHaumm nona. AHanns Hanuums reHa SRY, m. (Disorders

A27.30.288 |[Sex Determination, Analysis Gene SRY, Mut.) 12930
HacnepcteBeHHas HevponaTtus ¢ NOABEPXEHHOCTLIO napanuyy ot
caasneHust. Mouck mytauun B reHe PMP22, M. (Hereditary Neuropathy with

A27.30.364 |Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.) 21495
HacnepcteBeHHas HevponaTtus ¢ NOABEPXEHHOCTLIO napanuyy ot
caaBneHust. AHanus Yncna konun reHa PMP22 (Hereditary Neuropathy with

A27.30.364 |Liability to Pressure Palsies, HNPP, Gene PMP22, Copy Number Variation) 6705
HacnencTBeHHbIN aHIMOHEBPOTMYECKUIA oTek. Nonck mytaumii B reHe C1NH,

A27.30.365 |m. (Hereditary Angioedema Type |, Gene C1NH, Mut.) 31950
HesapalieHue pogHuykoB. Nonck myTaumi B reHe ALX4, m. (Parietal

A27.30.366 |Foramina, PFM, Gene ALX4, Mut.) 21495
HenpoceHcopHas HecnHapomarbHas TyroyxoCTb, MOMCK YacTbiX MyTauui B

A27.05.033 [reHe GJB2 7605
HenpoceHcopHas HecrHapomarbHas TyroyxoCTb, NOMHbIA aHanM3 reHa

A27.05.033 |GJB2 13960
HentponeHus. MNonck mytaumi B reHe ELA2, M. (Neutropenia Severe

A27.30.367 |Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.) 24080
HedpoHodTus. MNomnck mytaumn B reHe NPHP1, m. (Nephronophthisis 1,

A27.30.322 |NPHP1, Gene NPHP1, Mut.) 19720
HedpoTtuuecknin cungpom. Mouck mytauun B rene NPHS1, m. (Nephrotic

A27.30.311 |Syndrome Type 1, NPHS1, Gene NPHS1, Mut.) 74485
HedpoTunueckuin cungpom. MNMouck mytauun B reHe NPHS2, m. (Nephrotic

A27.30.311 |Syndrome Type 1, NPHS1, Gene NPHS2, Mut.) 33405
HopmMokanuemuyeckuin nepuoamyeckmii napanuy. lNovck Mytauum B 3K30He
13 rena SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13 Gene

A27.30.355 [SCN4A, Mut.) 9790
OkynodapuHreansHas MbilleyHas anctpodums. Nonck YyacTbix MyTaumn B
reHe RABPN1, 4. M. (Oculopharyngeal Muscular Dystrophy, OPMD, Gene

A27.30.277 |RABPNL, Freq. Mut.) 4000
OcTeoneTpos peLieccuBHbIl (MpamopHas 6onesHb kocTen). Mounck YacTbix
myTtauun B reHe TCIRG1, 4. m. (Osteopetrosis Autosomal Recessive 1,

A27.30.312 |OPTB1, Gene TCIRG1, Freq. Mut.) 8995
OcTteoneTpo3s peLeccuBHbIn (MpamopHasa 6onesHb kocten). MNMouck mytauuin
B reHe TCIRG1, M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene

A27.30.312 |TCIRG1, Mut.) 50075
MepBur4yHas runepTpoduyeckas ocrteoaptTponaTtus (NaxmgepmonepmocTos).
Mownck mytaumn B reHe HPGD, m. (Hypertrophic Osteoarthropathy, Primary,

A27.30.368 |Autosomal Recessive, 1, Gene HPGD, Mut.) 30630
MepBuyHas neroyHas runepteHaus. MNouck mytauuin B reHe BMPR2, M.

A27.30.369 [(Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.) 62580
Mepuoanyeckas 6onesHb. MNonck mytaumn B reHe MEFV, m. (Familial

B03.014.002 [Mediterranean Fever, FMF, Gene MEFV, Mut.) 42870
Mepuropmnyeckas 6onesHb. MNonck yacTbix myTauun B reHe MEFV, 4. m.

B03.014.002 [(Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.) 8015
MNMurmeHTHasa gereHepaums cetyatku. MNouck mytaumin B reHe RP2, M.

A27.30.418 [(Retinitis Pigmentosa, Gene RP2, Mut.) 20170
MukHoam3ocToa. Mouck mytaumi B reHe CTSK, m. (Pyknodysostosis, PKND,

A27.30.313 |Gene CTSK, Mut.) 26460
MHeBMOTOpPAKC NEPBUYHBIV CMOHTaHHbIN. [Monck myTaumi B reHe FLCN, m.

A27.30.370 [(Primary Spontaneous Pneumothorax, PSP, Gene FLCN, Mut.) 50070




A27.30.371

Monnapaktunua. MNouck mytaumi B reHe SHH, m. (Polydactyly, Gene SHH,
Mut.)

13960

A27.30.372

Monunapaktunusa. Mouck mytauui B reHe GLI3, m. (Polydactyly, Gene GLI3,
Mut.)

74490

A27.30.314

Mporepuna XaTtumHcoHa-Ivndopaa. MNMonck mytaumin B reHe LMNA, m.
(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.)

41545

A27.30.315

lNceBaokcaHTOMa anactuyeckast. [onck yacTtbix MmyTauun B reHe ABCCB6, u.
M. (Pseudoxanthoma Elasticum, Gene ABCCB6, Freq. Mut.)

9790

A27.30.373

Pabgomunonua (MmornobuHypus). Mounck mytaumn B reHe LPIN1, m.
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1, Mut.)

81830

A27.30.316

PetnHowmnanc. MNMounck mytauun B reHe RS1, M. (Retinoschisis 1 X-Linked
Juvenile, RS1, Gene RS1, Mut.)

26460

A27.30.343

CewmenHas nepmnoanyeckast nmxopagka. lNouvck mytauun B reHe TNFRSFIA,
M. (TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA,
Mut.)

17740

A27.30.374

CemenHbI remodparoumTapHbii niumdornctTnoumnTos. Nonck mytaumi B reHe
PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

24080

A27.30.375

CemelnHbI remodparoumTapHbii niumdorncTnounTos. Nonck mytaumi B reHe
STX11, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STX11,
Mut.)

18120

A27.30.375

CemelHbIn remodarouuTapHbii niumdorncTnoumnTos. MNMouck Mmytauuin B reHe
STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STXBP2,
Mut.)

50070

A27.30.376

CemenHbI remodparoumTapHbii niumdornctTnoumnTos. Nonck mytaumi B reHe
UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D,
Mut.)

74490

A27.30.376

CemelHbIn remodarouuTapHbin NmMgorncTounTos. Nonck YacTbiX MyTaummn
B reHe UNC13D, u. m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
UNC13D, Freq. Mut.)

8995

A27.05.052

CemenHbI MeaynnspHbIA pak WATOBUAHOM xenesbl. [onck myTauun B
3k30Hax 5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer, Exons 5, 8
Gene RET, Mut.)

13960

A27.30.377

CemeliHbIn xonogosow aytoBocnanuTenbHbln cuHapom NLRP3 m. (Familial
Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.)

50070

A27.30.378

CeHcopHas nonuHeriponatusi, NGF m. (Hereditary Sensory and Autonomic
Polyneuropathy, Gene NGF, Mut.)

21495

A27.30.377

CwuHgpom CINCA, reH NLRP3 M. (Chronic Infantile Neurologic Cutaneous
Articular, Gene NLRP3, Mut.)

50070

A27.30.317

CwvHppom TAR. MNownck myTtaumn B reHe RBM8A, m. (Thrombocytopenia-
Absent Radius Syndrome, TAR-Syndrome, Gene RBM8A, Mut.)

26460

A27.30.379

Cungpom Aapckora-CkoTtTa (thaumoreHntansHasa aucnnasms). Nounck
myTauun B reHe FGD1, m. (Aarskog-Scott Syndrome, Faciodigitogenital
Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)

60595

A27.30.318

Cungpom Anbctpoma. Nonck mytaumi B «ropsumxy ydactkax reHa ALMS1,
«ropsy.» yd. M. (Alstrom syndrome, Gene ALMS1, Hot-Point Mut.)

18125

A27.30.380

Cungpom AHgepceHa. MNouck mytaumii B reHe KCNJ2, m. (Andersen-Tawil
Syndrome, Gene KCNJ2, Mut.)

21495

A27.30.346

Cungpom AHTnn-bukcnepa. Nouck mytaumii B ak3oHe 9 reHa FGFR2, m.
(Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.)

9790

A27.30.346

CwvHgpom Anepa (akpouedanocuHgaktunums). Nonck YacTbix MyTauun B reHe
FGFR2, u. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.)

16890

A27.30.381

CwvHpgpowm Apta. Nownck mytaumi B reHe PRPS1, m. (Arts Syndrome, Gene
PRPS1, Mut.)

30630

A27.30.002

Cungpom BaHasH-Pannu-PyBanbbaka. MNonck mytaumii B reHe PTEN, m.
(Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.)

37570

A27.30.370

Cungpom Bepta-Xora-[btoba (BX[). Mownck mytauun B reHe FLCN, m. (Birt-
Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.)

50070




A27.30.319

CwuHgpom BoyaHa-KoHpaam (BKC, uepebporenatopeHasnbHbI CUHOPOM).
Mounck mytauuin B rene EMG1, m. (Bowen Conradi Syndrome, BCS, Gene
EMG1, Mut.)

26035

A27.30.382

Cungpom BeepHcTaga (cMHApOM Kyp4yaBblx Bonoc). [Nonck mytaumi B reHe
BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.)

21495

A27.30.383

Cungpom BaapaeHbypra. NMouck mytauun B reHe PAX3, m. (Waardenburg
Syndrome, WS, Gene PAX3, Mut.)

33420

A27.30.384

Cungpom BaappeHbypra-Llaxa. MNonck mytaunii B reHe EDNRB, m.
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

30630

A27.30.320

Cungpowm BaH pep Byaa. MNownck mytaumi B reHe IRF6, m. (Van der Woude
Syndrome, Gene IRF6, Mut.)

37570

A27.30.385

CwvHppowm Buckotta-Ongpuya (CBO). MNownck mytaumi B reHe WAS, m.
(Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

30630

A27.30.386

CvHApOM BpOXAEeHHOW LeHTpanbHon runoseHTunsaumm (CBLIN). Mownck
yacTbix MmyTauun B reHe PHOX2B, 4. M. (Congenital Central Hypoventilation
Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

8995

A27.30.321

CwvHgpowm MepmaHckmn-INygnaka (AnbOMHU3M rnaso-KoXHbIV C
remMopparM4eckum anate3oM U NMrMeHTaunen peTrukyno-aHaoTenmanbHbIX
kneTok). MNonck yactbix myTauun B reHe HPS1, 4. m. (Albinism
Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

13960

A27.30.372

CwvHpgpowm [Mpevira (cemenHbin runeptenopuam). Nonck mytaumn B reHe GLI3,
M. (Greig Syndrome, Gene GLI3, Mut.)

74490

A27.30.387

CwuHgpowm Mpucuennu. MNownck mytaumn B reHe RAB27A, m. (Griscelli
Syndrome, Gene RAB27A, Mut.)

24080

A27.30.346

Cungpom xekcoHa-Bencca. MNonck mytaumii B ak3oHe 9 reHa FGFR2 u
ak3oHe 7A reHa FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9 Gene
FGFR2, Exon 7A Gene FGFR1, Mut.)

13960

A27.30.322

CwuHpgpom XKybepa (CXK). AHanua yncna konuii reHa NPHP1 (Joubert
Syndrome, Cerebelloparenchymal Disorder IV, CPD IV, Classic Joubert
Syndrome, Joubert Syndrome type A, Joubert-Boltshauser Syndrome, Pure
Joubert Syndrome, Gene NPHP1, Mut.)

19720

A27.30.323

CuHgpom KapnieHTepa (akpoLedanononMcuHaakTunuga BToporo tuna).
Mouck mytauun B rene RAB23, m. (Carpenter Syndrome, Gene RAB23,
Mut.)

30630

A27.05.033

CwvHapowm kepatuta-uxtnosa-tyroyxoctu (KNO-cuHgpom). Mouck mytaunii B
reHe GJB2, m. (Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome,
Gene GJB2, Mut.)

13960

A27.30.324

Cungpom Knunnensa-®enns (CMHOpPOM KOpoTKoW wen). MNonck mytauumi B
reHe GDFG6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.)

18120

A27.30.388

Cungpom KokkenHa. Nonck mytaumin B reHe ERCC6, M. (Cockayne
Syndrome, Gene ERCC6, Mut.)

81830

A27.30.325

Cungpom Koctenno. lNMouck mytauun B reHe HRAS, m. (Costello Syndrome,
Gene HRAS, Mut.)

9790

A27.30.326

Cungpom Kodpduna-Noypu (CKI). MNMouck mytaumin B reHe RPS6KA3, M.
(Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

81825

A27.30.383

CuHapom kpaHuodpaLmanbHOM AMCMOPUN-TYrOyXOCTU-YbHAapHON
aesvaumm kucten. MNonck mytaumii B reHe PAX3, M. (Craniofacial-Deafness-
Hand Syndrome, CDHS, Gene PAX3, Mut.)

33420

A27.30.015

CwvHppowm Kpurnepa-Hansipa (CKH, cemenHas xentyxa). [ovck mytauun B
reHe UGT1, m. (Crigler-Najjer Syndrome, Gene UGT1, Mut.)

21540

A27.30.346

CwvHgpowm KpysoHa ¢ YyepHbIM akaHTo30M. Mounck myTauuin B ak3oHe 10 reHa
FGFRS3, M. (Crouzon Syndrome with Acanthosis Nigrican, CAN, Exon 10
Gene FGFR3, Mut.)

9790

A27.30.346

Cungpom KpysoHa. NMownck mytaumm B 3k3oHax 7 u 9 reHa FGFR2, m.
(Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut.)

13960

A27.30.377

Cungpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene
NLRP3, Mut.)

50070




A27.30.327

Cungpom Makneoga. MNMouck mytauun B reHe XK, m. (McLeod Syndrome,
Gene XK, Mut.)

21500

A27.30.389

CuHgpom MoyaT-BunbcoH. MNonck mytauumii B reHe ZEB2, m. (Mowat-Wilson
Syndrome, Gene ZEB2, Mut.)

62580

A27.30.390

Cungpom HurimereH, NBN 4.m. (Nijmegen Breakage Syndrome, NBS, Gene
NBN, Freq. Mut.)

8740

A27.30.328

CuvHOpOM HOrTen-HagKoneHHWka (ocTeoHuxoamcnnasns). NMounck mytauuii B
reHe LMX1B, m. (Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene
LMX1B, Mut.)

30630

A27.30.329

Cungpom Ocnepa-PaHato-Bebepa (HacneacTeseHHas remopparnyeckas
TeneaHrnakrasus). Nonck mytaumii B reHe ENG, m. (Rendu-Osler-Weber
Disease, Gene ENG, Mut.)

37570

A27.30.391

Cwungpom Mannuctepa. Mownck mytaumii B reHe TBX3, m. (Pallister W
Syndrome, Gene TBX3, Mut.)

30630

A27.30.372

Cwungpom Mannuctepa-Xonna. MNMouvck mytauun B reHe GLI3, m. (Pallister-Hall
Syndrome, Gene GLI3, Mut.)

74490

A27.30.320

CuHgpom noakoneHHoro ntepurmyma. lNonck mytaumii B reHe IRF6, m.
(Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.)

37575

A27.30.346

Cungpom lMapanddepa. Mounck myTauuin B 3k3oHax 7, 9 reHa FGFR2 n
ak30He 7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2,
Exon 7A Gene FGFR1, Mut.)

18120

A27.30.392

Cungpom Petta. Mownck mytaumn B rene MECP2, m. (Retts Syndrome, Gene
MECP2, Mut.)

15955

A27.30.307

Cungpom CeTpe-YHoTaeHa. Nouck mytauun B reHe TWIST1, m. (Saethre-
Chotzen Syndrome, Gene TWIST1, Mut.)

18125

A27.30.330

CwvHgpom Cunbsepa. NMouck mytauui B reHe BSCL2, m. (Silver Syndrome,
Gene BSCL2, Mut.)

30630

A27.30.331

Cungpom CumncoHa-Ionabu-bemens. MNouck mytaunii B reHe GPC3, m.
(Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

33420

A27.30.393

CwvHgpom Cmuta-llemnu-Onuua (CINOC). Mouck mytauuii B reHe DHCR7, m.
(Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.)

37570

A27.30.394

CuHgpom TecTukynsapHon emmHusauum (CT®, cuHapom Moppuca). Nouck
myTaumn B reHe AR, M. (Testicular Feminization Syndrome, Gene AR, Mut.)

41540

A27.30.395

CwvHppowm Tpuuepa-Konnuusa-®panyeckeTtn (MaHgnbyno-dauymnansHbin
ansocto3). MNMounck mytaumn B reHe TCOF1, m. (Treacher-Collins Syndrome,
Franceschetti-Klein Syndrome, Mandibulofacial Dysostosis without Limb
Anomalies, Gene TCOF1, Mut.)

81830

A27.05.053

CwvHgpom Xunnens-JliuHgay (uepebpo-peTMHo-BUCLEPanbHbIA aHIMOMaTOo3).
Mownck mytaumm B reHe VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von
Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Mut.)

18120

A27.05.053

CvHgpom Xunnens-JiuHgay (uepebpo-peTMHO-BUCLIEPANbHBIA aHIMOMaTO3).
Onpegenenne vicna konui reHa VHL, m. (Von Hippel-Lindau Syndrome,
VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Copy
Number Variation Gene VHL, Mut.)

19720

A27.30.332

Cungpom LWsaxmaHa-Aanmonaa. MNouck myTtauuin B reHe SBDS, m.
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

24080

A27.30.332

CuHgpom LWsaxmaHa-Aanmonaa. MNouck yactbix MyTaumm B reHe SBDS1, u.
M. (Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)

9790

A27.30.396

Cungpom 3nepca-danno, tTun VI. Mounck yacTeix myTauuin B reHe PLOD, u. M.
(Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq. Mut.)

15280

A27.30.397

CwvHppom Ockobapa. Mouck mytaumii B reHe CHRNG, M. (Escobar
Syndrome, Gene CHRNG, Mut.)

33420

A27.30.339

CnnHanbHas amuoTpodumsa ¢ napanuyom amadparmel. [onck mytaumi B reHe
IGHMBP2, m. (Spinal Muscular Atrophy (SMA) with Diaphragmatic Paralysis,
Gene IGHMBP2, Mut.)

62580




A27.05.034

CnnHanbHas amuoTpodpumsa Tunel |, 11, IIl, 1IV. Onpegenenne ynucna konum reHa
(Spinal Muscular Atrophy, SMA, Type I, II, lll, IV, Copy Number Variation)

7595

A27.05.034

CnuHanbHast ammoTtpodms Tunel I, 1, 1II, IV. Monck mytaumii B reHe SMN1, m.
(Tonbko npu Hanuyum ogHou konum reHa) (Spinal Muscular Atrophy, SMA,
Type |, I, 1ll, IV, Gene SMN1, Mut. (Only Presence One Gene Copy) )

33420

A27.30.394

CnnHanbHo-6ynbbapHast ammoTpoduma KeHHeawn. Nouck yacTbix MyTaLmm B
reHe AR, 4. M. (Kennedy Spinal and Bulbar Muscular Atrophy, Gene AR,
Freq. Mut.)

4950

A27.30.398

CnnHouepebennsapHast atakeust. [Nonck yacTtbix MmyTauun B reHe ATXN7, u.
M. (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

8995

A27.30.398

CnnHouepebennsapHast atakcust. [Nonck yacTtbix MmyTauun B reHe ATXNS, u.
M. (Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.)

8995

A27.30.347

CnoHrnodopmHas sHuedanonaTtns ¢ HeMpPONCUXMYECKUMUN NPOSBIEHNAMM.
Mounck mytauun B rene PRNP, M. (Spongiform Encephalopathy with
Neuropsychiatric Features, Gene PRNP, Mut.)

18120

A27.30.333

CnoHannokocTanbHbIN An3ocTo3s. Nouck mytaumin B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

30630

A27.30.399

CnongunoanudusapHas gucnnasusa (C3[). MNonck myTaumi B reHe
TRAPPC2, M. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene
TRAPPC2, Mut.)

21495

A27.30.381

CynepakTtnBHocTb hocdopunbosnnnmpodocdat cnHTeTasbl. [Nonck mytaumin
B reHe PRPS1, m. (Phosphoribosylpyrophosphate Synthetase Superactivity,
PRS Superactivity, Gene PRPS1, Mut.)

30630

A27.30.439

TpuxopuHodanaHreanbHbin cuHapom. MNMouck mytauuii B reHe TRPS1, m.
(Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.)

41540

A27.05.021

TpomboumToneHns BpoxaeHHas. MNonck mytaumn B reHe MPL, M. (Congenital
Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL, Mut.)

33420

A27.30.347

daTanbHasa ceMmerHasa nHComHus. MNonck mytaumii B reHe PRNP, M. (Fatal
Familial Insomnia, FFIl, Gene PRNP, Mut.)

18120

A27.30.287

®deHunketoHypu4. MNouck mytaumin B reHe PAH, M. (Phenylketonuria, PKU,
Gene PAH, Mut.)

50070

A27.30.287

®deHunkeToHypus. Nounck yactbix MyTaLmn B reHe PAH, 4. m.
(Phenylketonuria, PKU, Gene PAH, Freq. Mut.)

