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1.1. O6bweKknnMHnYecKkue uccneposaHusa Kposu (General Clinical

Blood Tests)

KnuHunyeckuin aHanua kposu: obLumi aHanms, nerikocgpopmyna, CO3 (c

MUKPOCKONWUEN Ma3ka KpOBM NPU HanMumMm NaTosnorm4eckux cosuros)

(Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula,

ESR (with Microscopic Examination of Blood Smear if Presence of
B03.016.002 |1515 Pathologic Changes)) 940

O6wwin aHanma kpoeu (OAK) (6e3 nenkoumnTapHon dopmynsl n COJ)
B03.016.002 |5 (General Blood Analysis, without White Blood Cell (WBC) Count and 495

TpomboumnTbl, MUKpocKoNus (MOACYET B OKpaLLEHHOM MasKke Nno Metoay

doHuo) (Platelets, Microscopy (Manual Platelet Count (PLT Count):
A12.05.120 TRO Indirect Method by Fonio))* 390

JlenkouutapHas dopmyna (audpdepeHUnpoBaHHbIN NoacyeT

nerKkouMTOB, NerkounTorpaMmMa) C MMKPOCKOMNMUEN Ma3ska KpOoBU Mpu

Hanuumm natonormudeckmx casuros (Leucocyte Formula (Differential

White Blood Cell Count) with Microscopic Examination of Blood Smear
A12.05.121 119 if Presence of Pathologic Changes)* 670

JlerikountapHasa popmyna (audepeHUnpoBaHHbIi nogcyeT

nenkoumMTOB, NnerikoumMTorpamma) ¢ 06a3aTensHON «PyYHOM»

MUKpockonuen maska kposu (Leucocyte Formula (Differential White
A12.05.121 |911 Blood Cell Count) with Manual Microscopic Examination of Blood 685
A12.05.123 150 Petukynouutbl (Reticulocytes) 495

COD3 (ckopocTb ocepaHusa aputpountoB) (Erythrocyte Sedimentation
A12.05.001 [139 Rate, ESR) 345

2.1. UmmyHorematonorua (Immunohematology)
A12.05.005 |93 'pynna kposu (Blood Group, ABO) 505
A12.05.007.00494 Pesyc-npuHaanexHocTb (pesyc-daktop) (Rh-factor, Rh) 505
A12.05.007 15RH Rh (C, E, ¢, e) Kell-peHotununposanue (Rh C (E, c, e) Kell- 1290
A12.05.008 140 AnnoMMMyHHble aHTUTena, BknYas aHtutena Kk Rh-aHtureny (Anti 1145

3.1. OueHKa cBepTbiBatowWwein cucrtembl Kposu (Assessment of

Coagulation System)

AKTMBMPOBAHHOE YacTU4YHOE (NapumanbHoe) TPoMGonIacTMHOBOE

Bpems (AYTB (AlNTB), kecanuH-kaonuHosoe BpeMms) (Activated Partial
A12.05.039 1 Thromboplastin Time, APTT) 415

MpoTpom6uH (NpoTpomburHoBoe Bpewms, MB), MHO (MexayHapogHoe

HOopmanuaoBaHHoe oTHoweHue) (Prothrombin, Prothrombin Time, PT,
A12.30.014 |2 International Normalized Ratio, INR) 540

daktop VIl (aHTuremodpmneHeIn rnobynuH A) (Antihemophilic Globulin
A09.05.188 [1409 A, FVIII) 1400
A09.05.050 3 dubpuHoreH (Fibrinogen, FG) 515
A09.05.047 4 AHTUTPOMOUH I, % aktueHocTm (AT llI, Antithrombin IIl, % Activity) 790
A12.05.028 194 TpombuHosoe Bpems (TB) (Thrombin Time, TT) 565
A09.05.051.001164 D-gumep (D-Dimer) 2 075
A09.05.125 1263 MpoteunH C, % aktuBHocTu (Protein C, % Activity) 2 630
A09.05.126 1264 MpoTteuH S ceoboaHbIn (Protein S, Free) 3530
A09.05.048 1153 MnasmuHoreH (Plasminogen) 1080




"emocTasnorpamma (koaryrnorpamma), ckpuHuHr (Coagulation,

B03.005.004 |OBC103 |Gemostaziogram, Screening) 1 840
"'emocTasnorpamma (koarynorpamma) paclumpeHHas (Hemostasiogram
B03.005.004 |OBC109 |(coagulogram), extended 5340
A12.06.030 190 BonyaHouHbI aHTukoarynsaHT (BA) (Lupus Anticoagulant, LA ) 1395
4.1. YrneBoapbl (Carbohydrates)
A09.05.023 16 "ntoko3a (Glucose) 360
A09.05.102 17 ®pykTo3amuH (Fructosamine) 1015
"MukmnpoBaHHbin remornobuH HbA1C (HbA1C, Glycated Hemoglobin,
A09.05.083 |18 GHB) 905
A09.05.207 215 Jlaktat (Lactate) 1015
["MOKO30-TONEpPaHTHBIN TECT C onpeaeneHnem rmoKo3bl B BEHO3HON
KpOBW HaTOLlaK 1 nocne Harpysku yepes 2 yaca (2-Hour Oral Glucose
Tolerance Test, OGTT, Glucose Concentration (Fasting and 2 Hours
A12.22.005 T after Load), Venous Blood) 1120
["MOKO30-TONEpPaHTHBIN TECT C onpeaeneHnem rmkossl 1 C-nentnga B
BEHO3HOWN KPOBW HaTOLLLAK M Nocne Harpyskn yepes 2 yaca (2-Hour Oral
Glucose Tolerance Test, OGTT, Glucose and C-Protein Concentration
A12.22.005 rmrc (Fasting and 2 Hours after Load), Venous Blood) 1985
["MoKo30TONEpaHTHbINA TECT NpU 6epeMeHHOCTH (NnasMa KpoBu)
(nepopanbHbIn rnoko3oTonepaHTHol TecT, [T, OITT) Oral Glucose
Al12.22.005 Mb-C Tolerance Test, Plasma, OGTT, Pregnancy 1290
OnpepgeneHve Bo3byautenen ocTpbiX pecnupaTopHbIX BUPYCHbIX
nHdpekumn yenoseka (OPBW): PHK pecnnpaTopHO-CMHUUTMANBHOTO
Bupyca (human Respiratory Syncytial virus, hRSv),
meTanHeBmoBupyca(human Metapneumovirus, hMpv), Bupycos
naparpunna 1, 2, 3 n 4-ro tunos (human Parainfluenza virus 1-4, hPiv),
A26.08.020.0013318 kopoHaBwupycoB (human Coronavirus, pCov), pMHOBMPYCOB 2 930
4.2. lunuapl, AMNoNpoTeuHbl, anoaunonpoTteuHsi (Lipids)
A09.05.025 30 Tpurnuuepuasbl (TT) (Triglycerides) 415
A09.05.026 |31 XonectepuH o6wmn (XonectepuH) (Cholesterol Total) 410
XonectepuH JIMNBIT (XonectepuH nMNonpoTenHOB BbICOKOW MIIOTHOCTH,
JINBIM, ?-xonectepuH) (High-Density Lipoprotein Cholesterol, HDL
A09.05.004 32 Cholesterol) 445
A09.05.028 1644 XonectepuH JINMHI (npamont meTtoa) Cholesterol LDL (direct) 460
XonectepuH JIMNHI (XonectepyH NMNONPOTENHOB HU3KOW NITIOTHOCTH,
JINHI, ?-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL
A09.05.028 33 Cholesterol)* 420
XonectepuH NIMOHTIT (XonectepnH NMNonpoTEMHOB OYEHb HU3KOW
nnotHocTw, JNINMOHTT) (Very Low-Density Lipoprotein Cholesterol, VLDL
A09.05.028 218 Cholesterol) 765
A09.05.027 1071 JlnnonpotewuH (a), I (a) (Lipoprotein (a), Lp (a)) 1350
AnonunonpoteuH A1 (AnonpoteuH A1, ano A1) (Apolipoprotein A1,
A09.05.250 [219 Apo Al) 805
A09.05.251 220 AnonunonpoteuH B (AnonpoteuH B, ano B) (Apolipoprotein B, Apo B) 810
A09.05.129 1512BILE [|>KenuHble kucnothbl (Bile Acids) 3 065
4.3. benku n ammHokucnotbl (Proteins and Amino Acids)
A09.05.011 |10 AnboymuH (Albumin) 460
A09.05.010 28 O6wmn 6enok (Protein Total) 405
A09.05.014 29 Benkosble dpakumm (Serum Protein Electrophoresis, SPE, SPEP)* 725
AnekTpodopes 6enkoB Mouu, onpegeneHune Tuna npotenHypum (Urine
A09.05.014 1551 Protein Electrophoresis) 2 050
Benok beHc-[I>xoHca B MOYe, CKPUHUHT C NPUMEHEHNEM
UMMYHOUKCaLMn 1 KonudecTBeHHoe onpeaeneHve (Bence-Jones
A09.28.030.0011552 Protein, Urine, Immunofixation, Quantification ) 2 385
Benok beHc-[>xoHca B Moye: UMMYHOUKCaLIMS, KONMYeCTBEHHOE
onpegenexHve, TMNMPoOBaHMe kanna, namoaa (Bence-Jones Protein,
A09.28.030.0011553 Urine, Electrophoresis, Immunofixation, Kappa/Lambda Typing, 4 880




CBobogHble nerkue uenyu MMMyHOrno0ynMHoB Kanna n naMmoaa

A09.05.106.00§1539 CbIBOPOTKM C pacyeToM UHAEKCA kanna/namoéaa 3165
CBobogHble nerkvMe ueny uMmyHornobynmHoB kanna v nambaa B moye
A09.28.030.0011540 (Urine immunoglobulin free light chains (FLC) kappa and lambda) 2 430
A09.05.214 153 MomouuctenH (Homocysteine) 2 505
M-rpagueHT, TunnpoBaHmne. SnekTpodopes CbiIBOPOTKN KPOBMU,
MMMYHOUKCALNS C NaHenbio aHTUCLIBOPOTOK (pasaenbHo K IgG, IgA,
IgM, kanna, nambaa), konudecTeeHHas oueHka M-6enka (M-Gradient,
Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with
A09.05.106.0014051 Antisera (IgG, IgA, IgM, Kappa, Lambda), Quantification of M-Protein) 4 800
M-rpagmneHT, CKPMHUHI. OnekTpodopes CbiIBOPOTKN KPOBM,
UMMYHOMUKCALNS C NONMBANEHTHON aHTUCbIBOPOTKON,
KonunyecTBeHHas oueHka M-6enka (6e3 Tunnpoeanus) (M-Gradient,
Screening. Serum Protein Electrophoresis (SPEP), Immunofixation
A09.05.106  [4050 with Polyvalent Antiserum, Quantification of M-Protein (without Typing))| 3295
4.4. OueHkKa pyHKUMM nouekK (Assessment of renal function)
A09.05.020 22 KpeatuHuH (Creatinine) 410
KnyboukoBasi punbTpauus, pacyeT no gpopmyne CKD-EPI —
kpeaTuHuH (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI
B03.025.001 |40CKDEPI |Creatinine Equation) 390
A09.05.230 [1525 LinctatnH C (Cystatin C) 1490
KnyboukoBasi unbTtpauus, pacyeT no dopmyne CKD-EPI — unctatnH
C (Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C
B03.025.001 (1526 Equation) 895
A09.05.017 26 MouesuHa (Urea) 405
A09.05.018 |27 Moueas kucnota (Uric Acid) 410
4.5. MurmenTbl (Pigments)
A09.05.021 13 BunnpybuH obwuin (Bilirubin Total) 405
BunmpybuH npsimon (BunnpybuH KOHbIOTMPOBAHHbIN, CBA3aHHbIN)
A09.05.022.00{14 (Direct Bilirubin, DBIL, Conjugated Bilirubin ) 410
4.6. PepmeHTbl (Enzymes)
AnaHnHamuHoTpaHcdepasa (AnAT, ANT, rmytamuHo-
nNMpoBMHOrpagHas TpaHcamuHasa, ['MT) (Alanine Aminotransferase,
A09.05.042 8 ALT, Serum Glutamic Pyruvic Transaminase, SGPT ) 375
AcnapTtatamuHoTpaHcdepasa (AcAT, ACT, rmyTamuHo-
LLlaBeneBoOyKcycHas TpaHcamuHasa, 'UT) (Aspartateaminotransferase,
A09.05.041 |9 AST, Serum Glutamicoxaloacetic Transaminase, SGOT ) 375
A09.05.045 11 Anbda-amunnasa (?-amunasa, anacrasa) (Alpha-Amilase, ?-Amylase) 510
Anba-ammnasa naHkpeaTtuyeckas (P-nsogepmeHT amunasbl)
A09.05.180 12 (Pancreatic ?-Amylase) 565
Mamma-rnytamuntpaHcnenTtugasa (I T, rmyTamuntpaHcnentugasa)
A09.05.044 15 (Gamma-Glutamyl Transferase, GGT) 400
KpeaTtuHkunHasa (KpeatundocdoknHasa, KK, KPK) (Creatine Kinase,
A09.05.043 19 CK, Creatine Phosphokinase, CPK) 610
KpeaTtuHknHasa-MB (KpeatundocdoknHasza-MB, KK-MB, KOK-MB)
A09.05.177 |20 (Creatine Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.) 905
A09.05.173 |23 Jlnnasa (Tpuaunnrnuueponauunrugponasa) (Lipase) 610
INaktatgervagporenasa (J14r, L-nakrat, HAQ+Oxkcuagopenykrasa)
A09.05.039 (24 (Lactate Dehydrogenase, LDH) 440
XonuHacTtepasa (S-NceBgoxonuMHacTepasa, xonumHactepasa ll, S-X3,
A09.05.174 |34 aumnxonuHrugponasa) (Cholinesterase, Pseudocholinesterase, PCHE) 480
A09.05.046 |36 docdarasa wenoyHas (LLdP) (Alkaline Phosphatase, ALP) 405
4.7. OueHKa COCTOAHUA UHKPETOPHOMU U ceKpeTopHOU (-unun XKKT
(Assessment of endocrine and secretory functions of
gastrointestinal tract (Gl Tract))
A09.05.057 216 MactpuH (Gastrin) 2195
A09.16.003 |294 MencuHoreH | (Pepsinogen 1) 2 230
A09.16.003 295 MencuHoreH Il (Pepsinogen Il) 2230




MencuHoreHsbl | u 1l ¢ pacdeToM cooTHowweHus (MencuHoreH

A09.16.003 |2111 I/MencuHoreH 1) (Pepsinogen I/Pepsinogen Il, PG1/PG2) 2 535
4.8. Mapkepbl meTaboanama KocTHoii TKaHu (Bone Metabolism)
OcrteokanbumH (KocTtHbih Gla 6enok) (Osteocalcin, N-Osteocalcin,
A09.05.224  [146 Bone Gla Protein, BGP) 1325
C-koHueBble TenonenTuabl konnareHa | Tuna (6eta-CrossLaps, C-
TepMmuHanbHbin Tenonentua, CT) (Carboxyterminal Cross-linking
Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide,
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps, Type
A09.05.297 203 1 Collagen, CT, b-CTx Serum) 1670
A09.28.064 147 OesokcunupmnanHonuu (OMNMAL0) B moye (Deoxypyridinolinein, DPD, 2 280
N-TepMUHanbHbIV NponenTug npokonnareHa 1 oéwwuin (Procollagen
A09.05.296 204 Type 1 N-terminal Propeptide, PANP, Total) 2 405
4.9. AHTMOKCHAAHTHbIM cTaTtyc (Total Antioxidant Status, TAS)
AHTMOKCHAAHTHbIN cTaTyc (O6WMin aHTMoKCuaaHTHLIN cTaTyc) (Total
B03.016.017.0¢1500 Antioxidant Status, TAS ) 6 330
4.10. ButamuHbl (Vitamins)
A12.06.060 [117 ButamuH B12 (unaHokobanamuH, kobanamux) (Cobalamin) 1235
A09.05.080 118 donuvesas kucnota (Folic Acid) 1335
AKTUBHbIN BUTamunH B12 (FTonoTtpaHckobanamuH, Active-B12,
A12.06.060 1317B12 |Holotranscobalamin) 1955
ButamuH K1 B ceiBopoTke (domnnoxmHoH) (Vitamin K1, Phylloquinone,
A12.06.060 [877 Serum) 2 895
A12.06.060 [931 ButamuH A B ceiBopoTke (peTunHon) (Vitamin A, Retinol, Serum) 2 890
ButamuH E B cbiBopoTke (anbda-Tokodepon) (Vitamin E, alpha-
A12.06.060 932 Tocopherol, Serum) 2 890
A09.05.264.0011581 Owera-3 nHgekc (Omega-3 Index) 5535
B03.016.017 |1587 YKunpHble kucnotel, npocuns (omera-3, -6, -9), nnasma 10 520
A12.06.060 1604 ButamuH B1 (TiammH) 2 890
A12.06.060 1609 ButamuH B2 (pubodnasuH) 2 890
A12.06.060 1610 ButamuH B3 (HMkoTuHamung) 2 890
A12.06.060 1608 ButamuH B5 (naHTOoTEHOBAas kucnoTa) 2 890
A12.06.060 1605 ButamuH B6 (nnupupokcansgocdar) 3045
A12.06.060 1611 ButamuH B7, H (6roTtuH) 2 845
A12.06.060 1606 Butamun C (ackopGuHoBas kucnorta) 2 850
A12.06.060 1615 beTa-kapoTuH 2 860
A12.06.060 1614 PeTnHun nanbmutaTt 2 745
25-OH ButamuH D 06w (25-OH Vitamin D Total, 25(0OH)D, 25-
A09.05.235 928 Hydroxycalciferol) 2 450
A09.05.258 1676 KoaH3nm Q10 B kpoBU 4070
A09.05.192 1681 ManoHoBbI ananbaerna 4 070
4.11. HeopraHuyeckue sewectBa (Inorganic Matters)
Kanuin/HaTtpuin/Xnop B ceiBopoTke kpoBu (K+/Potassium, Na+/Sodium,
A09.05.030 39 CI-/Chloride, Serum) 555
A09.05.032 |37 Kanbumn o6wmn (Ca) (Calcium Total) 400
Kanbuun noHnsuposaHHbiv (Ca2+, cBoboaHbIn kanbumn) (lonized
A09.05.206 165 Calcium, Free Calcium) 690
A09.05.127 |40 Marxun (Mg) B ceiBopoTke kpoBu (Magnesium (Mg), Serum) 450
A09.05.033 |41 docdop HeopraHmdeckuii (P) (Phosphorus (P)) 405
A09.05.007 |48 >Kene3so (Fe) B cbiBOpoTKe kpoBu (Iron (Fe), Serum) 405
JlaTeHTHas (HeHacblWweHHas) )ene3ocss3biBatoLlasi CnocobHOCTb
cbiBopoTku kposu (JIXKCC, HXXCC) (Unsaturated Iron Binding Capacity,
A12.05.011 |49 UIBC) 460
4.12. Cneuunduueckue 6enku (Specific proteins)
A12.06.015 |42 AnTuctpentonuanH-O (ACJI1-O, ACJIO) (Antistreptolysin-O, ASO) 755
A09.05.009 |43 C-peakTtuHbIi 6enok (CPB) (C-Reactive Protein, CRP) 725
A09.05.009 1643 BbicokouyBcTBUTENBHBIM C-peakTnBHbIN 6enok (kapauo) 725
A09.05.077 |840 LlepynonnaamuH (Ceruloplasmin) 885




A09.05.079 841 MantornobuH (Haptoglobin) 960
Anbda-2-makpornobynuH (Alpha-2-Macroglobulin, ?2-Macroglobulin,

A09.05.241  [1210 A2M) 895
Anbda-1-aHtutpuncuH (A1AT), koHueHTpauusa (Alpha-1-Antitrypsin,

A09.05.073 1200A1AT |ALAT, AAT, Concentration) 1915
Anbda-1-aHtutpuncuH (A1AT), deHoTunuposaHue (Alpha-1-

A09.05.073 832A1A  |Antitrypsin, ALAT, AAT, Phenotyping) 3035

A09.05.008 50 TpaHcdeppuH (Cugepodunun) (Transferrin) 840

A09.05.076 51 DepputnH (Ferritin) 910

A09.05.006 |21 Muorno6un (Myoglobin) 1 445
HatpunypeTtnyeckoro ropmoHa (B-tuna) N-koHueBow nponentug (NT-
proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type

A09.05.256 1631 Natriuretic Peptide) 4 375

A09.05.193 157 TponoHuH-I (Troponin-I) 1 650
Kapbornagpat-gedmumtHbin TpaHcgeppuH (Carbohydrate-Deficient

A09.05.229 [838 Trancferrin, CDT) 4520
Kapbornapart -aemumTHbIN TpaHCdEPPUH C aneKkTpodoperpaMmmMmon
(Carbohydrate-Deficient Transferrin with results on an

A09.05.229 839 electrophoregram (CDT)) 5835

A09.05.007 1566 "encnanH 25 (bnoaktmeHbin) (Hepcidin 25, bioactive) 11 015
PactBopuMble peuenTtopbl TpaHcdeppuHa (pTPP, Soluble Transferrin

A09.05.008 |1595STFR |Receptor, STIR) 2 445
4.13. OHKomapkepbl (Tumor Markers)
MCA obwwmi (MpocTatuyeckuii cneunUIecknii aHTUreH ooLLmn)

A09.05.130 103 (Prostate-Specific Antigen Total, PSA Total) 965
OHKOpUCK MYyXXCKOW: NpeAcTaTenbHast xenesa (Male oncologic risk:

A27.30.278 OBC69 prostate) 1590

B03.070.521 2113 OueHka 3gopoBbs npoctaThl (MCA o6uw,., NCA cB., -2proPSA, phi) 5130
PakoBo-ambproHanbHbIn aHTureH (POA, kapumMHO3IMBPMOHanNbHbIN

A09.05.195 141 aHtureH) (Carcinoembryonic Antigen, CEA) 1190
CA-15-3 (YrneBogHbi aHTUreH 15-3) (Carbohydrate Antigen CA-15-3,

A09.05.231 142 Cancer Antigen CA-15-3) 1215
CA-72-4 (YrneBogHbIvi aHTureH 72-4) (Carbohydrate Antigen CA-72-4,

A09.05.200 166 Cancer Antigen CA-72-4) 1680
CA-19-9 (YrneBogHbi aHTUreH 19-9) (Carbohydrate Antigen CA-19-9,

A09.05.201 144 Cancer Antigen-Gl) 1195
LinTokepaTtnHoBbli dparmeHT (Cyfra 21-1, doparmeHT uMTokepaTmHa
19) (Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19

A09.05.247 167 Soluble Fragments, Cyfra 21-1) 1785
CA-125 (YrneBogHbln aHTureH 125) (Carbohydrate Antigen CA-125,

A09.05.202 143 Cancer Antigen CA-125) 1185
HE4 (Benok 4 anuanaumuca yenoseka) (Human Epididymis Protein 4,

A09.05.300 [1281 HE4) 1745
OueHka pucka paka audHukoB no anroputMy ROMA (Risk of Ovarian
Malignancy Algorithm, anropuTm pacyeTta pucka anutenuansbHOro paka
AUYHUKOB) (AN XeHWwuH Ao meHonay3bl) (Risk of Ovarian Malignancy

A09.05.196 ROMA1 |Algorithm, ROMA (Before Menopause)) 2410
OueHka pucka paka audHukoB no anroputMy ROMA (Risk of Ovarian
Malignancy Algorithm, anropuTm pacyeTta pucka anutenuansbHoOro paka
ANYHUMKOB) (ANS XeHLWuH nocne meHonay3bl) (Risk of Ovarian

A09.05.196 ROMA2 Malignancy Algorithm, ROMA (After Menopause)) 2410
CA-242 (YrneBoaHbI aHTUreH 242, onyxonesbii Mapkep CA-242)

A09.05.232 [1280 (Carbohydrate Antigen CA-242, Tumor Marker CA-242) 1225
BeTa-2-mukpornobynuH (?-2-MuKpornobynvH) B CbIBOPOTKE KPOBU

A09.05.245 |208 (Beta-2-Microglobulin, BMG, Serum ) 1 665

A09.05.246  |209 HenpoHcneundunyeckasn eHonasa (HCE) (Neuron-Specific Enolase, 2 280

A09.05.227 |946 XpomorpanuH A (Chromogranin A, CgA) 6 300

A09.05.219 (1198 Benok S100 (S100 Protein) 3425




SCC (AHTUreH NOCKOKNETOYHOM KapumHoMbl) (Squamous Cell

A09.05.298 [1296 Carcinoma Antigen, SCCA, SCCAQ) 2 915
UBC (AHTUreH paka MO4eBOro ny3blps, MCCNedoBaHNe pacTBOPUMBIX
dparmeHTOoB UuTokepaTnHoB 8 n 18 B moue) (Urine Bladder Cancer

A09.28.054 1297 Antigen, Urine Bladder Cancer, UBC) 3070
Beta-2-mukpornobynuH (?-2-mukpornobynuH) B moye (Beta-2-

A09.28.003 |225 Microglobulin, Urine) 1685

A09.05.119 171 KanbuntoHuH (Calcitonin) 1710

A09.30.002 |92 Anbda-petonpotenH (ADI) (a-Fetoprotein, AFP) 765
5.1. OueHKa ¢pyHKuumM runodpmsa (Assessment of Pituitary Function)
AOpPEeHOKOPTUKOTPONHBbIA ropMoH (AKTT, KOPTUKOTPONWH)

A09.05.067 100 (Adrenocorticotropic Hormone, ACTH) 1210

A09.05.066 99 ComaTtoTponHbIvi ropmoH (comatoTtponuH, CTIN) (Growth Hormone, 1010
ComatomeguH C (MHcynnHonogo6Hbi doaktop 1) (Somatomedin C,

A09.05.204 174 Insulin-like Growth Factor 1, IGF-1) 1865
Ponnukynoctumynupytowmn ropmoH (PCI) (Follicle Stimulating