21040

A27.30.334

dubpoamcnnasmsa occuduympytowas nporpeccupytoLlas. Nonck mytaummn B
«rops4dmx» yyactkax reHa ACVR1, «ropsay.» yd. M. (Fibrodysplasia Ossificans
Progressiva, FOP, Gene ACVR1, Hot-Point Mut.)

21495

A27.30.334

dubpoamcnnasmsa occuduympyrowas nporpeccupytoLlas. Nonck mytaumm
6e3 «ropsumx» yyactkos reHa ACVR1, 6e3 «ropsy.» yu. M. (Fibrodysplasia
Ossificans Progressiva, FOP, Gene ACVR1, without Hot-Point Mut.)

30630

A27.30.400

XoHapoaucnnasusa metadusapHas, Tun Mak-Kbtocuka. Nounck mytauui B
reHe RMRP, m. (Metaphyseal Chondrodysplasia, McKusick Type, Gene
RMRP, Mut.)

9790

A27.30.335

XoHgpogucnnasua TodeyHasa KoHpagu-XioHepmaHa. NMovck myTtauum B reHe
EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome,
Gene EBP, Mut.)

21500

A27.30.306

XoHapokanbumHo3. NMouck mytauun B reHe ANKH, M. (Chondrocalcinosis,
Calcium Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.)

50075

A27.30.401

Xopes NeHTUHITOHa. MNonck YyacTbix MmyTauun B reHe IT15, 4. m. (Chorea
Huntington, Gene IT15, Freq. Mut.)

4620

A27.30.402

Xopougepemusi. MNMouck mytauyun B reHe CHM, M. (Choroideremia, CHM,
Gene CHM, Mut.)

62580

A27.30.403

XpoHu4deckas rpaHynemarto3Hasa 6onesHb. [Nouck mytauun B reHe CYBB, m.
(Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.)

50070




A27.30.404

X-cuenneHHasa arammarnodynuHemus. Monck mytaumi B reHe BTK, m. (X-
Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

74490

A27.30.405

X-cuenneHHbI numdonponudepaTuBHbIN CUHAPOM (O6onesHb [yHkaHa,
cuHgpom lNyptuneo), XIAP M. (X-Linked Lymphoproliferative Syndrome, XLP,
Gene XIAP, Mut.)

33420

A27.30.405

X-cuenneHHbIn numdonponudepaTuBHbIN cuHapom (6onesHsb [yHkaHa,
cvHapom MypTtuneo). Mouck mytauun B reHe SH2D1A, m. (X-Linked
Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

21495

A27.30.406

X-CLIEMMEHHbIN MOTOPHbIN HUCTarM. Nonck mytaumii B reHe FRMD7, m. (X-
Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

50070

A27.30.407

X-CLIEMMEHHbIN TSHKEbIN KOMOMHMPOBAHHbIN MMMYHOA4eMumMT. Monck
myTaumn B reHe IL2RG, m. (X-Linked Severe Combined Immunodeficiency,
Gene IL2RG, Mut.)

21495

A27.30.388

LlepebpookynocdaLrmockeneTHein cuHapom. MNonck mytaumi B reHe ERCCBG,
M. (Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCCB,
Mut.)

81830

A27.30.408

OK30CTO3bl MHOXECTBEHHbIE. Nonck mytaumii B reHe EXT1, M. (Multiple
Exostoses, Gene EXT1, Mut.)

50070

A27.30.408

OK30CTO3bl MHOXECTBEHHbIE. Nonck Mmytaumii B reHe EXT2, M. (Multiple
Exostoses, Gene EXT2, Mut.)

62580

A27.30.348

OkccyaaTuBHas BUTPEOXopeopeTuHanbHas anctpodus. Nonck mytauni B
reHe NDP, m. (Familial Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

13960

A27.30.409

OKTogepManbHas aHrmgpoTmyeckast gucnnasms. Nomck Mmytauum B reHe
EDA, m. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

33420

A27.05.033

OkTogepMarnbHas rugpoTudeckas gucnnasus. Novck mytaumn B reHe GJB6,
M. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

13960

A27.30.336

OnudusapHas gucnnasms, MHoXecTBeHHasi. MNonck YacTbiX MyTauuin B reHe
COMP, 4. M. (Multiple Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

8995

A27.30.299

OnndusapHas gucnnasud, MHoXecTBeHHas. [lonck mytaumii B reHe
SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

26460

A27.30.410

OpuTpoaepmMus BpOXAEHHas UXTUO3Has (HebynnesHas). MNouck mytaunii B
reHe ALOXE3, m. (Nonbullous Congenital Ichthyosiform Erythroderma,
NBCIE, Gene ALOXE3, Mut.)

56760

A27.30.411

OpuTpoaepmMus BpOXAEeHHas UXTno3Has (HebynnesHas). MNounck mytauni B
reHe LOX12B, m. (Nonbullous Congenital Ichthyosiform Erythroderma,
NBCIE, Gene LOX12B, Mut.)

37680

A27.30.358

OpuTpoaepmMus BpOXAEeHHas UXTUO3Has (HebynnesHas). MNMouck mytaunii B
reHe TGM1, m. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE,
Gene TGM1, Mut.)

37680

A27.05.033

Oputpokepatogepmus. MNMonck mytauun B reHe GJB3, m.
(Erythrokeratodermia, Gene GJB3, Mut.)

13960

A27.05.033

Oputpokepartogepmus. MNMonck mytauun B reHe GJB4, m.
(Erythrokeratodermia, Gene GJB4, Mut.)

13960

A27.05.053

OpUTPOLMTO3 pELIECCUBHBIN (CEMENHAst HAaCNeACTBEHHAs! NONULUTEMUS).
Mownck mytaumm B reHe VHL, m. (Autosomal Recessive Erythrocytosis, Gene
VHL, Mut.)

18120

A27.05.053

OpUTPOLMTO3 peLleCCUBHBIN (CEMeNHasi HacneACTBEHHAs NoNUUUTEMUS).
Mownck yacTeix myTaumn B reHe VHL, 4. M. (Autosomal Recessive
Erythrocytosis, Gene VHL, Freq. Mut.)

10320

A27.05.052

CemenHbI MegynnsipHbIA pak LWMTOBUAHOM xenesbl (3k30Hbl 10, 11, 13, 14,
15 reHa RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15
Gene RET))

25395

A27.05.052

CuHOPOM MHOXECTBEHHOW SHOOKPUHHON Heornnasuu 2A tuna (3k3oHsb! 10, 11
reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene
RET))

15280

A27.05.052

CuHOPOM MHOXECTBEHHOWN 3HOOKPMHHOM Heonnasum 2B Tuna (reH RET)
(Multiple Endocrine Neoplasia Type 2B (Gene RET))

10320




B03.070.478

AppeHoreHuTanbHbii cuHapom (AIC). MNownck YyacTbix MyTauun B reHe
CYP210HB, 9 u. m. (Congenital Adrenal Hyperplasia (CAH), Gene
CYP210HB, 9 Freqg. Mut.)

12470

A27.30.286

HacnepncteeHHbIN remoxpomaTos, | Tun (reH HFE) (Hemochromatosis Type
1 (Gene HFE))

3075

A27.30.285

CwuHppom XKunbbepa (reH UGT1A1) (Gilberts Syndrome (Gene UGT1A1))

4340

23.1. OnpeaeneHne 6GMONOrMYECKOro poACTBa B CEMbe: OTLLOBCTBA U
matepuHcrtea (Definition of Biological Relationship: Paternity and
Maternity)

B03.045.030

CpouHoe ycTaHoBMeHne 61onormyeckoro poACcTBa Ansi OAHOro U3 poautenen
npu 6eccnopHom poactee gpyroro (3 ven.) (Urgent Establishment of
Biological Relationship for One Parent at Indisputable Relationship of
Another (3 Persons))

35350

B03.045.030

YcTaHoBneHve 6nonornyeckoro poacTea Ansi OAHOIO U3 pOAUTENEN Npu
B6eccnopHoMm pogcTtee gpyroro (3 yen.) (Establishment of Biological
Relationship for One Parent at Indisputable Relationship of Another (3
Persons))

26495

B03.045.030

CpoyHoe ycTaHoBneHne 61MonorMyeckoro poAcTea Ansi O4HOro U3 poauTtenem
npw otcyTcTBum gpyroro (2 yen.) (Urgent Establishment of Biological
Relationship for One Parent in Absence of Another (2 Persons))

35350

B03.045.030

YcTaHoBneHve 6nonornyeckoro poacTea Ansi OAHOIO U3 poaUTENen npu
otcyTcTBum gpyroro (2 yen.) (Establishment of Biological Relationship for
One Parent in Absence of Another (2 Persons))

19065

B03.045.038

[JononHuTenbHbIN y4acTHUK UccrefoBaHus (pebeHoK unu maTte nnu ote)
(Additional research participant (child or mother or father))

9250

24.1. HacnepctBeHHble 60n1e3HU 0bMmeHa BeLecTB y
HOBOPOXAEHHDbIX/CKPUHUHT «MaTouka» (Hereditary Metabolic Disorders
in Newborns. Newborn Screening "HEEL")

B03.016.025.0

CkpuHuHr HoBopoxaeHHbIX «MATOYKA» (Newborn Screening "HEEL")*

8090

B03.016.018.0

MasoBas xpomaTorpadcums obpasuoB Mouun (opraHuyeckue aunaypun) (Gas
Chromatography of Urine (Organic Aciduria))

13575

A27.30.447

OnpegeneHne akTMBHOCTY BMOTMHUAA3bI (HE4OCTaTOYHOCTb BUOTUHMAA3bI)
(Biotin-Dependent Carboxylases Activity (Biotinidase Deficiency))

6685

A27.30.448

B3XXX-MC-MC opranunyeckumx kncnot (cykumHunaueToH) (HPLC-MS/MS
Organic Acids (Succinylate))

4925

A27.30.440

YacTas myTtaums B reHe BTD (HegocTtaTouHOCTb GBrotuHmMaassl) (BTD
(Biotinidase Deficiency) Gene, Freq. Mut.)

7785

A27.30.441

YacTtasa myTtauua B reHe GCDH (rnytaposas aungypus tun 1) (GCDH
(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria, Type 1))

6685

A27.30.441

MonHebln aHann3 reHa GCDH (rnytaposas auugypusa tvun 1) (GCDH (Glutaryl-
CoA Dehydrogenase) Gene (Glutaric Aciduria, Type 1))

52060

A27.30.442

YacTtasa mytauusa B reHe HADHA (HegoctaTouHOCTb ANMHHOLLENoYeYHou 3-
rugpokcmaumn-KoA-gerngporeHassl) (HADHA Gene, Freq. Mut. (Long-Chain
3-Hydroxyacyl-Coa Dehydrogenase (LCHAD) Deficiency))

6685

A27.30.443

YacTtasa mytauua B reHe ACADM (HegoCTaTOYHOCTb CpeaHeLenoyYeyHom
aervaporeHasbl xupHbIx kucnot MCAD) (ACADM Gene, Freq. Mut. (Medium-
Chain Acyl-CoA Dehydrogenase (MCAD) Deficiency))

6685

A27.30.444

MonHein aHann3 reHa OTC (HeAOCTaTOMHOCTb OPHUTMHTPaHCKapOaMmnashbl)
(OTC Gene (Ornithine Transcarbamylase (OTC) Deficiency))

48060

A27.30.445

YacTble myTaumu B reHe FAH (tupoanHemus tun |) (FAH Gene, Freq. Mut.
(Tyrosinemia, Type 1))

12195

A27.30.445

MonHbi aHanma reHa FAH (TuposuHemuns Tun ) (FAH Gene (Tyrosinemia,
Type 1))

63060




YacTtuuHbin aHanms reHa ASS (umtpynnuHemus) (ASS Gene, Freq. Mut.

A27.30.446 [(Citrullinemia)) 12060
26.1. Ona peten (For children)

OueHka MMMYHHOrO OTBeTa k geTckum nHdekumsim (Pediatric Infections:

B03.070.460 |[Immune Response) 7670
3nopoBbivi pebeHok: ans geten ot 0 go 14 net (Healthy Child: for Children

B03.070.450 |from O to 14 Years) 1690
26.2. Ona xeHwmH (For women)
lMporpamma CKpuHWHra paka wenkn maTtkn — onpegenexve JHK BIMY n
LMTONOrMYecKoe uccrnenoBaHme cockoba LWerkn MaTkm U LepBrKanbHOro

B03.027.015 |kaHana mMeToaoM XXWOKOCTHOW LuuTonornm* 2250

B03.070.406 |VIP-o6cnepoBaHue ang xeHwuH (VIP-Survey for Women) 27395
YKeHcKkuin ropMmoHanbHbIn Npodnsb: ANCHYHKLMS ASUYHUKOB, HapyLUeHUs
MeHcTpyaneHoro uukna (Female Hormonal Profile: Ovarian Dysfunction,

B03.016.023 [Menstrual Irregularities) 7330

A27.30.278 |OHkopuck xeHckmi: werka maTkm (Womens Oncorisk: Cervix ) 4190
Mpobnembl HEBbIHALLMBaAHMWSA: ayTOMMMYHHbIN Npodunb (Miscarriage:

B03.070.456 |Autoimmune Profile) 7780
B03.070.462 |[OueHka aHgporeHHoro ctatyca (Assessment of Androgen Status) 3140
MnaHnpoBaHne 6epeMeHHOCTU: AMarHOCTUKa YPOreHUTanbHbIX MHAEKUNIA
B03.070.448 |(Pregnancy Planning: Diagnosis of Urogenital Tract Infection (UTI)) 4560
Xouy cTaTb MamoW: KoMnnekcHoe obcnegoBaHve Npu NNaHMpoBaHUK

6epemeHHocTn (Want to Become a Mother: Pregnancy Planning,

B03.001.001 |Comprehensive Survey) 15390

B03.014.006 |TORCH-uHdpekuun (ToRCH-Infections) 6290
BbepemenHocTb: |l TpumecTp (14-28 Hegenwn) (Pregnancy: Second Trimester

B03.070.448 [(14-28 Weeks)) 1690
BepemenHocTb: Il TpumecTp (o1 29-30 Hegenb) (Pregnancy: Third Trimester

B03.070.448 |[(29-30 Weeks) ) 8040

B03.070.488 |lMogroToBka k 6epeMeHHOCTU: 6a30BbIN 17860

B03.070.488 [loaroToBka kK 6epeMeHHOCTH: OLEeHKa BUTAMUHHOIO cTaTyca 6810

B03.070.488 |lMogrotoBka kK 6epeMEeHHOCTU: CKpPbITbIN AedunumnT xenesa 2370
26.3. OAna myKumH (For men)

B03.070.409 |VIP-o6cnepoBaHue ans myxynt (VIP-Survey for Men) 25820
26.4. ExxeropHble npodpunaktuiyeckne obcnegosanmsa (Annual preventive
examinations)

ExxerogHoe npodunaktudeckoe obenenosarme (nocne 40 net) (Annual

B03.070.447 |Check-Up after 40 Years of Age) 9980
340poB Tbl — 340pOBa CTpaHa: exerogHoe npogunakTmyeckoe
obcneposaHue (go 40 net) (Healthy You - Healthy Country: Annual Check-

B03.070.458 |Up up to 40 Years of Age) 17345
Broxumus kposu: paclumpeHHbIn npoduns (Serum Biochemistry: Extended

B03.016.004 [Profile) 7990

B03.016.004 [Buoxnmusa KpoBK: MUHMMAIbHLIV Npoduib (Serum Biochemistry: Minimum) 4940
26.5. CnoptusHblie npodpunu (Sport Profiles)

B03.070.464 |Supersport Ba3oBbin 4125

B03.070.464 |Supersport OnTMmanbHbIV 10245

B03.070.464 |Supersport [NpoaBuHyTbI 18160
26.7. OueHKa pUcKa pa3BuTUA 3aboneBaHU cepaevyHO-COCY[UCTOM
cuctembl (Cardiovascular disease risk assessment)

MpodunakTrka 3aboneBaHnii cepaLa 1 CoCyaoB U UX OCINOXHEHUN

B03.070.451 [(Preventing Heart and Blood Vessel Diseases ) 5410

B03.016.005 |NunmaHbii npodmnb: pacwmpeHHbin (Lipid Profile: Extended ) 4890

B03.016.005 |JlunugHein npodune: ckpuHuHr (Lipid Profile: Screening) 1530

26.8. OunarHocTuka aHtudpochonmnugHoro cuHapoma (Diagnosis of
antiphospholipid syndrome (APS))




AHTUdOoChoNuNnaHbIN cuHgpom (APC), nabopaTopHble KpUTEpPUK

A12.06.030 [(Antiphospholipid Syndrome, APS) 5360
26.9. lnarHoCTUKa COCTOAHMUA XKeNya0U4HO-KULeyHoro TpakTa (Diagnosis
of gastrointestinal tract (Gl Tract))

[narHocTtvka uenuakumn: HenepeHocuMocTb 6enka 3nakoB (rnoTeHa) (Coeliac

B03.070.471 |Disease: Gluten Intolerance ) 8550

B03.014.004 |[lactponaxens (GastroPanel) 5830
26.10. OueHka pyHKuMM neveHun (Assessment of liver function)

B03.016.008 |O6cnenosaHue nedeHu: pacumpeHHoe (Survey of Liver: Extended ) 5735
B03.070.500 [O6cnemoBaHue neveHn: ckpuHUHE (Survey of Liver: Screening) 2140
CKPUHWHI ayTOMMMYHHOTO nopaxkeHus nedexun (Autoimmune Liver Disease:

A12.06.024 |Screening) 8890
26.12. OueHka pyHKuMM noyek (Assessment of renal function)

B03.025.001 |O6cnenosaHme no4vek: pacwmpeHHoe (Survey of Kidneys: Extended ) 4430

B03.025.001 [O6cnemoBaHue novek: ckpuHUHE (Survey of Kidneys: Screening) 4335
26.13. FTocnutanbHble uccnepgosanua (Hospital Examination)
ocnuTtanu3aumsa B TepaneBTuyeckui ctaumoHap (Hospitalization in

B03.070.401 |Therapeutic Hospital) 8050

B03.070.402 |J1labopaTopHbIi XMpypruiyeckmun npodusnb 10930

B03.070.400 |NMabopaTopHbI XMpypruiyeckuii Npodusbs pacluMpPEHHbIN 12875
26.14. OmnarHocTuKa 3aboneBaHuii coeguHUTeNbHOM TKaHK (Diagnosis of
connective tissue diseases (disorders of connective tissue))

Bonu B cyctaBax: pacwmpeHHoe obcnegosaHme (Joint Pain: Extended

B03.070.463 |[Survey) 12340

B03.040.002 |ApTpuTbl Npu peBmaTtnyeckmnx 3abonesannsax (Rheumatic arthritises) 4030

B03.070.463 |Bbonwu B cyctaBax: ckpuHuHr (Arthralgia: screening test) 6590

B03.070.487 |Moparpa 1540

B03.070.501 |PeBmatoungHbin apTput (Rheumatoid arthritis). 4410
26.15. inarHocTuKa caxapHoro guabeta (Diagnosis of diabetes)

B03.012.001 |KoHTponb anabeta: pacwmpeHHbin (Diabetes Control: Extended) 6570

B03.012.001 |KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening) 1140

B03.070.459 |OnabeTt: aytoummyHHble Mmapkepsbl (Diabetes: Autoimmune Markers) 4950
26.16. fluarHoCcTMKa U KOHTPOJIb Tepanum octeonopo3a (Diagnosis and
monitoring therapy for osteoporosis)

B03.070.452 |OunarHocTtuka octeonoposa (Diagnosis of Osteoporosis) 5170
OueHka meTabonunama KOCTHOWM TKaHU M pUCKa OCTEOoMNOopOo3a: pacLUMpPeEHHOEe
obcnepoaHue (Metabolic bone and osteoporosis risk evaluation:

B03.070.502 |comprehensive examination). 7850
26.17. OueHKa GyHKLUUM WMTOBUAHOMN XKenesbl (Assessment of thyroid
function)

LLntoBmaHas xxenesa: pacumpeHHoe obcnenosanme (Thyroid Gland:

B03.058.001 |Extended Survey) 3590

B03.058.001 [LLUutoBmaHas xenesa: ckpuHuHr (Thyroid Gland: Screening) 2090
26.18. UHdeKuun, nepegasaemblie NoaoBbiMm nyTém (Sexually transmitted
infections (STI))

B03.014.031 |BWY, cudunuc, renatutel B n C (HIV, Syphilis, Hepatitis B, C) 3060
WccnenoBaHue komnnekcHoe «Cekc B 60MnbLLIOM ropoae: 6 MHgekuuii
(ananus kposun)» (Comprehensive Study «Sex in City: 6 Infections (Blood

B03.014.010 [Test)») 6230
WccneposaHme komnnekcHoe «Cekc B 6onbLliom ropoge: 14 nHdgekuni +
Ma30k Ha mukpodnopy» (Comprehensive Study «Sex in City: 14 Infections +

B03.014.030 |Smear on Flora») 8350
WccnenoBaHue komnnekcHoe «Cekc B 6onbLUoM ropoge: 12 nHdekummn +
KBM (yporenuTanbeHbii cockob)» (Comprehensive Study «Sex in City: 12

B03.014.029 [Infections (Urogenital Scraping)») 5540
VccnepnoBaHme komnnekcHoe «Cekc B 6onbLiomM ropoge: 8 nHgekuni +
Ma3ok Ha mukpodonopy» (Comprehensive Study «Sex in City: 8 Infections +

B03.014.028 |Smear on Flora») 5230




26.19. MNpo6nembi Beca (Weight Problems)

Mpobnembl Beca (nepBnYHOE 0OCneoBaHme 300pOBbsi NALUEHTOB C

B03.070.454 |HapyweHusimu Beca) (Weight Problems: Primary Survey) 6050
Mepen aveton: MuHMMmansHoe obcnegoBaHue (Survey Before Diet: Minimum

B03.070.481 |) 3290
Mepen aneTon: gononHuTensHoe obcnegoBaHne (Survey Before Diet:

B03.070.481 |Additional ) 10920
26.20. AuneTbl (Diets)

B03.070.482 |BeretapuaHubl 5315

B03.070.483 [lNuTaHue, ucknoyarLee KpacHoe MAco 1890

B03.070.484 |benkoBasa gveta 6370
26.22. Anneprus (Allergy)

B03.002.004 |Anneprusi Ha XXUBOTHbIX, Nbifb, NneceHb (Allergy to Animals, Dust, Mold) 12540

B03.002.004 |Anneprus Ha nuweBble npoaykTel (Food Allergy) 15550

B03.002.004 |Anneprus Ha nneceHb (Mold Allergy) 4050

B03.002.004 |Anneprus Ha pacteHus (Plant Allergy ) 10390
26.23. FemaTtonoruyeckue uccnegosanusa (Hematological Examination)

B03.005.013 |OwarHocTtuka aHemui (Diagnosis of Anemia) 6120
26.24. Kpacota KoKu, Boaoc u Hortei (Beauty of skin, hair and nails)

B03.070.485 |[KpacoTta 3gopoBoi koxu (Healthy skin beauty) 4160
CvinbHble Bonockl, Kpenkme HOrmu, 6apxartHas koxa (Strong hair and nails,

B03.070.486 [velvet skin) 5050
HoBble nccneposaHusn

B03.004.001 |lacTtponaHens CO CTUMyNALMEN 7390
AHapodnop, nccnegoBaHme MUMKPOGIOpbl YPOreHUTanbHOro Tpakta My>K4uH

A26.21.036 B 9dKynATe 3265
AHapodnop, nccnegoBaHme MUMKPOGIOpbl YPOreHUTanbHOro Tpakta My>K4uH

A26.21.036 |B cekpeTe npeacraTensHON xenesbl 3265
AHgpodnop CkpuH, nccnegoBaHve MUKPObriopbl YpOreHUTanbHoro TpakTta

A26.21.036 |MYX4MH B CeKkpeTe npeacTaTesibHON xenesbl 2340

A09.05.209 |lNpokanbUNTOHWH 3280

A26.05.016 |XXenyHble KACIOTLI B CTyrne 4100
OnpepgeneHne nona nnoga. BeisBneHne Y-xpomMocoMbl Mroga B KPOBU

A27.20.001 |matepu (Y-chromosome of the fetus in the mothers blood) 6670
Bupyc rpunna A/B, kauectBeHHoe onpeeneHune PHK (Influenza virus A/B,

A26.08.038.00|quality, RNA) 1975
PasgenbHoe onpeaeneHne TokcuHa A u TokcuHa B Clostridium difficile B
Kane, aHTureHHbIn TecTt (Toxin A and B Clostridium difficile. One step rapid

A26.19.086 [immunochromotographic assay) 1690
Bupyc renatuta C: reHotunmposaHue no reHotunam 1-6 (BI'C, onpegenexune

A26.05.019 |[reHoTunos 1-6, HCV Genotyping) 3000
AHTUTEna Kk kopoHasupycy SARS-CoV-2 (HykneokancugHomy 6enky), 19G,

A26.06.057 |3660TT 755

A09.05.124 [MenaToHuWH 3230

A26.06.057 |AHTuTena k kopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 1090

A27.30.292 |MonekynapHoO-reHeTu4eckas anarHocTvka paka npeacrarenbHON xXenesbl 6735

B03.001.002 |lMnaueHTapHbi dpakTop pocTta (Placental growth factor, PIGF) 4750
dakTtop IX, akTnBHoCTb % (dhakTop Kpuctmaca, aHTUremounbHbI chakTop

A09.05.187 |«B») 1680

A09.05.052 |AHTUK-Xa, akTUBHOCTb % 2105

A09.05.220 |®PakTop BOH Bunnebpanga, aHTureH % 2535

B03.025.001 |[Kny6oukoBas comnbrpauus (pCK® neguatp., popmyna Lsapua 2009) 335

A09.05.221 ButamuH 1,25-gurngpokcun D3 3975

A09.05.035 |3Beponumyc 4160
JlTabopaTopHoe uccnegoBaHue knewa ans BoiseneHusa HK Bo3byguTtens
B6oppenuosa (bonesHu Jlanma) (Detection of pathogen DNA in ticks: Borrelia

A26.04.012.00]|burgdorferi s. I.) 2070




B03.016.004 |NASH-FibroTest 21290
Do3nMHOMUNBHBIN HerpoTokeunH B cTyne (Fecal Eosinophil derived
A26.05.016 [Neurotoxin; EDN, stool) 4705
A26.05.016 |XmmoTpuncuH B cTyne,aktTuBHocTb (Chymotrypsin activity in Stool) 2295
CreaTtokput ctyna (OnpegeneHvne cogepXaHus xupa B Karne MeTogom
A26.05.016 |kucnoTHoro cteatokputa; Fecal Fat; Acid Steatocrit) 1690
AHTUTENA, KONMYeCTBEHHbIE, K crnarkoBomy (S) 6enky SARS-CoV-2, IgG
A26.06.057 |(Anti-SARS-CoV-2, spike (S) protein, IgG, quantitative) 1655
A26.05.016 |3oHynuH dekanbHbin (Zonulin, stool; Fecal zonulin) 7100
B03.016.004 |Buoxumusa kposu: 6a30BbIA NPOdUIbL 2890
A08.30.046 |OLGA-system(broncuvHbiv ()xenyaok) 4260
Mukpockonmyeckoe nccnegoBaHue Moym nocrne maccaxa npeacrarensHom
Al12.21.005 [xene3bl 700
Mpsimort aHTUrNoBynunHOBLIV TecT, nonucneunduyHein (MAIT, npamas
npoba Kymbca, Direct Antiglobulin Test, DAT, Direct Coombs Test
A12.05.009 |Polyspecific) 1420
A27.30.008 |AHanu3 mytaumn B reHe BRAF (V600E) (MNUP, kau) 8040
B03.016.005 |JlunugHbi npodmnb He-HATOLAK PaCLUMPEHHbIN 3905
B03.016.005 |JlunuaHbin npodunb He-HaTOLLAaK CKPUHUHT 1530
B03.070.465 |[BeraHbl. [podunb "MuHumansHbIn" 9640
B03.070.465 |BeraHbl. INMpoduns "ba3oBbiin” 11780
B03.070.465 |Beranbl. INMpodwune "PacumpeHHbin” 20860
B03.070.497 [Mpodunb «ExerogHas npodunaktukay 1320
[unarHocTtuka noctkoBnaHoro cuHapoma (Diagnosis of Post-COVID-19
B03.070.495 [syndrome) 8740
B03.070.467 |JlabopaTopHasi AMarHoCTUKa runepaaHgporeHeMmnm 4530
B03.070.453 |OueHka ropMoHanbHOro cratyca npv HapyLweHMn MEeHCTPpYanbHOro Lukna 2765
B03.070.466 |ButamuH [ n MyHepanbHbI OOMeH 4140
B03.014.024 |PacwwnpeHHoe nccnegosaHne MMKpPodiopbl yporeHnTanbHOro Tpakra 3380
B03.014.023 |CkpuHMHroBoe muccnegoBaHme MUKpodriopbl yporeHnTanbHoro Tpakra 2870
KnnHuyeckun aHanms kposu: obLumii aHanus, nerikocgpopmyna (c
B03.016.002 |MUKpOCKONWEN Maska KpOBW MPU HANnM4mMu naTonormyeckmx coBuUros) 835
OnpepneneHne 0CMOTUYECKOWN pe3nMCTEHTHOCTH aputpoumTos (Osmotic
A12.05.002 |fragility (OF) test, RBC) 2295
A12.05.012.00|3nekTpodopes remornobuHa (Hemoglobin Electrophoresis) 4705
AHTuTena k mutoxoHapuam (AMA-M2), IgG (Anti-AMA-M2 autoantibodies,
A12.06.035 |IgG) 2210
A12.06.051 |AHTuTena k 6eTa-2-rnukonpoTteunHy, IgG (Anti-beta-2-glycoprotein, IgG) 1780
A12.06.051 |AHTuTena k beta-2-rnukonpoTtenHy, IgM (Anti-beta-2-glycoprotein, IgM) 1990
B03.002.004 |lMaHenb pa3sHble annepreHs! 1 5300
B03.002.004 |lMaHenb pa3Hble anneprexsl 2 5100
B03.002.004 |Anneproumn ALEX2 (Allergy Explorer 2), 300 anneprotectos 25095
A27.30.298 |Cungpom MapTtuH-Benn (reHognaHoCTMKa cUHAPOMA NOMKOW X XPOMOCOMBbI) 7375
A27.30.141 |Mytauum B reHe LDLR 14870
A27.30.142 |Mytauum B reHe PCSK9 13525
AHTUTena Kk kopoHasupycy SARS-CoV-2, IgM (kavyecTBeHHOe onpeeneHue)
A26.06.057 |nlgG (konnyecTtBeHHoe onpegenenue) (Anti-SARS-CoV-2, IgM/IgG) 2705
B03.070.489 [ButamuH D 1 muHepanbHbii 06meH (MepekpecTok) 3350
A09.05.099 |AMWHOKMCIIOTHI B NNa3sme KpoBu 5280
B03.016.019 |[AMUHOKMCROTLI B Nna3mMe KpoBu, 48 nokasartenemn 10245
A09.05.026 |PeMHaHTHbIN XONnecTepuH HaToLlak (MPOayKT —Npodunb); 830
A09.05.026 |PeMHaHTHbIV XONnecTepuH He HaTowak (NPOAYKT —Mpodunb) 830
JlTabopaTopHoe uccnegoBsaHue knewa ans seiseneHvs PHK Bupyca
A26.04.012.00|knewleBoro aHuedanuta (Tick-borne encephalitis Virus, TBEV, RNA) 1350
lMaTonoroaHaTomMmnyeckoe nccregoBaHve onepauMoHHOro martepuana (go 6-
A08.30.046 |11 napaduHOBbIX BNOKOB) 4390




[MaTonoroaHaToMMyeckoe uccregoBaHme onepawmMoHHOro Mmatepmana

A08.30.046 |(6Gonee 6-Tn NnapadUHOBLIX GIIOKOB) 4390
B03.070.492 |'vinoroHagn3M y MyX4uH 6190
Kapaunopuck, CKPUHWHI-NEW — C BKIMOYEHNEM BbICOKOYYBCTBUTENBHOIO
TPOMOHWMHA U HaTpuypeTmyeckoro ropMoHa (B-tuna) N-koHueBoro
B03.015.009 |nponenTtuga 8490
>KeHckuini ropMoHanbHbIN Npodunb: HapyLLeHWs MEHCTPYarbHOro Lukna,
B03.070.468 |CKPWHWHTF 3700
B03.070.448 |BbepemeHHoCTb: 1- TpumecTp (1-13 Hegenn) nnu 1-n BU3NT 11150
Cnepmorpamma (ViccnepoBaHume agkynaTa ¢ OLeHKON Mopdponorum no
B03.053.002 |Kptorepy) 3350
B03.070.455 |AHanusbl ansa cnpaeku B 6acceinH 1190
CreponaHbivi npodune B crntoHe (TectocTepoH, ermapoanuaHgpoCTEpPOH,
AHgpocteHanoH, KopTtuson, KoptusoH, 3ctpaguon, MNMporectepoH, 17-OH-
B03.016.023 |nporecTepoH) 8480
B03.032.002 |lMpeHaTanbHbI cKpuHUHT PRISCA 1 2305
B03.032.002 |lMpeHaTanbHbin ckpuHHr PRISCA 2 1645
LinTonormnyeckoe n MMMyHOLMTOXMMUYECKOE UCCNEeAOBaHME C Mapkepamm
p16INK4a un Ki-67 ona noareepxgeHnsa gucnnasnm B Maskax Crim3ancTon
A08.30.013 LIENKN MaTKK 10365
NapsoBupyc B19 (Parvovirus B19)
A26.05.032 [lMapeoBupyc B19, onpegenenne OHK (cbiBopoTKa) 880
Bapuuenna-3octep supyc (Varicella-Zoster virus)
Bupyc Varicella-Zoster, onpegenenne HK B ceiBopoTke kposu (Varicella
A26.05.042.00|ZosterVirus, DNA, serum) 535
Bupyc Varicella-Zoster, onpegenenne JHK B cockobe anutenmanbHbIx
A26.06.056 |knetok koxu (Varicella Zoster Virus, DNA, scrape of skin epithelial cells) 550
Bupyc Varicella-Zoster, onpeagenenne OHK B critoHe (VaricellaZosterVirus,
A26.06.056 |DNA, saliva) 500
Hosble uccneposaHusa 2024
HeunHBa3snBHbIN NpeHaTanbHbI TecT (HUMMT) - ctTaHgapTHasa naHenb
A27.20.001 |(Noninvasive Prenatal Testing (standart)) 30345
HewnHBasmBHbIV NpeHaTanbHbi TecT (HUMMT) - paclumpeHHas naHenb
A27.20.001 |(Noninvasive Prenatal Testing (advanced)) 38900
HeunHBasnBHbIN NpeHaTanbHbii TecT (HUMT 6a3osein) (Non-Invasive
A27.20.001 |Prenatal Test (base)) 26145
Bbepesa 6opogasuaTas, rBet v1 (1215), IgE (Birch, Betula verrucosa, rBet v1
A09.05.118 [(t215), IgE) 835
A09.05.118 |domawwHsas neinb (Hollister —Stier) (h2), IgE 835
A09.05.118 [Apn ocbl naTHucTom (i2), IgE 835
A09.05.118 |[Komap (i71), IgE 875
A09.05.118 [MeHnumnnuH V (c2), IgE 875
A09.05.118 |[Orypeu (f244), IgE 835
A09.05.118 |Asokago (f96), IgE 835
A09.05.118 [Monoko ko3sbe (f300), IgE 835
A09.05.118 |A6pukoc (f237), IgE 835
A09.05.118 [Buwmns (f242), IgE 835
A09.05.118 |MaHngapuH (f302), IgE 835
A09.05.118 |BbaknaxaH (f262), IgE 835
A09.05.118 |Bpokkonu (f260), IgE 835
A09.05.118 [YecHok (f47), IgE 835
A09.05.118 |pmbbl (WwamnuHboHbI) (f212), IgE 835
A09.05.118 [lMoaconHeyHnk (w204), IgE 835
A09.05.118 |Pomaluka (w206), IgE 835
Cwmecb nuweBbix annepreHoB (fm5) (anyHbIi 6Genok, MONoko KOpoBbE,
B03.002.004 |Tpecka, nweHuua, apaxuc, coesble 606kl), IgE 1960
Cwmecb nuweBbix annepreHoB (fm24) (Tpecka, KpeBEeTKM, MUANM, TYHEL,
B03.002.004 |nococs), IgE 1960




Cwmecb annepreHoB NbibLbl AepeBbeB (paHHee LuBeTeHne) (tm5) (onbxa

B03.002.004 |cepas, newuHa, BA3, MBa, TOMOMb TpexXrpaHHbin), IgE 1960
A09.05.118 |BwuHorpag (f259), IgE (Grape (f259), IgE) 1215
A09.05.118 |Jlocock/cemra (f41), IgE (Salmon (f41), IgE) 1215
A09.05.118 |Ckymbpusa (f206), IgE (Mackerel (f206), IgE) 1215
A09.05.118 |Kambana (f254), IgE (Plaice (f254), IgE) 1215
A09.05.118 |[Kokocoehkin opex (f36), IgE (Coconut (f36), IgE) 1180
A09.05.118 |'peuknii opex (f256), IgE (Walnut (f256), IgE) 1215
A09.05.118 |Cubip Yenpep (f81), IgE 870
A09.05.118 |CbIp ¢ nneceHblto (f82), IgE 870
A09.05.118 |TyHeuy (f40), IgE 870
A09.05.118 |Kykypy3a (f8), IgE 870
A09.05.118 |CnuBa (f255), IgE 870
A09.05.118 |mbBupsb (f270), IgE 870
A09.05.118 [®Paconb 6enas (f15), IgE (White bean (f15), IgE) 1215
A09.05.118 |ObiHga (f87), IgE (Melon (f87), IgE) 1215
A09.05.118 [Poxb (f5), IgE (Rye (f5), IgE) 1145
A09.05.118 |KypuHoe msco (f83), IgE 870
A09.05.118 |Candida albicans (m5), IgE 870
A09.05.118 [Wokonag (f105), IgE 870
A09.05.118 |Exa cbopHas (g3) IgE (Dactylis glomerata (g3), IgE) 870
A09.05.118 |Oscanuua nyrosas (g4), IgE (Festula elatior (g4), IgE) 1200
A09.05.118 |Martnuk nyrosow (g8), (IgE Poa pratensis (g8), IgE) 870
A09.05.118 |MonbiHb ropbkas (Artemisia absinthium) (w5), IgE 870
A09.05.118 |lNepbsa BonHucToro nonyranynka (e78), IgE 870
A09.05.118 [JlnumoH (f208), IgE 870
A09.05.118 |I'peva (f11), IgE 870
A09.05.118 |Onbxa cepas (t2), IgE (Alnus incana (t2), IgE) 870
A09.05.118 |llewwmHa obbikHoBeHHas (14), IgE (Corylus avellana (t4), IgE) 870
A09.05.118 |MogopoxHuk (wW9), IgE (Plantago lanceolata (w9), IgE) 870
B03.070.469 |[Ctpecc 9490
OcTpble knweyHble nHdekuun. Onpegenenne PHK BupycHbix Bo3byauTtenen
KnweyHbIX MHekuun (Potasupyc A, Actposupyc, Hoposupyc G |,
A26.05.016 |Hoposupyc G Il) B kane 1575
OcTpble knweyvHble nHpekumn. OnpegeneHue 6akrepuanbHbIX U BUPYCHBIX
BO3OyauTEnewn kuweYHblx nHgekumii (Kamnunobakrep(tepmodunsHas
rpynna),lWurennsl n AWK, CanbmoHennel, AgeHosupyc F, Potasupyc A,
A26.05.016 |Actposupyc, Hoposupyc G |, Hoposupyc G Il) B kane 3310
Hosble uccneposanunna 2024_2
BrnoxumMun4eckmmn CKpUHUHE 1-ro TpumecTpa 6epemMeHHOCTM ANst NporpaMmbl
B03.032.002 |AcTpaiis 3850
WccnepoBanne PAPP-A u cB. 7-XI'Y B 11-14 Hegenb 6epeMeHHOCTY C
B03.032.002 |pacyeToM pUCKOB XPOMOCOMHbIX aHoManuii B nporpamme ASTRAIA 4630
WccnepoBanne PAPP-A u cB. ?-XI'Y B 11-14 Hegenb 6epeMeHHOCTU C
pacyeToM pUCKOB XPOMOCOMHbIX aHOManui, 3agepXky pocTa nnoaa,
B03.032.002 |npexaeBpeMeHHbIX POAOB, NpeaknamMrncum B nporpamme ASTRAIA 4630
WccneposaHne PAPP-A u cB. ?-XI'Y n PIGF B 11-14 Hepgenb 6epeMeHHOCTH
C pacyeToOM PUCKOB XPOMOCOMHbIX aHOMarui, 3agepXxkm pocta nnoga,
npexaneBpeMeHHbIX POLAOB, MHAMBUAYaANbLHOIO pyUcka NpeaknamMncum B
B03.032.002 |[nporpamme ASTRAIA 8160
UccneposaHne TREC n KREC ans anarHoctukm ummyHogedpuuuntos (TREC
A08.05.019 |and KREC analysis for immunodeficiency diagnostics) 6630
A09.05.152 |lperHeHonoH 4235
A09.05.035 |BaHkomuuuH (Vancomycin) 4070
VccnepoBaHusa coctaBa MUKPOOMOTLI KLeYHuKa y geTten metogom MLUP,
B03.016.010 |3HTepodnop Letu 7990
A26.06.012 |Bpyuenna-IgA (Brucella, IgA) 760
A26.06.012 |Bpyuenna-lgG (Brucella, IgG) 915




Bupyc ummyHogeduunta yenoseka, tun 1 (BUY-1), onpegenenne PHK
(kon.) B ceiBOpOTKE KpoBUM (Human immunodeficiency virus, HIV-1, RNA,