A09.05.132 |59 Hormone, FSH) 790

A09.05.131 |60 JlrotenHmnanpytowmn ropmod (JIIN (Luteinizing Hormone, LH) 790

A09.05.087 61 MponaktuH (Prolactin) 810

A09.05.087 |6161 MakponponaktuH (Macroprolactin)* 1700
5.2. OueHKa GyHKUUM WUTOBMAHOMN Kene3bl (Assessment of
Thyroid Function)

TupokcuH obwmn (T4 0bwmi, TeTpanoaTMpoHnH obwmn) (Total

A09.05.064 54 Thyroxine, TT4) 745

A09.05.063 55 TupokcuH ceobogHbiv (T4 cBoboaHbin) (Free Thyroxine, FT4) 740

A09.05.060 |52 TpunoaTnpoHnH obwmnin (T3 obwmin) (Total Triiodthyronine, TT3) 750

A09.05.061 53 TpunoaTnpoHuH ceoboaHbin (T3 ceBoboaHbin) (Free Triiodthyronine, 745
TpuioaTMpoHWH peBepcnBHbIN (T3 peBepcuBHbIN, Reverse

B03.058.001 (1612 Triiodthyronine). 7 585
TupoKcUHCBA3bIBaOLLAA CNOCOOHOCTDL (MOrfoLeHe TUPEOUAHBIX
rOPMOHOB; UHAEKC CBA3bIBAHWNS TUPOKCMHA; MHOEKC CBOBOAHOrO
TupokcuHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding

A09.05.097 196 Capacity, TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l) 1060

A09.05.117 197 TupeornobynuH (TI') (Thyroglobulin, TG) 1190
AHTUTEna Kk Tupeornobynuny (AT-TI) (Anti-Thyroglobulin

Al12.06.017 57 Autoantibodies, Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, 945
AHTUTEna K TMpeoungHomn nepokcmgase (AT-TIMO, mrukpocomanbHble
aHTutena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal

A12.06.045 |58 Antibodies, TPO Antibodies, TPOAb, Anti-TPO) 885
AHTUTENa K MMKpocoMarnbHoW dopakumm Tupeountos (AT Kk
MUKpOCOMaribHOMY aHTureHy Tupeouutos, AT-MAIT, AMAT,

A12.06.017 198 TUpeouaHble aHTUMUKpocomarnbHble aHtuTena) (Anti-Thyroid 905
AHTuTena K peuentopam TTI (AT k peuentopam TUPEOTPONHOrO
ropmoHa B cbiBopoTke kpoBu, AT-pTTT) (Thyroid-Stimulating Hormone
Receptor Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH

A12.06.046 199 binding inhibitor immunoglobulin, TBII) 2135
TupeoTponHbin ropmoH (TTI, TupotponuH) (Thyroid Stimulating

A09.05.065 56 Hormone, TSH) 690
5.3. OueHKa pyHKLUM KOpbl Hagno4yeyHUKoB (Assessment of
adrenocortical function)

A09.05.135 |65 Koptunson (M'mapokoptnsoH) (Cortisol, Hydrocortisone) 780
CBobogHbI kopTu3on, cytodHast mo4a (Free Cortisol, Free

A09.28.035 178 Hydrocortisone, 24-Hour urine) 1280

A09.07.007 1508 KopTtuson, cntoHa (Cortisol, Saliva) 1130

A09.05.069 [205 AnbgoctepoH (Aldosterone) 1240
PeHvH (PeHnH nnasmebl kposwu, npsimoe onpeferneHue) (Direct Renin,

A09.05.121 [206 Plasma) 1495

A09.05.069 1302ARR |AnbaoctepoH-peHuMHoBoe cooTHoleHune (Aldosterone-Renin Ratio, 2275




5.4. OueHKa aHAaporeHHoro ctatyca (Assessment of Androgen

A09.05.078 |64 TectoctepoH (Testosterone) 770

A09.05.078.00]169 CBoboaHbin TectocTepoH (Free Testosterone) 1725

A09.05.150 168 OurmppotectoctepoH (OI'T) (Dihydrotestosterone, DHT) 1995

A09.05.146 195 AHppocteHamoH (Androstenedione) 1890
AHOpOCTEHAMON MOKYPOHNA (AHAPOCTaHAMON ITIOKYPOHU)

A09.05.147 170 (Androstanediol Glucuronide, 3?-Androstanediol Glucuronid, 3?-diol G) 1990
HernapoanmangpocTtepoH-cynbdat (JOA-S04,

A09.05.149 101 Dehydroepiandrosterone sulfate, DHEA-S) 780

A09.05.148 1602 HerngpoanmaHapocTepoH (HEKOHBIOTMPOBAHHbIN) 1700

B03.016.022.0{156 17-ketoctepoungpl (17-KC) B moye (17-Ketosteroids, Urine) 2 625

A09.05.139 154 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 1075
"moBynuH, ceasbiBatowmin nonosble ropmoHsl (MCIMIM) (Sex Hormone-

A09.05.160 149 Binding Globulin, SHBG) 840
5.5. 3cTporeHbl u nporectuHbl (Estrogens and Progestins)

A09.05.154 |62 Octpaguon (32) (Estradiol, E2) 775

A09.05.153 63 MporectepoH (Progesterone) 790
5.6. HectepougHbie perynatopHbie ¢paKTopbl NONOBbIX XKejes
(Nonsteroidal Gonadal Factors)

AHTumionnepos ropmoH (AMIT) (Anti-Mullerian Hormone, AMH,

A09.05.225 1144 Mullerian Inhibiting Substance, MIS) 1975

A09.05.203 [1145 MHrmbuH B (Inhibin B) 1 860
Tpodgobnactuyecku 6eta-1-rnukonpotenH (TBIN) (Trophoblastic beta-

A12.05.110 [1158 1-Globulin, TBG) 745
5.7. MoHUTOpPUHT bepemeHHOCTU, BUoOXMMUUYECKME MapKepbl
coctoaHua naoga (Monitoring of Pregnancy, Biochemical Markers of
Fetal Status)

XopuoHn4eckun roHagoTponuH Yenoseka (XM, 6eta-XM4d, ?-Xry)

A09.05.090 66 (Human Chorionic Gonadotropin, HCG) 720
CsobogHbin ?-XI'Y (cBoGoAHas ?-CydbeamHMLa XOPUOHNYECKOrO
roHagoTponuHa yenoseka) (Free Human Chorionic Gonadotropin, Free

A09.05.090 [189 HCG) 1 060
MnaueHTapHbI NakToreH (XopnoHMYeCcKUii COMaToOMaMMOTPOMNUH)

(Placental Lactogen, PL, Human Placental Lactogen, hPL, Chorionic

A09.05.249 207 Somatomammotropin, CS, Human Chorionic Somatomammotropin, 1275
AccounmpoBaHHbIN ¢ 6epeMeHHOCTbI0 NpoTenH-A nnasmel (Pregnancy-

A09.05.161 161 Associated Plasma Protein-A, PAPP-A) 1230

A09.05.157 134 CsobogHbin actpuon (Estriol Free, E3) 1 005
5.8. OueHKa 3HAO0KPUHHOWN GYHKLMU NOAKENYA0UHOM’ Kenesbl
(Assessment of Pancreatic Endocrine Function)

A09.05.056 172 WHeynuH (Insulin) 1035

A09.05.205 [148 C-nentug (C-Peptide) 930
OueHKa MHCYNMHOPE3UCTEHTHOCTM: IMoKo3a (HaToLaK), MHCYIWH
(HaTowak), pacyeT nngekca HOMA-IR (Insulin Resistance: Fasting
Glucose/Insulin, Homeostasis Model Assessment of Insulin

B03.058.007 [11HOMA |Resistance, HOMA-IR) 1340
5.9. buoreHHble amuHbl (Biogenic Amines, BA)

KaTtexonamuHbl (agpeHanvH, HopaapeHanvH, fodaMuH) B nnasme
kposu — KATETJT (Catecholamines: Epinephrine/Adrenaline,

A09.05.133 KATEMJT |Norepinephrine/Noradrenaline, Dopamine, Plasma) 3150
KatexonamuHbl (agpeHanuH, HopagpeHarnuH, 4oaMyH) B MOYe
(Catecholamines: Epinephrine/Adrenaline,

A09.28.034 151 Norepinephrine/Noradrenaline, Dopamine, Urine) 2 945
MeTabonuTbl kKaTexonamMUHOB Y CEPOTOHUHA: BaHUNUIMUHOANEBas
kucnota (BMK), romoBaHunuHoBas kucnota (MBK), 5-
okcumHponykcycHas kucrnota (5-OUYK) (Catecholamines and
Serotonin Metabolites, 24 Hours-Urine: Vanillyimandelic Acid, VMA,

A09.28.034 950 Homovanillic Acid, HVA, 5-Hydroxyindoleacetic Acid, 5-HIAA) 4755




MeTaHedpuHbI (dpakumm) B CyTOYHOM MoYe: MeTaHeddpUH,
HopmeTaHedpuH (Metanephrines, Fractinated, 24 Hours-Urine —

A09.28.034.0011166 Metanephrine, Normetanephrine) 3 955
KaTtexonamuHbl (agpeHanvH, HopagpeHanuH, odaMuH) B Move
(Catecholamines: Epinephrine/Adrenaline,
A09.28.034 152 Norepinephrine/Noradrenaline, Dopamine, Urine) 2915
A09.05.085 1270 'vcTamuH B nna3me kpoBu (Histamine, Plasma) 3390
A09.05.124 993 CepoTOoHUH B CbIBOPOTKE KpoBU (Serotonin, Serum) 3090
5.10. Kanbuuit-perynupyiowmne ropmonsi (Calcium-regulating
hormones)
MapaTtupeonaHbin ropmoH (MapaTtropmoH, napatnpuH, MTI)
A09.05.058 [102 (Parathyroid Hormone, PTH) 1 305
5.11. FopmoHbI }upoBoii TkaHu (Adipose Tissue Hormones)
A09.05.159 175 JlentuH (Leptin) 1455
5.12. Perynsauus sputponoasa (Regulation of Erythropoiesis)
A09.05.082 222 OputponoatuH (Erythropoetin) 1890
6.1. MukpoanemeHTbl B KPOBM (CbIBOPOTKA KPOBMU, LieJibHasA KPoBb)
(Microelements, Serum, Venous Blood)
OcHOBHbIe acceHUmanbHble ((KM3HEHHO HEOOXO0OUMBIE)
MUKpO3nemeHTbI B cbiBOpoTKe Kposu (Essential Vital Elements,
A09.05.242 M31 Essential Trace Elements, Serum) 1735
TOKCMYHbIE MUKPO3MNEMEHThI (TSXKerble MeTansbl) B BEHO3HON KPOBK
A09.05.242 M32 (Toxic Trace Elements, Toxic Heavy Metals, Venous Blood) 1735
MwukpoanemMeHTbI B CbIBOPOTKE KPOBW Y BEHO3HOW KPOBWU: CKPUHMHT
A09.05.242 M33 (Trace Elements, Serum, Venous Blood: Screening) 4430
A09.05.278.001874 Kagmun (Cd) B ceiBopoTKe kpoBu (Cadmium (Cd), Serum ) 1230
A09.05.271.00{863 KobanbT (Co) B cbiBopoTKe KpoBw (Cobalt (Co), Serum) 1230
A09.05.273.001888 Megb (Cu) B ceiBopoTke kposu (Copper (Cu), Serum ) 1230
A09.05.270.001892 Mapraneu (Mn) B ceiBopoTke KpoBu (Manganese (Mn), Serum) 1230
A09.05.276.00]869 CeneH (Se) B cbiBOpoTKE KpoBM (Selenium (Se), Serum) 1230
A09.05.274.001868 LIMHk (Zn) B cbiBOpOTKE KpoBw (Zinc (Zn), Serum) 1230
A09.05.272.00]893 Hukenb (Ni) B cbiBopoTke kposu (Nickel (Ni), Serum) 1230
A09.05.242 1111 3onoTo (Au) B cbiBopoTKe kposu (Gold (Au), Serum) 1230
A09.05.277.001873 Monn6aeH (Mo) B cbiBopoTke kpoBu (Molybdenum (Mo), Serum) 1230
A09.05.242 1118 Tannun (TI) B ceiBopoTKe Kposw (Thallium (TI), Serum) 1230
A09.05.275.001883 Mbiwbsk (As) B cbiBOpoTke KpoBu (Arsenic (As), Serum) 1230
A09.05.117 1491 WMop B ceiBopoTke (lodine, serum) 1230
A09.05.278 1112 Kagmun (Cd) B BeHo3Hom kposu (Cadmium (Cd), Blood) 1230
A09.05.271 1113 KobanbT (Co) B BeHo3HoW kposu (Cobalt (Co), Blood) 1230
A09.05.273 1114 Megb (Cu) B BeHo3HOM kpoBwu (Copper (Cu), Blood) 1230
A09.05.270 1115 MapraHeu (Mn) B BeHo3HoM KpoBu (Manganese (Mn), Blood) 1230
A09.05.272 [1116 Hukenb (Ni) B BeHo3Hom kposu (Nickel (Ni), Blood) 1230
A09.05.276 1117 CeneH (Se) B BeHo3HoW KpoBw (Selenium (Se), Blood) 1230
A09.05.274 1119 LinHk (Zn) B BEHO3HOM KkpoBw (Zinc (Zn), Blood) 1230
A09.05.281.001878 CsuHel (Pb) B BeHo3Hon kpoBsu (Lead (Pb), Blood) 1230
A09.05.280.0011141 PTyTb (Hg) B BEHO3HOM kpoBu (Mercury (Hg), Blood) 1230
A09.05.086 |814 Jlntui (Li) B ceiBOpoTke KpoBswm (Lithium (Li), serum) 1325
6.2. MuKpoanemeHTbl B mode (Microelements, Urine)
OcceHumanbHble ((KU3HEHHO HEOOXOOUMbIE) U TOKCUYHbIE
MUKpoanemeHTbl B Move (Essential Vital Elements, Toxic Trace
A09.28.060 M34 Elements, Urine) 3870
A09.28.083.0011040 Kagmwnii (Cd) B moye (Cadmium (Cd), Urine) 1230
A09.28.076.0011034 KobanbT (Co) B Mmoye (Cobalt (Co), Urine) 1230
A09.28.078.00]1035 Mepab, Mmoya, pasoBas nopuus (Copper, random urine; Cu) 1230
A09.28.078 |889 Megb (Cu) B cyTouHom moye (Copper (Cu), 24-Hours Urine) 1230
A09.28.075.0011032 Mapraxeu (Mn) B moye (Manganese (Mn), Urine) 1230
A09.28.081.0011038 CeneH ( Se) B moye (Selenium ( Se), Urine) 1230
A09.28.079.00]1036 LinHk (Zn) B Mmo4e (Zinc (Zn), Urine) 1230




A09.28.077.001894 Hukenb (Ni) B moye (Nickel (Ni), Urine) 1230
A09.28.061.00]895 CsuHey, (Pb) B moye (Lead (Pb), Urine) 1230
A09.28.085.00]1042 PTyTb (Hg) B Mo4e (Mercury (Hg), Urine) 1230
A09.28.060 1074 Tannun (TI) B moye (Thallium (TI), Urine) 1230
A09.28.080.0011037 Mbiwbsk (As) B mode (Arsenic (As), Urine) 1230
A09.28.071.00]881 AntomuHnii (Al) B moye (Aluminum (Al), Urine) 1230
A09.28.060 1033 >Keneso (Fe) B moye (Iron (Fe), Urine) 1230
A09.28.065 1479 Woga (1) B moye (lodine (1), Urine) 1230
6.3. MukpoanemeHTbl B Bosiocax (Microelements, Hair)
A09.01.007 M38 TokcnyHble MMKpOaneMeHThl B Boriocax (Toxic Trace Elements, Hair) 2 350
ToKCUYHbIE 1 3CcCeHLManbHble MUKPO3AnemMeHThl B Bornocax (Toxic
A09.01.007 M39 Trace Elements, Essential Vital Elements, Hair) 4630
BonbLuoW CKpMHUHT anemMeHTHOro coctaea Bonoc (Elemental
A09.01.007 M310 Composition of Hair: Screening ) 8 235
A09.01.012.00{1004 AntomuHni (Al) B Bonocax (Aluminum (Al), Hair) 1230
A09.01.008 [1126 Bapwuin (Ba) B Bonocax (Barium (Ba), Hair) 1230
A09.01.008 1127 Bepunnuii (Be) B Bonocax (Beryllium (Be), Hair) 1230
A09.01.011.0011001 Bop (B) B Bonocax (Boron (B), Hair) 1230
A09.01.008 1138 BaHnagui (V) B Bonocax (Vanadium (V), Hair) 1230
A09.01.008 (1128 Bucmyt (Bi) B Bonocax (Bismuth (Bi), Hair) 1230
A09.01.008 1139 Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1230
A09.01.008 [1129 annwn (Ga) B Bonocax (Gallium (Ga), Hair) 1230
A09.01.008 1130 "epmanui (Ge) B Bonocax (Germanium (Ge), Hair) 1230
A09.01.007.0011011 YKeneso (Fe) B Bonocax (Iron (Fe), Hair) 1230
A09.01.008 1125 3onoTo (Au) B Bonocax (Gold (Au), Hair) 1230
A09.01.008 [1131 Mog (1) B Bonocax (lodine (1), Hair) 1230
A09.01.024.0011019 Kagmun (Cd) B Bonocax (Cadmium (Cd), Hair) 1230
A09.01.007.00{1006 Kanun (K) B Bonocax (Potassium (K), Hair) 1230
A09.01.007.00]1007 Kanbuwmi (Ca) B Bonocax (Calcium (Ca), Hair) 1230
A09.01.017.0011012 KobanbT (Co) B Bonocax (Cobalt (Co), Hair) 1230
A09.01.013.00]1005 KpemHun (Si) B Bonocax (Silica (Si) , Hair) 1230
A09.01.008 1132 JlaHTaH (La) B Bonocax (Lantanum 9La), Hair) 1230
A09.01.007.00]1000 Jlutun (Li) B BOnocax (Lithium (Li), Hair) 1230
A09.01.007.0011003 Marnuii (Mg) B Bonocax (Magnesium (Mg), Hair) 1230
A09.01.016.00{1010 MapraHey (Mn) B Bonocax (Manganese (Mn), Hair) 1230
A09.01.019.0011014 Menb (Cu) B Bornocax (Copper (Cu), Hair) 1230
A09.01.023.00]1018 Monn6aeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1230
A09.01.021.0011016 Mbiwbsk (As) B Borocax (Arsenic (As), Hair) 1230
A09.01.007.00]1002 Hatpun (Na) B Bonocax (Sodium (Na), Hair) 1230
A09.01.018.0011013 Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) 1230
A09.01.008 1136 Onogo (Sn) B Bonocax (Tin (Sn), Hair) 1230
A09.01.008 1134 MnaTtunHa (Pt) B Bonocax (Platinum (Pt), Hair) 1230
A09.01.026.0011021 PTyTb (Hg) B BOonocax (Mercury (Hg), Hair) 1230
A09.01.008 [1135 Pybuani (Rb) B Bonocax (Rubidium 9Rb), Hair) 1230
A09.01.027.0011022 CsuHey, (Pb) B Bonocax (Lead (Pb), Hair) 1230
A09.01.022.0011017 CeneH (Se) B Bonocax (Selenium (Se), Hair) 1230
A09.01.008 1124 Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1230
A09.01.008 1137 CtpoHuum (Sr) B Bonocax (Strontium (Sr), Hair) 1230
A09.01.025.0011020 Cypbma (Sb) B Bonocax (Antimony (Sb), Hair) 1230
A09.01.008 1008 Tannwun (TI) B Borocax (Thallium (TI), Hair) 1230
A09.01.008 1133 docdop (P) B Bonocax (Phosphorus (P), Hair) 1230
A09.01.015.00{1009 Xpom (Cr) B Bonocax (Chromium (Cr), Hair) 1230
A09.01.020.00]1015 LinHk (Zn) B BONocax (Zinc (Zn), Hair) 1230
A09.01.008 1140 LinpkoHui (Zr) B Bonocax (Zirconium (Zr), Hair) 1230
6.4. MuKpoanemeHTbl B HOrtax (Microelements, Nails)
A09.01.007 M311 ToOKCUYHbIE MUKPO3NEMeHTbI B HOrTAX (Toxic Trace Elements, Nails) 2 350
ToKCUYHbIE 1 acceHLmanbHble MUKpoanemMeHThbl B Hortax (Toxic Trace
A09.01.007 M312 Elements, Essential Vital Elements, Nails) 4630




BonbLuow CKpMHUHT 3nieMeHTHOro coctaea Hortel (Elemental

B03.070.499 |M313 Composition of Nails: Screening ) 8 235
A09.01.008 1076 AntomuHni (Al) B HorTsix (Aluminum (Al), Nails) 1230
A09.01.008 1080 Bapuii (Ba) B HorTsax (Barium (Ba), Nails) 1230
A09.01.008 1081 Bepunnuii (Be) B HorTsax (Beryllium (Be), Nails) 1230
A09.01.008 1079 Bop (B) B HorTsix (Boron (B), Nails) 1230
A09.01.008 1120 Banagun (V) B HorTsix (Vanadium (V), Nails) 1230
A09.01.008 1082 Bucmyt (Bi) B HorTsix (Bismuth (Bi), Nails) 1230
A09.01.008 1121 Bonbdpam (W) B HorTsix (Tungsten, Wolframium (W), Nails) 1230
A09.01.008 1089 Mannun (Ga) B HorTax (Gallium (Ga), Nails) 1230
A09.01.008 1090 "epmanuii (Ge) B HorTsx (Germanium (Ge), Nails) 1230
A09.01.008 1088 YKeneso (Fe) B HorTsax (Iron (Fe), Nails) 1230
A09.01.008 1078 3onoTto (Au) B HorTax (Gold (Au), Nails) 1230
A09.01.008 1092 Woga (1) B HorTsix (lodine (1), Nails) 1230
A09.01.008 1084 Kagmwnii (Cd) B HorTsix (Cadmium (Cd), Nails) 1230
A09.01.008 1093 Kanun (K) B HorTax (Potassium (K), Nails) 1230
A09.01.008 {1083 Kanbumn (Ca) B Hortax (Calcium (Ca), Nails) 1230
A09.01.008 1085 KobanbT (Co) B Hortax (Cobalt (Co), Nails) 1230
A09.01.008 [1107 Kpemnun (Si) B HorTsax (Silica (Si), Nails) 1230
A09.01.008 1094 JlanTaH (La) B HorTsix (Lantanum (La), Nails) 1230
A09.01.008 [1095 Jlntun (Li) B Hortax (Lithium (Li), Nails) 1230
A09.01.008 1096 Maruun (Mg) B HorTsix (Magnesium (Mg), Nails) 1230
A09.01.008 [1097 MapraHey (Mn) B HorTax (Manganese (Mn), Nails) 1230
A09.01.008 1087 Megb (Cu) B HorTsix (Copper (Cu), Nails) 1230
A09.01.008 [1098 MonnbgeH (Mo) B Hortsax (Molybdenum (Mo), Nails) 1230
A09.01.008 1077 Mbiwbsk (As) B HorTax (Arsenic (As), Nails) 1230
A09.01.008 [1099 Hatpui (Na) B Hortsix (Sodium (Na), Nails) 1230
A09.01.008 1100 Hukenob (Ni) B HorTsix (Nickel (Ni), Nails) 1230
A09.01.008 (1108 Onogo (Sn) B HorTax (Tin (Sn), Nails) 1230
A09.01.008 1103 MnatuHa (Pt) B HorTax (Platinum (Pt), Nails) 1230
A09.01.008 1091 PTyTb (Hg) B HOrTsix (Mercury (Hg), Nails) 1230
A09.01.008 1104 Pybugun (Rb) B Hortax (Rubidium (Rb), Nails) 1230
A09.01.008 1102 CsuHel, (Pb) B HorTsax (Lead (Pb), Nails) 1230
A09.01.008 1106 CeneH (Se) B HorTsax (Selenium (Se), Nails) 1230
A09.01.008 [1075 Cepebpo (Ag) B HorTax (Silver (Ag), Nails) 1230
A09.01.008 1109 CtpoHumn (Sr) B HorTsx (Strontium (Sr), Nails) 1230
A09.01.008 1105 Cypbma (Sb) B Hortax (Antimony (Sb), Nails) 1230
A09.01.008 [1110 Tannuia (TI) B HorTax (Thallium (TI), Nails) 1230
A09.01.008 1101 ®docaop (P) B Hortax (Phosphorus (P), Nails) 1230
A09.01.008 1086 Xpowm (Cr) B HorTax (Chromium (Cr), Nails) 1230
A09.01.008 1122 LiMHkK (Zn) B HOrTax (Zinc (Zn), Nails) 1230
A09.01.008 1123 Linpkonui (Zr) B HorTsix (Zirconium (Zr), Nails) 1230
7.1. NlekapcTBeHHbIt moHUTOpUHT (Drug Monitoring)
A09.05.035 |88 ®eHobapbutan (Jliomunan) (Phenobarbitalum) 3990
A09.05.035 89 deHuTomH (OudbeHuH, OunanTuH) (Phenytoin) 3805
BanbnpoeBas kucnota (QenakuH, KoHsynekc) (Acidum Valproicum,
A09.05.035 90 Depakin, Convulexs) 2195
A09.05.035 |91 KapbamasenuH (®PuHnencuH, Terpeton) (Carbamazepine, Tegretol) 3 555
A09.05.035 |274 LnknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 3365
Takponumyc (Aasarpad, MNporpad, MNpoTonuk, Takpocen) (FK506,
A09.05.035 1353 Advagraf, Prograf, Protopic, Tacrosel) 3190
TepudnyHomug, nedpnyHommg, (metabonut) (Teriflunomide,
A27.30.290 1377TER |Leflunomide metabolite) 4160
A09.05.035 (917 JlamotpumxkuH (Lamotrigine) 4 445
A09.05.035 1271 JleBeTnpauetam (Levetiracetam, Keppra®) 4 445
8.1. Knunuueckue tectbl (Clinical Tests)
AHanus moun obLwmn (AHann3 Mo4um obLLMI C MUMKPOCKONWEN OcaaKa)
B03.016.006 [116 (Complete Urinalysis, Microscopic Examination) 445