A26.05.021 |quality, Serum) 9360
Bupyc nanunnomsl yenoseka (BIMY), soisenenne OHK (ckpuHuHr 14 Trnos
BIMY BbICOKOro oHKOreHHoro pucka - 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59, 66 1 68 TnNoB, c auddepeHynansHbIM onpeaeneHem 16 n 18 Tunos,
A26.21.008.00|TecT-cuctema Peanbect BIMY OHKOCKpUH. 1535
Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k aHTUreHam Kolladben
A26.06.062 |gByycTkm Opisthorchis felineus) 1000
B03.002.004 |PecnupatopHas naHens PROTIA Allerqy-Q (64 annepreHa) 8915
AHTuTena knacca IgG k aHTureHam Yersinia enterocolitica n Yersinia
pseudotuberculosis (Anti-Yersinia enterocolitica, Anti-Yersinia
A26.06.093 |[pseudotuberculosis, IgG) 970
A09.05.118 |CTadnnoKoKKOBbIN SHTEPOTOKCUH A, IgE 1390
A09.05.118 |CTadmoKOKKOBbIN 3HTEPOTOKCUH B, IgE 1390
B03.002.004 |ATonuuyeckas naHenb PROTIA Allerqy-Q 7235
B03.002.004 [Cwmecb nuweBbix annepreHoB 15: anenbcuH, 6aHaH, s6110Kko, nepcuk, IgE 2285
A09.05.118 |Ambposusa (w1), IgE (Ambrosia (w1), IgE) 870
Creuudmyeckne nmmyHornobynuHel knacca G (IgG) k nuweBbIM aHTUreHam:
B03.002.004 |Food Xplorer (FOX). (Specific IgG to food antigens: Food Xplorer (FOX)). 26340
Cwmecb annepreHoB AOMaLUHWX rPbI3yHOB: 3NUTENNA MOPCKON CBUHKM,
3ANMTENWIA KPONUKA, 3aNUTENNIA XOMSIKa, Kpbica, Mblwb, IgE (EP70 (E6, E82,
E84, E87, E88), Rodents Panel: Guinea Pig Epithelium, Rabbit Epithelium,
B03.002.004 |Hamster Epithelium, Rat, Mouse, IgE) 1755
'cTonornyeckoe ncecnegosaHme 6ONCUMHOIO Matepuana:
[obpokayecTBEHHbIE OMYXONM KOXM pa3HbIX rflokanu3aunii SCHOro reHesa
(nanunnomsl, HeByCbl, 6opogaskn)Cockobbl LepBUKaNbHOTO KaHana u
nonoctu matkv (6e3 gucnnasuu) 1 nokanusauus!; JobpokayecTBEHHbIE
3aboneBaHnst MONoYHoM xenesbl 6e3 ancnnasum (PKB,pmnbpoageHoma),
A08.30.046 [lMnaueHTa 3980
MmcTonornyeckoe nccneposanme | K (cockob m3 LepBukanbHOro kaHana,
A08.30.046 nonun Wewkn MaTtky, Nonvn Braranviia, bmonTtart Bnaranuiia) 734
MmcTonornyeckoe nccneposanme Il K (cocko® 13 nonoctu maTky, nonunbl
Tena matku, GuonTar LWerkn MaTku, GuonTar BynbBbl, KOHOUOMbI,
A08.30.046 |manunnombl, NyNnoBMHa, NNaueHTa, NIogHble 000N0YKM) 639
ctonornyeckoe nccnegosanue Il K (Lwerika matkv, MaToYHbIE TPYOb,
SIMYHUKK, KACTbl AMYHUKOB, NapaoBapuarnbHblie U napaTybapHbIe KUCTbI,
A08.30.046 [MMOMAaTO3HbIE Y3ribl) 858
'mctonornyeckoe ncenegosaxme IV K (matka, werika MaTkv, MaTOYHbIE
A08.30.046  |TpYyObl, ANYHMKM, 6OMNBLION CanbHUK B Pa3NNYHbIX COYETaHNAX) 870
MonekynspHo-reHeTuyeckoe nccnegosaHme npu GIST-onyxonsx (cKIT,
A27.30.230 [PDGFRa) 18890
A27.05.041 Mcopwuas, TunnposaHne HLA-Cw6 4400
A12.05.010 BbonesHb bexyeTa, TINMpoBaHne HLA B51 4225
B03.005.017 |OwnarHocTtuka 6eTa-Tanaccemum u remornobuHonatui (reH HBB) 12030
HewnHBasmeHbI npeHaTanbHbii TecT (HUMT Makcumym) (Non-Invasive
A27.20.001 |Prenatal Test (Maximum)) 44900
MukpockonmMyeckoe UccnegoBaHue cekpeTa npeacTaTernbHON Xenesbl
A12.21.005 |(okpacka no PomaHOBCKOMY) 725
Na6oparopus IABKBECT
LinTonornyeckoe nccnenoBaHue ¢ 3akrnoYeHNEM MO TEPMUHOMOTNYECKOM
cucteme betecpa (6e3 onmcaHusa uutorpammel), 1 CTEKO, oKpacka no
A08.20.017 |llenwmaHy 1240
LinTonornyeckoe nccnegoBaHue ¢ 3akrnoyYeHnem no TepMUHONOTMYECKON
cucteme betecpoa (6e3 onucaHus LMTOorpammbl), 2 CTeKNa, okpacka no
A08.20.017 [Jleriwumany 1240




LinTonornyeckoe uccriefoBaHve ¢ 3aKmoYeHnem no TepMUHONOrMYECKon
cucteme beTtecaa (c onucaHvem uuTorpammel), 1 CTEKIO, oKpacka no

A08.20.017 [JlenwmaHy 1240
LinTonornyeckoe nccnegoBaHue ¢ 3akrnoyYeHnem no TepMUHONOrMYECKON
cucteme betecaa (c onMcaHuem umMTorpammel), 2 cTekna, okpacka no
A08.20.017  |Nlevwmany 1240
LinTonornyeckoe nccnegoBaHue ¢ 3akrnoyYeHNEM Mo TEPMUHOMOTMYECKON
cucteme betecpa (c onucaHvem umutorpammel), 1 CTEKNO, okpacka no
A08.20.020 |[lManaHnkonay 2000
LinTonornyeckoe nccnegoBaHue ¢ 3akrnoyYeHnem no TepMUHONOMMYECKON
cucteme betecga (c onvcaHmem umTOrpammebl), 2 CTeEKNa, okpacka no
A08.20.017 |ManaHukonay 2000
BIMY-TAlM-TecT xunaKoCcTHbIN (koMnnekc TecToB: BINY paclumpeHHbI ¢
A26.21.008.00|onpeneneHnem konuvdecTsa u Tuna supyca + NArll-tecr) 3380
BIMY-TecT paclumMpeHHbI XNAKOCTHbLIN (C onpegeneHnem KonmydecTsa u Tuna
A26.21.008.00|supyca) 3100
[dnarHocTrka NopaxxeHnst KoXu, nccrnegoBaHne cocKoO0B 1M OTNEYaTKOB
A08.30.028 |3po3un, paH, ceuen (4o 5-n ctekon) 1240
A08.22.004 |OwarHocTuka 3aboneBaHui LMTOBUOHOM Xenesbl (00 5-Tn cTekon) 1240
A08.28.007 |dnarHocTtuka 3abonesaHuii MOYENONOBOW CUCTEMBI (40 5-Tu cTekon) 1240
A08.20.015 |[OmarHocTmka 3abonesaHuii MOMOYHOM xenesbl (40 5-Tu cTekon) 1240
A08.20.004 |dwnarHocTuka acnvpaTa nonocTy MaTtku (4o 5-Tm ctekon) 1240
VccnepoBaHve masoka-oTrnevaTka ¢ BHYTPUMAaTOYHOW cnvpanu (8o 5-tu
A08.20.017 |cTekon) 1240
VMccnepoBaHve acumMTM4eckom, nneBparnbHON, CUHOBUAMbHOM XUOKOCTH,
A08.09.010 |CNMHHOMO3roBas XXWOKOCTb, COAEPKMMOro KUCT (3a 1 KOHTENHEP) 1240
WccneposaHve matepuana, Nony4eHHOro npu onepaTmBHbIX
A08.17.002 |BMewaTenbcTBax (40 5-Tm cTekon) 1240
A08.06.001 [UccneposaHve nyHkTaTa NMMdaTM4ecknx yanos (4o 5-Tu cTekon) 1240
A08.09.011 [UccneposaHne MOKPOTBLI M MOYM HA aTUNUYECKUE KNeTkn (3a 1 KOHTenHep) 1240
A08.17.002 |WccnepoBaHme aHOOCKONMYECKOro MaTtepuana (8o 5-tm ctekon) 1240
LinTonormnyeckoe nccnegoBaHne 0Tne4aTkoB OMyXonen 1 onyxonenogobHbIx
A08.30.016 |obpasoBaHun (o 5-Tn cTekon) 1240
LinTonornyeckoe nccnegoBaHne NyHKTaToB M OTMEYATKOB APYrMX OpraHoB U
A08.30.016 |TkaHew (3a 1 nokanusaumo 4o 5-Tm cTekon) 1240
KomnnekcHoe uccrnegoBaHune cockoba LIerkn MaTKku U LLepBrKanbsHOro
KaHana MeTodoM XWUAKOCTHOW LIMTONOrMKN C NccneaoBaHnemM KOKCNpecum
A08.20.017.00|oHkobenkoB p16 (p16-ink4a) n Ki67 12890
B03.027.017 |Koakcnpeccus oHkobenkoB p16/Ki67, MMMYHOLIMTOXMMUS 9740
A08.30.013 [MMmmyHoOUuUTOXMMUYECKOE UccnefoBaHue (1 MapKep No cornacoBaHuio) 11470
KoHcynbTaumsi rotoBoro umutonormdeckoro npenapara (1 -5
A08.30.007 |cTeknonpenapaToB) 3200
KoHcynbTaumsi rotoBoro uutorsiormdeckoro npenapata (6 - 10
A08.30.007 |cTeknonpenapaToB) 4800
KoHcynbTaumsi rotoBoro uutosormudeckoro npenapata (11 n 6onee
A08.30.007 |cTeknonpenapaToB) 8000
A08.30.006 |doTopernctpaums (1 CHUMOK) 2165
A08.30.007 [PoTockaHmpoBaHue (3a 1 cnyyan o S5 cTekon) 2900
XNOKOCTHAA UMTONOIMA (pacumpeHHoe 3akroyeHune).

LinTonornyeckoe nccnegoBaHue cockoba ek MaTkm U LepBUKATIBHOTO
A08.20.017.00[|kaHana 2560
YKnpkoctHas umTonorus. Lintonornyeckoe nccnepoBaHme cockoba LWenku
A08.20.017 MaTKn 1 LepBUKanbHOro KaHana 2560

YKnpgkocTHas umTonorus cockoba (acnuparta) nonoct matku (3a 1
A08.20.013  |KOHTelHep) 2560
A08.22.004 |KugkocTHas LMTONOrNSA MyHKTATOB LLMTOBUAHOM Xeresbl (3a 1 KOHTenHep) 2560
A08.20.015 |XKugkocTHas LUMTONOrMA NyHKTaToOB MONOYHON xenesbl (3a 1 KoHTenHep) 2560




A08.30.016

YKnakocTHas umMTonorms NyHKTaToB APYrnX OpraHoB U TkaHen (3a 1
KOHTENHep)

2560

A08.16.002

BoisiBneHune Helicobacter pylori

2825

A08.30.046

WccneposaHve sHOockonuyeckon broncun (Nyiesos, Xernyaok, TOHKUA 1
TONCThIN KALWEYHUK) 6e3 JOMNONHUTENbHOM OKpacku (3a 1 KOHTEHep).

3290

A08.30.046

WccneposaHve sHOockonuyeckon broncun (Nuiesos, Xernyaok, TOHKUA 1
TONCTbIN KALWEYHMK) C AOMOSTHUTENBHON OKpackon Ha cnusb (3a 1
KOHTenHep).

3290

A08.30.046

WccneposaHve sHOockonuyeckon broncun (MyieBos, XXemnygok, TOHKUA 1
TONCThIN KALLEYHMK) C AOMONHUTENBHON OKpackon Ha cnusb n HP (3a 1
KOHENHep).

3900

A08.16.002

ViccnepoBaHne MynbTuUgoKanbHOM 3HAOCKONu4eckon buoncum xenyaka c
onucaHuem no OLGA/OLGIM (3 koHTeliHepa)

4260

A08.30.046

VccnepoBaHne MynbTUOKanbHOM 3HAOCKONUYECKON G1oncum KuieyHvka
npu anarHoctuke B3K (ao 9 koHTenHepoB)

4900

A08.30.046

"'McTonornyeckoe nccnegoBaHme guarHoctTuydeckom 6uoncum opraHoB XKKT
(cntoHHbIE xernesbl, MONOCTb pTa, NULLIEBOS, XKENyOoK, NOMKeNyaAoYHast
Xenesa, nevyeHb, TOHKMI U TONCTbIA KALWEYHWK) 1 KOHTEMHED.

3290

A08.30.046

UccneposaHue onepaumoHHoro matepuana opraHos XKKT (maTepuan B
koHTerHepe go 100 mn)

3290

A08.30.046

UccneposaHuve onepaumoHHoro matepuana opraHos XKKT (maTepuan B
KoHTelHepe 6one 100 mn)

5990

A08.30.046

WccneposaHve sHOockonuyeckon broncun (Mywesos, Xernygok, TOHKUA 1
TOJICTbIV KULIEYHWK) 6€3 JONONHUTENBHOW OKpacku (2-3 KOHTENHepa)

4290

A08.30.046

WccneposaHve sHOockonuyeckon broncun (Mywesos, Xernygok, TOHKUA 1
TONCTbIV KULWEYHMK) 6e3 AONONHMTENBHOW OKpacky (4-6 KOHTENHEPOB)

5000

A08.30.046

WccneposaHve sHOockonuyeckon broncun (Mywesos, Xernygok, TOHKUA 1
TONCTbIV KULWEYHMK) 6e3 AONONHMTENBHOW OKpackuy (7-9 KOHTENMHEPOB)

8000

A08.30.046

WccneposaHue aHgockonuyeckon uoncum (MuweBoa, >xenyaoK, TOHKUA 1
TONCTbIV KULWeYHWK) 6e3 gononHuTtensHon okpacku (10-12 KoHTeHepoB)

10000

A08.30.046

WccnegosaHve sHOockonnyeckon broncun (Myiesos, XernygoK, TOHKUA 1
TONCTbIV KMULWEeYHWK) 6e3 gononHuTensHon okpacku (13-15 KoHTeHepoB)

12000

A08.30.046

WccnegosaHue sHOockonnyeckon broncun (Mywesos, Xernygok, TOHKUA 1
TOMCTbIN KALLEYHUK) C AOMONHUTENBHOW OKpackon Ha cnnsb (2-3
KOHTelrHepa)

4290

A08.30.046

WccnepoBaHve sHOocKkonNnyeckon Groncum (MyLeBos, XXernynok, TOHKUA 1
TOMNCThIN KALLEYHUK) C AOMONTHUTENBHON OKPACKOW Ha cnnsb (4-6
KOHTENHepOoB)

7000

A08.30.046

WccnegosaHue sHOockonnyeckon broncun (Mywesos, Xernygok, TOHKUA 1
TOMCTbIN KALLEYHUK) C AOMONHUTENBHOW OKpackon Ha cnnsb (7-9
KOHTeNHepoB)

13000

A08.30.046

WccnepoBaHue aHgockonuyeckon uoncum (MUweBoa, >xenyaoK, TOHKUA 1
TONCTbIV KALIEYHWK) C AOMOMHUTENbHON OKpackon Ha cnm3b (10-12
KOHTENHepOoB)

14000

A08.30.046

ViccnegoBaHmne 3HO0CKOMMYECKOM Bruoncum (NULLLEBO, XKenyaokK, TOHKUA 1
TOMNCTbIN KALLEYHUK) C AOMOMHUTENBHON OKpackon Ha cnusb (13-15
KOHTEeNHepoB)

15000

A08.30.046

WccnepoBaHue aHgockonuyeckon uoncum (MUweBoa, >xenyaoK, TOHKUA 1
TONCTbIV KALIEYHWK) C AONOMHUTENbHOM OKpacKon Ha cnm3b u HP (2-3
KOHTeNHepa)

5328

A08.30.046

ViccnegoBaHmne 3HO0CKOMMYECKOM Bruoncum (NULLLEBO, XKeNyaok, TOHKUA 1
TOMNCTbIN KALLEYHUK) C AOMONHUTENBHON OKpackon Ha cnusb n HP (4-6
KOHTeNHepoB)

8000

A08.30.046

UccneposaHue sHOockonuyeckon bruoncun (MyLesos, Xernyaok, TOHKUA 1
TONCThIN KALEYHUK) C AOMONTHUTENBHON OKpackon Ha cnunsb u HP (7-9
KOHTENHepoB)

15000




ViccnenoBaHme 3HO0CKOMMYECKOM Bruoncum (NULLLEBO, XKenyaok, TOHKUA 1
TONCTbIN KALWEYHUK) C AONOMHUTENBLHON OKpackon Ha cnmab u HP (10-12

A08.30.046 |KOHTENHEPOB) 16000
WccneposaHve sHOockonuyeckon broncun (Nyiesos, Xernyaok, TOHKUA 1
TONCThIN KALWEYHUK) C AOMONTHUTENBHON OKpackon Ha cnunab n HP (13-15

A08.30.046 |KOHTelrHepoB) 17000

A08.16.002 |WAccnepoBaHue NyHKLMOHHOM B1ONCMM MOMOYHOM XXenesbl (3a 1 KOHTenHep). 3890
VccnegoBaHve onepauyoHHOro Matepurarna MOSIOYHON Xenesbl (mMaTtepuan B

A08.20.009 |koHTerHepe oo 100 mn) 5250
VccnegosaHve onepauroHHOro Matepuarna MOMOYHOM Xenesbl (MaTepuan B

A08.20.009 |1 koHTerHepe cBbiwe 100 mn) 8400
Wccneposanve Guoncum (ropTaHb, Tpaxes, OpOHXW, TOpakocKonnyeckas

A08.09.001 |6uoncusa) (3a 1 KOHTENHEP) 3290
'cTonornyeckoe nccnegoBaHme obpas3oBaHMin Nasyx Hoca, MMHA4anvH (3a 1

A08.08.001 [kOHTeNrHep) 3300
VccnepoBaHve onepauroHHOro Matepuarna opraHoB AbixaHus (matepuan B

A08.08.001 |1 koHTerHepe o 100 mn) 3290
VccnegoBaHve onepauroHHOro Matepuarna opraHoB AbixaHusa (matepuan B

A08.08.001 |1 koHTerHepe cBbiwe 100 mn) 3290

A08.20.003 |WccnepoBaHwe nannenb-6uoncum nonoctn matkv (3a 1 KOHTenHep) 3290
WccneposaHme cockoba NonocTu MaTku Un LepBUKanNbHOro KaHana
(rvnepnnasusa aHgoMeTpusa/nonun, obpasoBaHne NonocTM MaTkm) 3a 1

A08.20.003 [koHTerHep 3290
WccneposaHme cockoba nonoctu matku, abopTuBHLIV MaTepuan (3amepLuas

A08.30.046 |(HepasBumBaroLasacs) 6epeMeHHOCTb AMarHo3oB 3a 1 KOHTenHep) 3290
KomnnekcHoe uccrnegoBaHvne pasfaenbHOro AMarHoCTUYECKOro

A08.20.003 |[BbickabnmMBaHMA NONOCTU MaTkM (Matepuan B 2-X OTAENbHbIX KOHTENHepaXx) 3510

A08.20.011 |WccnepoBaHne 6GMoncum LWENKM MaTku (3a 1 KOHTenHep) 3290
ViccnegoBaHme onepaumoHHOro MaTepuana Leku MaTKM C OLIEHKOW KpaéB

A08.20.011 [pesekumm (3a 1 KOHTENHEP) 3290
'cTonornyeckoe ncecnegoBaHme GONCUNHOIO Matepuarna novek, OpraHoB

A08.28.009 |mMoueBbIgeNMTENBHOM cUCTEMbI (MaTepuan B KoHTenHepe Ao 100 mn) 3290
'cTonornyeckoe nccneaoBaHme onepaLmMoHHOro Matepuarna novexk,
OpraHoB MOYeBbIAENUTENBHON CUCTEMbI (MaTepuan B koHTenHepe go 100

A08.28.009 |mn) 4200
'McTonornyeckoe nccnegoBaHme onepaLmMoHHOro Matepuyana novexk,
OpraHoB MOYEBbIAENUTENBHOM cUCTEMbI (MaTepuan B 1 KOHTeHepe CBbliLle

A08.28.009 100 mn) 4410
KomnnekcHoe uccrnegoBaHne MynbTUdOKanbHOM NyHKLUMOHHOW Guoncum

A08.30.046 |npepcTaTenbHOM xernesbl (00 12 KOHTENHEPOB) 8400
WccneposaHuve onepaumoHHoro matepuana (TYP-6uoncust) npegcratenbHON

A08.21.001 |xenesbl (3a 1 KOHTENHEp) 12000

A08.22.003 VccnegoBaHme NyHKLUMOHHON LWMTOBUOHOM Xene3sbl (3a 1 KOHTenHep) 3290
'cTonornyeckoe nccneaoBaHMe KOXn U NOAKOXHON KneTyaTku (bmonTaThl

A08.01.001 |KOXW/NOOKOXHOM KrneTtyaTtkun) 3a 1 KOHTENHep, A0 5 o6pa3oBaHUN. 3800
'cTonornyeckoe ncecnegoBaHme onepaLmMoHHOro Marepuara Onyxosn KOXu

A08.01.001 1 NOAKOXHOW KNeT4aTKn C OLEHKON Kpaés pesekuun (3a 1 KoHTenHep) 3800
'cTonornyeckoe nccneaoBaHme Marnoro onepalmMoHHOro Matepuarna KoXxu u
NOAKOXHOWN KneTyaTku (paHbl, CBULLM U Npou.) (MaTepuan B 1 KOHTeHepe 00

A08.01.001 [100 mn) 3800
['McTonornyeckoe nccneaoBaHme KpynHOro onepaumoHHOro matepuana

A08.01.001  |KOXW 1 NOAKOXHOW KneT4aTkn (Matepuman B 1 kKoHTenHepe cBbiwe 100 mn) 5990




ViccnegoBaHmne OMONCUMIAHOTO MaTepurarna KoCcTel 1 cycTaBoB (3a 1

A08.03.002 |KkOHTelnHep) 6830
A08.30.014 |WccnepoBaHue GUONCUNHOIO MaTepmana MArkux TkaHen (3a 1 KoHTenHep) 3290
VccnepoBaHve onepauyoHHOro Matepuarna KoCcTen 1 cycTaBoB (MaTepuan B
A08.03.002 |1 koHTenHepe o 100 mn) 5220
VMccneposaHve onepauMoHHOro Marepuarna KocTen 1 cycTaBoB (matepuan B
A08.03.002 |1 koHTerHepe cBbiwe 100 mn) 5220
ViccnegoBaHme NyHKUMOHHOM Buoncum numdatnyeckmx y3noe (3a 1
A08.06.002 |KkOHTeNHep) 3290
'cTonornyeckoe ncecnegoBaHme nuMmdaTuyeckux yanos (3a 1 KOHTenHep, He
A08.06.002 |6onee 5 numdoy3nos) 3550
'cTonornyeckoe nccnegoBaHme nuMmdaTnyeckux y3nos (3a 1 KoHTenHep,
A08.06.002 |6onee 5 numdoy3nos) 3810
'McTonornyeckoe nccnegoBaHme nNpu Heonyxonesbix 3aboneBaHnsax
mMaTepuana buoncum gpyron nokanusauum (cocygpl, >XMpoBasi Knetyarka,
paHeBble, THOVHbIE M NpoY. npolecckl) (matepuan B 1 koHTenHepe o 100
A08.30.046 |mn) 3540
'cTonornyeckoe nccnegoBaHMe KpynHoro onepauuoHHoro Matepuana
ApYrow nokanvsaumm He Bxogdwwero B apyrne pybpuku (matepuan B 1
A08.30.046 |koHTelHepe cBbiwe 100 mn) 6820
A08.30.039 |OnpegeneHue akcnpeccumn PD-L1 npn menaHome 19960
A27.30.106 |OnpepeneHwue ctatyca reHa HER2 n Chr 17 (CISH) 35000
A08.20.003 |UAI"X-nccnegosarnmne CD138 6320
A08.30.013  [UmmyHornctoxmmmdeckoe (UIMX) onpegenenne akcnpeccum CD56 6320
A08.30.039 |UAIMX-nccnegosarne PDL-1 25170
A27.30.017 NIrX-nccneposarnne ALK 28000
A08.30.013 |UAIMX-nccnegosanue Ki67 6420
A08.30.034 KomnnekcHoe UIMX-nccnegoeanue ER n PR 7145
A08.30.013.00|mmyHormuctoxmmmnyeckoe (UIMNX) onpepeneHue akcnpeccum Her2/neu 7550
A08.30.013 [MmmyHornctoxmmmdeckoe (UIMX) onpepgenerve akcnpeccumn VGFR 11905
UmmyHornctoxmmmdeckoe (UIMX) nccneposaHne HEMpOIHAOKPUHHBIX
A08.20.009 |onyxonen 18165
UmmyHornctoxmmmdeckoe (MIMX) onpegenexHve peLentopHOro cratyca paka
A08.20.009 [monoyHou xenesbl (PR, ER, Ki-67, Her2-neu) 18165
KomnnekcHoe UIMX-ncenegosaxve npegcrtarensHon xenessl (HMWCK, P63,
A08.30.013 [AMACR) 12695
A08.30.013  |mmyHoructoxmmmyeckoe (UIMX) onpeaenexme akcnpeccmum ROS1 12000
KomnnekcHoe ummyHoructoxummnyeckoe (UIMX) nccnegosarHme sHOoMeTpust
A08.30.013 |npu XpPOHUYECKOM SHAOMETpPUTE/ OKHO UMNNaHTaumu (0o 5 aHtuTen) 27000
MMMyHOrMCTOXMMUYECKOE UCCrneaoBaHue (aHTuTena no cornacoBaHuto). (1
A08.30.013 |aHTUTENO) 10110
VIMMyHOTMCTOXUMMYECKOE UccneaoBaHue (aHTUTena rno cornacoBaHuio). (2-4

A08.30.013 |aHTUTENA) 12000
VMIMMYHOTMCTOXMMUYECKOE UCCneaoBaHue (aHTUTena no cornacosaHumio) (5-8

A08.30.013 |aHTuUTEN) 24000
VIMMYHOTMCTOXMMMYECKOE UCcneaoBaHue (aHTuTena rno corrnacoBaHuio) (9-

A08.30.013 |12 aHTuUTeENa) 40035
VIMMYHOTMCTOXUMUYECKOE UCCneaoBaHne (aHTUTENa No CornacoBaHu1Io)

A08.30.013 [(bonee 12 aHTUTEN) 48690
KoHCynbTaTMBHbLIV NEPECMOTP FOTOBbIX MTMCTONOMMYECKUX NpenapaToB nepes

B01.030.001 |npoBegeHueM MMMYHOrMCTOXMMNYECKOrO UCCreaoBaHNs 3090

A08.30.006 |PectaBpauns AoCTaBfieHHbIX FOTOBLIX NpenapaTos 3590
MepecMoTp roToBbIX MMCTONOMMYECKNX NpenapaToB 6e3 3aknoyeHns (Boloop

B01.030.001 |maTepuana) nepeg UIFX/MI'A. 3090

A08.30.006 |CkaHuMpoBaHWe rMcCToNnormyeckoro npenapara (3a 1 npenapar) 2900
KoHCcynbTaTMBHbLIV NEPECMOTP FOTOBbIX MTMCTONOMMYECKUX NpenapaToB

B01.030.001 |Begywumu cneuyuanuctamu natomopdgonoramu naboparopun JlabKeect 6000




A08.08.002 |Mwukpockonuyeckoe nccnegosaHne Ha 303MHOUIbI 740

A08.30.006 |JdononHuTensHas rmCTOXMMUYECKasn OKpacka (3a CTeKmno) 5200
Cneuundunueckue 6enkn (J1abKeecr)

A09.05.009 |C-peakTvBHbIN 6€M0K (BbICOKOYYBCTBUTESBHBIM METOA) 720
HeopraHuueckue BewectBa (/labKsecr)

A09.05.032 |Kanbumi obwmn 400
HenHBa3suBHbIN NpeHaTanbHbI ckpuHuHr (HUNT) (/1abKsecT)

A27.20.001 |(OMPEOENEHWME NONA MNMNOJA (c 9-oi Hegenn 6epeMeHHOCTM) 8190
CUDPUNNUC (NabKBecT)
Bosbygutens cudpunuca (Treponema pallidum), kauectBeHHOE onpeaeneHue

A26.20.025 |OHK 520
BUPYCHDbIE FTENATUTbI (Na6KBecr)

A26.05.030.00|Bupyc renatuta A (HAV), kauectBeHHoe onpeaeneHne PHK 1480

A26.05.020.00|Bupyc renatuta B (HBV), kauectBeHHoe onpegenenve OHK 980

A26.05.020 |Bupyc renatuta B (HBV), onpegeneHue reHotuna 3800
Bupyc renatuta B (Hepatitis B Virus), kauectBeHHoe onpegenerve OHK

A26.05.030 |(ynbTpayyBCTBMTENbHbLIN METOA) 4070

A26.05.030 |[OHK HBV (konnyecTBeHHOE ynbTpavyyBCTBUTENBHOE NCCIEA0BaHME) 4080
Bupyc renatuta B (Hepatitis B Virus), konndyectseHHoe onpegenerve OHK

A26.05.020.00|(nna3ma KkpoBw) 4595
Bupyc renatuta B (HBV), onpegeneHne mytauuii yCTOM4MBOCTH K
NPOTUBOBMPYCHBIM NpenapaTtam (NamMuByAuH, TENOUBYOWH, SHTEKaBUP,

A26.05.030 |agedoBup, TeHOGOBUP) 26500

A26.05.030 |Bupyc renatuta B (HBV), konuyectBeHHoe onpegenexve OHK 4595

A26.05.019.00|Bupyc renatuta C (HCV), kayectBeHHOe onpeaenexHne PHK 960

A26.05.019 [Hepatitis C Virus (HCV) Genotype (Types 1a, 1b, 2, 3a, 4, 5, 6) 2910
Bupyc renatuta C (HCV), konndectBeHHoe onpenenenne PHK

A26.05.019.00|(ynbTpavyBCTBMTENBHBLIN METOL) 6355
Bupyc renatuta C (Hepatitis C Virus), kayectBeHHoe onpeaeneHne PHK

A26.05.019.00|(ynbTpavyBCTBUTENBHBIN METOA,) 3645
Bupyc renatuta C (Hepatitis C Virus), konnyectseHHoe onpeaeneHne PHK

A26.05.019.00|(nna3sma Kposwu) 3605

A26.05.023.00|Bupyc renatuta D (HDV), kayecTtBeHHOe onpeaenexHne PHK 935

A26.05.026.00|Bupyc renatuta G (HGV), kavyectBeHHoe onpegeneHne PHK 2010
Mukobaktepumn Tyb6epkynesa (Mycobacterium tuberculosis complex),

A26.09.085 kayecTtBeHHoe onpeaeneHne JHK 620
Mukobaktepumn Tyb6epkynesa (Mycobacterium tuberculosis complex),

A26.09.085.00|kavecTtBeHHOEe onpeaeneHune JHK 940
Mukobaktepumn Ty6epkynesa (Mycobacterium tuberculosis), kauectBeHHOE

A26.05.047.00[onpegenenve AHK (kpoBb) 685
Mukobaktepumn Ty6epkynesa (Mycobacterium tuberculosis), kauectBeHHOE

A26.09.085 |onpegeneHue OHK (cockob 13 yporeHWTanbHOro Tpakra) 605
Bo3bygutene nentocnmpo3sa (Leptospira interrogans), kayecTBeHHOE

A26.05.004 |onpegenerne OHK 2150
TORCH UHDEKLUU (NabKsecT)

A26.07.010 |Bupyc kpacHyxu (Rubella virus), kayectBeHHoe onpegenexHe PHK 970

A26.07.010 |[Bupyc kpacHyxu (Rubella virus), kayectBeHHoe onpegenexHune PHK 920
Bo3bygutens Tokconnasmosa (Toxoplasma gondii), kauecTBeHHOE

A26.05.013 |onpegpenerne OHK 1010
Bo3bygutens Tokconnasmosa (Toxoplasma gondii), kauecTBeHHOE

A26.05.013.00|onpenenerHne OHK 800
Bo3bygutens Tokconnasmosa (Toxoplasma gondii), kauecTBeHHOE

A26.05.013 |onpegenenuve OHK (cnioHa) 580

A26.05.032 |Parvovirus B19 (napBoBupyc), kauectBeHHoe onpeaeneHne OHK 1650

A26.05.032.00|Parvovirus B19 (napsoBupyc), konmyectseHHoe onpeaenerve OHK 830
Bupyc npoctoro repneca 1 1 2 tuna (HSV 1/2), kauecTBeHHOe onpeaeneHne

A26.05.035 [|OHK 580




Bupyc npoctoro repneca 1 1 2 Tuna (HSV 1/2), kauectBeHHOe onpenenexHne

A26.05.035.00|0HK 620
Bupyc npoctoro repneca 1 1 2 Tuna (HSV 1/2), kauecTBeHHOe onpenenexHne
A26.05.035.00|AHK 580
Bupyc npoctoro repneca 1 1 2 Tuna (HSV 1/2), konndectBeHHoe
A26.05.035 |onpegenenne HK (kpoBb) 685
Bupyc npoctoro repneca 1 1 2 tTuna (HSV 1/2), konndyecTBeHHoOe
A26.05.035.00[onpegenexue OHK 580
Bupyc npoctoro repneca 1 tuna (HSV 1), kayectBeHHoe onpeaenexne OHK
A26.05.035.00|(cntoHa) 580
Bupyc npocToro repneca 2 tuna (HSV 2), kayectBeHHoe onpeaenexne OHK
A26.05.035.00|(cntoHa) 580
A26.05.035.00|Herpes simplex virus | Tnna 580
A26.05.035.00|Herpes simplex virus Il Tnna 580
A26.08.058.00|LinTomeranoesupyc (CMV), kayectBeHHoe onpegenexve OHK 510
Lintomeranosupyc (CMV), konnuecteeHHoe onpegenenue OHK (knetkn
A26.05.017.00|kpoBK) 590
Lintomeranosupyc (CMV), konnuecteeHHoe onpegenenune AHK (nnasma
A26.05.017.00|kpoBK) 850
A26.08.058.00|LuTomeranosumpyc (CMV), konnyectseHHoe onpegeneHue [HK 580
A26.08.059.00|Bupyc OnwrternHa-bapp (EBV), konndectBeHHoe onpegenerve OHK 580
A26.05.011.00|Bupyc SnwrenHa-bapp (EBV), konnyectBeHHoe onpegeneHue HK 580
A26.05.033.00|Bupyc repneca 6 tTuna (HHV-6 tuna), kauectseHHoe onpegenenve OHK 580
A26.05.033.00|Bupyc repneca 6 Tuna (HHV-6 tvna), konuyectseHHoe onpegenexHve OHK 580
Bupyc repneca 6 tTuna (HHV-6 tnna), kadecteseHHoe onpegenenne OHK
A26.05.033.00|(kpoBb) 1150
Bupyc repneca 6 Tuna, kayectseHHoe onpegenenve JHK (HHV-6, DNA)
A26.30.018.00((cntoHa, mokpoTa) 4050
"epnecsupycol (Bupyc OnwrtenHa-bapp/ Lutomeranosupyc/ Bupyc repneca
A26.05.035.00|6 T1na), konnuectseHHoe onpegenexHve JHK 1610
"epnecsupycol (Bupyc OnwrtenHa-bapp/ Lutomeranosupyc/ Bupyc repneca
A26.05.035.00|6 T1na), konnuectseHHoe onpegenexHve JHK 1520
A26.05.011.00|Bupyc SnwrtenHa-bapp (EBV), kayectseHHoe onpepeneHne JHK (kposb) 610
A26.05.011 |[Bupyc SnwrtenHa-bapp (EBV), kavyectBeHHoe onpegeneHne JHK (croHa) 800
"epnecsupycsl (Bupyc npocToro repneca 1 n 2 tTuna/Llutomeranosupyc),
A26.05.035.00|ka4ecTBeHHOe onpegeneHne AHK 980
"epnecsupycsl (Bupyc npocToro repneca 1 n 2 tTuna/Llutomeranosupyc),
A26.05.035.00|ka4ecTBeHHOe onpegeneHne AHK 980
"epnecsupycsl (Bupyc npocToro repneca 1 n 2 tTuna/Llutomeranosupyc),
A26.05.035.00|ka4ecTBeHHOe onpeaeneHne AHK 980
A26.06.056 |Bupyc Bapuuenna-3octep (VZV), kayecTBeHHoe onpeaenerne JHK 980
A26.05.042.00|Bupyc Bapuuenna-3octep (VZV), kayecTBeHHoe onpeaenerne JHK 980
A26.06.056 |Bupyc Bapuuenna-3octep (VZV), kayectBeHHoe onpeaenerHne OHK (cnioHa) 980
BO3BYAUTE/NIN PECNIUPATOPHbIX MHOEKLIMMN (Nla6Ksecr)
OPBW Komnnekc. OuddepeHumnansHas agnarHoctmka kopoHasmpyca SARS-
CoV-2, Bupycos rpunna A v B, pecnupatopHO-CYHLMTAaNsLHOIo BUpYyCa,
BMpYCOB naparpvnna 1-4 Tmnos, pUHOBMpYca, afeHoBMpYca,
A26.08.020.00|meTanHeBMoBMpYyCca, kopoHaemnpycoB HKU1, NL63, OC43, 229E, 6okaBupyca 3850
OPBW Komnnekc. QudpdepeHumnanbHas agnarHocTmka kopoHasupyca SARS-
CoV-2, Bupycos rpunna A u B, pecnmpaTopHO-CUHLMTUANLHOIO BMpYCa,
BMpycoB naparpunna 1-4 Tunos, puHOBMpPYCa, ageHoBUpyca,
A26.08.020.00|meTanHeBMoBMpYyca, kopoHasupycoB HKU1, NL63, OC43, 229E, 6okaBupyca 4200




InarHoctuka OPBW. Bo30yanTtenu pecnupatopHbIX BUPYCHBLIX MHADEKLMI
yenoseka (PecnmpaTopHO-CMHUUTUanNbHbIN BUpYC / MeTanHeesmoBupyc /
KopoHaupyc / PuHosupyc / AgeHoBupyc Yenoseka rpynn B, Cu E /
BokaBupyc / Bupyc naparpunna 4yenoseka 1, 2, 3 n 4 TUNOB), KAYECTBEHHOE

A26.08.020.00|onpegenenne AHK/PHK 3700
Bosbygutenu pecnmpatopHbix MHdekumin (Mycoplasma pneumoniae/

A26.21.032 |Chlamydophila pneumoniae), kayectBeHHOe onpegenexue JHK 2450
Bo3bygutenu pecnmpatopHbix MHdekumin (Mycoplasma pneumoniae/
Chlamydophila pneumoniae/ Pneumocystis jirovecii (carinii)), kayecTBeHHOE

A26.09.006 |onpepenerne OHK 2175
Xnamungusa nHeemoHusi (Chlamydophila pneumoniae), kayecTBeHHOE
onpegeneHne [AHK (Ma3ok 13 HOCOrNoOTkK, Ma3ok M3 potornoku, MokpoTa,

A26.21.052 |acnvpaT n3 Tpaxem) 800
Bupycol rpynna A, A/H1N1pdm2009 («cBuHowm rpunn») u B, kauectBeHHOe
A26.08.019.00|onpenenexHne PHK 3260

OndbdeperHumansHasa guarHoctuka PHK kopoHasupyca SARS-CoV-
A26.08.027.00|2,rpunnoB A, B n cydtuna H1pdm09 (nangemuyeckoro)rpmunna A 2950
Onpegenenne PHK Bupycos rpunna A u B (Influenza A virus/ Influenza B
A26.08.038.00|virus), Ka4yecTBEHHOE UCCNeAoBaHne 1790

Bupyc naparpunna (Parainfluenzae virus) 1,2,3,4 TunoB, kayectBeHHOE
A26.08.024 |onpegenexne PHK 2610
A26.08.022 |AgeHoBupyc (Adenovirus), kadecTBeHHoe onpegenenne OHK 1100
A26.08.040.00]Adenovirus (ageHoBupyc), kayectseHHoe onpegenenve OHK (kan) 1490
PecnupatopHo-cuHUMTManeHbIn BUpYC Yernoseka (PC-Bupyc), kayecTBeHHoe
A26.08.020 |onpegenexne PHK 2610
JlernoHenna (Legionella pheumophila), kayectBeHHoe onpeaenerne JHK
A26.06.051 [(mokpoTa) 800
Bosbygutenu kokntowa/napakokntowa (Bordetella pertussis / parapertussis /
A26.08.050 [bronchiseptica), kauecTBeHHoe onpeaneHune JHK 1775
MHeBmoumcta (Pneumocystis jirovecii (carinii)), kauecTBeHHOE onpenenexHne
A26.08.061 |OHK 1090
Mcuttakos (Chlamydia psittaci), kauectBeHHoe onpenenexHve OHK
A26.21.052 |(mokpoTa) 800
Mukonnaama nHeBMoHMs (Mycoplasma pneumoniae), ka4ecTBeHHoe
onpegeneHne AHK (Ma3ok 13 HOCOrNoOTKW, Ma3ok U3 poTornoku, MokpoTa,
A26.09.007 |acnupaT n3 Tpaxem) 800
MeHWHIroKoKK, remodunbHasi nanoyka, MHEBMOKOKK. BbisiBneHue n
anddeperumaums N. meningitidis, H. influenzae, S. pneumoniae,
B03.014.040 |kadecTtBeHHoe onpegeneHne AHK 5860
BO3BYAUTENU KULLEYHbIX UHOEKLIUW (NabKeecr)
Bos3byautenu kuweyHbix Hdekumn (Shigella spp. + E.coli (EIEC,
3HTepouHBa3MBHbIe WTaMmbl) / Salmonella spp. / Campylobacter spp. /
A26.19.069.00]Adenovirus F), kayecTtBeHHOe onpeaeneHve OHK 2250
Bo30ygutenu knweyHbix Hdekumn (Rotavirus/ Astrovirus/ Norovirus/
A26.05.016.00|Enterovirus), kayecTBeHHoe onpeaenexHne PHK 2990
WccnepnoBaHue Ha poTtaBupychl (Rotavirus), kauecTBeHHOe onpeaeneHme
A26.19.074 |PHK 1790
VccnepnoBaHne Ha HopoBupychl (Norovirus), kauecTBeHHOe onpeaeneHve
A26.19.075 |PHK 2080
VccnepnoBaHue Ha acTpoBupychl (Astrovirus), kauecTBeHHOe onpeaeneHve
A26.19.076.00{PHK 1830
A26.19.063.00|dndbdpepeHumanbHas AMarHoCTUKa KMLWEYHbIX MHAEKLUI 2420
Bo3byautenu knweyHbix Hdekumn (Rotavirus/ Astrovirus/ Norovirus),
A26.05.016.00|ka4ecTBeHHOe onpeaeneHne PHK 2590
Bo3byautene nepcunmnosa (Yersinia enterocolitica) B kane, kayecTBeHHOe
A26.19.066.00|onpenenerHne OHK 2200
A07.16.006 [Helicobacter pylori, 13C - ypeaaHbil gbixaTenbHbIN TECT 3590
A26.19.070.00|Helicobacter pylori, kayectBeHHOe onpeaeneHue JHK 970