WccnegoBaHne moun no metogy HeunnopeHko (Nechiporenko’s Urine

B03.016.014 |272 Test) 555
Kanbuun moun, kayectBeHHbIV TecT (npoba Cynkosuya) (Sulkowitch

A09.28.012 [401 Urine Calcium Test) 315
8.2. Buoxummsa moum (cytouHas akckpeuus) (Urine Biochemistry
(Daily Excretion))

A09.28.003.00195 AnbbymuH, cytouHast Moda (Albumin, 24-Hour urine) 590
AnbbymuH, pasoBas nopums Mouu (C KpeaTUHUHOM U pacyeToMm
anbbyMuH/KpeaTUHNH oTHoLeHus) (Albumin, random urine, with

A09.28.003.00]95110 creatinine and albumin/creatinine ratio calculation, UACR) 965

A09.28.011 109 "mokosa, cytoyHas moya (Glucose, 24-Hour urine) 360

A09.28.006 110 KpeatuHuH, cytouHas mo4a (Creatinine, 24-Hour urine) 400
lMpoba PebGepra (KnvpeHc aHAOreHHOro kpeaTnHMHA, CKOPOCTb

A12.28.002 96 knyboukosoun cuneTtpauun) (Glomerular Filtration Rate, GFR)* 485
AmMynasa B MoYe CYyTOYHOM UNu NOPLIMOHHON 33 U3MEPEHHOE BpeMS

A09.28.027 108 (Anba-amnnasa, guacrtasa moum) (Amylase, 24-Hour or Timed Urine) 475

A09.28.009 111 MoueBuHa, cytodHas moya (Urea, 24-Hour urine) 390

A09.28.010 112 MoueBas kncnota, cytoyHasa moya (Uric Acid, 24-Hour urine) 390

A09.28.003.00{97 O6wun 6enok, cytoyHasa moya (Protein Total, 24-Hour urine) 420

A09.28.012 113 Kanbuwmn (Ca), cytouHasa moua (Calcium (Ca), 24-Hour urine) 395
Kanwui (K), Hatpun (Na), cytouHas mouya (Potasium (K), Sodium (Na),

A09.28.014 |114 24-Hour urine) 410

A09.28.026  [115 ®occop (P), cyrouHasa moya (Phosphorus (P), 24-Hour urine) 450

A09.28.018 1458 Oxkcanatbl, cytodyHaa moda (Oxalates, 24-Hour urine) 1865
Kanbuun, pazoBas nopuusi Mo4m (C KpeaTUHMHOM 1 pacyeToM
Kanbuui/kpeaTnHuH oTHoweHus) (Calcium, random urine, with

A09.28.012 110113 creatinine and calcium/creatinine ratio calculation) 240
Benok, pasoBasi nopumsa Moun (C KpeaTUHUHOM 1 pacyeToM
HOPMarmM30BaHHOrO Mo KpeaTuHWHY nokasaTens) (Protein, random

A09.28.003 [97110 urine, with creatinine and protein/creatinine ratio calculation) 325
MarHun, cytodHas moda (cyTodHas akckpeuwms), (Magnesium, 24 h

A09.28.060 1318 urine excretion) 400
Marnwuii, pazoBas Nnopuusi Mo4m (C KpeaTUHUHOM U PacyYeToM
MarHun/kpeaTuHuH oTHoweHus ) (Magnesium, random urine, with

A09.28.060 1318110 |creatinine and magnesium/creatinine ratio calculation) 630
doccop, pasosas nopLms Mo (C KpeaTUMHUHOM U pacyeToMm
HOpManu3oBaHHOro Nno KpeaTUHWHY nokasatens) (Phosphorus, random

A09.28.026 115110 urine, with creatinine and phosphorus/creatinine ratio calculation) 355
MoueBasi kKncnota, pa3oBas NopLMs MOYU, C KPEATUHUHOM U PacyYeToM

A09.28.010 112110 HOPMarmn3oBaHHOro Mo KpeaTUHUHY NOK-Ns 355
OueHka pycka kaMHeoOpa3oBaHMWs - IMTOreHHbIE CyOCTaHUUM Moun,

CyTOYHas Moya (kanbumi, MarHun, ocdop, okcanaTtbl, MoYeBas

A09.28.060 [OBC110 |kucnoTa, KpeaTUHWUH CYTOMHOW MOYM C pacHeTOM CYTOYHOM dKekpeuun)| 3 460
8.3. NMcuxoakTueHble BelectBa B moye (Psychoactive Substances,

Urine)

HapKOTUKN 1 NCMXOTPONHbIE BELLECTBA - CKPUHWHI (KOMMMEKCHbIN
aHanM3 Mo4u Ha onvaTbl, amgeTamuH, MeTamdeTaMmH, KOKauH,
KaHHabuHounapl n x metadonutsbl) (Drugs and Psychotropic
Substances Screening: Opiates, Amphetamines, Methamphetamine,

A09.28.055.00{JIMC Cocaine, Cannabinoids, Cannabinoid Metabolites, Urine) 4220

A09.28.055.001902 KaHnHabuHougbl (MapuxyaHa) B Mode (Cannabinoids (Marijuana), 2 430

A09.28.055.00]925 Onuatsl (MopduH/reponH) B moye (Opiates (Morphine/Heroin), Urine)*| 2 210

B03.016.018 |898 BapbutypaTtbl B Moye (Barbiturates, Urine)* 2 430

A09.28.059.004982 OTtaHon (ankoronk) B Mode (Ethanol (Alcohol) Urine)* 2220




«BpeaHble npusbIYkN» (AHANM3 MOYM Ha HUKOTWH, MCMXOTPOMHbIE U
HapKOTUYECKNE BELLECTBA, MCUXOAKTUBHbIE NEKAPCTBEHHbIE
npenapartbl (HUKOTWH; NCUXOTPONHbIE N HAPKOTUYECKME BELLECTBA,
NCUXOaKTBHbIE NekapcTBeHHble npenaparthbl) (Pernicious Habits:

A09.05.211 |9950 Nicotine, Drugs, Psychostimulants and Psychotropic Substances, 4 320
8.4. UccnepoBaHue noyeuHoro KamHsa (Study of Kidney Stone)
AHanmM3 xMMmnyeckoro coctaBa MOYEBbIX (MOYEYHbIX) KAMHEN METOA0M
pPeHTreHoCTpyKTypHOro aHanmsa (Compositional Analysis of Urine
A09.28.018 1265 (Kidney) Stones, infrared spectrometry, X-ray diffraction analysis) 5320
AHanu3 xMMM4YeCckoro coctaBa MoO4Y€eBbIX (MOYEYHbIX) KAMHEN METOAOM
nHppakpacHon cnektpomeTpum (Compositional Analysis of Urine
A09.28.018 1565MOK |(Kidney) Stones, infrared spectrometry) 4705
9.1. UccnepoBaHua Kana (Examinations of Feces, Stool
B03.016.010 |158 Konporpamma (Koprogramma, Stool) 920
CopgepxaHue yrneBoAoB B Karne (pedyumpytoLLme BellecTsa B Kane)
A09.19.012 |236 (Stool Sugars, Reducing Substances, Fecal) 980
WccnepoBaHuve kana Ha CKpbITyo KpoBb, 6eH3nguHoBas npoba (Occult
A09.19.001 |240 Blood Feces Analysis) 560
CkpbITas KpoBb B Kane (KonopekTanbHble KpOBOTEYEHMS),
KONMMYeCTBEHHbIM UMMyHOXMMnYeckun metog FOB Gold (Quantitative
A09.19.001 2401 Immunochemical Fecal Occult Blood, Test FOB Gold) 1480
A09.19.010 162 Onactasa 1 (01), naHkpeaTtnyeckas anactasa 1 (Elastase 1, E1) 3430
B03.019.012 |1533A1AT |Anbda-1-aHTuTpuncuH B kane (Alpha-1-Antitrypsin, Feces) 2 280
A26.05.016 15920CC |OctatoyHas ocmondapHOcThL cTyna (Stool osmotic gap) 1740
A09.19.013 1338 KanbnpotektnH dekaneHbii (Fecal Calprotectin) 4160
AHanus kana Ha anua reneMuHTOB (Anua rnmuctos) (PRO Stool,
A26.19.011 159A Helminth Eggs) 650
WccnegoBaHne Ha aHTepobuos (anua octpuu), wnatens (Enterobiasis,
A26.01.017 16010CT [Spatula) 600
WccnepgoBaHme Ha aHTepobuos (anua octpuy), TamnoH (Enterobiasis,
A26.20.006 1600CT |Swab) 595
A26.19.011 159MNMPO |AHanu3 kana Ha npocTtenwune (PRO Stool) 670
10.1. AgeHoBupycHasa uHpeKkuuma (Adenovirus Infection)
A26.06.005 242 AnTuTena knacca IgA k ageHosupycy (Anti-Adenovirus 1gA) 1025
A26.06.005 [241 AHTuTena knacca IgG k ageHoBupycy (Anti-Adenovirus IgG) 1025
10.2. Ackapugos (Ascariasis)
AHTUTena knacca IgG k aHTureHam ackapug (Anti-Ascaris lumbricoides
A26.06.121 [237 IgG) 1285
10.5. boppenuo3s (6onesHb Nlaiima) (Borreliosis, Lyme Borreliosis,
Lyme Disease, LD)
AHTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi
A26.06.011.00]243 IgG) 1 060
AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi
A26.06.011.00]244 IgM) 1 060
AHTuTena knacca IgM k Borrelia burgdorferi, BbigBnsemblie metogom
A26.06.011 1191 BectepH-6nota (Anti-Borrelia burgdorferi IgM, Western Blot (WB)) 3035
Boppenuu, onpeaenexHne OHK B cnHoBuansHom xuakoctu (Borrelia
A26.05.053 3112CWH |burgdorferi, DNA, Synovial Fluid)* 630
Boppenuu, onpeaenexHne OHK B cnmHHoMo3roBon xugkoctu (Borrelia
A26.05.053.0013112CMX |burgdorferi, DNA, Cerebrospinal Fluid)* 640
10.6. BeTpaHaa ocna: BUpYC repneca 4yenoseka 3 tuna
(onoacbiBatowmit nuwai) (Varicella-Zoster Virus, VZV, Chickenpox,
AHTUTena knacca IgG Kk BUpycy BETPSIHOWM OCMbl U OMNOSICHIBAOLLErO
A26.06.084.00]256 nnwas (Anti-Varicella-Zoster Virus 1gG, Anti-VZV 1gG) 1075
AHTUTena knacca IgM k BUpycy BETPSAHOM OCrbl 1 OMOSICLIBAOLLErO
A26.06.084.001257 nnwas (Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM) 1190

10.7. BUM-nHdeKuua (Bupyc ummyHoaedpuumuta yenoseka) (Human
Immunodeficiency Virus, HIV)




A26.06.049.00

68

AHTtuTena k BUY 1 n 2 v antured BUY 1 n 2 (HIV Ag/Ab Combo)

695

A26.05.021

3102

Bupyc nmmyHogedmumnta Yyenoseka tuna 1, ka4ecTBeHHoOe
onpegenenne PHK (Human immunodeficiency virus, quality, RNA) B

4 035

10.8. BMY-uHdeKuuma, nanunnomasmpycHaa uHdekuua (supyc
nanuanombl Yenoseka) (Human papillomavirus, HPV, HPV Infection)

A26.21.008.00

311c-npk

Bupyc nanunnombl YenoBeka BbICOKOTO OHKOTEHHOMO PUCKa, CKPUHWUHT
14 Tvnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpeaenenne [JHK B cockobe anuTenmanbHbIX KNETOK CIN3NCTON
npsamon knwkun (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types
(16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

1345

A26.21.008.00

311c-pot

Bupyc nanunnombl YenoBeka BbICOKOTO OHKOTEHHOIO PUCKa, CKPUHWHT
14 Tvnos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenenve OHK B cockobe anuTennanbHbIX KNeTOK POTOrOTKU
(HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

1345

A26.21.008.00

311c-ypo

Bupyc nanmnnombl YenoBeka BbICOKOFO OHKOT€HHOMO pUCKa, CKPUHWUHT
14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenerne JHK B cockobe anutenmanbHbIX KNeToK
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68)

1345

A26.21.008.00

312c-ypo

Bupyc nanunnombl YenoBeka BbICOKOTO OHKOTEHHOIO pUCKa,
onpegenexvne AHK 16 n 18 Tunos + KBM B cockobe anutenunanbHbIX
KneTok yporenutansHoro Tpakta (HPV DNA, Scrape of Urogenital
Epithelial Cells, 2 Types (16, 18))

755

A26.21.008.00

313c-ypo

Bupyc nanmnnombl YenoBeka BbICOKOro OHKOreHHOro pucka,
reHoTunuposaHue HK 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56,
58, 59, 66, 68 + KBM B cockobe anutenuanbHbIX KNeTok
yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

2150

A26.21.008.00

399C-YPO

Bupyc nanmnnomel YenoBeka HU3KOrO OHKOre€HHOro p1CKa,
onpegenerne OHK 3 Tunoe: 6, 11, 44 + KBM B cockobe
anuTenuanbHbIX KNeTok yporeHuTanesHoro Tpakta (HPV DNA, Scrape
of Urogenital Epithelial Cells, 3 Types (6, 11, 44))

800

A26.21.008.00

399C-npk

Bupyc nanmnnomel YenoBeka HU3KOrO OHKOre€HHOro p1CKa,
onpegenernne OHK 3 Tunoe: 6, 11, 44 + KBM B cockobe
anuTenuanbHbIX KNeTok cnusmcton npamon kuwku (HPV DNA, Scrape
of Rectal Epithelial Cells, 3 Types (6, 11, 44))

800

A26.21.008.00

399C-port

Bupyc nanmnnomel YenoBeka HU3KOrO OHKOre€HHOro p1CKa,
onpegenenvne OHK 3 Tunoe: 6, 11, 44 B cockobe anuTenumanbHbIX
knetok potornotku (HPV DNA, Scrape of Faucial Epithelial Cells, 3

800

A26.21.008.00

374C-YPO

Bupyc nanunnomel Yenoseka, onpegenenve AHK 4 Tunos: 6, 11, 16,
18 + KBM B cockobe anutenuanbHbIX KNETOK YPOreHUTanbHOro Tpakra
(HPV DNA, Scrape of Urogenital Epithelial Cells, 4 Types (6, 11, 16,
18) Screening )

850

A26.21.008.00

377C-YPO

OundbdepeHunposaHHoe onpegenexHve OHK BIMY (Bupyc nanunnomsl
yenoseka) 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66,
68 + KBM B cockobe anuTenuarnbHbIX KNETOK YpOreHUTansHoro Tpakra
(HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

2670

A26.21.008.00

391C-YPO

Bupyc nanunnomel Yenoseka, onpeaenernve AHK 21 tuna: 6, 11, 16,
18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 +
KBM B cockobe anuTenuanbHbIX KNEeTOK yporeHuTanbHoro Tpakta (HPV
DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26,
31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82))

3 355

10.9. TapaHepennes (rapgHepenna) (Gardnerella vaginalis)

A26.20.030.00

305mou

MapaHepenna, onpepeneHve OHK B moue (Gardnerella vaginalis, DNA,
Urine)*

515

A26.20.030.00

305cn

MapaHepenna, onpegeneHuve [HK B cekpeTe npocTtaThl, 39KynaTe
(Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)*

515




A26.20.030.00

305ypo

MapaHepenna, onpeaeneHne [HK B cockobe anuTenmanbHbIX KIeTok
yporeHutanbsHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of
Urogenital Epithelial Cells)*

535

10.10. FleabmuHTO3 (Helminthiasis)

A09.05.054

297

AHTUTENa K aHTUreHam Hemarog poga Anisakis 1gG

970

A26.06.120

299

AHTUTEna K aHTureHam Knrtarickon apyyctkm Clonorchis sinensis IgG

1230

10.12. TenaTuT A BUpycHaa uHdeKuuma (Bupyc renatuta A, Hepatitis
A Virus, HAV)

A26.06.034.00

71

AHTuTena knacca IgG k supycy renatuta A (Anti-HAV I1gG)

940

A26.06.034.00

72

AHTuTena knacca IgM k Bupycy renatuta A (Anti-HAV IgM)

1270

A26.05.030.00

328CB

Bupyc renatuta A, onpegenenne PHK B cbiBopoTke kpoBu (HAV RNA,
Serum)*

1105

10.13. FenatuT B BUpycHaa undekuusa (supyc renatura B, Hepatitis
B Virus, HBV)

A26.06.036.00

73

HBs-aHTureH Bupyca renatuta B (HBs-aHTureH, noBepxXHOCTHbIN
aHTUreH BUpYyca renaTtuta B, «aBcTpanuinckuiny aHTureH),
kayecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen, Qualitative)

610

A26.06.035

74

HBe-aHTWreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg)

1 005

A26.06.039

75

AnTtuTena knaccos IgM n IgG k HB-core aHTureHy Bupyca renatuta B,
cymmapHo (Anti-HBc IgM, IgG, Antibodies to Hepatitis B Core Antigen;
HBcADb, Total, HBV Core Total Antibodies (IgG + IgM))

915

A26.06.039.00

76

AHTUTEna knacca IgM k HB-core aHTureHy Bupyca renatuta B (Anti-
HBc IgM Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies

1180

A26.06.038

77

AHTUTEna K HBe-aHTureny Bmpyca renatuta B (Anti-HBe, HBeAb)

930

A26.06.040.00

78

AHTuTena k HBs-aHtureHy supyca renatuta B (Anti-HBs, HBsAD)

1070

A26.06.036.00

87

HBs-aHTureH Bupyca renatuta B (HBs-aHTureH, noBepXHOCTHbIN
aHTWreH Bupyca renatuta B, «aBcTpanuMnckuny aHTurex),
konmdecTBeHHbIV TecT (HBsAg, Hepatitis B Surface Antigen,

1715

A26.05.020.00

319CB

Bupyc renaTtuta B, onpeagenenvne JHK B cbiBOpOTKE KpOBMY,
kauectBeHHoe (HBV DNA, Serum, Qualitative)*

1080

A26.05.020.00

320CB

Bupyc renatuta B, onpegenenne [IHK B cbiBOpOTKE KpPOBMU,
konunuyectseHHoe (HBV DNA, Serum, Quantitative)*

5 065

10.14. Tenartut C BupycHaa nidekuua (Bupyc renaturta C, Hepatitis C
Virus, HCV)

A26.06.041.00

79

AHTuTena knaccos IgM u I1gG k Bupycy renatuta C, cymmapHo (Anti-
HCV Total (IgG + IgM))*

870

A26.05.019.00

321CB

Bupyc renatuta C, onpegenexve PHK B cbiBOpoTke KpoBM,
kayectBeHHoe (HCV RNA, Serum, Qualitative)*

1180

A26.05.019.00

323N

Bupyc renatuta C, onpegenexHne PHK B nnasme kposw,
konnuyectseHHoe (HCV RNA, Plasma, Quantitative)*

12 235

A26.05.019.00

32410

Bupyc renatuta C, onpegenexve PHK B nnaswe, reHoTunmposaHue ¢
cyotunamu (Tunel 1 (cy6tunel 1a u 1b), 2, 3) (Hepatitis C Virus (HCV)
RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2,

1770

A26.05.019.00

324

Bupyc renatuta C, konnuectseHHoe onpegeneHve PHK Bupyca n
reHoTunmpoBanue (Tunel 1, 2, 3) (Hepatitis C Virus (HCV) RNA,
Quantitative PCR, Genotyping (Types 1, 2, 3))

4870

A26.05.019.00

323C-Mn

Bupyc renatuta C (CITO), onpegenenune PHK B nnasme kposw,
konnuyectseHHoe (HCV RNA, Plasma, Quantitative)*

20 940

A26.05.019.00

350CB

Bupyc renatuta C, onpegenexHve PHK B CbiIBOpOTKE KPOBU METOAOM
MupP, konnuecteeHHoe (HCV RNA, Serum, Quantitative, PCR)*

3975

A26.05.019.00

3500CB

Bupyc renatuta C (BI'C), ynbTpayvyBcTBUTEnbHOE onpeaenenne PHK
BI'C (Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR)

4015

A27.30.120

2447

WuTepnenknn-28B (UJ1-28B), reHoTunMpoBaHne (nccnegoBaHme
reHeTM4ecKMx MapKkepoB, onpegensiowmnx 3peKTMBHOCTb NeveHns
XpoHnyeckoro renatuta C nHtepdepoHoOm 1 pubaBuprHOM)
(Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers
Determining Effectiveness of Treatment of Chronic Hepatitis C in
Interferon and Ribavirin))

1965




10.15. F'enatut D BUpycHaa uHdekuma (Bupyc renatura D, Hepatitis
D Virus, HDV)

A26.06.043.00]1268 AHTUTEna knacca IgM k Bupycy renatuta D (Anti-HDV IgM) 1080
AHTuTena knaccos IgM u IgG k Bupycy renatuta D, cymmapHo (Anti-
A26.06.043.0011269 HDV Total (IgG + IgM)) 1020
Bupyc renatuta D, onpepeneHme PHK B ceiBopoTke kposu (HDV RNA,
A26.05.023.00{325CB Serum)* 1030
10.16. l'enatut E BupycHasa uHdekuua (Bupyc renatuta E, Hepatitis E
Virus, HEV)
A26.06.044.00]227 AHTuTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM) 1145
A26.06.044.001228 AHTUTena knacca IgG k Bupycy renatuta E (Anti-HEV IgG) 1160
10.17. F'enatut G BUpycHaa nidekuua (eupyc renatuta G, Hepatitis
G Virus, HGV)
Bupyc renatuta G, onpegeneHue PHK B cbiBopoTke kpoBu (HGV RNA,
A26.05.026.00{326CB Serum)* 1105
10.18. l'epnec (repnec-supycbl Yenoseka 1 u 2 Tunos, Herpes
simplex virus, HSV-1, HSV-2)
AHTuTena knacca IgG k Bupycy npoctoro reprneca 1 1 2 tunos (Anti-
A26.06.045 |122 HSV-1, 2 IgG) 960
AHTuTena knacca IgG k Bupycy npoctoro repneca 1 tuna (Anti-HSV-1
A26.06.045.0011222 IgG) 965
AHTuTena knacca IgG k Bupycy npoctoro repreca 2 tTuna (Anti-HSV-2
A26.06.045.0011223 IgG) 905
AHTuTEna knacca IgM k Bupycy npoctoro repneca 1 n 2 tunos (Anti-
A26.06.045.00]123 HSV-1, 2 IgM) 895
AHTUTEna knacca IgG, onpegeneHne aBMgHOCTM K BUPYCY NPOCTOroO
A26.06.046.00]4AVHSYV |repneca 1 n 2 tTunos (Anti-HSV-1, 2 IgG, Avidity) 950
"epnecsupyc 1 1 2 Tunos, onpegenenve AHK B Beinote (HSV-1, 2
A26.01.024.00]3098nT DNA, Exudate)* 525
"epnecsupyc 1 1 2 Tunos, onpeaenenne JHK B cockobe
anuTenuanbHbIX KNeTok KOHbIoOHKTMBLI (HSV-1, 2 DNA, Scrape of
A26.26.012.001309rn3 Conjunctiva Epithelial Cells )* 630
epneceupyc 1 1 2 Tunos., onpeaenenne JHK B cockobe
A26.01.024.00]309kox anuTenuanbHbiX kneTok koxn (HSV-1, 2 DNA, Scrape of Skin Epithelial 630
"epnecsupyc 1 n 2 Tunos, onpegenexHve JHK B BeHo3HoM kpoBu (HSV-
A26.05.035.00]309kp 1, 2 DNA, Blood)* 650
"epnecsupyc 1 n 2 Tunos, onpegenexHve JHK B moue (HSV-1, 2 DNA,
A26.28.023.00309moy Urine)* 630
epneceupyc 1 1 2 Tunos., onpeaenenne JHK B cockobe
A26.08.017 |309HoC anuTenuanbHbIX KneTok cnusmcton Hoca (HSV-1, 2 DNA, Scrape of 630
epneceupyc 1 1 2 Tunos., onpeaenenne JHK B cockobe
A26.08.017 309pot anuTenuanbHbIX kneTok potornotkn (HSV-1, 2 DNA, Scrape of Faucial 610
"epnecsupyc 1 n 2 Tunos, onpeaenexHve JHK B cbiBOpOTKE KPOBU
A26.05.035.00{309cB (HSV-1, 2 DNA, Serum)* 755
"epnecsupyc 1 n 2 Tunos, onpeaenervne AHK B cnitoHe (HSV-1, 2
A26.08.017 [309cnH DNA, Saliva)* 610
"epnecsupyc 1 n 2 Tunos, onpeaenerHne AHK B cnnHHOMO3roBom
A26.23.008.001309cwmx  |xkuagkoctn (HSV-1, 2 DNA, Cerebrospinal Fluid)* 630
"epnecsupyc 1 n 2 Tunos, onpegenexHve [HK B cekpeTe npocTtaThl,
A26.05.035 [309cn agkynate (HSV-1, 2 DNA, Prostatic Fluid, Semen)* 630
epneceupyc 1 1 2 Tunos., onpeaenenne OHK B cockobe
anuTenuanbHbIX KNETOK yporeHuTaneHoro Tpakta (HSV-1, 2 DNA,
A26.21.009.001309ypo Scrape of Urogenital Epithelial Cells)* 600
"epnecsupyc 1 n 2 Tunos, onpegenexHve [HK B BbINOTE, TUNMpOBaHMe
A26.01.024.0013090enT |(HSV-1, 2 DNA, Exudate, Typing)* 640
epneceupyc 1 n 2 Tunos, onpegenernne HK B cockobe
anuUTenMarnbHbIX KIETOK KOHbIOHKTMBLI, TUnuposaHue (HSV-1, 2 DNA,
A26.26.012.0013090rn3  |Scrape of Conjunctiva Epithelial Cells, Typing)* 640




epneceupyc 1 n 2 Tunos, onpegenexnne [HK B cockobe
anuTenumanbHbIX KNeToK Koxu, TunuposaHue (HSV-1, 2 DNA, Scrape of