[naporeHHble awepuxmnosbl (sHTeponatoreHHslie E. coli (EPEC)/
aHTepoTokcureHHsle E. coli (ETEC)/ aHTepomHBasueHble E. coli (EIEC)/
aHTeporemopparuyeckme E. coli (EHEC)/ aHTepoaareanBHble E. coli

A26.19.069.00|(EAgEC)), kayecTtBeHHOe onpeaenenne JHK 2270
A26.05.037 |Jluctepum (Listeria monocytogenes), kayecTBeHHoe onpegenerne JHK 1150
A26.05.037.00|JIuctepun (Listeria monocytogenes), kayectBeHHoe onpeaenerHne JHK 1150
A26.05.037.00|JInctepun (Listeria monocytogenes), kadecTBeHHoe onpegeneHne JHK 1790
A26.19.072.00|3HTepoBupyc (Enterovirus), kauectBeHHoe onpeaenenne PHK (kan) 1390
BO3BYAUTENN TPAHCMUCCUBHbIX UHOEKLUWU (NabKsect)
Bo3byauTtenu nHdekumn, nepeaaroLLmxcsi UKCOAOBLIMU Krellamu (Bupyc
knewiesoro aHuedanuta (TBEV), Bo3byantTenu NkcogoBbIX KreLeBbIX
6oppenunosos (B.burgdorferi sl), rpaHynouMTapHoro aHannasmosa 4YenoBeka
(A.phagocytophillum), moHoumnTapHoro apnuxuosa venoseka (E.chaffeensis,
A26.01.031 |E.muris), kayectBeHHOe onpegenexHve OHK/PHK 3525
Bo3bygutenn nHdekumi, nepeaaroLmxcsa MKCo40BbIMY KreLlamm (BUpyc
knewieBoro aHuedanuta (TBEV), BO30yanTenu NkCogoBbIX KMeLleBbIX
B6oppenuosos (B.burgdorferi sl), rpaHynoumTapHoro aHanmnasmosa 4yenoseka
(A.phagocytophillum), moHoumnTapHoro apnuxuo3a venoseka (E.chaffeensis,
A26.05.053 |E.muris), kayectBeHHoe onpegenenune JHK/PHK (kpoBb) 2290
OHK Rickettsia spp. (SFG) - Bo30yautenu KneweBbiX NATHUCTbIX NIMXOPaJoK,
A26.05.064 |kayecTBeHHOe onpeperneHve 1570
OHK Rickettsia spp. (SFG) - Bo30yautenu KneweBbiX NATHUCTbIX NIMXOPaJoK,
A26.05.064 |kayecTBeHHOe onpeperneHve 1570
Bupyc knewesoro aHuedanuTa, aHTuTena knacca IgG (Anti-TBEV 1gG),
A26.06.088.00|konuyecTBeHHOE ornpeeneHne 1690
Bupyc knewesoro aHuedanuTa, aHTuTena knacca IgM (Anti-TBEV IgM),
A26.06.088.00|nonykonnyecTBeHHoe ornpegeneHne 1690
A26.30.044 |Bupyc 3uka, kayecTBeHHOE onpeaeneHne PHK 7990
A26.30.044 |Bupyc 3uka, kayectBeHHoe onpegeneHne PHK 2700
A26.30.044 |Bupyc 3uka, kavyectBeHHoe onpeaeneHne PHK (AXK) 2700
Bo3bygutenu remopparnyeckon nnxopagkm ¢ NoYeYHbIM CUHOPOMOM
A26.05.065.00|('T1MNC), kayecTBeHHoe onpefeneHve PHK 5500
FMNCTHbLIE MHBA3WU (NabKeecT)
"enbmo-ckpuH. BeisieneHne JHK Bo3byanTtenei renbMMHTO30B (Ascaris
lumbricoides, Enterobius vermicularis, Opisthorchis felineus, Taenia solium,
A26.19.010 |Diphyllobothrium latum) 2950
MpoTo-ckpuH. Beisisnenne OHK Bo30yamTenei NpoTo30MHbIX MHPEKLMIA
(Lamblia Intestinalis Giardia, Blastocystis hominis, Dientamoeba fragilis,
A26.19.010 |lsospora belli, Cryptosporidium parvum, Entamoeba histolytica) 2950
OPYTUE BUPYCHDBIE U BAKTEPUAJIbHbBIE MHPEKLLMU (NNabKBecT)
A26.06.056 |Bupyc kopu, kayecTBeHHoe onpegeneHve PHK 2950
BeisiBneHue n auddepeHumanma PHK BupycoB kopu, KpacHyxu 1
B03.014.039 [anngemunyeckoro napoTtura 6500
CtpenTokokk rpynnel B (Streptococcus agalactia), konvyectseHHoe
A26.20.049 |onpegenerne OHK 1340
CtpenTokokk rpynnel B (Streptococcus agalactia), konvyectseHHoe
A26.05.046.00(onpegenexve OHK 1340
MroreHHbI CTPenToKOKK (Streptococcus pyogenes), kauecTBEHHOE
A26.05.046.00|onpegenenne [JHK (mokpoTa) 855
MHeBMoKoOKK (Streptococcus pneumoniae), kayecTBeHHoe onpeaenexHve OHK
A26.05.046.00]|(Ma30k N3 HOCOITNOTKWU/POTOTrMNOTKN) 860
MHeBMoKoOKK (Streptococcus pneumoniae), kayecTBeHHoe onpeaenexHve OHK
A26.05.046.00|(mokpoTa) 860
FPUBKOBbIE MHPEKLUU (NTabKBecT)
Bo3byagutenu kanguposa (C.albicans/ C. glabrata/ C. crusei), ka4yecTBeHHOE
A26.20.048 |onpegenervne OHK 1120
BbisiBrneHune n TunupoBaHmne Bo3byautenen rpubkoBbIX UHheKUuun poaa
A26.21.055 [Candida, Malassezia, Saccharomyces n Debaryomyces (Mnko3ockpuH) 3470




A26.01.030

HOepmatocutil. BeisisneHne HK Trichophyton, Epidermophyton,
Microsporum

2820

MHOEKLIMM MOYENO/IOBOI CUCTEMBI (B Tom uncne UMMNMN) (Nab6Ksecr)

B03.014.013

KomnnekcHoe nccnegosanue UMMM (Chlamydia trachomatis, Mycoplasma
genitalium, Neisseria gonorrhoeae, Trichomonas vaginalis), konnyecTseHHoe
onpegenenune JHK

2120

B03.014.042

YporenutanbHble nHpekumm y myxuunH (Neisseria gonorrhoeae/ Chlamydia
trachomatis/Mycoplasma genitalium/ Trichomonas vaginalis/ Ureaplasma
parvum /Ureaplasma urealyticum/ Mycoplasma hominis/Candida
albicans/Candida glabrata/Candida crusei), konnyectBeHHoe onpeaeneHme
OHK

3410

B03.014.041

YporenutanbHble nHdekummn y xeHwuH (Neisseria gonorrhoeae/ Chlamydia
trachomatis/Mycoplasma genitalium/ Trichomonas vaginalis/ Ureaplasma
parvum / Ureaplasma urealyticum/ Mycoplasma hominis/Candida
albicans/Candida glabrata/Candida crusei/ Gardnerella vaginalis/Atopobium
vaginae/ Lactobacillus spp.), konuyectBeHHoe onpegeneHue OHK

5300

B03.014.012

KomnnekcHoe uccnegosanune UMMM (Chlamydia trachomatis, Mycoplasma
genitalium, Neisseria gonorrhoeae, Trichomonas vaginalis), kauectBeHHOe
onpegenexne pnbocomansHon PHK metogom NASBA

15990

A26.20.032

®rnopoueHos (OHK Candida albicans, JHK Candida glabrata, JHK Candida
krusei, IHK Candida parapsilosis, [JHK Candida tropicalis, JHK Ureaplasma
parvum, AHK Ureaplasma urealyticum, AHK Mycoplasma hominis, AHK
Cardnerella vaginalis, IHK Atopobium vaginae, [JHK Enterobacteriaceae,
[OHK Staphylococcus spp., AHK Streptococcus spp., AHK Lactobacillus spp.,
OHK Bacteria spp.)

3600

A26.20.032

®rnopoueHos n Mukpockonusa (HK Candida albicans, IHK Candida glabrata,
IOHK Candida krusei, JHK Candida parapsilosis, [JHK Candida tropicalis,
OHK Ureaplasma parvum, OHK Ureaplasma urealyticum, JHK Mycoplasma
hominis, AHK Cardnerella vaginalis, HK Atopobium vaginae, OHK
Enterobacteriaceae, IHK Staphylococcus spp., HK Streptococcus spp.,
OHK Lactobacillus spp., AHK Bacteria spp.), Mukpockonuyeckoe
nccnenoBaHne mMaska us 2 Todek

2720

A26.20.032

®nopoueHo3 n NCMT (OHK Candida albicans, AHK Candida glabrata, AHK
Candida krusei, HK Candida parapsilosis, [IHK Candida tropicalis, AHK
Ureaplasma parvum, AHK Ureaplasma urealyticum, AIHK Mycoplasma
hominis, AHK Cardnerella vaginalis, JHK Atopobium vaginae, OHK
Enterobacteriaceae, IHK Staphylococcus spp., HK Streptococcus spp.,
OHK Lactobacillus spp., OHK Bacteria spp., AHK Neisseria gonorrhoeae,
OHK Chlamydia trachomatis, HK Mycoplasma genitalium, OHK
Trichomonas vaginalis)

4390

A26.20.032

®nopoueHos, NCMT u Mukpockonus (OQHK Candida albicans, AHK Candida
glabrata, HK Candida krusei, [JHK Candida parapsilosis, [JHK Candida
tropicalis, QHK Ureaplasma parvum, IHK Ureaplasma urealyticum, OHK
Mycoplasma hominis, [IHK Cardnerella vaginalis, [JHK Atopobium vaginae,
OHK Enterobacteriaceae, AHK Staphylococcus spp., OHK Streptococcus
spp., AHK Lactobacillus spp., AHK Bacteria spp., JHK Neisseria
gonorrhoeae, HK Chlamydia trachomatis, IHK Mycoplasma genitalium,
OHK Trichomonas vaginalis), Mukpockonuyeckoe uccrnegoBaHne Maska us 2
TOYeK

3570

A26.20.032

BakrepuanbHbin BarmHo3 (Gardnerella vaginalis / Atopobium vaginae /
Lactobacillus sp / konn4ecTBo KNeTok), konnyectBeHHoe onpegeneHue HK

2590




A26.20.032

WccnepnoBaHue 6uoLeHo3a yporeHutaneHoro Tpakra (Pemodnop-8):
KoHTponb B3siTusa matepuana/ Obwas 6akrepnanbHas maccal/ Lactobacillus
spp./ Enterobacterium spp./ Streptococcus spp./ Gardnerella vaginalis +
Prevotella bivia + Porphyromonas spp,/ Eubacterium spp./ Mycoplasma
genitalium/ Mycoplasma hominis/ Candida spp.

2740

A26.20.032

WccnepoBaHue 6uoLeHo3a yporeHutanbHoro Tpakta (Pemognop-CkpuH):
KoHTponk B3siTuA matepuana/ Obuwasa 6akrepnansHasa macca/ Lactobacillus
spp./ Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp./
Candida spp./ Ureaplasma spp./ Mycoplasma hominis/ Mycoplasma
genitalium/ Trichomonas vaginalis/ Neisseria gonorrhoeae/ Chlamydia
trachomatis/ Cytomegalovirus (CMV)/ Herpes Simplex Type 1 (HSV-1)/
Herpes Simplex Type 2 (HSV-2)

3560

A26.20.032

WccnepoBaHue 6uoLieHo3a yporeHMTanbHoro TpakTa, paclumpeHHoe
(Pemodbnop-16): KoHTponb B3sTUA matepuana/ Obwasa 6akrepmnansHas
macca/ Lactobacillus spp./ Enterobacterium spp./ Streptococcus spp./
Staphylococcus spp./ Gardnerella vaginalis + Prevotella bivia +
Porphyromonas spp,/ Eubacterium spp./ Sneathia spp. + Leptotrichia spp. +
Fusobacterium spp./ Megasphaera spp. + Veillonella spp. + Dialister spp./
Lachnobacterium spp. + Clostridium spp./ Mobiluncus spp. +
Corinebacterium spp./ Peptostreptococcus spp./ Atopobium vaginae/
Mycoplasma genitalium/ Mycoplasma hominis/ Ureaplasma spp./ Candida

Spp.

4150

A26.21.036

WccneposaHve 6roLeHos3a yporeHUTansHoro Tpakra y Myx4mH (AHgpodnop-
16): N'eHomHas HK yenoBseka / Obwasa bakrepuanbHas macca /
Lactobacillus spp. / Staphylococcus spp. / Streptococcus spp. /
Corynebacterium spp. / Gardnerella vaginalis / Ureaplasma urealyticum /
Ureaplasma parvum / Mycoplasma hominis / Enterobacteriaceae
spp.+Enterococcus spp. / Candida spp. / Mycoplasma genitalium /
Trichomonas vaginalis / Neisseria gonorrhoeae / Chlamydia trachomatis

2590

A26.21.036

WccneposaHve GroLeHo3a yporeHUTanbHoro Tpakra y My>4mH,
pacwmpeHHoe (AHgpodnop-24): NeHomHas [JHK yenoseka / O6Liasn
b6akTepuanbHasa macca / Lactobacillus spp. / Staphylococcus spp. /
Streptococcus spp. / Corynebacterium spp. / Gardnerella vaginalis /
Atopobium cluster / Megasphaera spp.+Veilonella spp.+Dialister spp. /
Sneathia spp.+Leptotrihia spp.+Fusobacterium spp / Ureaplasma urealyticum
/ Ureaplasma parvum / Mycoplasma hominis / Bacteroides
spp.+Porphyromonas spp.+Prevotella spp. / Anaerococcus spp. /
Peptostreptococcus spp.+Parvimonas spp./ Eubacterium spp. /
Pseudomonas aeruginosa+Ralstonia spp.+Burkholderia spp. / Heamophilus
spp / Enterobacteriaceae spp.+Enterococcus spp. / Candida spp. /
Mycoplasma genitalium / Trichomonas vaginalis / Neisseria gonorrhoeae /
Chlamydia trachomatis

3950

A26.20.020

Xnamugusa (Chlamydia trachomatis), kayectBeHHoe onpegenexHve JHK

490

A26.20.020

Xnamugusa (Chlamydia trachomatis), konnuectseHHoe onpegenexHve JHK

840

A26.20.020.00

Xnamugusa (Chlamydia trachomatis), kauecTBeHHOe onpeaeneHve
punbocomansHo PHK metogom NASBA

3590

A26.20.028

Mukonnasma (Mycoplasma hominis), kaduectBeHHoe onpegenenne OHK

500

A26.20.028

Mukonnasma (Mycoplasma hominis), konmdecTBeHHoe onpegernenne OHK

880

A26.20.027.00

Mukonnasma (Mycoplasma genitalium), kayectBeHHoe onpegeneHve JHK

500

A26.20.027

Mukonnasma (Mycoplasma genitalium), konunyectseHHoe onpegenexHve OHK

880

A26.20.029

TunumpoBaHue ypeannasmbl (U.urealyticum / U. parvum), Ka4yecTBeHHOE
onpeaenenune JHK

550

A26.20.029

TunupoaHue ypeannasmbl (U.urealyticum / U. parvum), konnyecTBeHHOe
onpeaenenune JHK

580




A26.20.028

Mwukonna3ambl, koMmnriekcHoe nccriegosaxme (Ureaplasma urealyticum,
Ureaplasma Parvum, Mycoplasma hominis), konnyectseHHoe onpeaeneHne
OHK

1360

A26.20.027.00

Mukonnaama (Mycoplasma genitalium), kayecTBeHHOe onpegeneHue
punbocomansHon PHK metogom NASBA

3530

A26.21.024

Bo3bygutens roHopeun (Neisseria gonorrhoeae), kayecTBeHHOE
onpegenenune JHK

530

A26.21.024

Bo3byautens roHopeun (Neisseria gonorrhoeae), konnyectTBseHHoOe
onpegenenune JHK

880

A26.21.024

Bo3bygutens roHopeun (Neisseria gonorrhoeae), kayecTBeHHOE
onpegenexne pmbocomansHon PHK metogom NASBA

3530

A26.20.026

Bo3byagutens TpuxomoHosa (Trichomonas vaginalis), kayectBeHHOE
onpegenenune JHK

500

A26.20.026

Bo3bygutens TpuxomoHosa (Trichomonas vaginalis), konnyectseHHoe
onpegenenune JHK

995

A26.20.026.00

Bosbyautens TpuxomoHosa (Trichomonas vaginalis), kauectBeHHOe
onpegenexne pméocomansHon PHK metogom NASBA

3530

A26.20.030

"apaHepenna (Gardnerella vaginalis), kayectBeHHoe onpegenexHve OHK

510

A26.21.055

Bo3byaoutens kanango3a (Candida albicans), kayecTBeHHOe onpeaeneHue
OHK

590

A26.20.048

Bos3byautenu kangugosa (C.albicans/ C. glabrata/ C.
crusei),konuyecTBeHHoe onpegernexHve AJHK

1450

A26.20.021

CrpenTokokk rpynnsl B (Streptococcus agalactia), konunyectseHHoe
onpegenenne AHK

1450

A26.21.008

Bupyc nanunnomsl yenoseka (HPV) tunel 6/11, kauecTBeHHOE onpeaeneHne
OHK

660

A26.21.008.00

Bupyc nanunnomsl Yenoseka (HPV) tunbl 16/18, kauecTBeHHOe
onpegenenne AHK

720

A26.21.008.00

Bupyc nanunnomsl yenoseka (HPV) tunel 16/18, konuyectBeHHoOE
onpegenenue JHK

980

A26.21.008.00

Bupyc nanunnomel yenoseka (HPV) Bbicokoro oHkoreHHoro pucka (Tunbl 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68),cymMapHOe kKayeCTBEHHOE
onpeaenenune JHK

1340

A26.21.008.00

Bupyc nanunnomsl Yenoseka (HPV) BbICOKOrO OHKOreHHOro pucka (Tunbl 16,
18, 31, 33, 35, 39, 45, 51, 52,56, 58, 59), konuyecTBEeHHOE onpeaeneHue
OHK ¢ ykaszaHvem Tnna Bupyca

1380

A26.21.008.00

Bupyc nanunnomel yenoseka (HPV) Bbicokoro oHkoreHHoro pucka (Tunbl 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), cymMapHoe KOnM4YeCTBEHHOE
onpeaenenune JHK

7480

A26.21.008.00

Bupyc nanunnombl Yenoseka (HPV) BbICOKOrO OHKOreHHOro pucka (Tunbl 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), konuyecTBeHHOE onpeaeneHne
OHK ¢ ykaszaHvem Tnna Bupyca

2430

A26.21.008.00

Bupyc nanunnomel yenoseka (HPV) Bbicokoro oHkoreHHoro pucka (Tunbl 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), cymMapHoOe KOnM4eCTBEHHOE
onpeaenenune [HK ¢ oToenbHbIM KONMYECTBEHHbIM onpeaeneHnem 16 n 18
TMNOB BUpYca

2550

A26.21.008.00

Bupyc nanunnomel Yyenoseka (HPV) Huskoro (Tunel 6,11,44) 1 BbICOKOrO
OHKOreHHoro pucka (tunbl 16, 18, 26. 31, 33, 35, 39, 45, 51, 52, 53. 56, 58,
59, 66, 68, 73, 82), konnyecTtBeHHoe onpeerneHue OHK ¢ ykasaHnem Tna
BMpYyca (cockob 13 uepBuMkanbHOro kaHana; cockob ns naranuwa) "Keaut
21"

2710

MCCNEAOBAHUA HA COVID-19 (NlabKsecr)

A26.08.027.00

NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular
detection, qualitative) *

1990

A26.08.027.00

NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular
detection, qualitative) (HOBbI/ KOPOHABWPYC COVID-19 (SARS-Cov-2),
onpegenenne PHK (kau.) cito

2500




A26.08.027.00

NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular
detection, qualitative) (HOBbI KOPOHABWPYC COVID-19 (SARS-Cov-2),
onpegenenne PHK (kau.)

2850

A26.08.027.00

Rapid RNA detection of SARS-CoV-2 (COVID-19) by loop-
mediated isothermal amplification (PCR RT-LAMP).

3445

A26.08.027.00

BeissneHune PHK kopoHaBupyca SARS-CoV-2 ¢ onpegeneHnem
reHeTndeckmx BapnaHtoB Omicron (c audpdepeHunaumen nuHum BA.2) n
Delta

1700

A26.08.027.00

BoisiBnenne PHK kopoHaBupyca SARS-CoV-2 ¢ onpegeneHnem
reHeTndeckmx BapuaHtoB Omicron (c gudpcepeHunavmen nuHum BA.2) n
Delta

2100

AUP, uccneaoBaHme MMKpOOGUMOTbI KULLevyHUKa (/1abKsecr)

A26.19.069.00

KOJIOHO®JIOP-8, konuyecTBeHHOE onpeaeneHne MMKpoOdmoThbl TONCTOro
KuLLEeYHMKa

7290

A26.19.069.00

KONNOHO®JIOP-16 (MeTabonuam), kKonn4ecTBeHHOE onpeaeneHne
MMUKPOOMOTBI TONCTOrO KULLEYHWKA

10450

A26.19.069.00

KOJIOHO®JIOP-16 (6roueH03), konuyecTBEHHOE onpeaeneHne
MWUKPOGUOTHI TONCTOrO KULLIEYHMKA

9990

B03.016.010

OHTEPO®JIOP, konnyecTBeHHOE onpeaeneHne MMKpobuoTel TONCTOroO
KMLLIEYHVKA Y OeTen

9290

KPOBb, BUOXKUAKOCTU U3 CTEPU/IbHbLIX JTIOKYCOB C
MCNOJIb3OBAHUEM ®JIAKOHOB ANA TEMOKY/IbTYP (Na6Ksecr)

A26.05.001

MoceB KpOBU Ha CTEPUIBHOCTb C ONpeAeneHMeM YyBCTBUTENbHOCTU K
aHTMMUWKPOOHBIM Npenapatam ¢ Bbigadven MIMK (MIC) n pacyétom nHaekca
3(PhEKTUBHOCTM U MPOTUBOrPUBKOBLIM NpenapaTam Npu BbIBNEHUN
BO30yauTens

5400

A26.09.012

MoceB BMONOrNYECKNX XXUOKOCTEN HA CTEPUITBHOCTL C ONpeaerieHem
YYBCTBUTENBHOCTU K aHTUMUKPOBOHBLIM NpenapaTam ¢ Bbigaden MK (MIC) n
pacyéTom nHaekca ahPEeKTMBHOCTI U NPOTUBOIPMOKOBLIM Npenapartam npu
BbIsIBNIeHNM BO30yauTens

4655

A26.23.002

[MoceB CMMHHOMO3roBOW XMAKOCTM Ha MeHUHroKkokk (Neisseria meningitidis) ¢
onpegeneHvem YyBCTBUTENbHOCTN K aHTUMUKPOOHBLIM npenaparam ¢
Boligaden MIMK(MIC) n pacuéTom nHgekca agppeKTMBHOCTU NPU BbISBNEHWN
BO3OyauTens

2750

A26.05.001

lMoceB KpPOBU Ha CTEPUIBLHOCTL C ONpeaeneHneM YyBCTBUTENbHOCTMU K
aHTUMWKPOOHBIM Y aHTUMUKOTUYECKUM Npenapartam npu BblgBNEeHUN
BO3byauTens (onsa negnartpun)

2090

NMYHKUUMOHHAA XUOKOCTb, CO6PAHHAA B TPAHCINOPTHYIO CPEAY
(NabKseecr)

A26.01.001.00

MoceB Ha aapobHyt0 1 dhakynbTaTUBHO-aHa3pPobOHy GakTepranbHylo dropy
C onpegeneHnem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaToB™***

1995

A26.01.010

lMoceB MYHKLMOHHOM XMOKOCTU Ha aspobHYto 1 hakyrnbTaTMBHO-aHa3pPOOHYH0
DakTepuanbHy0 MUKPOMIIOpY C onpeaeneHnem YyBCTBUTENbHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB ¢ Bblgaden MIMK (MIC)
N pac4yEToM MHOEeKca ahPEeKTUBHOCTU

2630

A26.23.006

MoceB Ha aHa3pobbl ¢ onpeaeneHneM HYyBCTBUTENBHOCTY K
aHTUMKKPOOHBLIM NpenapaTam

2140

A26.01.038.00

MoceB Ha gpoxkenonobHble rpudbl (pogos Candida n gpyrux) ¢
onpegeneHnem YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM NpenapaTtam

1030

A26.30.046

MoceB Ha ncesaomoHaabl (CuHerHoHasa nanoyka/Pseudomonas
aeruginosa) c onpegeneHneMm YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM
npenaparam

1030

A26.20.002

MoceBs Ha roHokokk (N. gonorrhoeae) ¢ onpegeneHnem YyBCTBUTENbHOCTYU K
aHTVMUKPOGHBLIM Npenapartam

1030




A26.01.010

MoceB NYHKUMOHHOM XNOKOCTU Ha aspobHYo 1 hakynbTaTUBHO-aHa3pOOHYH0
BakTepuanbHy0 MUKPONopy ¢ onpeaeneHnem YyBCTBUTENbHOCTH K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOOHBLIX NpenapaToB OUCKO-
anpdy3sMoHHbIM METOO0M

1030

BUOJTONMYECKUN MATEPUAN, NONYYEHHBIN NMPU XUPYPITMYECKUX
BMELLATE/IbCTBAX (/J1abKsecT)

A26.01.001.00

MoceB Ha a3pobHYyo 1 haKkynbTaTUBHO-aHA3POOHY HGakTepuanbHyo dropy
C onpegeneHMemM YyBCTBMTENBHOCTM K OCHOBHOMY CMEKTPY aHTUMMUKPOBHbIX
npenapaToB™***

1610

A26.01.001.00

MoceB 13 paHbl Ha aspobHyto 1 akynbTaTUBHO-aHA3POOHYHO
GakTepuarnbHy0 MUKPOMIIOpy C onpeaeneHneM YyBCTBUTENBHOCTU K
pacLIMpeHHOMY CNeKTPY aHTUMUKPOOHBLIX NpenapaTos ¢ Bbigaden MIK (MIC)
N pacyéToM mHaekca apPeKTUBHOCTH

2740

A26.02.003

MoceB Ha aspobHyto 1 hakynbTaTUBHO-aHa3POOHY0 GakTepumansHyo dnopy
C onpeaeneHmemM YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaToB u 6akrepuodaram™***

1720

A26.02.001

lMoceB 13 paHbl HA a3poOHYyI0 1 haKyNbTaTUBHO-aHA3POOHYO
GakTepuanbHy0 MUKPOopy C onpeaeneHneM YyBCTBUTENBHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaTos ¢ Bblgaden MIK (MIC)
1 pac4y€Tom nHaekca adppekTnBHocTU 1 GakTepunodaram

2420

A26.01.001.00

MoceB Ha aHa3pobbl ¢ onpeaeneHneM YyBCTBUTENBHOCTY K
aHTUMKKPOOHBIM NpenapaTam

1920

A26.02.004

Moces Ha gpoxkenonobHble rpudbl (pogos Candida n gpyrux) ¢
onpegerneHnemM YyBCTBUTENbHOCTM K aHTUMUKOTUYECKUM NpenapaTtam

1040

A26.30.048

MoceB Ha 30M0TMCTbIN CTadUIOKOKK (S. aureus) ¢ onpeaeneHem
YYBCTBUTENBHOCTM K aHTUMMKPOGHBLIM npenapatam

1280

A26.30.048

MoceB Ha 30M0TUCTbIN CTadUIOKOKK(S. aureus) ¢ onpeaeneHmem
YYBCTBUTENbLHOCTM K aHTUMUKPOBHLIM npenapaTtamM n 6akrepuodaram

1420

A26.30.046

Moces Ha nceBgomoHaabl (CuHerHonHas nanoyvka/Pseudomonas
aeruginosa) c onpegeneHneMm YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM
npenaparam

1300

A26.02.003

MoceB 13 paHbl Ha a3pobHy0 1 haKyrnbTaTUBHO-aHA3POOHYHO
GakTepuarnbHy0 MUKPOMIIOpy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB AUCKO-
andysnmoHHbLIM MeToA0M

1100

A26.02.003

MoceB 13 paHbl Ha a3pobHy0 1 haKyrnbTaTUBHO-aHA3POOHYHO
GakTepuarnbHy0 MUKPOMIIOpy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB AUCKO-
andy3noHHbIM MeTogoM 1 BakTepmnodaram

1620

MOYA (cpeaHana nopuua, cCObpaHHaA KaTeTepom, Npyu HagN06KoBoMU
nyHKuuu) (NabKeecr)

A26.28.003

lMoceB Ha aspobHyto 1 hakynbTaTUBHO-aHa3POOHY0 BakTepmanbHylo dropy
C onpeaeneHMeM 4yBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOOGHbIX
npenapaToB

1510

A26.28.003

MoceB Moun Ha a3pobHyto 1 hakynbTaTUBHO-aHA3POOHY GakTepmanbHyo
MUKpOpropy ¢ onpegeneHnemM YyBCTBUTENBHOCTU K paCLUMPEHHOMY CMEKTPY
AHTMMUMKPOOHLIX NpenapatoB ¢ Bblgadern MIMK (MIC) n pacyétom nHgekca
appeKkTBHOCTH

2530

A26.28.003

MoceB Ha a3pobHyto 1 hakynbTaTMBHO-aHadpPOBHY GakTepuanbHyto nopy
C onpeaeneHnem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUMMUKPOBHbIX
npenapatos 1 6akTepuodaram

1770

A26.28.003

lMoceB MOUM Ha aspOOHYHO U haKyNbTaTMBHO-aHA3POOHY0 6akTepmnanbHyto
MUKpOpriopy C onpeaeneHnemM YyBCTBUTENBHOCTU K pacLUMPEHHOMY CNEKTPY
aHTMMMKPOGHbIX NpenapatoB ¢ Bblgaden MIMK (MIC) n pacyétom nHgekca
acpdekTnBHOCTU N BakTepmnodaram

2400

A26.28.003

Moces Ha gpoxokenogobHble rpubdbl (pogos Candida n gpyrux) ¢
onpegerneHnemM YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM MpenapaTam

1130




A26.28.003

MoceB Moun Ha aspobHylo U hakynbTaTMBHO-aHa3PO6HY0 BakTepunanbHyto
MUKpOhropy ¢ onpegeneHnemM YyBCTBUTENBHOCTU K pacLUMPEHHOMY CMEKTPY
aHTUMUKPOOHBIX NpenapaToB AUCKO-AN(PY3NOHHBIM METOLOM

1130

A26.28.003

MoceB MouM Ha aspobHyo K hakyrnbTaTUBHO-aHa3POOHY0 BakTepuanbHyo
Ml/leocbnopy C onpeaeneHnem 4yBCTBUTESIbHOCTU K paCLUMPEHHOMY CNEKTPY
aHTMMMKPOGHbIX NpenapaToB AMCKO-ANddY3NOHHBIM METOAOM U
OakTepuodaram

1130

OTAENAEMOE NOJ1I0OBbIX OPTAHOB (/1abKBecT)

A26.21.004

Moces Ha M. hominis n Ureaplasma spp. ¢ onpegeneHmem
YYBCTBUTENBHOCTU K aHTUMUKPOGHBIM Npenapatam

2500

A26.20.005

MoceB Ha Ureaplasma spp. ¢ onpegeneHnemMm YyBCTBUTENbHOCTHU K
aHTUMUKPOOHBLIM NpenapaTam (OTAensieMoe NoroBbIX OPraHoB)

1130

A26.01.010

MoceB Ha a3pobHyo 1 hakynbTaTUBHO-aHA3POOHY HGakTepuanbHyo dropy
C onpegeneHMemM YyBCTBMTENBHOCTM K OCHOBHOMY CMEKTPY aHTUMMUKPOBHbIX
npenapaToB™***

1740

A26.20.008

lMoceB oTAENsemMoro NoMnoBbIX OPraHoB Ha a3pobHYI0 1 daKynbTaTUBHO-
aHa3pOobHyto BakTepuanbHyo MUKPOMIopy ¢ onpedeneHnem
YyBCTBUTENbHOCTU K PacLUMPEHHOMY CMEKTPY aHTUMMKPOOHbIX NpenapaTos C
Boigaden MK (MIC) n pacuétom nHgekca achpekTMBHOCTH

2960

A26.20.008

MoceB Ha a3pobHYyo 1 hakynbTaTMBHO-aHA3POOHY HGakTepuanbHyto dropy
C onpepgeneHnemM YyBCTBMTENbHOCTM K OCHOBHOMY CMEKTPY aHTUMMKPOOHbIX
npenapaToB 1 6aktepunodaram™***

1860

A26.20.008

[MoceB oTAENSEMOro NOMNOBLIX OPraHOB Ha a3pOoBHYI0 1 hakyNbTaTUBHO-
aHa3pobHyto DakTepuanbHy0 MUKPOMopy ¢ onpeaeneHnem
YYBCTBUTENBbHOCTU K PaCLLUMPEHHOMY CMEKTPY aHTUMMKPOOHbLIX NpenapaToB C
Bbigaven MK (MIC) n pacuétom nnaekca achpeKTMBHOCTA U
bakTepuodaram

2330

A26.21.014

Moces Ha gpoxkenonobHble rpudbl (pogos Candida n gpyrux) ¢
onpegeneHnem YyBCTBUTENMbHOCTU K aHTUMUKOTUYECKUM NpenapaTam

1130

A26.20.002

Moces Ha roHokokk (N. gonorrhoeae) ¢ onpeaeneHnem YyBCTBUTENBHOCTU K
aHTMMUWKPOBHbBIM Npenapartam

1130

A26.20.008

MoceB Ha aHa3pobbl ¢ onpeaeneHneM YyBCTBUTENBHOCTY K
aHTUMKKPOOHBIM NpenapaTam

2300

A26.23.005

Moces Ha nucTtepun (Listeria monocytogenes) ¢ onpegeneHnem
YYBCTBUTENBHOCTN K aHTUMWKPOOHBLIM NpenaparamM

1130

A26.20.008

MoceB Ha BGeTa-reMonNUTUYECKUA CTPENTOKOKK rpynnbl B (Streptococcus
agalactiae)

1150

A26.01.001

MoceB Ha BGeTa-reMonNUTUYECKUA CTPENTOKOKK rpynnbl B (Streptococcus
agalactiae) c onpepeneHvemM 4yBCTBUMTENBHOCTM K @aHTUMUKPOOHBIM
npenapaTtam

1310

A26.30.045

OnpegeneHne YyBCTBUTENBHOCTU K PACLLMPEHHOMY CMEKTPY aHTUMUKPOBHbIX
npenapaTtos ¢ Bbigaden MIMK (MIC) n pacyétom nHgekca adhpekTMBHOCTH

1600

A26.20.008

MoceB 0TAENSEMOro MOSIOBLIX OPraHoB  Ha a’3pobHYto 1 dhakynbTaTUBHO-
aHaspobHyto GakTepuanbHyo MMKpPOdopy ¢ onpegeneHnem
YYBCTBUTENIBHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMMKPOOHbLIX NpenapaTos
ONCKO-ANDPY3MOHHBIM METOOOM

1130

A26.20.008

MoceB 0TAENSEMOro MOSIOBLIX OPraHoB  Ha a’3pobHYto 1 dhakynbTaTUBHO-
aHaspobHyto GakTepuanbHyo MMKpPOdopy ¢ onpegeneHnem
YYBCTBUTENIBHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMMKPOOHbLIX NpenapaTos
ANCcko-andpy3noHHbIM MeTOA0M 1 BakTeprnodaram

1130

A26.30.009

MoceB Ha a3pobHyto 1 hakynbTaTMBHO-aHadpPOBHY GakTepuanbHyto nopy
C onpepferneHnemM YyBCTBUTENBHOCTY K OCHOBHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaTtos

1420




A26.30.011

lMoceB rpygHOro Mosnoka Ha asapobHyto 1 hakyrnbTaTMBHO-aHa3POOHYHO
GakTepuanbHy0 MUKPOopy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLMPEHHOMY CNEKTPY aHTUMUKPOOHbLIX NpenapaToB ¢ Bbigaven MIK (MIC)
N pacyéToM nHaekca adpPeKTUBHOCTH

2630

A26.30.009

MoceB Ha a3pobHyto 1 hakynbTaTMBHO-aHaspOoOHY GakTepuanbHyto dnopy
C onpeneneHnem YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOBHbIX
npenapaTtoB 1 6akTepuodaram

1510

A26.30.011

[MoceB rpygHOro Monoka Ha aspobHyto 1 hakyrnbTaTMBHO-aHa3POOHYHO
GakTepuarnbHy0 MUKPOMIIOpY C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLIMpeHHOMY CNeKTPY aHTUMUKPOOHBLIX NpenapaToB ¢ Bbigaden MIK (MIC)
N pacyE€ToM MHaekca adppekTMBHOCTU N GakTepnodaram

2330

A26.30.048

lMoceB Ha 30M0TUCTBLIN CTAUNOKOKK (S. aureus) ¢ onpegeneHnem
YYBCTBUTENBHOCTM K aHTUMMKPOGHBLIM Npenapatam

1330

A26.30.048

[MoceB Ha 30M0TUCTBLIN CTAUNOKOKK(S. aureus) ¢ onpeaeneHmem
YYBCTBUTENBHOCTM K aHTUMWKPOBHBIM NpenapaTtam 1 6akrepuodaram

1410

A26.30.011

MoceB rpygHOro Monoka Ha aspobHyto U hakyrnbTaTUBHO-aHA3POOHYHO
GakTepmarnbHy0 MUKPOIIopy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB AUCKO-

AN Py3nNOHHBIM METOAOM

1130

A26.30.011

MoceB rpygHOro Monoka Ha aspobHyto U hakyrnbTaTUBHO-aHA3POOHYHO
GakTepmarnbHy0 MUKPOIIopy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB AUCKO-

O Py3NOHHBIM METOAOMM M akTepuodaram

1130

OTAENAEMOE BEPXHUX U HUXKHUX ObIXATENbHbIX NYTEN (/la6KeecT)

A26.20.008

MoceB Ha GeTa-reMonMTUYECKUI CTPENTOKOKK rpynnbl A (Streptococcus
group A, S.pyogenes)

1130

A26.08.015

MoceB Ha GeTa-reMonMTUYECKUI CTPENTOKOKK rpynnbl A (Streptococcus
group A, S.pyogenes) ¢ onpeaeneHneM YyBCTBUTENBHOCTU K
aHTMMUWKPOBHbBIM Npenapartam

1360

A26.08.009

MoceB Ha aapobHyt0 1 dhakynbTaTUBHO-aHa3pPobOHy GakTepuanbHylo dropy
C onpegeneHnem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaToB™***

1740

A26.09.011

MoceB oTAensemoro AbixaTernbHbIX MyTen Ha a3pobHyo 1 daKynbTaTMBHO-
aHa3pobHyto BakTepuanbHyo MUKPOMIopy ¢ onpedeneHnem
YYBCTBUTENBbHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMMKPOOHbLIX NpenapaTos C
Bbigaden MIK (MIC) n pacuétom nHgekca achpekTMBHOCTH

2630

A26.09.010

MoceB Ha aapobHyt0 1 dhakynbTaTUBHO-aHa3pobHy GakTepuanbHylo dropy
C onpegeneHnem YyBCTBUTENbHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaToB u 6akTepuodaram™***

1830

A26.09.011

lMoceB oTAENSEMOro AbixaTenbHbIX NyTen Ha aspobHyo 1 dakynbTaTUBHO-
aHa3apOob6Hyto bakTepuanbHyo MUKPOMopy ¢ onpeaeneHnem
YyBCTBUTENBHOCTY K PACLUIMPEHHOMY CMEKTPY aHTUMMUKPOOHBIX NpenapaTos C
Bblgayen MIMK (MIC) n pacuétom nHaekca agpheKTUBHOCTU U
bakTepuodaram

2330

A26.30.047

MoceB Ha NHEBMOKOKK (S. pneumoniae) ¢ onpeaeneHnem YyBCTBUTENbHOCTH
K aHTUMUKPOOHLIM NpenapaTam

1130

A26.08.009

MoceB Ha gpoxkenonobHble rpudbl (pogos Candida n gpyrux) ¢
onpegeneHnem YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM NpenapaTam

1130

A26.05.044

MoceB Ha remodunbHyto nanoyky (Haemophilus influenzae Tuna b)c
onpegerneHvemM YyBCTBUMTEMNbHOCTM K aHTUMUKPOOHbBIM npenaparam

1330

A26.30.048

MoceB Ha 30NOTUCTBIN CTadOUNOKOKK (S. aureus) ¢ onpeaeneHnem
YYBCTBUTENBHOCTUN K aHTUMWKPOOHBLIM Npenapatam

1330

A26.30.048

[MoceB Ha 30N0TUCTbIN CTAaOUNOKOKK(S. aureus) ¢ onpegeneHmemM
YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM NpenapaTtam 1 6akrepnodaram

1330

A26.30.048

Moces Ha 3onoTuctein ctadunokokk MP3C (S.aureus, MRSA)
O6cnepoBaHne nepea rocnuTanusaumen/ap. MeguMLUMHCKUX NoKasaHNsax

1330




A26.30.048

MoceB Ha 3onotucTbin ctadmnokokk MP3C (S. aureus, MRSA) ¢
onpegeneHnemM YyBCTBUTENBHOCTM K aHTUMUKPOOHbLIM Npenapartam

1330

A26.30.048

MoceB Ha 3onoTucTbin ctadmnokokk MP3C (S. aureus, MRSA) ¢
onpegeneHnemM YyBCTBUTENBHOCTM K aHTUMUKPOOHbLIM Npenapatam K
bakTtepuodaram

1330

A26.08.001

Moces Ha Bo3byauTtenb andtepun (Corynebacterium diphtheriae)