A26.01.024.00]13090kox  |Skin Epithelial Cells, Typing)* 640
"epnecsupyc 1 n 2 Tunos, onpegenexHve JHK B BeHO3HOM KpoBYU,
A26.05.035.0013090kp TunupoBaHue (HSV-1, 2 DNA, Blood, Typing)* 755
"epnecsupyc 1 n 2 Tunos, onpeaenexHne JHK B moye, TnuposaHue
A26.28.023.0013090mo4  |(HSV-1, 2 DNA, Urine, Typing)* 640
"epnecsupyc 1 n 2 Tunos, onpeaenexHne JHK B cockobe
anuTenuanbHbIX KIEeTOK CIIN3UCTON Hoca, TunmpoBaHue (HSV-1, 2
A26.08.017 |3090Hoc |DNA, Scrape of Nasal Epithelial Cells, Typing)* 640
epneceupyc 1 n 2 Tunos, onpegenexHne HK B cockobe
anuTenuanbHbIX KNEeTOK poTornoTtku, TunmposaHme (HSV-1, 2 DNA,
A26.08.017 [3090pot |Scrape of Faucial Epithelial Cells, Typing)* 640
"epnecsupyc 1 n 2 Tunos, onpegenexHne JHK B cbiBOpOTKE KPOBMU,
A26.05.035.00{3090cB TunupoBaHue (HSV-1, 2 DNA, Serum, Typing)* 835
"epnecsupyc 1 1 2 Tunos, onpeaenenve [HK B cnioHe, TnuposaHue
A26.08.017 [3090cnH |(HSV-1, 2 DNA, Saliva, Typing)* 640
"epnecsupyc 1 n 2 Tunos, onpegenernne JHK B cnuHHOMO3roBom
A26.23.008.00]13090cmx  |xuagkocTtn, TunmposaHune (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)* 640
"epnecsupyc 1 1 2 Tunos, onpegenenne JHK B cekpeTe npocrtaTsl,
A26.21.009.0013090cn asikynsite, TunupoaHune (HSV-1, 2 DNA, Prostatic Fluid, Semen, 640
"epnecsupyc 1 1 2 Tunos, onpeaenenvne JHK B cockobe
anuMTenManbHbIX KNETOK YpOreHUTaneHoro Tpakra, TunuposaHme (HSV-
A26.21.009.00{3090ypo |1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)* 640
10.19. F'epnec-Bupyc Yyenoseka 6 Tuna (Human herpesvirus 6, HHV-
A26.06.047.00]1276 AHTUTEna knacca IgG k repnecsupycy 4enoseka 6 Tuna (Anti-HHV-6 990
"epnecsupyc 6 Tuna, onpegenexune AHK B Boinote (HHV-6 DNA,
A26.30.018.00{3528nT Exudate)* 535
"epnecsupyc 6 Tuna, onpegeneHune AHK B BeHo3Hon kposu (HHV-6
A26.05.033.00{352kp DNA, Blood)* 670
A26.30.018.00]352mou4 "epneceupyc 6 Tnna, onpegenexne HK B moye (HHV-6 DNA, Urine)* 535
"epnecBupyc 6 Tuna, onpegeneHune JHK B cockobe anutenmanbHbix
A26.08.060.00]352H0C knetok cnmaucton Hoca (HHV-6 DNA, Scrape of Nasal Epithelial 535
"epnecBupyc 6 Tuna, onpegeneHune JHK B cockobe anutenmanbHbix
A26.08.060.001352poT knetok potornotkn (HHV-6 DNA, Scrape of Faucial Epithelial Cells)* 535
"epnecsupyc 6 Tvna, onpegeneHve OHK B ceiBopoTke kposu (HHV-6
A26.05.033.00]352cB DNA, Serum)* 790
A26.07.008 |352cnH "epnecsupyc 6 Tnna, onpegenexve JHK B cntoHe (HHV-6 DNA, 535
"epnecBupyc 6 Tvna, onpegenexne HK B CMIMHHOMO3roBOM XUOKOCTH
A26.23.016.00]352cmx (HHV-6 DNA, Cerebrospinal Fluid)* 535
"epnecsupyc 6 Tuna, onpegeneHne JHK B cekpeTe npocrtaTsl,
A26.30.018.00{352cn agkynate (HHV-6 DNA, Prostatic Fluid, Semen)* 535
epneceupyc 6 Tnna, onpeaenexune JHK B cockobe anuTenuanbHbIX
KneTtok yporeHuTtansHoro Tpakta (HHV-6 DNA, Scrape of Urogenital
A26.30.018.00]352ypo Epithelial Cells)* 535
10.20. F'epnec-Bupyc yenoseka 8 Tuna (Human herpesvirus 8, HHV-
A26.06.047.001277 AxTuTena knacca IgG k repnecsupycy Yenoseka 8 tuna (Anti-HHV-8 1 040
10.21. FroHopes (roHOKOKK) (Neisseria gonorrhoeae)
"oHoKoKK, onpegeneHue [JHK B cockobe anuTenunanbHbIX KNeTok
koHBbIOHKTMBBI (Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva
A26.26.024.00]306IM3 Epithelial Cells )* 490
"oHokokk, onpefeneHue OHK B moye (Neisseria gonorrhoeae, DNA,
A26.28.015.00]306movu Urine)* 490
"oHokokk, onpegenenne HK B cockobe anutenumanbHbIX KNeTok
cnuauctoun npsimon kuwkn (Neisseria gonorrhoeae, DNA, Scrape of
A26.21.001 |306npk Rectal Epithelial Cells)* 515
"oHoKOKK, onpegeneHune [IHK B cockobe anuTennanbHbIX KNeTok
potornoTku (Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial
A26.08.067 |306poTt Cells)* 515




A26.04.001

306¢cuH

"oHoKokK, onpepeneHune JHK B cnHoBmanbHom xunakoctn (Neisseria
gonorrhoeae, DNA, Synovial Fluid)*

590

A26.21.024

306¢cn

"oHOKOKK, onpefeneHne [HK B cekpeTe npocTaThl, 38Kynate
(Neisseria gonorrhoeae, DNA, Prostatic Fluid, Semen)*

490

A26.21.001

306ypo

"oHoKOKK, onpegeneHune JHK B cockobe anuTenunanbHbIX KNeTok
yporeHutanbHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of
Urogenital Epithelial Cells)*

550

10.23. Aemoaekos (knew, gemopeKkc, Demodex folliculorum,
Demodex brevis)

A26.01.018

250

WccnepnoBaHue Ha Hanuume knewa aemopekc (Demodex folliculorum,
Demodex brevis)

650

A26.01.018

240

WccnepnoBaHue Ha Hanunume knewa gemopekc (Demodex folliculorum,
Demodex brevis)

615

10.24. AuseHTepua amebHana, amebuas (Entamoeba histolytica)

A26.06.026

235

AHTuTena knacca IgG k aHTUreHam guseHTtepunHon amebol (Anti-
Entamoeba histolytica IgG)

1085

10.25. lnseHTepua b6aKkrepuanbHas, wurennes, wurennbl (Shigella
flexneri, Shigella sonnei)

A26.06.098

280

PIIA ¢ Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA)

755

A26.06.098

281

PIIA ¢ Shigella flexneri 6 (Shigella flexneri 6, IHA)

755

A26.06.097

282

PIIA c Shigella sonnei (Shigella sonnei, IHA)

755

A26.19.086

437YTM

[MoceB Ha NATOreHHyO 1 YCIOBHO-NATONEHHY0 MUKPOdIopY
knweyvHuka (Stool Culture, Pathogenic Intestinal and Conditionally
Pathogenic Microflora, Bacteria Identification)

1495

A26.19.008

437YMNM-A

[MoceB Ha MaTOreHHyo 1 YCNOBHO-NATONEHHY0 MUKPOGNOpY
KVLLEYHVKa C OonpeaeneHnemM YyBCTBUTENBHOCTU K aHTUMUKPOOHbIM
npenapatam (Stool Culture, Pathogenic Intestinal and Conditionally
Pathogenic Microflora. Bacteria Identification and Antibiotic

1700

A26.19.008

437YMNM-®

[MoceB Ha MaTOreHHyo 1 YCNOBHO-NATONEHHY0 MUKPOGNOpY
KMLLEYHVKa C OnpeaeneHnemM YyBCTBUTENBHOCTU K aHTUMUKPOOHbIM
npenapaTtam un 6akrepuocbaram (Stool Culture with Bacteria
Identification and Antibiotic+Bacteriophage Susceptibility Testing)

1830

10.26. AudTepun (gudrepuinHas nanouka) (Corynebacterium
diphtheriae)

A26.06.104

855

AHTuTena knacca IgG k gudprepuiiHomy aHatokeuHy (Anti-Diphtheria
Toxoid 1gG)

1135

10.27. UepcuHum (MepcnHmnos, ncesaotybepkynes) (Yersinia
enterocolitica)

A26.06.093

238

AHTUTena knacca IgA k aHtureHam Yersinia enterocolitica (Anti-
Yersinia enterocolitica IgA)

985

A26.06.093

239

AHTuTena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-
Yersinia enterocolitica 19G)

985

A26.06.094

286

PIIA ¢ Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA)

755

A26.06.093

284

PIIA ¢ Yersinia enterocolitica cepotuna O:3 (Yersinia enterocolitica
0:3, IHA)

755

A26.06.093

285

PIIA ¢ Yersinia enterocolitica cepotuna O:9 (Yersinia enterocolitica
0:9, IHA)

755

10.29. Kangnpos, kKaHgmuaa (Candidiasis, Candida)

A26.06.006

254

AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans IgG )

980

B03.002.004

6617

MNMneceHb Candida albicans, IgG (M5) (M5 Candida albicans, IgG )

790

A26.20.048

344BnT

Kangupa, onpenenenune HK B BeinoTe (Candida albicans, DNA,
Exudate)*

515

A26.20.048

344xox

Kangnpa, onpenenenne AHK B cockobe snutennanbHbIX KNETOK KOXK
(Candida albicans, DNA, Scrape of Skin Epithelial Cells)*

515

A26.20.048

344moM

Kangupa, onpegenenne HK B mo4ve (Candida albicans, DNA, Urine)*

515

A26.20.048

344npk

Kangunpa, onpenenenne AHK B cockobe anutenmanbHbIX KNeToK
cnusucton npsamon kuwkm (Candida albicans, DNA, Scrape of Rectal
Epithelial Cells)*

515




A26.20.048

344pot

Kangunpa, onpenenenne AHK B cockobe anutenmnanbHbIX KNeToK
potornoTku (Candida albicans, DNA, Scrape of Faucial Epithelial

515

A26.20.048

344cnH

Kangunpa, onpenenenne OHK B cntoHe (Candida albicans, DNA,

515

A26.21.044.00

344cn

Kangunpa, onpenenenne HK B cekpete npocTtathl, askynate (Candida
albicans, DNA, Prostatic Fluid, Semen)*

515

A26.20.048

344ypo

Kananpa, onpegenenue [HK B cockobe anutennanbHbIX KNeTok
yporeHunTanbHoro Tpakta (Candida albicans, DNA, Scrape of
Urogenital Epithelial Cells)*

535

10.30. KneweBoii aHUedanut, BUpycC Knewwesoro sHuedpanura
(Flavivirus, Tick-borne encephalitis virus)

A26.06.088.00

267

AHTUTEena knacca IgG k Bupycy knewieBoro aHuedanuta (Anti-Tick-
borne Encephalitis Virus (TBEV) IgG)

940

A26.06.088.00

268

AHTUTEena knacca IgM k Bupycy kneweoro sHuedganuta (Anti-Tick-
borne Encephalitis Virus (TBEV) IgM)

940

A26.05.054

1227M

JlaBopaTopHoe nccnegoBaHme knewa ans eoisenennst PHK/OHK
BO30OyanTenen nHpeKUnn, nepegaroLLmnxca UKCO40BbIMM KNeLLaMu:
KNELWEBOW SHLIE®ANNT, BOPPENNOS3 (EONE3HbL NTAMMA),
AHAMNA3MOS, 3PJTIMXUNO3 (Detection of pathogen DNA/RNA in
ticks: Tick-borne encephalitis Virus (TBEV), Borrelia burgdorferi s. 1.,
Anaplasma Phagocytophillum, Ehrlichia muris/chaffeensis6
(RNA/DNA), PCR)

3895

A26.04.012.00

370

WcecnepoBaHue knewua: CKpUHUHT (nabopaTtopHoe nccrnegosaHve
knewa ans sbisienenns PHK/OHK Bo3byanTtenen nHdbekuni,
nepegatowmnxcsa nkcogosbimu knewamm: PHK Tick-borne encephalitis
Virus (TBEV), OHK Borrelia burgdorferi s. I.) (Study of Tick: Screening)

2120

10.32. Kokntow (Bordetella pertussis, Whooping Cough)

A26.06.103

247

AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis
I9A )

1125

A26.06.103

245

AHTuTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis
19G)

1150

A26.06.103

246

AHTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis
lgM)

1160

10.33. Kopb (Morbillivirus, Measles virus)

A26.06.056.00

2500

AHTuTena knacca IgG k Bupycy kopu (Anti-Measles 1gG)

1210

10.34. KpacHyxa (Rubella virus)

A26.06.071.00

84

AHTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella 1gG)

780

A26.06.071.00

85

AHTuTena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM)

965

A26.06.071

1142

AHTuTena knacca IgG k aHTureHam BMpyca KpacHyxu, BbisiBNiieMble
meTtogom ummyHobnotTuHra (Anti-Rubella 1I9G, Immunoblot )

6 265

A26.06.071.00

3AVRUB

AHTuTEeNa knacca IgG k BUpYCY KpacHyxu, onpeaerneHne aBugHoOCTM
(Anti-Rubella 1gG, Avidity)

1410

A26.07.010

338CB

Bupyc kpacHyxu, onpegenenne [HK B ceiBopoTke kposu (Rubella
Virus, DNA, Serum)*

1105

10.37. Nluctepunos, nuctepuum (Listeria monocytogenes, Listeriosis)

A26.05.037.00

3114mov

Jluctepumn, onpeagenexHne OHK B moye (Listeria monocytogenes, DNA,
Urine)*

660

A26.05.037.00

3114HocC

Jnctepuu, onpeaenexne [HK B cockobe anuTenuanbHbIX KNeTok
cnusncton Hoca (Listeria monocytogenes, DNA, Scrape of Nasal
Epithelial Cells)*

660

A26.05.037.00

3114nn

Jlnctepum, onpeagenexve OHK B nnasme kposwu (Listeria
monocytogenes, DNA, Plasma)*

675

A26.05.037.00

3114pot

Jlnctepum, onpegenenune [JHK B cockobe anuMTenuanbHbIX KNeTok
potornoTku (Listeria monocytogenes, DNA, Scrape of Faucial Epithelial
Cells)*

660

A26.05.037.00

3114cuH

Jluctepuu, onpeagenexne OHK B cnHoBuansHom xuakoctu (Listeria
monocytogenes, DNA, Synovial Fluid)*

660

A26.23.017.00

3114cmx

Jlnctepuu, onpegenexne HK B cnmHHoMo3roBon xuakoctu (Listeria
monocytogenes, DNA, Cerebrospinal Fluid)*

650




10.38. Iambanos,nambnuu (Giardia lamblia intestinalis)

A26.06.032

234

AHTuTena knaccos IgM, 1gG, IgA k aHTUreHam nambnuin, cymMMapHoO
(Anti-Giardia lamblia IgM, 1gG, IgA, Total)

970

10.40. Muko3bi (napasuTtapHble rpubbl — gepmatodpuTbl) (Skin and
Nail Mycoses)

A26.01.015

995

Mwukpockonmyeckoe nccrnefoBaHne Ha natoreHHble rpubel (Microscopic
examination for pathogenic fungi)

1090

A26.09.024

1277

Mwukpockonuyeckoe nccrnefoBaHUe 1 NOceB Ha NaToreHHble rpubbl
(Microscopic examination and Culture for pathogenic fungi)

2 200

10.41. MuKonnasameHHasa uHPeKuma, mmkonaasmos (Mycoplasma
genitalium, Mycoplasma pneumoniae, Mycoplasma hominis)
(Mycoplasmosis, Mycoplasma Infection)

A26.28.018.00

302MOM

Mukonnasma (Mycoplasma hominis), onpegenenue JHK B Mmoye
(Mycoplasma hominis, DNA, Urine)*

520

A26.21.022

302CIN

Mukonnaama (Mycoplasma hominis), onpegenenue [HK B cekpete
npoctaTbl, askynate (Mycoplasma hominis, DNA, Prostatic Fluid,
Semen)*

520

A26.21.032.00

302¥YPO

Mukonnasma (Mycoplasma hominis), onpegenexue HK B cockobe
anuTenuanbHbIX KNETOK yporeHuTansHoro Tpakta (Mycoplasma
hominis, DNA, Scrape of Urogenital Epithelial Cells)*

535

A26.28.017.00

308MO4

Mukonnasma (Mycoplasma genitalium), onpegenenve OJHK B moue
(Mycoplasma genitalium, DNA, Urine)*

515

A26.20.027.00

308cn

Mukonnasma (Mycoplasma genitalium), onpegenexve OHK B cekpeTte
npoctaTbl, askynate (Mycoplasma genitalium, DNA, Prostatic Fluid,
Semen)*

515

A26.21.031.00

308ypo

Mukonnasma (Mycoplasma genitalium), onpegenexve OHK B cockobe
anuTenuanbHbIX KNETOK yporeHuTansHoro Tpakta (Mycoplasma
genitalium, DNA, Scrape of Urogenital Epithelial Cells)*

540

A26.09.006

347MK

Mukonnaswma (Mycoplasma pneumoniae), onpegenexve OHK B
mokpote (Mycoplasma pneumoniae, DNA, Sputum)*

880

A26.28.018.00

347nn

Mukonnaswma (Mycoplasma pneumoniae), onpegenexve OHK B nna3ve
kposu (Mycoplasma pneumoniae, DNA, Plasma)*

670

A26.21.031.00

347pot

Mukonnasma (Mycoplasma pneumoniae), onpegenexve OHK B
cockobe anuTenuanbHbIX kneTok potornotku (Mycoplasma
pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*

715

A26.08.014

347cnH

Mukonnasma (Mycoplasma pneumoniae), onpeaenerue JHK B critoHe
(Mycoplasma pneumoniae, DNA, Saliva)*

670

A26.06.057

179/80

AHTuTena knaccos IgM 1 IgG k Mycoplasma hominis (Anti-
Mycoplasma hominis IgM, 1gG)

1440

A26.06.057

179

AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma
hominis IgM)

755

A26.06.057

180

AHTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma
hominis 1gG)

765

A26.06.057

260

AHTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma
hominis IgA)

965

A26.06.057

181/82

AHTuTena knaccos IgM u IgG k Mycoplasma pneumoniae (Anti-
Mycoplasma pneumoniae IgM, IgG)

1565

A26.06.057

181

AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgM)

820

A26.06.057

182

AHTuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgG)

835

A26.06.057

1367

AHTuTena knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgA)

830

10.42. Mukpo6buoueHo3 yporeHuTanbHoro Tpakta (Urogenital Tract
Microbiocenosis)

A26.20.032

380

CKpPUHUHT MUKpONOpbl yporeHuTanbHoro Tpakta. ®emodnop CKpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel
Femoflor Screen))

2 740




B03.014.036

383

BoisiBnenne Bo3bygutenen UMMM (7 + KBM), cockob anutenmnanbHbIX
KneTok yporeHuTansHoro TpakTa (ldentification of Sexually Transmitted
Infections (STI) Pathogens, Scrape of Urogenital Epithelial Cells)*

3510

A26.20.032

386

WccnenoBaHme BuoueHosa yporeHntanbHoro Tpakra. demodcbnop 8.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor

2875

A26.20.032

372

WccnepnoBaHue BuoueHosa yporeHntansHoro Tpakra. demodcpnop 16.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor

4 360

A26.20.032

3022

BakrepuanbHbin BarnHo3 (Bacterial Vaginosis, BV)

2 600

B03.014.033

3026

MHBUO®JIOP ? ycnoBHO-NaTOreHHble MUKOMIIa3Mbl YeSTOBEKA
(yporeHuTanbHbIn ckpuHuHr) (INBIOFLOR ? Mycoplasma, Urogenital
Screening)

800

B03.014.034

3027

YCnoBHO-NaToreHHble MUKOMMa3Mbl, MOHUTOPUHI 3EKTUBHOCTHU
neyenuns (Ureaplasma urealyticum) (Ureaplasma urealyticum,
Effectiveness Monitoring of Treatments)

525

B03.014.035

3028

YCNOBHO-NATOreHHbIE MUKOMMa3Mbl, MOHUTOPUHT 3(EKTUBHOCTM
neyennsa (Ureaplasma parvum) (Ureaplasma parvum, Effectiveness
Monitoring of Treatments)

525

A26.09.006

3029

YCNOBHO-NaTOreHHble MUKOMNMa3Mbl, MOHUTOPUHT 3EKTUBHOCTH
neyenus (Mycoplasma hominis) (Mycoplasma hominis, Effectiveness
Monitoring of Treatments)

525

A26.21.036

3150YPO

AHapodnop, uccnegosaHme MUKPOOpbl ypOreHUTanbHoro TpakTa
MY)XXYMH B cockobe anuTenuanbHbiX KNeToK yporeHUTanbHoro Tpakta
(Androflor®REAL-TIME PCR Detection Kit, the study of men’s
urogenital tract microbiocenosis in the epithelial scrapes from the

3 365

A26.21.036

3250YPO

AHppodriop CKpuH, nccnegoBaHme MUKPOiopbl YporeHUTanbHoro
TpaKTa MyXXYMH B COCKOOEe anuTenuarnbHbIX KNeToK yporeHMTanbHoro
TpakTa (Androflor® Screen REAL-TIME PCR Detection Kit, the study of
men’s urogenital tract microbiocenosis in the epithelial scrapes from
the balanus, urethra)

2 805

B03.014.032

3020

MHBNO®JIOP - komnnekcHoe ncecnegosaHme MnMKpodriopsl
yporeHutanbHoro Tpakta (INBIOFLOR ? Comprehensive Study of
Microflora Composition of Urogenital Tract (UGT))

5 305

A26.06.006

3023

Kangunpos, ckpuHuHr (Candidiasis, Screening )

505

A26.21.055

3024

Kangmpos, Tunmposanue (Candidiasis, Typing)

880

B03.014.012

3025

BeisBneHue Bo3dyautenen UMMM (4 + KBM): onpegenenne OHK
Chlamydia trachomatis, Neisseria gonorrhoeae, Trichomonas
vaginalis, Mycoplasma genitalium, JHK yenoseka (ldentification of
Sexually Transmitted Infections (STI) Pathogens, Chlamydia
trachomatis DNA, Neisseria gonorrhoeae DNA, Trichomonas vaginalis
DNA, Mycoplasma genitalium DNA, Human DNA )

1775

A26.21.055

3021

Kananpnos, ckpuHuHr n Tunuposanue (Candidiasis, Screening and

1455

A26.30.040

396YPO

Bakrepongbl, onpegenexHne JHK B cockobe anutenmanbHbIX KNEeToK
yporeHuTanbHoro Tpakta (Bacteroides spp., DNA, Scrape of Urogenital
Epithelial Cells)*

530

A26.30.039

397YPO

MobunyHkyc, onpegenexue JHK B cockobe anmTenmanbHbIX KNeTok
yporeHuTanbHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of
Urogenital Epithelial Cells)

560

A26.05.008.00

345YPO

JlaktobakTepun, onpegenenne HK B cockobe anutenmnanbHbIX KNeToK
yporeHuTanbHoro Tpakta (Lactobacillus spp., DNA, Scrape of
Urogenital Epithelial Cells)*

895

10.44. Onuctopxo3 (Kowauba AByycTka, Opisthorchis felineus)

A26.06.062

230

AHTuTena knacca IgG k aHTureHam onuctopxuca (Anti-Opisthorchis
felineus 1gG)

1200

10.45. OcTtpble KuweuHble HGeKuum (Acute Intestinal Infections)

A26.19.072.00

33111KAJ

OHTeposupycel, onpegenenne PHK B kane (Enterovirus, RNA, Fecal)

895

A26.19.063.00

33121KAN

OcTtpble knweyHble nHdekuun, MLUP-cKpuHMHT BOCbMK BakTepuanbHbIX
1 BUPYCHbIX BO3byauTenen oCTpbIX KULLEYHbIX MHADEKLMI B Kane
(Acute Intestinal Infections, PCR, Fecal)

2 025

10.47. Napotut anugemundeckuin (Epidemic Parotitis, Mumps)




AHTUTEna knacca IgG k Bupycy anugemmyeckoro napotuTa (Anti-

A26.06.112.00]252 Mumps IgG) 1 055
AHTUTENa Knacca IgM k Bupycy anMgemudeckoro napotuta (Anti-
A26.06.112.00]253 Mumps IgM) 1 065
10.50. PecnupatopHoO-CUHLMUTHANBbHAA MHeKLUa (pecnupaTopHo-
CUHUMUTUanbHbIN BUpYc) (Respiratory Syncytial Virus, RSV)
AHTUTena knacca IgG kK pecnmpaTopHO-CUHUMTUanNsHoMy Bupycy (Anti-
A26.06.067 248 Respiratory Syncytial Virus (RSV) 1gG) 1270
AHTUTEna knacca IgM k pecnupatopHoO-CUHUMTMANbHOMY Bupycy (Anti-
A26.06.067 249 Respiratory Syncytial Virus (RSV) IgM) 1270
10.51. PukkeTtcnos, Tud cbinHom (pukkercumn) (Typhus, Rickettsia
prowazekii)
PIIA ¢ cbINHOTUO3HLIM ANAarHOCTUKYMOM pUKKeTcuin lNMpoBadeka
A26.06.118 |283 (Rickettsia prowazekii, IHA) 765
10.53. CanbmoHennbi (Tud 6plowHoii, napatud, canbmoHennes,
Salmonella spp.)
A26.06.077 |273 AHTuTena k Salmonella typhi, PIIA (Salmonella typhi Antibodies, IHA) 865
A26.06.073 288 PIIA ¢ Salmonella gr.A (Salmonella gr.A, IHA) 705
A26.06.073 [289 PIIrA c Salmonella gr.B (Salmonella gr.B, IHA) 705
A26.06.073 290 PIIA ¢ Salmonella gr.C (Salmonella gr.C, IHA) 705
A26.06.073 [292 PIIrA c Salmonella gr.D (Salmonella gr.D, IHA) 705
A26.06.073 293 AnTtuTena k Salmonella gr.E, PINIA (Salmonella gr.E Antibodies, IHA) 705
A26.06.073 [287 PIIrA c Salmonella O-komnnekc (Salmonella O-antigens, IHA) 705
10.54. Cupunuc (Treponema pallidum, Syphilis)
Cudmnnc RPR — antukapgmnonunuHosein TecT (Syphilis RPR (Rapid
A26.06.082 |69 Plasma Reagins), Anticardiolipin Test) 535
AnTtuTena knaccos IgM n IgG k Treponema pallidum, cymmapHo (Anti-
A26.06.082.00]70 Treponema pallidum IgM, IgG, Total) 905
AHTuTEna knacca IgM k Treponema pallidum (Anti-Treponema
A26.06.082 221 pallidum IgM) 1090
AHTuTena knacca IgG k Treponema pallidum, BbisBnssemble MeTO40M
A26.06.082 1205 ummyHobnoTTuHra (Anti-Treponema pallidum IgG, Immunoblot ) 2 855
BbnepHas TpenoHema, onpeaenerHne HK B cockobe anutenmanbHbiX
KneTok KOHbIoOHKTMBBI (Treponema pallidum, DNA, Scrape of
A26.21.013 |346rn3 Conjunctiva Epithelial Cells )* 525
BnegHas TpenoHema, onpegeneHne HK B cockobe anmMTenuanbHbIX
A26.21.013 346kox knetok koxu (Treponema pallidum, DNA, Scrape of Skin Epithelial 525
BnepgHas TpenoHema, onpeaenerHve OHK B moye (Treponema
A26.21.013 346mou pallidum, DNA, Urine)* 525
BnepgHas TpenoHema, onpegenerHve HK B otaensemom (Treponema
A26.21.013 |3460T14 pallidum, DNA, Secretion)* 525
BnegHas TpenoHema, onpegenexHne HK B cockobe anMTenuanbHbIX
knetok potornotku (Treponema pallidum, DNA, Scrape of Faucial
A26.21.013 346poTt Epithelial Cells)* 525
bneaHas TpenoHema, onpeaeneHune [HK B cbiBOpOTKE KPOBM
A26.21.013 |346¢B (Treponema pallidum, DNA, Serum)* 765
bnegHas TpenoHema, onpegeneHune HK B CMIMHHOMO3roBOM XXNOKOCTU
A26.21.013 |346cmx (Treponema pallidum, DNA, Cerebrospinal Fluid)* 525
bnegHas TpenoHema, onpegeneHue [HK B cekpeTe npocTtarhl,
A26.21.013 346¢cn agkynate (Treponema pallidum, DNA, Prostatic Fluid, Semen)* 530
BbnepHas TpenoHema, onpeaenernne [HK B cockobe anutenuanbHbIX
KneTok yporeHuTansHoro TpakTa (Treponema pallidum, DNA, Scrape
A26.21.013 [346ypo of Urogenital Epithelial Cells)* 530
10.56. CTon6HsK (Tetanus)
AHTUTena knacca IgG k ctonbHsyHOMY aHaTokcuHy (Anti-Tetanus
A26.06.105 |[876 toxoid 1gG) 1215




10.57. CtpenTOoKOKKOBaA MHPEKUUA (CTPeNnTOKOKKMU rpynn A u B)
(Streptococcus group A, B, S. pyogenes, S. agalactiae) (Streptococcal
Infection)

A26.20.021

348mk

CrtpenTokokk, onpenenerne JHK B mokpoTte (Streptococcus spp.,
DNA, Sputum)*

965

A26.20.049

348nn

CrtpenTokokk, onpeaenerne [IHK B nnasme kposu (Streptococcus spp.,
DNA, Plasma)*

965

A26.20.049

348pot

CtpenTtokokk, onpegeneHme HK B cockobe anutennanbHbIX KNeTok
potornoTku (Streptococcus spp., DNA, Scrape of Faucial Epithelial

945

A26.20.049

348cnH

CrtpenTokokk, onpegenerune [JHK B critoHe (Streptococcus spp., DNA,
Saliva)*

945

A26.05.046.00

3310311

MHeBmokokk, onpenenenne AHK B nnasme kposu (Streptococcus
pneumoniae, DNA)

950

A26.05.046.00

33103CJ1H

MHeBmokokk, onpenenenne AHK B cntoHe (Streptococcus pneumoniae,
DNA)

950

A26.05.046.00

33103POT

MHeBmokokk, onpegenexve OHK B cockobe anuTennanbHbIX KNeTok
potornoTku (Streptococcus pneumoniae)

950

A26.05.046.00

33103MK

MHeBmokokk, onpegenenne AHK B mokpoTte (Streptococcus
pneumoniae, DNA)

950

10.58. CtpoHrunomnaos (Strongyloides stercoralis)

A26.06.123

1372

AHTUTena knacca IgG k aHTMreHam ctpoHrunovngosa (Anti-
Strongyloides stercoralis IgG)

1150

10.59. T-numdoTtponHbin BUpyc (Deltaretrovirus, Human T-
Lymphotropic Virus, HTLV)

A26.06.087

1208

AHTuTena knacca IgG k T-numdoTponHomy BUpycCy Yenoseka tuna 1 un
2 TynoB (Anti-HTLV-1, 2 1gG )

1010

10.60. TokcoKapo3 (ToKcoKapa, Toxocara canis)

A26.06.080

232

AHTuTena knacca IgG k aHTureHam Tokcokap (Anti-Toxocara I1gG)

775

10.61. Tokconnasmo3s (Tokconnasma) (Toxoplasmosis,Toxoplasma
gondii)

A26.06.081.00

80

AHTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii

780

A26.06.081.00

81

AxTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii

1010

A26.06.081.00

1AVTOXO

AHTuTena knacca IgG k Toxoplasma gondii, onpegeneHne aBngHoCcT
(Anti-Toxoplasma gondii IgG, Avidity)

1 660

A26.05.013

335BnT

Tokconnasma, onpegenerve OHK B BbinoTe (Toxoplasma gondii, DNA,
Exudate)*

525

A26.05.013.00

335cB

Tokconnasma, onpegenerHve JHK B cbiBopoTke kposu (Toxoplasma
gondii, DNA, Serum)*

765

A26.23.024.00

335cmx

Tokconnasma, onpegenexme AHK B CMIMHHOMO3roBOW XXWUOKOCTH
(Toxoplasma gondii, DNA, Cerebrospinal Fluid)*

630

10.62. TpuxuHennes (TpuxmuHenna, Trichinella spiralis)

A26.06.079

233

AHTuTena knacca IgG k aHtureHam TpuxmHenn (Anti-Trichinella 1gG)

755

10.63. TpuxomoHuas (TpuxomoHaaa) (Trichomonas vaginalis,
Trichomoniasis)

A26.06.015

261

AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas
vaginalis IgG)

970

A26.28.016.00

307moM

TpuxomoHaga, onpegenenue IHK B moye (Trichomonas vaginalis,
DNA, Urine)*

525

A26.20.026

307cn

TpuxomoHaga, onpegenerHune [HK B cekpeTe npocTtathl, 39KynsaTe
(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)*

505

A26.20.026.00

307ypo

TpuxomoHaga, onpegeneHune [IHK B cockobe anuTennanbHbIX KNeTok
yporeHutanbHoro Tpakta (Trichomonas vaginalis, DNA, Scrape of
Urogenital Epithelial Cells)*

560

10.64. TybepKyne3 (Mukobaktepumn TybepKynesa) (Mycobacterium
Tuberculosis)

A26.06.057

1266

AnTtuTena knaccos IgM, IgA, 1gG k Mycobacterium tuberculosis,
cymmapHo (Anti-Mycobacterium tuberculosis IgM, IgA, 1gG, Total)

2235




A26.23.004.00

341BnT

MwukobGakTepun Tybepkynesa, onpegenenune [JHK B Bbinote
(Mycobacterium tuberculosis, DNA, Exudate)*

665

A26.09.002.00

341MK

Mukob6akTepun Tybepkynesa, onpegenenne JHK B MmokpoTe
(Mycobacterium tuberculosis, DNA, Sputum)*

965

A26.05.008.00

341MHC

MukobGakTepumn Tybepkynesa, onpegenenne JHK B MeHcTpyanbHoM
kposu (Mycobacterium tuberculosis, DNA, Menstrual Blood)*

665

A26.28.028.00

341moy

MukobGakTepumn Tybepkynesa, onpegenenune [JHK B moye
(Mycobacterium tuberculosis, DNA, Urine)*

665

A26.05.008.00

341cB

MukobakTepumn Tybepkynesa, onpegeneHune [JHK B cbiBOpoTke KpoBu
(Mycobacterium tuberculosis, DNA, Serum)*

750

A26.04.003.00

341cuH

Mukob6akTepun Tybepkynesa, onpegenenune JHK B cMHoBranbHom
xugkoctu (Mycobacterium tuberculosis, DNA, Synovial Fluid)*

665

A26.23.004.00

341cmx

MukobakTepumn Tybepkynesa, onpegenenune JHK B cnmHHOMO3roBowm
xuakoctu (Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)*

665

A26.21.017.00

341cn

Mukob6akTepuu Tybepkynesa, onpegeneHune [JHK B cekpeTte npocTaThl,
agkynate (Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)*

665

10.65. Ypeannasmos (ypeannasmbli) (Ureaplasmosis, Ureaplasma
spp., Ureaplasma urealyticum, Ureaplasma parvum)

A26.06.015.00

264

AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum 1gG)

885

A26.06.015.00

265

AHTUTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma
urealyticum IgA)

885

A26.28.019.00

303movy

Ypeannasma (Ureaplasma urealyticum) (6uoap T-960), onpegenexve
IOHK B moye (Ureaplasma urealyticum (T-960), DNA, Urine)*

520

A26.21.023.00

303cn

Ypeannasma (Ureaplasma urealyticum) (6uoap T-960), onpegenexve
[HK B cekpeTe npocTathl, asikynate (Ureaplasma urealyticum (T-960),
DNA, Prostatic Fluid, Semen)*

520

A26.21.033.00

303ypo

Ypeanna3swma (Ureaplasma urealyticum) (6nosap T-960), onpegenexue
OHK B cockobe anuTenuanbHbIX KNETOK YpOreHUTanbHoro Tpakra
(Ureaplasma urealyticum (T-960), DNA, Scrape of Urogenital Epithelial
Cells)*

520

A26.28.019.00

342MOM

Ypeanna3swma (Ureaplasma parvum), onpegenenune [AHK B mo4e
(Ureaplasma parvum, DNA, Urine)*

510

A26.21.023.00

342cn

Ypeanna3swma (Ureaplasma parvum), onpegenerune [JHK B cekpeTe
npocTtarthbl, asgkynare (Ureaplasma parvum, DNA, Prostatic Fluid,

510

A26.21.033.00

342ypo

Ypeanna3swma (Ureaplasma parvum), onpegenerne [JHK B cockobe
anuTenuanbHbIX KNeTok yporeHuTanbHoro Tpakta (Ureaplasma
parvum, DNA, Scrape of Urogenital Epithelial Cells)*

510

A26.28.019.00

343moy

Ypeanna3sma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenexne AHK B moye (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Urine)*

525

A26.21.023.00

343cn

Ypeanna3swma (Ureaplasma urealyticum + Ureaplasma parvum),
onpeneneHvne HK B cekpeTe npoctarthl, askynate (Ureaplasma
urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

525

A26.21.033.00

343ypo

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum),
onpegenerHne HK B cockobe anntenuarnbHbIX KNeToK
yporeHutanbHoro Tpakta (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Scrape of Urogenital Epithelial Cells)*

535

10.66. XennkobaktepHaa nHpekuua (xennkobakrep) (Helicobacter
pylori)

A26.06.033

133

AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori

925

A26.06.033

176

AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori

1170

A26.06.033

177

AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori

1135

A07.16.006

1303HEL

13C-ypeasHbivi abixatenbHbin TecT (13C-YOT, 13C-Urea Breath test,
UBT). BeiseneHne nHdekummn Helicobacter pylori

3 150

A26.16.001.00

3158XE/

Xenukobakrep nunopu, onpegenexdne JHK B GnontaTe cnuancTom
Xenyaka w/vnu ageHaguatunepcTHoun kuwikn (Helicobacter pylori, DNA,
Bioptates of Gastric Mucosa and/or Duodenum, PCR)

1190




10.67. XnamugumnHaa nHPeKkuma, xnamumgmnos (xnammaum)
(Chlamydiosis, Chlamydia Infection, Chlamydia trachomatis,
Chlamydophila pneumoniae)

A26.06.018.00

105

AnTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgA)

875

A26.06.018.00

106

AnTtuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgG)

895

A26.06.016

105/6

AnTuTena knaccos IgA u IgG k Chlamydia trachomatis, pasgensHo
(Anti-Chlamydia trachomatis IgA, IgG)

1760

A26.06.018.00

188

AnTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia
trachomatis IgM)

860

A26.06.018.00

1495

AHTuTena knacca IgG k 6enky Tennosoro woka (bTL) Chlamydia
trachomatis (Anti-cHSP60 IgG)

1090

A26.04.009.00

301BnT

Xnamuausa (Chlamydia trachomatis), onpeaenenvne JHK B BbinoTe
(Chlamydia trachomatis, DNA, Exudate)*

510

A26.26.007.00

301rn3

Xnamuaunsa (Chlamydia trachomatis), onpeaenenne JHK B cockobe
anuTenManbHbIX KNETOK KOHbIOHKTUBLI (Chlamydia trachomatis, DNA,
Scrape of Conjunctiva Epithelial Cells )*

510

A26.28.014.00

301moy

Xnamugusa (Chlamydia trachomatis), onpeaenenne JHK B moue
(Chlamydia trachomatis, DNA, Urine)*

510

A26.19.028.00

301npk

Xnamugusa (Chlamydia trachomatis), onpeaenenne JHK B cockobe
anuTenumanbHbIX KNeTOK cnnsmcTon npamon kuwwku (Chlamydia
trachomatis, DNA, Scrape of Rectal Epithelial Cells)*

510

A26.08.066.00

301poTt

Xnamuausa (Chlamydia trachomatis), onpeaenenne JHK B cockobe
anuTenuanbHbIX KneTok potornoTtku (Chlamydia trachomatis, DNA,
Scrape of Faucial Epithelial Cells)*

510

A26.04.009.00

301cuH

Xnamugusa (Chlamydia trachomatis), onpeaenenne JHK B
cuHoBmansHon xuakoctn (Chlamydia trachomatis, DNA, Synovial

555

A26.04.009.00

301cmx

Xnamugusa (Chlamydia trachomatis), onpeaenenne JHK B
cnmHHomo3roBon xugkoctn (Chlamydia trachomatis, DNA,
Cerebrospinal Fluid)*

510

A26.21.020

301cn

Xnamugusa (Chlamydia trachomatis), onpeaenexve HK B cekpeTte
npocTtarthbl, asgkynate (Chlamydia trachomatis, DNA, Prostatic Fluid,
Semen)*

510

A26.21.007.00

301ypo

Xnamugusa (Chlamydia trachomatis), onpeaenenne OHK B cockobe
anuTenuanbHbIX KNeToK yporeHuTaneHoro Tpakta (Chlamydia
trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*

505

A26.06.016

183

AnTuTena knacca IgA k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae IgA)

930

A26.06.016

184

AnTuTena knacca IgM k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae IgM)

850

A26.06.016

185

AnTtuTena knacca IgG k Chlamydophila pneumoniae (Anti-
Chlamydophila pneumoniae 19G )

835

A26.09.016

349mk

Xnamungus (Chlamydia pneumoniae), onpegenenne JHK B mokpoTte
(Chlamydophila pneumoniae, DNA, Sputum)*

880

A26.05.012.00

349nn

Xnamungus (Chlamydia pneumoniae), onpegenenne JHK B nnasme
kposu (Chlamydophila pneumoniae, DNA, Plasma)*

880

A26.08.066.00

349pot

Xnamungus (Chlamydia pneumoniae), onpegenenne JHK B cockobe
anuTenuanbHbIX krneTok potornotku (Chlamydophila pneumoniae,
DNA, Scrape of Faucial Epithelial Cells)*

770

A26.09.016

349crnH

Xnamugusa (Chlamydia pneumoniae), onpegenenune AHK B crnoHe
(Chlamydophila pneumoniae, DNA, Saliva)*

770

A26.30.038

1379

AHTUTEna knacca IgG k rmaBHomy 6enky HapyxHon membpaHsl MOMP

n AHTuTena knacca lgG Pgp3 (MembpaHoaccouunpoBaHHbI
nnasmugHeii 6enok) Chlamydia trachomatis

650

10.68. LiuTomeranoBupycHaa UHPEKLUA: BUPYC repneca 4yesoBeKka b

Tuna (yuutomeranosupyc, LLMB) (Cytomegalovirus, CMV,
Cytomegalovirus Infection)




A26.06.022.00182 AHTuTena knacca IgG k uutomeranosupycy (Anti-CMV 1gG) 840
A26.06.022.00183 AHTuTena knacca IgM k yuutomeranosupycy (Anti-CMV IgM) 1050
AHTUTEna knacca IgG k uuTomeranosupycy, onpegeneHme aBugHoCTu
A26.06.022.00]2AVCMV |(Anti-CMV IgG, Avidity) 1615
A26.23.009.001310B0T Lntomeranosupyc, onpegenenne JHK B Beinote (CMV DNA, 515
Lintomeranosupyc, onpegenexune HK B cockobe anuTennanbHbIxX
A26.30.015.001310rn3 kneTtok KoHbloHKTMBbBI (CMV DNA, Scrape of Conjunctiva Epithelial 550
Lintomeranosupyc, onpegenerune HK B cockobe anuTennanbHbIxX
A26.30.015.001310kox knetok koxu (CMV DNA, Scrape of Skin Epithelial Cells)* 550
Lintomeranosupyc, onpegenenune AHK B BeHo3HoW kposu (CMV DNA,
A26.05.017 |310kp Blood)* 650
A26.28.009.00]310mou4 Lintomeranosupyc, onpegenerue HK B moye (CMV DNA, Urine)* 550
Lintomeranosupyc, onpegenenune JHK B cockobe anuTennanbHbIxX
A26.08.058.00]310H0C knetok cnmaucton Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)* 550
Lintomeranosupyc, onpegenenune JHK B cockobe anuTennanbHbIxX
A26.08.058.001310poT knetok potornotkn (CMV DNA, Scrape of Faucial Epithelial Cells)* 535
LinTomeranosupyc,kayectseHHoe onpegenerHne [JHK B cbiBopoTke
A26.05.017 310cB kposu (CMV DNA, Serum)* 745
A26.08.058.001310cnH Lintomeranosupyc, onpegenenne JHK B critoHe (CMV DNA, Saliva)* 550
LinTomeranosupyc, onpegeneHne JHK B cCNMHHOMO3roBOM XNAKOCTH
A26.23.009.00]310cmx (CMV DNA, Cerebrospinal Fluid)* 550
Lintomeranosupyc, onpegenenune JHK B cekpeTe npocTaThl, 3sKynare
A26.21.010.00{310cn (CMV DNA, Prostatic Fluid, Semen)* 550
Lintomeranosupyc, onpegenenune JHK B cockobe anutenunanbHbIX
KneTok yporeHutansHoro Tpakta (CMV DNA, Scrape of Urogenital
A26.21.010.00{310ypo Epithelial Cells)* 540
Lintomeranosupyc, konmyecteeHHoe onpegenenne AHK
A26.05.017.0013156 (Cytomegalovirus, DNA) B CbIBOPOTKE KPOBU 650
10.70. 3nwreiiHa-bapp BupycHasa uHdekuma: Bupyc repneca
yenoseka 4 Tuna (Bupyc dnwrteirHa-bapp) (Epstein-Barr Virus, EBV,
Bupyc SnwTtenHa-bapp, onpegenerve OHK B Buinote (EBV DNA,
A26.04.005.00]3518nT Exudate)* 540
Bupyc SnwTtenHa-bapp, onpepeneHve OHK B BeHo3HoM kposu (EBV
A26.05.011 |351kp DNA, Blood)* 670
A26.05.011 |351movu Bupyc OnwrenHa-bapp, onpegenenne JHK B moye (EBV DNA, Urine)* 535
Bupyc OnwrtenHa-bapp, onpegenenne JHK B cockobe
A26.05.011 [351HoOC anuTenuanbHbIX kneTok cnusmcton Hoca (EBV DNA, Scrape of Nasal 535
Bupyc OnwrtenHa-bapp, onpegenenne JHK B cockobe
A26.05.011 351por anuTenuanbHbIX krneTtok potornotkn (EBV DNA, Scrape of Faucial 535
Bupyc OnwrtenHa-bapp, kayectBeHHoe onpeaeneHne [HK B
A26.05.011 [351cB cbiBopoTke kpoBu (EBV DNA, Serum)* 755
A26.05.011 351cnH Bupyc OnwrtenHa-bapp, onpepenexve OHK B cntoHe (EBV DNA, 535
Bupyc SnwrtenHa-bapp, onpepeneHve JHK B cnnHHOMO3roBowm
A26.05.011 |351cwmx  |xkwuakoctu (EBV DNA, Cerebrospinal Fluid)* 535
Bupyc SnwrtenHa-bapp, onpepenexHve HK B cekpeTe npoctaThl,
A26.05.011 [351cn agkynaTe (EBV DNA, Prostatic Fluid, Semen)* 535
Bupyc OnwrenHa-bapp, onpeaenenne OHK B cockobe
anuTenuanbHbIX KNEeTok yporeHuTtanesHoro Tpakta (EBV DNA, Scrape
A26.05.011 |351ypo of Urogenital Epithelial Cells)* 535
AHTUTENa Knacca IgM k kKancngHoMy aHTUreHy Bupyca JnTenHa-
A26.06.029.00]186 Bapp (Anti-EBV Viral Capsid Antigens (VCA) IgM ) 920
AHTUTENa Knacca IgG k sgepHoMy aHTUreHy Bupyca AnwitenHa-bapp
A26.06.031 187 (Anti-EBV Nuclear Antigen (EBNA) IgG ) 885
AHTUTEna knacca IgG k paHHeMy aHTUreHy Bupyca JnwrternHa-bapp
A26.06.030 [255 (Anti-EBV Early Antigen (EA) I1gG ) 1 005
AHTUTEna knacca IgG kK kancugHoMy aHTUreHy Bupyca AniwitenHa-bapp
A26.06.029.001275 (Anti-EBV Viral Capsid Antigens (VCA) IgG ) 1055
Bupyc OnwrtenHa-bapp, konnyecteeHHoe onpeaenexne [HK B
A26.05.011.0013511 cbiBopoTke kposu (EBV DNA, Serum)* 650




10.71. 9XMHOKOKKO3 (3XMHOKOKKMU, Echinococcus spp.)

A26.06.024

229

AHTuTEna knacca IgG k aHTureHam axmHokokka (Anti-Echinococcus

1 065

11.1. Mukpobuonormueckmne uccnenoBaHuaA: Hecneumpuyeckme
BOCNasnTeNbHble 3a601eBaHMA Pa3/IMYHbIX IOKANU3aLMiA
(Microbiological investigations)

A26.05.016.00

455H

Iuncbakrepuros kmweyHuka (Stool Culture, quantitative. Intestinal
bacterial overgrowth)

2 320

A26.05.016.00

455H-0

[ncbakTepunos KMLeYHVKa C onpeaenieHneM YyBCTBUTENBHOCTU K
B6aktepuodharam (Stool Culture, quantitative. Intestinal bacterial
overgrowth. Bacteriophage Efficiency testing)

2 615

A26.20.008

447

WccnenoBaHme Ha GuoueHo3 Bnaranuila, onpeaeneHve
YYBCTBUTENBHOCTU K @HTUMUKPOOHBLIM U @aHTUMUKOTUYECKUM
npenapaTam (C MUKPOCKONWE HAaTUBHOMO Npenapara, OKpaLleHHOro no
Npamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic
Susceptibility Testing (Gram Stain, Bacterioscopic Examination of

2410

A12.09.010

445

Mukpockonmyeckoe (bakTeprmockonnyeckoe) nccregoBaHne mMaska,
okpalueHHoro no Npamy (Gram Stain. Bacterioscopic Examination of
Smear)

800

A26.09.006

440

lMoces Ha MukoNNa3smbl, ONpeaerneHne YyBCTBUTENbHOCTH K
aHTUMUKPOOHBIM Npenapatam (Mycoplasma hominis Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

1990

A26.09.006

444

lMoceB Ha ypeanna3mbl, ONpeaeneHne YyBCTBUTENbHOCTU K
aHTUMUKPOOHbIM npenapaTam (Ureaplasma spp. Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)*

1990

A26.21.004

440/444

MoceB Ha MUKonnasmy n ypeannasmbl, onpeneneHne
YYBCTBUTENIBHOCTU K aHTUMMKPOOHBLIM Npenapatam (Mycoplasma
hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

2790

A26.20.008

452

MoceB Ha aHa3pobHyo MUKpodnopy, onpeaeneHne YyBCTBUTENBHOCTM
K aHTUMKKPOOHbIM Npenapatam (Anaerobic Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

2 140

A26.20.008

474-A

lMoceB paHeBOro oTAENAEMOro U TKaHEN Ha MUKpodropy,
onpeaeneHne 4yBCTBUTENTbHOCTU K aHTVIMI/IKpOGHbIM npenaparam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1610

A26.02.001

474-0

lMoceB paHeBOro oTAENAEMOro U TKaHEN Ha MUKpodropy,
onpeferneHne YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM Npenapartam u
6akreprodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency

1720

A26.30.009

464-1

MoceB rpygHoro monoka Ha mukpodnopy (Breast Milk Culture. Bacteria
Identification)

1190

A26.30.009

464-A

MoceB rpyaHoro mornoka Ha Mukpodriopy, onpeaeneHue
YyBCTBUTENBHOCTU K aHTUMMKPOOHBLIM nNpenapaTtam (Breast Milk
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

1555

A26.30.009

464-®

MoceB rpyaHOro Moroka Ha MUKpodriopy, onpeaeneHme
YYBCTBUTENBHOCTU K aHTUMUKPOBHLIM NpenapaTtam u 6akteprodaram
(Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

1590

A26.14.003

475-A

MoceB xenun Ha Mukpocdhropy, onpeaeneHe YyBCTBUTENBHOCTU K
aHTUMKKPOOHBIM Npenapatam (Bile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

1515

A26.09.002.00

467-A

MoceB oTAeNsemMoro BepXHuUX AbIXaTernbHbIX MyTen Ha MUKPOGIopy,
onpegerneHve YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM npenapaTtam
(ogHa nokanusauwms) (Upper Respiratory Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)*

1750




A26.09.002.00

467-0

lMoceB oTAENSEMOro BEPXHUX AblXaTeNbHbIX NyTeNn Ha MUKPOdIopy,
onpeferneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM Npenapartam u
6akrepnodparam (Upper Respiratory Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

1900

A26.28.003

441-A

lMoceB Moun Ha MUKpodIopy, onpeaeneHne YyBCTBUTENbHOCTU K
aHTUMUKpobHbIM npenapaTam (Urine Culture. Bacteria ldentification
and Antibiotic Susceptibility Testing)*

1525

A26.28.003

441-p

MoceB Moun Ha MUKpOIIOPY, onpeaeneHe YyBCTBUTENbHOCTU K
pacLuMpeHHOMY CNeKkTpy aHTUMUKPOOHbIX npenapatos (Urine Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

2 300

A26.28.003

441-0

lMoceB Moun Ha MUKpOIopy, onpeaeneHe YyBCTBUTENbHOCTU K
aHTUMUKPOOHBLIM NpenapaTam u 6aktepuodaram (Urine Culture.
Bacteria Identification, Antibiotic susceptibility and Bacteriophage
Efficiency Testing)*

1 805

A26.26.004

465-A

Moces oTaensiemoro rnas Ha Mukpodpnopy, onpegeneHne
YyBCTBUTENBHOCTU K aHTUMMNKPOBHLIM nNpenapatam (Eye Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

1690

A26.26.004

465-P

MoceB oToensiemMoro rnas Ha MUKpodiopy, onpeaerneHme
YYBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOBHbIX
npenapaTtos (Eye Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

2690

A26.26.004

465-0

MoceB oToensiemMoro rnas Ha MUKpodiopy, onpeaeneHme
YyBCTBUTENBbHOCTU K aHTUMMKPOOHBLIM NpenapaTtam v 6akrepunodaram
(Eye Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

2 065

A26.21.014

446-A

MoceB Ha MUKPOGIOPY OTAENSIEMOro NOMOBbLIX OPraHoOB, onpeaeneHue
YYBCTBUTENBHOCTU K aHTUMUKPOBHLIM nNpenapatam (Genitourinary
Tract Culture. Bacteria Identification and Antibiotic Susceptibility

1670

A26.21.014

446-P

MoceB oTAensemMoro NonoBbIX OPraHoB Ha MMUKPOdopy, onpeaeneHne
YyBCTBUTENBHOCTU K pacLUMPEHHOMY CNEKTPY aHTUMUKPOOHbIX
npenapaTtoB (Genitourinary Tract Culture. Bacteria Identification,
Antibiotic Susceptibility, Enlarged Testing)*

2 690

A26.21.014

446-0

MoceB oTAensemMoro NoNoBbIX OPraHoB Ha MMUKPOdriopy, onpeaeneHne
YyBCTBUTENBHOCTU K aHTUMMUKPOBHBLIM NpenapaTtam u 6akreprodaram
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)*

1725

A26.25.001

473-A

MoceB oTaensemoro ywen Ha MMKpodnopy, onpegenexHve
YyBCTBUTENBHOCTW K aHTUMMUKPOBHBLIM nNpenapaTam (Ear Culture.
Bacteria Identification and Antibiotic Susceptibility Testing)*

1820

A26.25.001

473-0

Moces oToensieMoro ywen Ha Mukpodrnopy, onpegeneHve
YYBCTBUTENBHOCTU K aHTUMUKPOOHLIM NpenapaTtam u 6akteprodaram
(Ear Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

1990

A26.01.001.00

477-A

MoceB NyHKLMOHHOIO MaTepuana Ha Mukpodropy, onpegerneHve
YYBCTBUTENBHOCTU K aHTUMUKPOBHLIM Npenapatam (Punctate Fluid
Culture. Bacteria ldentification and Antibiotic Susceptibility Testing)

1645

A26.09.005.00

472-A

MoceB MOKpPOTbI 1 TpaxeobpoHXxMasbHbIX CMbIBOB Ha MUKpPOMopy,
onpefeneHne YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM Npenapartam u
MUuKpockonuen maska (Sputum and Tracheobronchial washings

Culture. Bacteria ldentification and Antibiotic Susceptibility Testing,

1690

A26.19.077.00

481

ApneHosupyc (Adenovirus), ouapenHblin CUHAPOM, aHTUreHHbIA TecT
(Adenovirus. One Step Rapid Immunochromotographic Assay)

1355

A26.19.020

484

Xenvkobaktep nunopu (Helicobacter pylori), aHTUreHHbI TecTt
(Helicobacter pylori. One Step Rapid Immunochromotographic Assay)

1300

A26.05.001

438-A

MoceB KpoBU M BUOXMAKOCTEN HA adPOBHYI0 1 aHa3pObHY0
MUKpPOQIIopy, onpeaeneHne YyBCTBUTENbHOCTN K aHTUMUKPOOHbIM
npenapaTam (Blood Culture, Biofluids Culture. Bacteria Identification
and Antibiotic Susceptibility Testing)

2 540




A26.19.084

402

Kamnunobakrep, onaperiHbii CUHOPOM, BbISIBIEHME aHTUreHa B kane,
nmmyHoxpomarorpadus (Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool)

1315

A26.21.002

403

"oHOpes, BbiABNEHUe aHTUreHa, nmmyHoxpomatorpacdums (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay)

1 065

A26.28.010

405

JlernoHenna, BbiSiBNEHME aHTUreHa B Moye, MMMyHoXpomMaTorpagus
(Legionella pneumophila, One step rapid immunochromotographic
assay, antigen, urinae)

1820

A26.21.052

407

Xnamuauu, BbisiBNIEHWE aHTUreHa B Maskax yporeHUTanbHoro Tpakra,
nmmMmyHoxpomatorpadus (Hexagon Chlamydia, One step rapid
immunochromotographic assay, antigen)

3 850

A26.28.001

408

[MHEBMOKOKK, BbISIBNEHWE aHTUreHa B Moye, MMMyHoXpomaTorpagus
(Streptococcus pneumoniae, One step rapid immunochromotographic
assay, antigen, urinae)

1980

A26.19.072.00

409

OHTEpOoBMPYC, BbISIBIIEHNE aHTUreHa B Karne, MMMyHoXpomMaTorpadms
(Enterovirus, One step rapid immunochromotographic assay, antigen,
stool)

1365

A26.08.039

411

PecnumpatopHo-cuHumMTuansHein Bupyc (PC-uHdekums), BoiBreHne
aHTuUreHa, ummyHoxpomaTtorpadus (Respiratory Syncytial Virus, RSV,
One step rapid immunochromotographic assay, antigen)

1160

A26.23.005

453

MoceB rmHekonormyeckoro matepuana Ha nuctepum (Listeria
monocytogenes, nuctepno3s) (Listeria monocytogenes Culture.
Bacteria Identification)

1135

A26.19.004

460

MoceB kana Ha nepcuHum (Yersinia enterocolitica, nepcmHunos,
onpeaerneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM Npenaparam
(Yersinia enterocolitica, Stool Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1645

A26.19.084

461

Moces kana Ha kamnunobakrep (Campylobacter spp.) (Campylobacter
spp., Stool Culture. Bacterial Identification)

1645

A26.19.086

462

Moces Ha knoctpuamm (Clostridium difficile, nceBgomem6paHo3HbIN
konut) (Clostridium difficile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

1645

A26.19.089

463

Potasupyc (Rotavirus), gnapeinHslini CUHOPOM, aHTUreHHbIN TeCT
(Rotavirus Direct Detection by Latex Agglutination)

930

A26.01.001

466

MoceB Ha 6eTa-reMonNUTUYECKUA CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes) (Streptococcus
pyogenes Culture. Bacteria Identification)

1020

A26.08.001

469

Moces Ha gudpteputo (Corynebacterium diphtheriae Culture)

1160

A26.09.010

470

MoceB oToensiemoro poTornoTku Ha 6opaetennsl (Bordetella
pertussis/parapertussis, kokntow/napakoknow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria

1960

A26.08.003

471

[MoceB Ha MEHMHIOKOKKW, OnpeaeneHne YyBCTBUTENbHOCTH K
aHTUMUKPOOHBIM Npenapatam (Neisseria meningitidis Culture. Bacteria
Identification and Antibiotic Susceptibility Testing)

1115

A26.19.060.00

482

Kpuntocnopuguu napsym (Cryptosporidium parvum), anapenHolii
CUHAPOM, aHTUreHHbIn TecT (Cryptosporidium parvum. One Step Rapid
Immunochromotographic Assay)

1305

A26.19.096

483

Jlam6nun (Giardia liamblia), anapeviHbii CMHOPOM, aHTUIEeHHbIN TECT
(Giardia liamblia. One Step Rapid Immunochromotographic Assay)

1270

A26.19.093

485

WccnepgoBaHme Ha knwevHyro nanouyky (Escherichia coli O157:H7,
3LLEepUxXmMo3), AMapenHbli CMHAPOM, aHTUreHHbIn TecT (Escherichia coli
0157:H7. One Step Rapid Immunochromotographic Assay)

2 285

A26.08.018

487

CTpenToKOKK rpynmnbl A, aHTUreHHbIN TecT (0TAenseMoe poTOrnoTKN)
(Streptococcus Group A. One Step Rapid Immunochromotographic

1365

A26.20.049

488

CtpenTokokk rpynnbl B, aHTureHHbI TecT (Streptococcus Group B.
One Step Rapid Immunochromotographic Assay)

1355

A26.01.001

454-T1

MoceB Ha GeTa-reMonNUTUYECKMIn CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae) (Streptococcus
agalactiae Culture. Bacteria Identification)

980




A26.19.009

442

MoceB Ha gpoxokenogobHele rpmnbel (pogos Candida, Cryptococcus) ¢
onpefeneHMemM YyBCTBMTENbHOCTM K aHTUMUKOTUYECKUM Mpenapartam
(Yeast Culture. Identification and Antimycotic Susceptibility testing)

1190

A26.01.001

454-A

[MoceB Ha GeTa-reMonMTUYECKUIN CTPENTOKOKK rpynnbl B
(Streptococcus group B, Streptococcus agalactiae), onpegenenne
YYBCTBUTENBHOCTM K aHTUMUKPOOHBIM Npenapatam (Streptococcus
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility

1320

A26.19.086

457-1

lMoceB Ha naToreHHyto kuweyHyto dropy (Stool Culture (Salmonella
spp., Shigella spp.). Bacteria Identification)

1190

A26.19.086

457-®

[MoceB Ha NaToreHHyto KuLeyHyo ¢rnopy, onpeaeneHue
YyBCTBUTENBHOCTU K aHTUMMUKPOOHBLIM NpenapaTtam 1 6akteprodaram
(Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

2 040

A26.19.086

458-A

Moces Ha kuweyHyto nanoyky (Escherichia coli 0O157:H7, awepuxmnos),
onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM Npenaparam
(Escherichia coli O157:H7 Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

1260

A26.19.086

458-0

Moces Ha knweyHyto nanoyky (Escherichia coli O157:H7, awepuxmnos),
onpegenexHne YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM Npenapartam u
6akrtepuodharam (Escherichia coli O157:H7 Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)

1375

A26.01.001

459-A

lMoceB Ha 3omo0TUCTLIN cTadmnnokokk (Staphylococcus aureus),
onpegeneHne YyBCTBUTENBHOCTM K aHTUMUKPOOHbBIM Npenapatam
(Staphylococcus aureus Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

1285

A26.01.001

459-1

MoceB Ha 3omoTUCTLIN cTadmnnokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification)

1055

A26.01.001

459-0

MoceB Ha 3omoTUCTBIN cTadnnokokk (Staphylococcus aureus,
onpegerneHve YyBCTBUTENbHOCTM K aHTUMUKPOBHbBIM npenapartam u
b6akTeprodaram (Staphylococcus aureus Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency

1390

A26.08.015

466-A

MoceB Ha 6eTa-reMonNUTUYECKNA CTPENTOKOKK rpynnbl A
(Streptococcus group A, Streptococcus pyogenes), onpegeneHue
YYBCTBUTENBHOCTU K aHTUMMKPOBHLIM Npenapatam (Streptococcus
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility

1305

A26.01.001

468-A

[MoceB Ha 30M0TUCTbIN CTAUNOKOKK (METULNNMNNH-PE3UCTEHTHbIN
3onoTtucTbin ctacounokokk, MP3C) (Staphylococcus aureus),
onpegerneHve YyBCTBUTENbHOCTM K aHTUMUKPOOHbBIM NMpenapaTtam
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification and Antibiotic Susceptibility
Testing)

1405

A26.01.001

468-11

[MoceB Ha 30M0TUCTbIN CTAaUNOKOKK (METULNNMNNH-PE3UCTEHTHbIN
3onoTtucTbin ctacunokokk, MP3C) (Staphylococcus aureus)
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria ldentification)

1135

A26.01.001

468-0

lMoceB Ha 30MOTUCTbIN CTAUNOKOKK (METULNNINH-PE3UCTEHTHbIN
3onoTtucTbin ctacunokokk, MP3C) (Staphylococcus aureus),
onpegenexHne YyBCTBUTENbHOCTM K aHTUMUKPOGHBIM Npenapartam u
6akTtepuodharam (Staphylococcus aureus (Methicillin-Resistant
Staphylococcus aureus — MRSA) Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

1440

A26.19.080

457-A

MoceB Ha NaToreHHyto K1LWeYHyto dropy, onpeaeneHne
YYBCTBUTENBHOCTM K aHTUMUKPOOHBIM Npenapartam (Stool Culture
(Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic
Susceptibility Testing)

1480

12.1. KomnneKcHble MMMYHONOrM4YecK1ue nccnepoBaHumA
(Comprehensive Immunological Examination)




MmmyHonornyeckoe obcnegoBaHme pacwmpeHHoe (Immunological

A12.30.012 192 Survey Extended) 13785
MmmyHonornyeckoe obcnegoBaHue ckpuHuHrooe (Immunological
A12.30.012 191 Survey, Screening) 8 465
darouuTapHas akTMBHOCTb nenkoumToB (Phagocytic Activity of
A12.30.012.00]1310 Leucocytes) 1985
deHoTUNMpoBaHmne nNMMdoumnToB (OCHOBHLIE cybnonynsaumm) — CD3,
CD4, CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3, CD4,
A12.06.001 [4192 CD8, CD19, CD16, CD56) 4 650
CD4+ T-numdountsbl, % 1 abcontoTHoe konmdecTso (T-xennepel,
A12.06.001.0014193 CD4+ T-cells, Percent and Absolute) 3045
B-numdoumtsl, % n abcontotHoe konuyectso (CD19+ numdountsl, B-
A12.06.001.00y4194 cells, Percent and Absolute) 3165
AkTtnBupoBaHHble numdoumntel (CD3+HLA-DR+, CD3-HLA DR+)
A12.06.001 1311 (Activated Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)* 3680
A12.06.001 1312 CnocobHocTb numdouuntoB Kk aktueaumm (Lymphocyte Activation 4410
Linpkynupytomne nmmMmyHHble komnnekcbl (LIWK) obwue (Circulating
A09.05.074 1235 Immune Complexes (CIC) Total) 1470
Moces Ha roHokokk (Neisseria gonorrhoeae, roHopest), onpegenexHve
YYBCTBUTENBHOCTM K aHTMMUKKPOOHbIM npenapatam (GC, Neisseria
gonorrhoeae Culture. Bacteria Identification and Antibiotic
A26.21.002 |449 Susceptibility Testing) 1115
12.2. UmmyHornobynuHbl obwume (Immunoglobulins, Total)
A09.05.054.00145 MmmyHorno®ynuHel knacca A (Immunoglobulin A, IgA) 550
A09.05.054.00]46 MmmyHornobynuHel knacca M (Immunoglobulin M, IgM) 545
A09.05.054.00447 MmmyHorno®ynuHel knacca G (Immunoglobulin G, 1gG) 550
12.3. Cneuunduueckue 6enku (Specific Proteins)
A09.05.234 |948 B03nHOUNbHBIN KaTMoHHBIM 6enok (Eosinophil Cationic Protein, ECP)| 1 450
12.4. KomnoHeHTbl KomnnemeHTa (Complement Components)
KomnoHeHTbI cucteMbl komnnemeHta C3, C4 (Complement
A09.05.075 193 components C3, C4) 1170
A09.05.075.00{1315C3 C3 KomnoHeHT cuctembl komnnemeHTa (Complement Component C3) 695
A09.05.075.00]1316C4 C4 KomnoHeHT cuctembl komnnemeHta (Complement Component C4) 695
Cuctema koMnnemeHTa: oueHka dyHKLMoHansHon aktmeHocTn (CH50)
A09.05.075 1534 (Functionality Test of Complement (CH50)) 1700
A12.06.014 |836 MHrubutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH) 2 505
12.5. UutokuHbl (Cytokines)
A12.05.108 |210 UuTepnenkmn-1? (U1-1?) (Interleukin 1 Beta, IL-1) 2 615
A12.05.108 |211 WuTepnenkmi-6 (U11-6) (Interleukin 6, IL-6) 2 585
A12.05.108 [212 WuTepnenknn-8 (UN-8) (Interleukin 8, I1L-8) 2 625
A12.05.109 |213 WuTepnenkmd-10 (MJ1-10) (Interleukin 10, IL-10) 2 625
dakTop Hekposa onyxonu-? (PHO-?) (Tumor Necrosis Factor Alpha,
A12.06.073 214 TNF-?, Cachectin) 2 600
13.1. UHuTepdepoHoBbIN cTaTyc (Interferon Status)
A09.05.074 1043 WccnepgoBaHue nHTepdepoHoBoro ctaTyca (Study of Interferon Status) | 6 935
13.2. UnTtepdepoHoBbIN cTaTyc (4 noOKasaTens) c onpegeneHnem
YYBCTBUTENbHOCTU K NpenapaTtam uHtepdepoHa (Interferon Status
(4 Parameters))
A09.05.035 1044 WHrapoH (Ingaron) 2745
A09.05.035 1047 PeadpepoH (Reaferonum) 2 745
13.3. UHTeppepoHOBbIN CTaTyC (4 NOKa3aTens) c onpeaeneHnem
YYBCTBUTENbHOCTU K UHAYKTOPaAM UHTepdepoHa (Interferon Status
(4 Parameters))
A09.05.035 |1050 AmmkcrH (Amixin) 2 745
A09.05.035 1051 Karouen (Kagocel) 2 745
A09.05.035 1052 Heosup (Neovir) 2 745
A09.05.035 1054 LinknodgepoHn (Cycloferonum) 2745




13.4. UHTeppepoHOBbIUN CTaTyC (4 NOKa3aTens) ¢ onpeneneHnem
YYBCTBUTENbHOCTU K UMMYHOMoaynaTtopam (Interferon Status (4
Parameters))

A09.05.035

1055

"anasuTt (Galavit)

2745

A09.05.035

1064

M3onpuHo3uH (Isoprinosine)

2745

A09.05.035

1057

WMmmyHan (Immunal)

2745

A09.05.035

1058

MmyHodaH (Imunofan)

2745

A09.05.035

1059

MmmyHomake (Immunomax)

2745

A09.05.035

1066

MmyHopuke (Imunorix)

2745

A09.05.035

1060

Jlvkonug (Licopid)

2745

A09.05.035

1148

Maxaeup (Panavir)

2745

A09.05.035

1061

MonuokcmaoHum (Polyoxidonium)

2745

A09.05.035

1062

TaktmBuH (Tactivinum)

2745

A09.05.035

1063

TumoreH (Thymogen)

2745

14.1. CuctemHble 3aboneBaHUA coeanHUTENbHOM TKaHu (Connective]
Tissue Diseases, CTDs)

A12.06.061

125

AHTUsIAepHble aHTUTEna (AAA, aHTMHYKNeapHble aHTUTenNa), CKPMHUHT
(Anti-Nuclear Antibodies, ANA, Screening)

1590

A12.06.010

126

AHTUTEna knacca IgG k gBycnupaneHown HatueHon OHK (aHTu-gcAHK
IgG, aHTn-AHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-
dsDNA IgG)

1540

A12.06.010

1267

AHTUHYKNeapHbIn daktop, HEp-2 cybetpat (AH®, TuTpsl,
aHTWHYKNeapHble aHTUTeNna MeTogoM HenpsMon
ummyHodnoopecLeHunm Ha npenapatax HEp-2-knetok) (Antinuclear
Antibodies, ANA, Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-
Nuclear Antibodies detection, FANA, Titers)

1715

A12.06.010

1586ADN

AnTtutena k ocAHK B cbiBOpOTKE KpOBW, NOATBEPKOAIOLWMNIN TECT C
ucnonb3oBaHmem cybctpara Crithidia luciliae, 1IgG, meTogom Henpsimon
ummyHodnoopecueHumm (Crithidia luciliae indirect fluorescent test
(CLIFT))

1450

A12.06.061

825

AHTUTEnNa knacca IgG K aKcTparmpyeMomMy HyKrneapHOMY aHTUreHy
(BHA) (Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein
Antibodies, Anti-RNP)

1400

A12.06.025

826

[MaHenb aHTUMHYKNEeapHbIX aHTUTEN NpU cknepoaepMmunn (pasaensHoe
onucaHuwe aHtuTen k aHtureHam Scl-70, CENP-A, CENP-B, RP11,
RP155, dmbpunnapuH, NOR90, Th/To, PM-Sc100, PM-Scl75, Ku,
PDGFR, Ro-52), ummyHo6noT (Scleroderma (Systemic Sclerosis)
Antibody Panel: Anti-Scl-70, CENP-A, CENP-B, RP11, RP155,
dubpunnsapuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-
52, Immunoblotting)

4 885

A12.06.010

827

AHTUHyKNeapHble aHTuTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[a),
SS-A (52 k[1a), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA,
Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy), UMmyHoOGnoT
(ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70,
PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-
M2, Anti-Jo-1, Immunoblotting)

4 295

A12.06.010

956

AHTUTena knacca IgG Kk HykneocoMaMm (aHTUsSIAEPHbIE aHTUTenNa),
ckpuHuHr (Anti-Nuclear Antibodies, ANA, IgG, Screening)

1515

B03.070.477

4059

CkpuHUWHT 6onesHel coegnHuTenbHom TkaHn (AT kK QHA,
aHTVHyKneapHbin daktop (AH®D))

2 705

B03.070.475

4060

CucteMHas KpacHast Bon4yaHka, oocnegosaHue (AT K Hykneocomam,
AT Kk kapguonunuHy, 1gG; AT k kapavonununy, IgM; aHTUHyKNeapHbIn
daktop (AHD))

5420

A12.06.010

4061

OnddepeHumansHas guarHoctuka CKB n gpyrux peBMaTnyeckmx

3aboneBaHun (AT K HykneocomMam, aHTUHYKeapHbIn daktop (AH®D))

2820




Mpodunb «CuctemHas kpacHas BondaHka (CKB), MOHUTOPUHT
aktnBHocTu (aHTu-ac-AHK IgG, C3, C4 KOMNOHEHTLI KOMMMEMEHTa)»
(Systemic lupus erythematosus (SLE) profile, activity monitoring (anti-

B03.070.470 |4069 double-stranded DNA 1gG, C3 and C4 complement components) ) 1 965
14.2. AHTndochonmnugHbit cuHgpom (Antiphospholipid Syndrome,
APS)
AHTuTena knaccoe IgM u 1gG k docconununaam (Anti-Phospholipid
A12.06.030 [137/138 |Antibodies, APA, IgM, 1gG) 1450
AHTuTena knaccos IgG n IgM k docchaTtnanncepury (Anti-
A12.06.075 966/74 Phosphatidylserine, IgG, IgM) 2 245
AHTuTena knaccos IgA, IgM, IgG k kapanonunuHy, CKPUHUHT
A12.06.029 |967 (Cardiolipin Antibodies IgA, IgM, IgG, aCL, Screening) 1500
A12.06.029 968 AHTUTEna knacca IgA k kapguonunuHy (Anticardiolipin IgA, aCL IgA) 1765
A12.06.029 969 AHTuTena knacca IgG k kapguonunuHy (Anticardiolipin 1gG, aCL IgG) 1515
A12.06.029 |997 AHTuTena knacca IgM k kapanonununy (Anticardiolipin IgM, aCL IgM) 1495
AHTuTena knaccos IgG, IgA, IgM k 6eTa-2-rnukonpoTenHy 1, cymmapHo
A12.06.051 1284 (Anti-?2-Glycoprotein 1 Antibodies, anti-?2-GP1, IgG, IgA, IgM, Total) 1490
A12.06.065 1341 AHTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, 1830
A12.06.065 1342 AHTUTEna knacca IgM k aHHekcnHy V (Annexin V Antibodies, aAnV, 1830
A12.06.029 4062 AT k kapguonunuHy, I1gG, IgM 2 585
HnarHocTrka BTOpUYHOro aHtudgocdonunuaHoro cuHgpoma (AH®, AT
A12.06.030 4063 K KapguonunuHy, 1gG, IgM) 4 090
AHTUOCHONMNUAHLIA CUHOPOM, Pa3BEePHYTOE CEPONormyeckoe
uccneposaHune (AH®; AT k kapavonununy, IgG, IgM; AT k 6eta-2-
A12.06.030 4064 rnukonpoTenHy 1) 5440
14.4. PeBMaTOUgHDbIM apTPUT, NOPaXKEHUA CYCTaBOB
(Antiphospholipid Syndrome, APS)
AHTUTENA K LMKNIMYECKOMY LUTPYNAnHMpoBaHHoMy nentuay (ALLIM)
A12.06.052 [1204 (Anti-Cyclic Citrullinated Peptide, anti-CCP) 1995
AHTuTena knacca IgG k kepaTuHy (AHTUKepaTuHOBbIe aHTUTena, AKA,
AHTUdUNarrpuHoBble aHTuTena, APA) (Anti-Keratin Antibodies, AKA,
A12.06.063 [965 Anti-Filaggrin Antibodies, AFA, 1gG) 2715
AHTuTena knacca IgG k MmognumnrpoBaHHOMY LIUTPYNITMHUPOBAHHOMY
BUMeHTUHY (aHTn-MLB) (Anti-Mutated Citrullinated Vimentin
Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin Antibodies,
A12.06.062 [1332 Anti-Sa Antibodies, 1gG) 1995
A09.05.054 1333 PesmaTtonaHbin dakrop, IgA (P® IgA; Rheumatoid Factor, RF, IgA) 1460
Kpuctannbl B Maske CMHOBMANbHOWM XUAKOCTU (MOHOYpAT HaTpus,
A12.04.001 |808 nupodocdar kanbums) (Synovial Fluid Smear, Crystals) 2 105
OnuromepHbI MaTpuKCHbIN 6enok xpswa (Human Cartilage
A09.04.005 1536 Oligomeric Protein, COMP) 3165
A12.06.019 44 PesmatoungHbin cbaktop (P®P) (Rheumatoid Factor, RF) 730
14.5. BackyauTbl 1 nopaxkeHua nouek (Vasculitis and Renal Lesions)
AHTUTEna knacca IgG k 6a3anbHoN MembpaHe KryGo4KOB NoYeK (aHTK-
A12.06.024 |807 BMK) (Glomerular Basement Membrane Antibodies, Anti-GBM, IgG) 2 085
AHTuTena knacca IgG k untonnasme Hentpocunos (AHLLA) (Anti-
A12.06.037 |970 Neutrophil Cytoplasmic Antibodies, ANCA, IgG) 3450
AHTuTena knaccos IgG, IgA, IgM k kneTkam cocyamcToro sHooTenus
(HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, AECA, IgG, IgA,
A12.06.030 [812 IgM, Total) 2190
AHTuTEena knaccos IgG, IgA, IgM k peuenTopy docdonunassl A2
(PLA2R), cymmapHo (Anti-Phospholipase A2 Receptor Antibodies, Anti
A12.06.030 [822 PLA2R, IgG, IgA, IgM, Total) 3990
AHTuTena knacca IgG k muenonepokcugase (aHTn-MPO)
A12.06.037 |823 (Myeloperoxidase Antibody, MPO) 1515
AHTuTena knacca IgG k C1q daktopy komnnemeHTa (Anti-Complement
A09.05.075 |837 1q Antibodies, Anti-C1q, 1gG) 2120




A09.05.054

955

AHTuTena knacca IgG k npotenHase-3 (aHTn-PR-3) (Anti-Proteinase-3
Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG)

1515

A12.06.037

821

MaHenb aHTUTEN K aHTUreHaM aHTUHENTPOMUIIBHLIX aHTUTEN (NaHernb
aHTureHos AHLIA), 1gG (Anti-Neutrophil Cytoplasmic Antibodies,
ANCA, IgG, Panel)

3730

A12.06.037

4065

[dvarHocTuka rpaHynemMaTo3HbIX BACKyNMTOB (aHTUHYKINeapHbIn dakTop
(AH®), AT k uutonnasme Hentpodunos (AHLIA/pANCA, cANCA), IgG)

3730

B03.070.474

4066

OnarHocTtuka 6eicTponporpeccupytoLLiero rnomepynoHedputa (AT K
6asanbHon MeMbpaHe knyboukoB novek, AT Kk uutonnasme
HeviTpodunos (AHLLA/pANCA, cANCA), IgG)

4080

A12.06.037

4067

[drarHocTrka ayTOMMMYHHOIO Nopa)KeHus noYvek (aHTUHyKNeapHbIn
daktop (AH®D), AT k 6azanbHon membpaHe knyboykoB noyek, AT k
umTtonnasme Hentpodunor (AHLIA/pANCA, cANCA), I1gG)

5500

14.6. AyTOMMMYHHbIE 3HAOKPUHONATUMN: CaXapHbi Anabet 1-ro
tMna (Autoimmune Endocrinopathies: Diabetes mellitus type 1)

A12.06.020

201

AHTuTena knacca IgG k 6eTa-kneTkam noaxenygovHowm xenesbl (Anti-
Islet Cell Antibodies, Islet Cell Autoantibodies, ICA)

1920

A12.06.020

202

AHTuTena knacca IgG k ryrtamatgekapbokcunase (aHTn-GAD) (Anti-
GAD Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, IgG)

2 050

A09.23.014

202CMX

AnTtutena k GAD (rnytamaTtgekapbokeunase), 1IgG, nuksop (Anti-GAD
(glutamic acid decarboxylase), IgG, CSF)

2390

A12.06.039

200

AnTtutena knacca IgG k uHcynuHy (Insulin Autoantibodies, 1AA, IgG)

1350

A12.06.020

1285

AHTUTENa K TMpo3uHdocdartase (IA-2) (Islet Antigen 2 Antibodies, Anti-
IA2 Antibodies, IA-2 Ab, Tyrosine Phosphatase Antibodies)

2080

A12.06.020

1286

AHTUTENA K aHTUreHaMm KneTok nompkenyaoyHou xenesbl GAD/IA-2,
cymmapHo (Anti-GAD/IA2 Antibodies Pool, Glutamic Acid
Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine
Phosphatase, IA2, ICA-512) Autoantibodies, Total)

2 065

14.8. AyTOMMMYHHbI€ SHAOKPUHONATUMN: NOPAXKEHUE
HaANOYe4YHMKOB, ayTOMMMYHHAA NaToaorua roHag (Autoimmune
adrenal and gonadal insufficiency)

A12.06.071

1209

AHTUTena knaccos IgA, IgM, I1gG k TkaHW AnYHKKa (aHTMOBapuanbHble
aHTuTena), cymmapHo (Anti-Ovarian Antibodies, AOA, IgA, IgM, 1gG,
Total)

2 385

A12.06.033

1287

AHTuTena knaccos IgA, IgM, IgG k cTteponagnpoayumnpyom KneTkam
Hagno4e4vHuka (ACTIK), cymmapHo (Anti-Steroidal Cell Antibodies,
StCADb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG, Total)

1655

A12.06.033

1290

AHTUTena knaccos IgA, IgM, 1gG k cTepomanpoayuupyoLWmMM KnetTkam
audka, cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular
Anti-Steroidal Cell Antibodies, Testicular StCAb, Steroidal Cell
Autoantibodies, SCA against Testis, IgA, IgM, IgG, Total)

1980

A09.05.054

1291

AHTUTENA K CTEepPOMANPOAYLIMPYIOLLNM KIeTKam penpoayKTUBHbIX
TkaHeln (Reproductive tissue steroid-producing cells Antibodies)

3 485

14.9. AytommmyHHble 3a6oneBaHuAa Koxu (Autoimmune Skin

A12.06.030

809

AHTuTena knacca IgG k 6aszanbHon membpaHe koxu (Basement
Membrane Zone Antibodies, BMZ, 1gG )

2 640

A12.06.030

813

AHTUTEena knacca IgG k gecmocomam anngepmmca (Desmoglein
Antibodies, Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies,

IgG)

2 640

A09.05.054

1298

AHTuTena knacca IgG k gecmorneunHy-1 (Desmoglein 1, DSG1
Antibodies, IgG)

2730

A09.05.054

1330

AHTUTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous
Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, IgG)

2 640

A09.05.054

1331

AHTUTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous
Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, I1gG)

2770




A09.05.054

4054

Mpodounb «narHocTuka OynnesHbix gepmaTto3oB (AT k gecmocomam
anuaepmuca, AT k 6asanbHon membpaHe koxu)» (Bullous Dermatosis
Diagnostics profile (antibodies to epidermis desmosomes, antibodies to
skin basal membrane))

4 820

14.10. AyTOMMMYyHHbIe NOPAXKEHUA XKeNYAOUHO-KMLLEYHOro TPaKTa.
Uennakua (Autoimmune Disorders of Gastrointestinal Tract (Gl
Tract, GIT). Coeliac Disease)

A12.06.066

972

AHTuTEna K aHgomusunio, IgG (Anti-Endomisial Antibodies, IgG, EMA)

1785

A12.06.066

810

AHTUTEna knacca IgA K a3HOOMU3NIO (AHTUIHOOMU3UIHBbIE aHTUTENA,
ASMA) (Anti-Endomysial Antibodies, Anti-EMA, 1gA)

1700

A12.06.026

805

AHTuTena knaccos IgA, IgG, IgM k napueTanbHbIM KeTkam Xenyaka
(AMKXK), cymmapHo (Gastric Parietal Cell Antibodies, GPA, Anti-
Parietal cell antibodies, APCA, IgA, IgG, IgM, Total)

1990

A09.05.054

971

AnTuTena knaccos IgA u IgG k petukynuHy, cymmapHo (Anti-Reticulin
Antibodies, ARA, IgA, 1gG, Total)

1825

A12.06.055

270

AHTuTEena knacca IgG k geammanpoBaHHbiM nenTugam rmmagunHa (Anti-
Deaminated Gliadin Peptide, Anti-DGP, 1gG)

1295

A12.06.055

271

AHTUTEna knacca IgA kK geammamMpoBaHHbIM NnenTuaam rnvaguHa (Anti-
Deaminated Gliadin Peptide, Anti-DGP, IgA)

1295

A12.06.056

1282

AHTUTEna knacca IgA k TkaHeBon TpaHcrntoTammHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, IgA)

1460

A12.06.056

1283

AHTuTena knacca IgG k TkaHeBow TpaHcrntotammnHase (Anti-Tissue
Transglutaminase Antibodies, Anti-tTG, tTGA, IgG)

1405

A12.06.026

817

AHTuTena knacca IgG k BHyTpeHHemy chakTopy Kactna (Anti-Intrinsic
Factor, IFADb, Intrinsic Factor Antibodies, 1gG)

1950

A12.06.026

1335

AHTUTEna knacca IgG k caxapomuueTam (guarHoctTuka 6onesHu
Kpona) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, I1gG )

1460

A12.06.026

1336

AHTUTEna knacca IgA k caxapomuueTam (guarHocTtuka 6onesHu
Kpona) (Anti-Saccharomyces Cerevisiae Antibodies, ASCA, IgA )

1460

A12.06.037

1337

AHTUTEna knacca IgA k yutonnasme Hewvitpocdunos (AHLIA) (Anti-
Neutrophil Cytoplasmic Antibodies, ANCA, IgA)

1500

A09.05.054

944

[dvarHocTrka ayTOMMMYHHOrO naHkpeatuTa v apyrux IgG4-
accoumupoBaHHbIX 3aboneBanuii (Diagnosis of Autoimmune
Pancreatitis and other IgG4-Related Diseases)

2420

A12.06.026

4055

CepopamarHocTvka ayTOMMMYHHOIO ractpuTa U NepHULIMO3HON aHEMUU
(AT Kk napueTanbHbIM KneTkaMm xenygka; AT K BHyTpeHHeMy dakTopy
Kactna)

3 750

A09.05.054

4056

CepopaunarHocTtuka 6onesHun KpoHa v Hecneungmnyeckoro a3BeHHOro
konuTa (HAK) (AHLA/pPANCA, cANCA, IgG; AHUA/ANCA, IgA; ASCA,
IgG, IgA)

5990

A12.06.066

4057

Llennakusa, ceponormndeckuit ckpuHuHr (AT k sHgomusuio, IgA; AT k
AJeaMnanpoBaHHbIM NenTuaam rmmagauHa, 1gG; IgA obuy.)

2920

A12.06.066

4058

Llennakusa, ceponoruyeckas guarHoctuka (AT k aHgomuauto, IgA; AT k
TKAHEBOW TpaHcrnyTamuHase, IgA, IgG; IgA obuy.)

4580

A12.06.026

15306KK

AHTUTEna knaccos IgA u IgG k 6okanoBuAHbLIM KNeTKaM KULIEeYHKKa,
cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, IgG,

2410

A12.06.020

1531AALIK

AHTuTena knaccos IgG n IgA k GP2 aHTuUreHy ueHTpoaLlmHapHbIX
KNneTok nomxenygoyvHon xenesbl (Anti-GP2)

2275

A12.06.020

1532AIMK

AHTUTEnNa K auMHapHbIM KneTkam noaxenyaoyHon xenesol, 1IgG u IgA
CYMMapHO (aHTUTENa K 9K30KPUHHOW YacTu NOAXKeNyag04HON xenesbl,
Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies,

1450

14.11. AyTommmyHHble nopaxkeHna nedyeHn (Autoimmune Liver
Diseases)

A12.06.035

804

AHTUTEna knaccos IgA, 1gG, IgM k MuToxoHapusim
(AHTUMUTOXOHApMWanbHble aHTUTena, AMA), cymmapHo (Anti-
Mitochondrial Antibodies, AMA, IgA, 1gG, IgM, Total)

2 095




A12.06.025

806

AHTuTEena knaccos IgA, 1gG, IgM k rmagkon myckynatype, CyMMapHO
(Smooth Muscle Antibodies, SMA, Anti-Smooth Muscle Antibodies,
ASMA, IgA, IgG, IgM, Total)

2010

A12.06.036

819

AHTUTENAa K MMKPOCOMaM neveHn 1 noyek, cymmapHo IgA+igG+igM
(anti-liver kidney microsomal antibody, anti-LKM, IgG+IgM+ IgA)

2 005

A12.06.024

1288

MaHenb aHTUTEN KNacca IgG npy ayToMMMyHHbIX 3aboneBaHnsax
neveHun (AT k aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-
1, LC-1, SLA/LP, SSA/R0-52), ummyHobnoT (Autoimmune Disease
Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-
1, SLA/LP, SSA/R0-52, IgG, Immunoblotting)

4170

A12.06.024

1289

AHTuTEena knacca IgG k acnanornnkonpoTeENHOBOMY peLenTopy (aHTu-
ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor, Anti-
ASGPR, IgG)

1980

14.12. AyTomMmMyHHble HeBpoJlorMyeckmue sabonesaHusa
(Autoimmune Neurological Disoders)

A12.06.021

936

AHTuTena knaccos IgA, I1gG, IgM k akBanopuHy 4, cymmapHo
(anarHocTtuka HevpoonTukomuenuta, NMO) (Aquaporin-4Receptor
Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM,

3450

A12.06.025

937

AHTUTena knacca IgG k ckeneTHbIM MbiwamM (ACM) (Anti-Skeletal
Muscle Antibodies, AStMA, 1gG)

1635

A09.05.054

938

AHTUTEna knaccos IgG u IgM k raHrnmo3vngam (nanH-6not: GM1; GM2-
GM3-GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1lb, GQ1b,
cynbcatngel), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b Antibodies,
Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

6 300

A12.06.025

939

MuosauT-cneumdunyHble aHTuTena knacca IgG (nanH-6not: Mi-2, Ku,
PM-Scl 100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (R052)) (Myositis-
Specific Panel)

4 885

A12.06.074

803

AHTUTENA K aueTunxonmHosomy peuentopy (AxP, anarHocTtuka
mMunacteHun), cymmapHo (Acetylcholine Receptor Antibodies, Anti-
AChR, Total)

6 080

A12.06.021

953

AHTUHeNpOHanbHble aHTUTENa knacca IgG (nanH-6not: Hu (ANNA1),
Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), amducunanH) (Anti-Neuronal
Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri
(ANNA2), Amphiphysin))

6 080

A09.05.054

954

AHTuTena knacca IgG NMDA (N-meTtun-D-acnaptaT) rmytamaTHOMY
peuenTtopy B cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies

4 885

A12.06.064

954CMX

AHTuTena k NMDA rnytamaTtHomy peuenTtopy, IgG, onpegeneHuve B
nuksope (aHTU-NMDAR IgG, N-methyl-D-Aspartate Receptor
Antibodies, CSF)

5130

A12.23.001

4049

OnuroknoHaneHbI IgG B nmkeBope (LepebpocnmHanbHOM XXUOKOCTU) 1
cbiBopoTke kposw (Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum)

5910

A09.05.106.00

1541

CsobogHble nerkve uenu nMmmyHornobynmHoB kanna n navbaa B
nukBope (Cerebrospinal Fluid Concentration of Immunoglobulin Free

2420

A12.06.021

1538

AHTUTENa K MvenuHy IgG, meton HeNnpPSAMON UMMYHOMIHOOPECLEHLINM
(Anti-myelin antibody, 19G, IF)

1865

A09.05.054

1581CB

AnTtutena k LGIM1 n CASPR2 (KOMMNOHEHTBI KOMMIEKCa KanmesblX
kaHanos), IlgG, ceiBopoTka kpoBu (VGKC-associated proteins LGI1 and
CASPR2 antibodies, serum)

7 060

A09.05.054

1581CMX

AHTuTena k LGI1 n CASPR2 (KOMNOHEHTbI KOMMNeKkca KanmesblX
kaHanoB), IgG, nukeop (VGKC-associated proteins LGI1 and CASPR2
antibodies, CSF)

7 060

A12.06.021

1584AN

AHTUHeNpoHanbHbIe aHTUTENa, IgG, MeTon HenpsMon
ummyHodnyopecueHuun (Neuronal antibodies, 1gG, Indirect
immunofluorescence (IIF))

3785

A12.06.021

1585MUSK]

AHTUTEnNa K MblllevyHo-cneundgunyeckon TMposmHknHase (aHtu-MuSK) B
cbiBOpoTke KpoBw, (Muscle-specific tyrosine kinase (MuSK) antibody)

6 275

A12.06.021

1537

KomnnekcHoe nccnegoBaHme Ans UCNONb30BaHWUS B ANarHoCTuKe
paccesHHOro Cknepo3sa: onpeaerneHve onuroknoHaneHoro 1gG
(nukBop, cbiBOPOTKA) 1 CBODOAHBIX NErknx uenen MMMyHOrnobynmHos

6 265




14.13. AytommmyHHble 3a60/1eBaHUA IeTKUX U cepaua
(Autoimmune Lung Diseases, Autoimmune Heart Diseases)

AHTuTena knacca IgG k cepaeyvHon myckynatype (Mvuokapay),

A12.06.023 |815 aHTUMunokapgmansHbele aHTutena (Anti-Heart Antibodies, 1gG) 1575

AKTUBHOCTb aHIMOTEH3NH-NpeBpaLlatowero depmeHTa (Arld)
A09.05.122 844 cbiBopoTkU KpoBwu (Angiotensin Converting Enzyme, ACE, Serum) 2 765

BocnanuteneHble mnokapgunonatum (AT kK mutoxoHapuam (AMA), AT k
A12.06.023 4068 cepAaeyHon myckynartype) 3255

14.14. UmmyHHble TpombouuTtoneHun (Immune Thrombocytopenia,

ITP)

AHTuTena knacca k IgG Tpombountam, Henpsimon TecT (Platelet
A12.06.013 |973 Antibodies 1gG, Indirect) 3940

15.1. Annepronoruyeckue uccnegosaHusa, TexHonorusa ImmunoCAP

(Allergy examination, ImmunoCAP technology)
A09.05.118 |6804E1 Koweka, nepxotb (e1) IgE, ImmunoCAP 890
A09.05.118 |6803E5 Cobaka, nepxotb (€5) IgE, ImmunoCAP 1090
A09.05.118 [6805F2 Monoko kopoBbe (f2) IgE, ImmunoCAP 1145
A09.05.118 [6809T3 Bepesa (t3) IgE, ImmunoCAP 1145
A09.05.118 |6817D1 Knew, gpomawHen neinu / D. pteronyssinus (d1) IgE, ImmunoCAP 1145
A09.05.118 6818D2 Knew, gomaiwwHen neinm / D. farina (d2) IgE, ImmunoCAP 1145
A09.05.118 |6819H1 |OomawHsas nbinb (Greer Labs.) (h1) IgE, ImmunoCAP 1145
A09.05.118 6825H2 HomawwHsas neinb (Hollister —Stier) (h2) IgE, ImmunoCAP 1145
A09.05.118 6830M6 |Alternaria alternata (m6) IgE, ImmunoCAP 1145
A09.05.118 6831M3  |Aspergillus fumigatus (m3) IgE, ImmunoCAP 1145
A09.05.118 6832M1 Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP 1325
A09.05.118 |6834M2 |Cladosporium herbarum (m2) IgE, ImmunoCAP 1145
A09.05.118 [6835G6 |TumodpeeBka nyroeas (g6) IgE, ImmunoCAP 1145
A09.05.118 6836F1 Anynbin 6enok (f1) IgE, ImmunoCAP 1145
A09.05.118 [6837F75 |AudHbin xenTok (f75) IgE, ImmunoCAP 1145
A09.05.118 6861E85 |Kypuua, nepo (e85) IgE, ImmunoCAP 1145
A09.05.118 [6824E213 |[[lMonyran, nepo (€213) IgE, ImmunoCAP 1145
A09.05.118 6874W6 |lMonbiHb 06bikHOBeHHas (w6) IgE, ImmunoCAP 1145
A09.05.118 |6880F3 Tpecka atnaHTuyeckas (f3) IgE, ImmunoCAP 1210
A09.05.118 6920W5 |MonbiHb ropbkas (w5) IgE, ImmunoCAP 1145
A09.05.118 6869F4 Muwenwnua (f4) IgE, ImmunoCAP 1145
A09.05.118 [6870F93 |Kakao (f93) IgE, ImmunoCAP 1325
A09.05.118 |6871F14 |[CoeBble 6060bI (f14) IgE, ImmunoCAP 1145
A09.05.118 [6872F13 |Apaxuc (f13) IgE, ImmunoCAP 1145
A09.05.118 [6873F83 |Msco kypuubl (f83) IgE, ImmunoCAP 1145
A09.05.118 [6875F49 |A6noko (f49) IgE, ImmunoCAP 1145
A09.05.118 6877F92 |BanaH (f92) IgE, ImmunoCAP 1325
A09.05.118 [6878F27 |[loBsauvHa (f27) IgE, ImmunoCAP 1145
A09.05.118 [6879F45 |Opoxokm nekapckue (Saccharomyces cerevisiae) (f45) IgE, 1325
A09.05.118 [6881F25 [[Momugop (f25) IgE, ImmunoCAP 1145
A09.05.118 [6882F33 |AnenbcuH (f33) IgE, ImmunoCAP 1145
A09.05.118 [6884F7 Osec (f7) IgE, ImmunoCAP 1145
A09.05.118 6886F11 |Ipeuuxa (f11), IgE, ImmunoCAP 1325
A09.05.118 [6887F35 |Kaptodens (f35) IgE, ImmunoCAP 1325
A09.05.118 6888F225 |TwikBa (f225) IgE, ImmunoCAP 1145
A09.05.118 [6889F208 |JlumoH (f208) IgE, ImmunoCAP 1145
A09.05.118 |6890F44 |3emnsHuka, KnybHuka (f44) IgE, ImmunoCAP 1145
A09.05.118 [6891F31 |MopkoBb (f31) IgE, ImmunoCAP 1315
A09.05.118 |6892F9 Puc (f9) IgE, ImmunoCAP 1325
A09.05.118 [6893F26 |CsuHuHa (f26) IgE, ImmunoCAP 1145
A09.05.118 6894F24 |KpeseTtka (f24) IgE, ImmunoCAP 1145
A09.05.118 |6896F17 |®yHayk (f17) IgE, ImmunoCAP 1325
A09.05.118 6898F84 |Kusn (f84) IgE, ImmunoCAP 1145
A09.05.118 |6903F210 |AHaHac (f210) IgE, ImmunoCAP 1145




A09.05.118 |6908171 |Komap (i71) IgE, ImmunoCAP 1145
A09.05.118 6911C1 MeHuumnnun G (c1) IgE, ImmunoCAP 1220
A09.05.118 6917K82 |Nartekc (k82) IgE, ImmunoCAP 1220
A09.05.118 6919E81 |OBua, snutenui (e81) IgE, ImmunoCAP 1090
A09.05.118 [6807F78 |KaseuH, monoko (nBos d8) (f78) IgE, ImmunoCAP 2 655
A09.05.118 6806F76 |Anbda-naktansbymun (nBos d4) (f76) IgE, ImmunoCAP 2 655
A09.05.118 [6808F77 |Beta-nakrornobynuvH, (nBos d5) (f77) IgE, ImmunoCAP 2 655
A09.05.118 |6848F232 |OBanbbymuH, anbbymuH sndHbii, nGal d2 (f232) IgE, ImmunoCAP 2 655
A09.05.118 [6849F233 |OBomykoua, nGal d1 (f233) IgE, ImmunoCAP 2 655
A09.05.118 6851K208 |/lusounm anua, nGal d4 (k208) IgE, ImmunoCAP 2 655
B03.002.004 |6822MX2 |Cwmecbk annepreHoB nnecenn (mx2) IgE, ImmunoCAP 1735
B03.002.004 [6914FX5 |Cmecb getckmx nuwieBbix annepreHoB (fx5) IgE, ImmunoCAP 1735

Cwmecb annepreHoB gomatuHen noinu (Hollister-Stier) (hx2) IgE,
B03.002.004 |6820HS |ImmunoCAP 1735
B03.002.004 |6821TX9 |Cwmecbk annepreHoB nbinbupbl gepeBbes (tx9) IgE, ImmunoCAP 1680
B03.002.004 |6838WX1 |Cmecb annepreHoB nNbinbLbl COpHbIX TpaB (wx1) IgE, ImmunoCAP 1735
B03.002.004 |6868GX1 |Cmechk nbinbLbl paHHeUBeTywmux nyrosbix Tpas (gx1) IgE, ImmunoCAP| 1 680
B03.002.004 [6823MX1 |Cwmecb annepreHoB nnecHesbix rpubkos (mx1) IgE, ImmunoCAP 1460
B03.002.004 [6883CF |Cwmecb nuweBbix annepreHoB (fx15) IgE, ImmunoCAP 1735
B03.002.004 |6802PH |Phadiatop ImmunoCAP, IgE 3575
A09.05.118 (68107215 |Bepesa 6opopgaBuartas, rBet v1/PR-10 6enok (1215) IgE, ImmunoCAP 2 655
A09.05.118 |6811T221 |bepesa 6opopasyatas, rBet v2, rBet v4 (1221) IgE, ImmunoCAP 2 655
A09.05.118 [6812G213 |TumodpeeBka nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP 2 655
A09.05.118 |6813G214 |TumodpeeBka nyroeas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 2 825
A09.05.118 |6814W230|AmbBpo3nsa Bbicokas, nonbiHonuctHas, nAmb a1 (w230) IgE, 2 655
A09.05.118 6815W231 |MonbiHb 06bikHOBEHHas, nArtv1 (w231) IgE, ImmunoCAP 2 655
A09.05.118 |6816W233 |lMonbiHb 06blkHOBeHHast, nArtv3 (w233) IgE, ImmenoCAP 2 765
A09.05.118 6841E94 |Kowka, rFel d1 (e94) IgE, ImmunoCAP 2 655
A09.05.118 |6843E101 [Cobaka, rCan f 1 (e101) IgE, ImmunoCAP 2 655
A09.05.118 |6844E102 |Cobaka, rCan f 2 (e102) IgE, ImmunoCAP 2 625
A09.05.118 6846M229 |Alternaria alternate, rAlt a 1 (m229) IgE, ImmunoCAP 2 655
A09.05.118 6847E204 |Bblunn cbIBOPOTOUHbLIN anbbymuH, nBos d6 BSA (e204) IgE, 2 655
A09.05.118 |6855F353 [Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 2 655
B03.002.004 |6801PI Phadiatop Infant ImmunoCAP, IgE 3 045

15.2. UmmyHornobynuH E obwuii (IgE, Total)

MmmyHorno®ynuHel knacca E (o6wuin IgE, nmmyHorno®ynuH E o6wwnin)
A09.05.054.00]67 (Immunoglobulin E Total, IgE Total) 845

15.3. OnpegeneHune cneynduyeckux IgE: KomnnekcHole

annepronaHenu (Determination of Specific IgE: Comprehensive
B03.002.004 |665 MaHenb pasHble anneprensbl, IgE (Panel Different Allergens, IgE) 10 740
B03.002.004 (670 MaHenb negmatpudeckas, IgE (Pediatric Panel, IgE) 11 490
B03.002.004 |666 MaHenb pecnupaTopHble annepreHbl, IgE (Respiratory Panel, IgE) 10 990

15.4. OnpepgeneHune cneundpuyeckux IgE: nuwesble annepreHbl

(Determination of Specific IgE: Food Allergens)
B03.002.004 |669 MaHenb nuweBble anneprexsl, IgE (Food Allergy Panel, IgE) 13 080

Cwmecb nuLeBbIX annepreHoB 1: anenbcuH, 6aHaH, s6roKo, NeEPCUK,

IgE (FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple,
B03.002.004 |637 Peach, IgE)* 2410

Cwmecb NyweBbIX annepreHoB 2: KNMBK, MaHro, 6aHaH, aHaHac, IgE

(FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana,
B03.002.004 |638 Pineapple, IgE)* 2410

Cwmecb NuLEBbIX annepreHoB 3: CBMHUHA, KYpPUHOE MSICO, FOBSAVHA,

6apaHnwuHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef,
B03.002.004 |639 Chicken Meat, Lamb, IgE)* 2410
A09.05.118 677 AHaHac, IgE (Pineapple, IgE, F210) 835
A09.05.118 998 AnenbcuH, IgE (Orange, IgE, F33) 835
A09.05.118 |611 Apaxuc, IgE (Peanut, IgE, F13) 835
A09.05.118 676 BaHaH, IgE (Banana, IgE, F92) 835




A09.05.118 673 BapaHuHa, IgE (Lamb, IgE, F88) 835
A09.05.118 649 Beta-nakrornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 835
A09.05.118 645 loBsiguHa, IgE (Beef, IgE, F27) 835
A09.05.118 |636 Npenindopyr, IgE (Grapefruit, IgE, F209) 835
A09.05.118 650 KaseuH, IgE (Casein, IgE, F78) 835
A09.05.118 |642 Kanycta ko4aHHas, IgE (Cabbage, IgE, F216) 835
A09.05.118 646 Kaptodens, IgE (Potato, IgE, F35) 835
A09.05.118 |654 Kueu, IgE (Kiwi Fruit, IgE, F84) 835
A09.05.118 634 Kny6Huka, IgE (Strawberry, IgE, F44) 835
A09.05.118 608 KopoBbe monoko, IgE (Milk, IgE, F2) 835
A09.05.118 614 Kpabsl, IgE (Crab, IgE, F23) 835
A09.05.118 |615 Kpesetku, IgE (Shrimp, IgE, F24) 835
A09.05.118 675 Mawro, IgE (Mango, IgE, F91) 835
A09.05.118 617 Mopkosb, IgE (Carrot, IgE, F31) 835
A09.05.118 648 OBcsaHasga myka, IgE (Oat, IgE, F7) 1035
A09.05.118 632 Mekapckne agpoxoky, IgE (Baker’'s Yeast, IgE, F45) 835
A09.05.118 674 Mepcuk, IgE (Peach, IgE, F95) 835
A09.05.118 |655 MueHble gpoxoku, IgE (Brewer’s Yeast, IgE, F403) 835
A09.05.118 |647 Mpoco, IgE (Common Millet, IgE, F55) 835
A09.05.118 610 MwennyHasa myka, IgE (Wheat, IgE, F4) 835
A09.05.118 [652 Pwuc, IgE (Rice, IgE, F9) 835
A09.05.118 |644 CsuHuHa, IgE (Pork, IgE, F26) 835
A09.05.118 619 Cenbaepen, IgE (Celery, IgE, F85) 835
A09.05.118 |612 CoeBble 606blI, IgE (Soybean, IgE, F14) 835
A09.05.118 |616 Tomarsl, IgE (Tomato, IgE, F25) 835
A09.05.118 |609 Tpecka, IgE (Codfish, IgE, F3) 835
A09.05.118 643 TeikBa, IgE (Pumpkin, IgE, F225) 835
A09.05.118 613 dyHayk, IgE (Hazelnut, IgE, F17) 835
A09.05.118 653 A6noko, IgE (Apple, IgE, F49) 835
A09.05.118 [607 Anynbin 6enok, IgE (Egg White, IgE, F1) 835
A09.05.118 |618 Anynbin xentok, IgE (Egg Yolk, IgE, F75) 835

15.5. OnpeaeneHue cneyndudeckux IgE: 6biToBbIe annepreHbl

(Determination of Specific IgE: Household Allergens)

Cwmecb annepreHoB nnecenun: Penicillium notatum, Cladosporium

herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis,

IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum,

Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,
B03.002.004 |602 Alternaria tenuis, IgE)* 2410
A09.05.118 623 lNMneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 1125
A09.05.118 624 MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, 835
A09.05.118 [625 MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 835
A09.05.118 627 MNMneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 835
A09.05.118 |631 HomawHasa neins/H1-Greer, IgE (House Dust — Greer, IgE, H1) 1 090

Krnew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides
A09.05.118 621 pteronyssinus, IgE, D1) 1220

Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides
A09.05.118 622 farinae, IgE, D2) 1220

15.6. OnpepgeneHune cneundpunueckux IgE: annepreHbl XKUBOTHbIX

(Determination of Specific IgE: Allergens of Animal Origin)

Cwmecb annepreHoB AOMaLUHWX rPbI3YHOB: ANUTENNA MOPCKOW CBUHKN,

3ANUTENUIN Kponuka, aNUTeNun XoMsika, Kpbica, Mbliwb, IgE (EP70 (E6,

E82, E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit
B03.002.004 (1070 Epithelium, Hamster Epithelium, Rat, Mouse, IgE)* 2410
A09.05.118 605 Kowka, IgE (Cat Dander-Epithelium, IgE, E1) 970
A09.05.118 |606 Cobaka, IgE (Dog Epithelium, IgE, E2) 835
A09.05.118 |620 TapakaH, IgE (Cockroach, IgE, 16) 835
A09.05.118 660 Mopckas cBuHka, anutenui, IgE (Guinea Pig Epithelium, IgE, E6) 835
A09.05.118 |662 Osua, anutenun, IgE (Sheep Epithelium, IgE, E81) 835




A09.05.118 |663 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 1370
15.7. OnpeaeneHune cneyunduyeckux IgE: annepreHbl NbisbLbl
pacteHuit (Determination of Specific IgE: Allergens of Plant Pollen)
Cmecb annepreHoB TpaBsbl: exa cOopHas, OBCSHHMLA NyroBas, poXxb
MHOroneTHsas, TumodeeBka, MaTnuk nyrosow, Ige (GP1 (G3, G4, G5,
G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial
B03.002.004 |600 Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)* 2 330
Cmecb annepreHoB TpaBbl: KONTOCOK OYLUMCTbIA, POXKb MHOTONETHSS,
TUMOdeeBKa, POXb KyNbTUBUPOBaHHAs!, OyxapHUK LWepcTUCTbIR, IgE
(GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass,
Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet
B03.002.004 |601 Grass, IgE)* 2410
Cwmecb annepreHoB AepeBbeB: OfbXa, fnewnHa obbIKHOBEHHas, UBa,
Gepesa, ayo, IgE (TP9 (T2, T4, T12, T3, T7), Tree Panel: Alder,
B03.002.004 |603 Hazelnut, Willow, Birch, Oak, IgE)* 2410
Cwmecb annepreHoB COpHOW TpaBbl: aMBpo3ns NOMbIHHONNCTHaS,
nonblHb 0BbIKHOBEHHAs!, NOAOPOXHMK, Mapb benas, 4epTononox
pycckun, IgE (WP1 (W1, W6, W9, W10, W11), Weed Panel: Common
B03.002.004 |604 Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian 2410
A09.05.118 657 Bepesa, nbinbya, IgE (Birch, IgE, T3) 835
A09.05.118 |640 Tonone, IgE (Cottonwood, IgE, T14) 1085
A09.05.118 |656 Tumodpeeska, nbinbua, IgE (Timothy Grass, IgE, G6) 1380
A09.05.118 |658 MonbiHb 0ObIKHOBEHHas, NbinbLa, IgE (Mugwort, IgE, W6) 835
15.8. OnpegeneHue cneynduyeckux Igk: npodpeccmoHanbHbie
annepreHbl (Determination of specific IgE: professional allergens)
A09.05.118 [628 JlaTekc, IgE (Latex, 19G, K82) 835
15.9. OnpeaeneHune cneynduyeckux IgG: nuiesbie annepreHbl
(Determination of Specific IgG: Food Allergens)
Cwmecb nuLeBbIX annepreHoB 1: anenbcuH, 6aHaH, s6roKo, NePCUK,
IgG (FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple,
B03.002.004 |6612 Peach, 1IgG)* 2410
Cwmecb nuLeBbIX annepreHoB 2: KMBK, MaHro, 6aHaH, aHaHac, 1gG
(FP50 (F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana,
B03.002.004 |6611 Pineapple, 1gG)* 2410
Cwmecb NyLEBbLIX annepreHoB 3: CBMHUHA, KYPUHOE MSICO, FOBSAVHA,
6apaHwuHa, IgG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef,
B03.002.004 |6613 Chicken Meat, Lamb, IgG)* 2410
B03.002.004 |231ALL AHTUTEna knacca IgG K naHenu nNueBbIX anfepreHoB 19 730
A09.05.118 6672 AHaHac, IgG (Pineapple, IgG, F210) 835
A09.05.118 [6667 AnenbscuH, IgG (Orange, 1gG, F33) 1090
A09.05.118 6645 Apaxuc, IgG (Peanut, IgG, F13) 835
A09.05.118 [6671 BanaH, IgG (Banana, 1gG, F92) 835
A09.05.118 [6668 BapaHuHa, IgG (Lamb, IgG, F88) 835
A09.05.118 |6601 Beta-nakrornobynuH, IgG (Beta Lactoglobulin, 1gG, F77) 835
A09.05.118 [6654 loBsigmHa (F27), anneprex-cneundguyeckme IgG (Beef, IgG, F27) 835
penndpyT (F209), annepren-cneunduyeckume IgG (Grapefruit, IgG,
A09.05.118 |[6666 F209) 835
pevneBas myka (F11), annepren-cneuundudeckne IgG (Buckwheat,
A09.05.118 [6644 IgG, F11) 835
A09.05.118 |6602 KasewnH (F78), annepren-cneundudeckme IgG (Casein, IgG, F78)) 835
Kanycta ko4yaHHas (F216), annepreH-cneuuduyeckne IgG (Cabbage,
A09.05.118 [6649 lgG, F216) 835
A09.05.118 [6657 KapTtodpens (F35), anneprex-cneunduyeckme IgG (Potato, IgG, F35) 835
A09.05.118 6608 Kusu (F84), annepren-cneundudeckme IgG (Kiwi Fruit, IgG, F84) 835
A09.05.118 [6659 KnybHuka (F44), annepreH-cneumdudeckme IgG (Strawberry, 1gG, F44) 835
A09.05.118 |6648 KopoBbe monoko (F2), annepren-cneundudeckume IgG (Milk, 1gG, F2) 835
A09.05.118 |6652 KpeseTku (F24), annepren-cneunduyeckme 1gG (Shrimp, 1gG, F24) 835




KypuHoe msico (F83), annepreH-cneundudeckme IgG (Chicken Meat,

A09.05.118 [6603 lgG, F83) 835
A09.05.118 |6609 JInmon (F208), annepren-cneundudeckme IgG (Lemon, IgG, F208) 835
A09.05.118 |6670 Manro (F91), annepren-cneumdgudeckue IgG (Mango, IgG, F91) 835
A09.05.118 |6656 MopkoBb (F31), annepren-cneumdudeckue IgG (Carrot, IgG, F31) 835
A09.05.118 6661 OscaHaga myka (F7), annepren-cneundudeckme IgG (Oat, IgG, F7) 1 005

Mekapckne apoxokn (F45), annepren-cneundudeckme IgG (Baker's
A09.05.118 [6664 Yeast, IgG, F45) 1090
A09.05.118 [6669 Mepcuk (F95), annepreH-cneunduyeckme IgG (Peach, IgG, F95) 835

MueHble gpoxokn (F403), annepren-cneundudeckme 1gG (Brewer’s
A09.05.118 [6610 Yeast, 1gG, F403) 835
A09.05.118 |6660 Mpoco (F55), annepren-cneundudeckme IgG (Common Millet, 1gG, 835
A09.05.118 |6658 MuwennyHasa myka (F4), annepreH-cneunduyeckne IgG (Wheat, 1g9G, 835
A09.05.118 |6605 Puc (F9), annepren-cneunduyeckme IgG (Rice, IgG, F9) 835
A09.05.118 [6653 CsuHuHa (F26), annepren-cneundudeckue IgG (Pork, IgG, F26) 835
A09.05.118 |6646 CoeBble 60661 (F14), annepreH-cneundudeckme IgG (Soybean, 1gG, 835
A09.05.118 [6607 Tomarbl (F25), annepren-cneunduyeckme IgG (Tomato, IgG, F25) 835
A09.05.118 |6655 Tpecka (F3), annepreH-cneuudunyeckme IgG (Codfish, IgG, F3) 835
A09.05.118 |6650 TeikBa (F225), annepren-cneuyndudeckne IgG (Pumpkin, IgG, F225) 835
A09.05.118 6647 dyHayk (F17), annepren-cneumdmyeckue IgG (Hazelnut, IgG, F17) 835
A09.05.118 |6665 Wokonap, (F105), annepren-cneundudeckne IgG (Chocolate, IgG, 1 090
A09.05.118 |6606 Abnoko (F49), annepreH-cneuunduyeckne IgG (Apple, IgG, F49) 835
A09.05.118 6643 Anynbin 6enok (F1), annepreH-cneumndgudeckue IgG (Egg White, IgG, 835

Anunbin xentok (F75), anneprex-cneundunyeckme 1gG (Egg Yolk, 19G,
A09.05.118 [6662 F75) 835

MonekynapHO reHeTu4eckoe nccrnegoBaHue nNpu pake Tena mMaTku
A27.30.228 [5511 (MSI, POLE) 11185
A27.30.229 5512 BoisiBnenne tpaHcnokauun EML4ALK, ROS1 n mytaumi B reHe MET 15 545
A12.05.013 |7313 Kapvotnn nnoga (abopTHbIi MaTepuran) 23 140

OueHka CoCTosAHMSE MUKPOBMOLIEHO3a TOMNCTOrO KULLIEYHMKA, 16

nokasaTtenen (Hopmodpropa, yCrnoBHO-NaToreHHasa cropa) MeToaoMm
A26.19.069.00{3347 MupP. KOJIOHO®JIOP-16 (MeTabonmam) 5290

OueHka COCTOsIHUSE MMKPOBUOLIEHO3a TONCTOrO K1LeYHMKa, 16

nokasaTenen (Hopmodpropa, yCroBHO-NaTOreHHas 1 naToreHHas
A26.19.069.0013348 dnopa) metogom MNMLP. KOJIOHO®JIOP-16 (6noueHo3) 5290

CKPUHMHIOBOE MCCrefoBaHNE HamnpaBreHHble Ha BbisiBNEHNne MeTo4oM

MUP Bo3byauTenen KnweYHbIX Napa3nTto3oB (NssiMbnvosa, amebrasa,
A26.19.010 |3349 6GnacToLUMCTHOM UHBA3UK, KPMNTOCMNOPMAMO3a, n3ocnoposa). lNpoTto- 2 820

"enbmo-ckpuH. CkpuHuHrosoe MNUP-nccnegosaHue Bo3dyamTtenen

renbMMHTO30B (3HTepobunosa, ackapmnaosa, oudunnnoboTprosa,
A26.19.010 3355 ONUCTOPX03a, TEHNO3a) 2 695
A27.30.223 |777722 MyTtauun B reHe POLE 9 650
A27.30.052 |777723 MyTtauuu B reHe IDH2 13 525
A27.30.051 [777724 MyTtauun B reHe IDH1 13 525
A27.30.184 |777725 Mytaumsa PIK3CA 13525
A27.30.057 777727 OnpegeneHne metunmpoBaHusa reHa MGMT 13 525

OnpepeneHne pacnpocTpaHeHHbIxX MyTaumii reHoB BRCA1,BRCA2
A27.05.040 560 npu pake MOJIOYHON XKernesbl U ASYHMKOB B BMoncMiHoM martepuane 7970
A27.05.062 562 Onpepenenne mytaumi B 18,19.20, 21 ak3oHax reHa EGFR 9 800
A27.30.001 574 OnpepgenexHne MnkpocaTennUMTHOM HecTtabunbHocTn (MSI) 7 595
A27.30.017 577 OnpepeneHne nepectpoek reHa ALK 8 655
A27.30.018 |578 OnpepeneHne nepecTtpoek reHa ROS1 8 655

15.10. OnpepeneHue cneumndpudeckux IgG: 6biIToBble annepreHbol

(Determination of Specific IgG: Household Allergens)

Cwmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium

herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis,

IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum,

Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,
B03.002.004 |6619 Alternaria tenuis, 1gG)* 2 410




B03.002.004

6614

MneceHb Penicillium notatum (M1), annepren-cneunduyeckme 1gG
(Penicillium notatum, IgG, M1)

835

B03.002.004

6615

MneceHb Cladosporium herbarum (M2), annepreH-cneunduyeckme
IgG (Cladosporium herbarum, 1gG, M2)

835

B03.002.004

6618

MneceHb Alternaria tenuis (M6), anneprex-cneundunyeckune IgG
(Alternaria tenuis, 1gG, M6)

835

A09.05.118

6632

Knew, Dermatophagoides pteronyssinus (D1), annepren-
cneunduyeckme IgG (Dermatophagoides pteronyssinus, 1gG, D1)

835

A09.05.118

6633

Knew, Dermatophagoides farinae (D2), annepreH-cneunduyeckne IgG
(Dermatophagoides farinae, 1gG, D2)

835

B03.002.004

6616

MneceHb Aspergillus fumigatus (M3), annepren-cneundguyeckue 1gG
(Aspergillus fumigatus, 19G, M3)

875

15.11. OnpeaeneHue cneumpuueckunx IgG: annepreHbl X UBOTHbIX
(Determination of Specific IgG: allergens of Animal Origin)

A09.05.118

6638

Kowka, anutenuii (E1), anneprex-cneumndmdeckune IgG (Cat Dander-
Epithelium, 19G, E1)

835

A09.05.118

6639

Cobaka, anutenun (E2), anneprex-cneundgunyeckme 1gG (Dog
Epithelium, 19G, E2)

835

16.1. CeeToonTUuecKkoe uccnegosaHue cnepmartosounaos (Optical
Study of Spermatozoa)

A27.21.001

595

WccnepoBanue pparmenTaumm HK B cnepmaTtosongax METOAOM
TUNEL (Sperm DNA Fragmentation, TUNEL)

9990

16.2. dneKTPOHHO-MUKPOCKONUYECKOe UuccieaosaHue cnepmbl
(Electron-Microscopic Study of Sperm)

B03.053.002

594

OnNeKTPOHHO-MMKPOCKONNYECKOE UCCEA0BaHNE CNEPMaTO30Ma0B
(BMUC) (Electron-Microscopic Study of Sperm)

14 900

16.3. AHTUCnepmanbHble aHTUTena (Antispermatozoal Antibodies)

A12.06.028

597

MAR-TecT, IgA (konnyecTBeHHOE onpeaeneHne HannyYnsi/oTCyTCTBUsE
aHTUcnepmarsnbHbIX aHTUTEN Kracca A ¢ UCNONb30BaHWEM NAaTEKCHbIX
yacTuy Ha nosepxHocTu cnepmartosoungos) (MAR-test — Mixed
Antiglobulin Reaction, IgA)

1745

A12.06.028

598

MAR-TecT, IgG (konuyecTBeHHOe onpeaeneHue HanuuuMa/oTcyTCTBUS
aHTHcnepmarbHbIX aHTUTen knacca G ¢ MCNonb30BaHWEM NTaTEKCHbIX
yacTuy Ha nosepxHocTu cnepmartosoungos) (MAR-test — Mixed
Antiglobulin Reaction, IgG )

1745

A09.20.012

224

AHTUTEna aHTucnepManbsHble B cnepme (Anti-Spermatozoa Antibodies,
ASA, Semen)

1760

A09.20.012

223

AHTUTEnNa aHTMcnepMarnbHble B CbIBOPOTKe kpoBu (Anti-Spermatozoa
Antibodies, ASA, Serum)

1760

17.1. XnpaKocTtHaa yutonorua, okpawmsaHue no MNanaHukonay
(Liquid-Based Cytology, LBC, Pap-Test)

A08.20.017.00

518

XKugkocTHas untonorus. Liutonornyeckoe nccrnegoBaHune
BuomaTtepwmana Lenkn matku (okpawumsaHune no NanaHunkonay,

2 560

17.2. OKpawunsaHue no NanaHukonay ? Pap-tect (Papanicolaou

A08.20.017

517

LinTonornyeckoe nccnegoBaHue buomaTepuarna LUENKM MaTKu
(okpawwmBanue no Mananukonay, Pap-tecT) (Cytological Examination:
Cervix, Pap-test)

3380

A08.20.020

519

Lintonornyeckoe nccnepoBanne bnomarepuana cockoboB BynbBbI U
Bnaranuviia, KpoMme Lienkn MaTky (okpalumsaHue no NanaHukonay, Pap
TECT)

1725

17.3. OKkpawwuBaHue no PomaHoBckomy-Tumse (Romanowsky-
Giemsa Stain)

A08.17.002

500

LinTonornyeckoe nccnegoBaHue matepuana, nory4eHHoro npu
XVPYPrMyeckux BMeLlaTenbCTBax u ApYrnx CPOYHbIX UCCIeg0BaHNSX
(Cytological Examination of Material Obtained during Surgical

Procedures and Other Urgent Research)

1240




A08.01.002

502

WccnepnoBaHne cockoboB M OTNEYaTKOB C MOBEPXHOCTU KOXM U
cnuauctelx (Examination of Scrapings and Prints of Skin and Mucous
Membranes)

1240

A08.03.001

503

WcecneposaHme cockoboB M 0TnevaTKoOB ONyxornemn n onyxonenogobHbix
obpasoBaHun (Examination of Scrapings and Prints Tumor and Tumor
Like Formations)

1240

A08.17.002

5043HM

WccnepgoBaHue sHaockonuyeckoro maTtepuana (Examination of
Endoscopic Material)

1240

A08.09.008

504CBEP

WcecnepoBaHusa npombiBHBIX BoA O6poHXoB (MiccnegoBaHne CMbIBOB C
6ponxoB) (Examination of Bronchial Washouts)

1240

A08.20.017

505

WccnepnoBaHne cockoboB LIENKN MaTKM U LlepBUKanbHOIo KaHana
(Examination of Scrapings: Cervix and Cervical Canal )

1335

A08.20.017

5056

LinTonornyeckoe nccnegoBaHue anuTeNUs LWENKM MaTkvM C onucaHnemM
no TepmuHonoruyeckon cucteme betecaa (The Bethesda System ?
TBS) (Cytological Examination of Cervical Epithelium with Description
on The Bethesda System, TBS)

2 000

A08.20.004

506ACI1

WccnepoBaHuve acnvparta us nonoctu maTku (Masku) (Examination of
Uterine Aspiration )

1240

A08.20.017

506BMC

WccnepoBaHve oTnevyaTtka ¢ BHyTpMMaToYHou cnupanu (BMC)
(Examination of Imprint Intrauterine Device, IUD)

1240

A08.28.012

507MOM

WccneposaHme moyn (Examination of Urine)

1240

A08.20.015

507MXE

WccneposaHuve BbigeneHnn u3 monoyHom xenessl (Examination of
Breast Discharge)

1240

A08.30.028

507T3C

WccnegoBaHne TpaHccyaaToB, akccyaaToB, cekpeToB (Examination of
Transudates, Exudates, Secrets)

1240

A08.09.011

508

WccnepnoBaHmne mokpoTbl (Examination of Sputum)

1240

A08.20.015

509MXE

WccnepoBaHve nyHKTaTOB MOMNOYHOM Xenesbl (Examination of
Punctates: Breast)

1240

A08.01.002

509KOX

WccnepoBaHme nyHkTaToB Kok (Examination of Punctates: Skin)

1240

A08.30.003

510

WccnepoBaHme NyHKTaTOB OpYyrMx opraHoB u TkaHen (Examination of
Punctates: Other