1330

A26.08.009

MoceB HOCOrMOTOYHOM CrM3N Ha MeHMHIOKOKK (Neisseria meningitidis) ¢
onpegeneHnem YyBCTBUTENbHOCTUN K aHTUMMUKPOOHBIM npenaparam

1330

A26.23.005

MoceB Ha nuctepun (Listeria monocytogenes) ¢ onpegeneHnem
YYBCTBUTENBHOCTU K aHTUMUKPOBHBIM Npenaparam

1330

A26.09.011

lMoceB oTAENSEMOro AbiXxaTenbHbIX NyTEN Ha a3pobHYyH 1 hakynbTaTMBHO-
aHaspobHyto GakTepuansHyo MMKpPOdnopy ¢ onpegeneHnem
YyBCTBUTENBHOCTY K PpaCLUMPEHHOMY CMEKTPY aHTUMMUKPOOHbLIX NpenapaToB
ancko-amdys3MoHHbIM METOO0M

1330

A26.09.011

[MoceB oTAeNseMoro AbixaTernbHbIX NyTen Ha aspobHyo 1 hakynbTaTUBHO-
aHa3pobHyto DakTepuanbHy0 MUKPOMopy ¢ onpeaeneHnem
YYBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMNKPOOHbLIX NpenapaTos
ancko-gmddy3moHHbIM MeToAOMN 1 DakTepuodaram

1330

OTAENAEMOE U3 YXA (Hapy:XHbii cnyxoBoii npoxopa) (/1abKsecr)

A26.25.001

Moces Ha aspobHyt0 1 hakynbTaTUBHO-aHa3PObHY0 BakTepmanbHyo dropy
C onpeferneHnem YyBCTBUTENBHOCT K OCHOBHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaToB™***

1730

A26.01.010

MoceB oToensemoro 13 yxa Ha aspobHyo 1 hakynbTaTUBHO-aHa3pOOHYH0
GakTepmarnbHy0 MUKPOIIopy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLMPEHHOMY CMEKTPY aHTUMUKPOBHBLIX NpenapaTos ¢ Bblgaden MIMK (MIC)
N pacyéToM nHaekca apPEeKTUBHOCTH

3070

A26.25.001

Moces Ha aspobHyt0 1 hakynbTaTUBHO-aHa3PObHy0 BakTepmanbHyto dropy
C onpeferneHnem YyBCTBUTENBHOCTU K OCHOBHOMY CNEKTPY aHTUMUKPOOHbIX
npenapaToB u 6aktepuodaram™***

1950

A26.01.010

lMoceB oToensemMoro 13 yxa Ha aspobHyo 1 hakynbTaTUBHO-aHa3POOHYH0
GakTepuarnbHy0 MUKPOMIIOpy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLMpPEHHOMY CMEKTPY aHTUMUKPOBHBLIX NpenapaTos ¢ Bblgaden MIK (MIC)
N pac4yéToM uHaekca apdekTMBHOCTU N BakTepnodaram

2330

A26.01.013

Moces Ha gpoxokenogobHble rpubbl (pogos Candida n gpyrux) ¢
onpegeneHvem YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM Npenaparam

1130

A26.05.044

Moces Ha remodunbHyo nanoyky (Haemophilus influenzae tvna b)c
onpegeneHvemM YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM Npenaparam

1330

A26.01.010

MoceB oToensiemMoro M3 yxa Ha aspobHy0 1 hakynbTaTUBHO-aHa3POOHYO
GakTepuarnbHy0 MUKPOMIIOpy C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLIMPEHHOMY CMEKTPY aHTUMUKPOOHbIX NpenapaToB ANCKO-
anpdysMoHHbIM METOA0M

1130

A26.01.010

lMoceB oToensaemMoro 13 yxa Ha aspobHyo 1 hakynbTaTUBHO-aHa3POOHYH0
GakTepuarnbHy0 MUKPOMIOpY C onpeaeneHneM YyBCTBUTENBHOCTHU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHLIX NpenapaToB AUCKO-

AN py3MoHHBIM MeTogoMU 1 GakTeprnodaram

1130

OTAENAEMOE U3 TN1A3A (abKeecr)

A26.26.004

lMoceB Ha aspobHyto 1 hakynbTaTUBHO-aHA3POOHY0 GakTepumanbHyo ropy
C onpeaeneHmemM Y4yBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOGHbIX
npenapaToB™***

1690

A26.26.004

lMoceB oTAenseMoro 13 rnasa Ha aspobHyto 1 akynbTaTUBHO-aHa3POBHY0
GakTepuanbHyto MMKpodnopy ¢ onpegeneHnem YyBCTBUTENbHOCTM K
pacLIMpPEHHOMY CMEKTPY aHTUMUKPOBHbIX NpenapaTos ¢ Belgaden MIK (MIC)
N pacyéToM nHaekca apPEeKTUBHOCTH

2960




lMoceB Ha aspobHyto 1 hakynbTaTMBHO-aHA3POOHY0 GakTepuanbHyo ropy
C onpefeneHnemM YyBCTBMTENBHOCTM K OCHOBHOMY CMEKTPY aHTUMMUKPOOHbIX

A26.26.004 |[npenapaToB u 6aktepuodaram™*** 1880
lMoceB oToenseMoro 13 rnasa Ha aspobHyto 1 akynbTaTUBHO-aHa3POOHY0
BakTepuanbHy0 MUKPOMNopy ¢ onpeaeneHnem YyBCTBUTENbHOCTH K
pacLMPEHHOMY CNEKTPY aHTUMUKPOOHbLIX NpenapaToB ¢ Bbigaven MIK (MIC)

A26.26.004 |u pacyéToM nHAekca adhdPeKTUBHOCTU U BakTepnodaram 2330
MoceB Ha gpoxokenogobHble rpnbsl (pogos Candida un gpyrux) ¢

A26.01.013 |onpeaeneHvem YyBCTBUTESTbHOCTU K aHTUMUKOTUYECKUM NpenapaTtam 1030
MoceB Ha remodunbHyto nanoyky (Haemophilus influenzae Tuna b)c

A26.05.044 |onpegeneHnem 4yBCTBUTENbHOCTU K aHTUMUKPOOHBIM Npenaparam 1100
Moces Ha roHokokk (N. gonorrhoeae) ¢ onpegeneHmem YyBCTBUTENbLHOCTU K

A26.26.002 |aHTUMMKPOOHLIM Npenapartam 1010
MoceB Ha nuctepun (Listeria monocytogenes) ¢ onpegeneHnem

A26.23.005 |4yBCTBUTENBHOCTU K aHTUMUKPOOHBIM Npenaparam 1030
MoceB oToensieMoro 13 rnasa Ha MeHHrokokk (Neisseria meningitidis) ¢

A26.26.002 |onpegeneHnem YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM Npenaparam 1010
lMoceB oToenseMoro U3 rrasa Ha a3pobHyto U dhakynbTaTMBHO-aHa3pPOOHY0
BakTepuanbHy0 MUKPOMNOopy C onpeaeneHnem YyBCTBUTENbHOCTH K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOBOHLIX NpenapaToB OUCKO-

A26.26.004 |anddy3nMOHHBIM METOOOM 1200
lMoceB oToenseMoro U3 rrasa Ha a3pobHyto U dhakynbTaTMBHO-aHA3POOHY0
BakTepuanbHy0 MUKPOMOpyY C onpeaeneHnem YyBCTBUTENbHOCTH K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOOHLIX NpenapaToB OUCKO-

A26.26.004 |anddy3noHHbIM METOAOM K BakTepuodaram 1200
OncbakTepunos KnweyHnka ¢ onpeaeneHnemM YyBCTBUTENBHOCTH K

A26.05.016.00|6akTepmnodaram 3100
OncbakTepunos KnweyHnka ¢ onpegeneHnemM YyBCTBUTENBHOCTH K

A26.05.016.00|6akTepmnodaram n aHTUMMKPOOHbIM npenapatam (b® + ABIT + AMIT) 3080
MoceB kana Ha Mukpodnopy ¢ onpeaeneHnem YyBCTBUTENbHOCTH K

A26.19.008 |aHTUMKKPOOHLIM NpenapaTam 1700
[MoceB Ha NaToreHHyto KnweyHyo nopy (LWurensnsl, canbMoHennbl) (nepea

A26.19.080 rocnvTanusaumen, Npu MeauuMHCKOM 06cnefoBaHUM No NoKa3aHusM) 1030
lMoceB Ha NaTOreHHy KULWEeYHy nopy (Lurensnbl, canbMOHENMbI) C

A26.19.080 |onpegeneHnem YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM nNpenapaTtam 1900
lMoceB Ha NaTOreHHy KULWEeYHy nopy (Lurensnbl, canbMOHENMbI) C
onpegeneHnemM 4yBCTBUTENBHOCTM K aHTUMUKPOOHBLIM Npenapatam U

A26.05.016.00|6akTepmnodaram 2100
MoceB Ha 30NOTUCTBIN CTAaUINOKOKK (S. aureus) ¢ onpeaeneHnem

A26.01.001 |4yBCTBMTENBHOCTU K aHTMMUKPOOHbLIM Npenaparam 1540
MoceB Ha 30N0TUCTbLIN CTaOUNOKOKK(S. aureus) ¢ onpegeneHvemM

A26.30.048 |4yBCTBMTENBHOCTU K aHTUMUKPOOHBIM Npenapartam un bakrepuodaram 1790
MoceB Ha nepcuHum (Yersinia enterocolitica) ¢ onpegeneHuem

A26.19.004 |4yBCTBUTENBHOCTU K aHTUMUKPODOHBIM Npenaparam 1800
Moces Ha kamnunobaktep (Campylobacter sp.) c onpegenexHvem

A26.19.084 |4yBCTBUTENBHOCTU K aHTUMUKPOOHBIM Npenaparam 1740
Moces Ha aHaspobbl, Bo36yautenu MTU (Clostridium spp.) c onpegeneHnem

A26.19.086 |4yBCTBUTENBHOCTU K aHTUMUKPOOHBIM Npenaparam 1840
Moces Ha gpoxkenonobHble rpudbl (pogos Candida n gpyrux) ¢

A26.01.013 |onpedeneHvem YyBCTBUTEITbHOCTU K aHTUMUKOTMYECKUM Mpenaparam 1130

A26.05.016.00|MoceB kana Ha AnaporeHHble swepunxnossl (E. coli) 3400
BbisiBNeHMe aHTUreHOB - Bo36yauTteneit KuwiedHbix MHbeKuui (/labKeecr)

A26.19.020 |XenukobakTep nunopu (Helicobacter pylori), BoisBNeHne aHTureHa 1360

A26.19.081 |TokcuHbl A n B Clostridium difficile, BoisBneHne aHtureHa 1790

YENYb (oaHa nopuua) (NabKsecr)




A26.14.003

lMoceB Ha aspobHyto 1 hakynbTaTMBHO-aHA3POOHY0 GakTepuanbHyo ropy
C onpefeneHnemM YyBCTBMTENBHOCTM K OCHOBHOMY CMEKTPY aHTUMMUKPOOHbIX
npenapaToB

1375

A26.14.002

MoceB xxenyn Ha aspobHyto 1 dhakynbTaTUBHO-aHadPOOHY0 HakTepnanbHyo
MUKpOhriopy ¢ onpeaeneHnemM YyBCTBUTENBHOCTU K pacLUMPEHHOMY CMEKTPY
aHTUMUKPOOHBLIX NpenapaTos ¢ Bbigaden MIK (MIC) n pacuétom ungekca

3 (PEKTMBHOCTH

2190

A26.14.002

MoceB Ha aspobHyto 1 hakynbTaTUBHO-aHA3POOHY0 GakTepuansHyo dnopy
C onpeaeneHnmemM YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaTtoB 1 6aktepnodaram

1460

A26.14.002

MoceB xenun Ha aapobHyto 1 hakynbTaTUBHO-aHadpPOOHY0 BakTepranbHyto
MUKpOhropy C onpeaeneHnemM YyBCTBUTENBHOCTU K pacLUMPEHHOMY CNEKTPY
aHTUMUKPOOHBLIX NpenapaToB ¢ Bbigaven MIK (MIC) n pacyétom nngekca
addpekTMBHOCTM N BakTepmnodaram

2120

A26.14.002

MoceB >xenyn Ha aHaspobbl C onpeaeneHnem YyBCTBUTENBHOCTM K
aHTUMKKPOOHBLIM NpenapaTam

1300

A26.14.002

MoceB >xenun Ha aspobHyH U hakynbTaTUBHO-aHa3pObHy0 BakTepmanbHyto
MWUKPOOOpY C onpeaeneHnemM YyBCTBUTENbHOCTU K pacLLUMPEHHOMY CMEKTPY
aHTMMMKPOBHbLIX NpenapaToB ANCKO-AU(dY3MOHHLIM METOAOM

890

A26.14.002

MoceB enum Ha aspobHYyo 1 haKynbTaTMBHO-aHA3POOHY BakTepuanbHyo
MUKpOpropy ¢ onpeaeneHnemM YyBCTBUTENBHOCTU K pacLUMPEHHOMY CNEKTPY
AHTUMKKPOGHBIX NpenapaToB AMCKO-ANPEY3NOHHEIM METOLOM U
bakTtepuodharam

890

Dpyroe (/TabKBecT)

A26.30.044

MoceB ¢ anemMeHTa (kaTeTep) C onpeAeneHnem YyBCTBUTENbHOCTY K
aHTUMKKPOOHBIM NpenapaTam

1050

A26.14.002

MoceB xenygo4yHoro coaepKMMoro ¢ onpegerieHMeM YyBCTBUTENbHOCTU K
aHTMMMKPOGHbIM Npenapatam ¢ Boigaden MK (MIC) n pacuétom nHgekca
3hPEKTUBHOCTHU

990

A26.14.002

MoceB >xenun Ha aspobHYy0 U hakynbTaTMBHO-aHA3POOHY0 BakTepmnanbHyto
MUKpodpriopy ¢ onpeaeneHnemM YyBCTBUTENBHOCTU K pacLUMPEHHOMY CNEKTPY
AHTUMUKPOOHbBIX NpenapaToB AUCKO-AN(PY3NOHHBIM METOLOM U
bakTtepuodaram

990

MuKonoruueckue uccnegosanus (JlabKeecr)

A26.09.024

KomMnnekcHoe M1KONornyeckoe nccrneaoBaHne Ha poXoKkeBble rpubsbl,
AepMaTouTbl U NNecHeBble rpubbl ¢ onpeAeneHnem YyBCTBUTENBHOCTY K
aHTMMMKOTUYECKMM npenapartam K rpubam poga Candida spp.

1570

A26.01.013

Mwukonoruyeckoe nccrneaoBaHue (MOCEB) HA OPOXCKKEBbLIE FPUBLI (POaoB
Candida spp , Cryptococcus spp v gpyrux) c onpegeneHmem
YYBCTBUTENbHOCTU K aHTUMUKOTMYECKMM MpenapaTaM npu BbisiBNEHWM
BO3OyauTens

1710

Nocesbl Ha Chlamydia trachomatis (/lTa6KBecT)

A26.26.004

MoceB oTaensiemoro 13 rmasa Ha Chlamydia trachomatis

2100

A26.26.004

Moces oTtgensemoro 13 rmasa Ha Chlamydia trachomatis ¢ onpegenexvem
YyBCTBUTENBbHOCTU K aHTUOMOTUKaM

5150

A26.26.004

Moce Ha Chlamydia trachomatis

1900

A26.26.004

MoceB Ha Chlamydia trachomatis ¢ onpegeneHnem 4yBCTBUTENBHOCTU K
aHTMOMOTMKaM

4990

AHann3 MUKPOBHbIX MapKepoB METOA0M ra3oBo XpomaTo-macc-
cnektpomeTpuu (no Ocunosy) (/labKeecr)

A26.19.008

VccnepoBaHve MUKPOBMOLIEHO3a TOHKOIO KULLIEYHUKA METOLOM ra3oBOM
xpomartorpadum - macc-cnektpomeTpum (no Ocnnosy)

10490

A26.19.008

VccnepoBaHve MUKpobMoLLeHO3a TONCTOrO KULLEYHUKA METOLOM ra3oBOM
xpomartorpadum - macc-cnektpomeTpum (no Ocnnosy)

10490

B03.016.018.0

WccnepoBaHue MUKpoBMoLLEHO3a MOYENONOBO CUCTEMbI METOAOM Fa30BOM
Xpomartorpadum - macc-cnektpomeTpum (no Ocmnosy)

10490




WccnenoBaHne MyukpobuoLeHo3a Apyrx fokanu3auni (Tpaxes, BepxHue
AblxaTenbHble NyTW, KoXka, HOrTeBble NMacTUHbLI, OTAeNsAemMoe paH) METO0M

A26.01.013 [rasoBon xpomatorpadmm - macc-crnektpometpun (no Ocmnosy) 10490
KomnnekcHoe LuToNorMyeckoe M MOJIEKYNIAPHO-TEHEeTUYEeCcKoe
uccneposaHue (NlabKeecr)
BlMY-TecT paclumpeHHbIn XNAKOCTHLIN (KonuyectBeHHoe onpeaenerne JHK
BMpYCa NanunioMbl YenoBeKa C yKkasaHueMm Tuna Bupyca HU3Koro (Tunbl
6,11,44) n Beicokoro (Tunel 16, 18, 26, 31, 33, 35, 39, 45, 51, 52, 53, 56, 58,
A26.21.008.00|59, 66, 68, 73, 82) oHKoreHHoro pucka, «KBaHT-21») 3390
BIMY-MATlM-TecT xxunaKocTHbIN (koMmnnekc Tectos: BMNY paclumpeHHsbin ¢
onpegerneHvemM KonmyecTsa 1 Tvna Bupyca (HU3KOro U BbICOKOTO
A26.21.008.00|oHKoreHHoro pucka «KeaHTt-21»)+l1All-TecT) 5590
MuKpocKonuueckue uccneaoBaHuA MasKa y KeHwuH (JlabKeecr)
A26.20.006 [Mwukpockonmyeckoe nccnegoBaHne XEHCKOro Maska (3 TOYKM) 860
Mukpockonnyeckoe nccrnegoBaHve Maska U3 Bnaranvila u LepBuKansHoro
Al12.28.015 |kaHana 860
A26.20.006 |Mwukpockonuyeckoe uccrneaoBaHne Maska U3 Braranuiia u ypetpbl 860
A12.20.001 Mukpockonnyeckoe nccrnegoBaHne maska us LepBukanbHOro kaHana 860
A12.20.001 |Mwukpockonuyeckoe uccrnegoBaHne Maska u3 Bnaranuiia 860
A12.28.015 |Mwukpockonuyeckoe nccnegoBaHne Mmaska u3 ypeTpbl y XeHLUH 860
MuKpocKkonuyeckne nccaefoBaHUA Ma3Ka y XKeHLMUH C OKPacKou no
Fpamy (NabKeecT)
Mwukpockonnyeckoe nccrnegoBaHMe Maska U3 Bnaranuila ¢ OKpackom no
A26.20.006 |[pamy (c oueHkon no wkane HetogxeHTa) 860
Mwukpockonnyeckoe uccrnegoBaHme Maska U3 LepBrKanbHOro KaHana u ns
A26.20.006 BMnaranva c okpackon no 'pamy (c oueHkon no wkane HetogkeHTa) 860
A26.20.001 |Mwukpockonuyeckoe uccneaoBaHne Ha AMNITOKOKK 860
MuKpocKonuyeckue uccneaoBaHma masKka y MyxKuuH (JlabKeecr)
A12.21.005 |Mukpockonuyeckoe nccrnegoBaHne cekpeTa npeacrateribHon Xenesbl 860
A12.28.015 |Mukpockonuyeckoe nccrnegoBaHne Maska u3 ypeTpbl y MyXXYuH 860
A12.21.004 |Mukpockonuyeckoe uccnegoBaHne mMaska ¢ KpaHeln nnoTu 860
UccnepoBaHMe KOXKU U HOTTEBbIX NIACTUHOK (/labKBecT)
A26.01.018 |WccneposaHue Ha aemoaeko3 (Demodex folliculorum) 590
VccnepoBaHve HOITEBbLIX MIACTUHOK UKW YeLLYeK KOXW Ha NaToreHHble
A26.01.023 [rpubbl 1300
A26.01.018 [UccneposaHue Ha Sarcoptes scabiei (4ecoTka) 585
DWATHOCTUKA YPOTEHUTA/IbHbIX MHOEKLIUM (NabKBecT)
A26.21.036 Mporpamma - "MuHumym" 7 2480
A26.21.036 |[porpamma - "Meguym" 9 3270
B03.014.020 |lMporpamma - "Makcumym" 12 4080
B03.014.022 |lMporpamma - "MMpemunym" 15 7880
Onpepenenne HK B cockobe anuTenunanbHbIX KNETOK ypOreHUTanbHoro
Tpakta (Chlamydia trachomatis, Trichomonas vaginalis, Neisseria
B03.014.049 |gonorrhoeae) 1700
WHdeKuUn yporeHnTanbHoro Tpakta y MyXX4uH, KONIM4eCTBEHHOE U
B03.014.045 [kadecTtBeHHOe onpepenexne OHK 5080
YporeHutanbHble MHPEKUMM Y MY)KYUH, pacLLUMPEHHbIV (KONTMYEeCTBEHHOE
B03.014.046 |onpegenexve OHK) 3435
YporeHuTtanbHble MHPEKLNM Y KEHLLUWH, PACLUMPEHHBIN (KONMYECTBEHHOE
B03.014.047 |onpegenexve OHK) 4660




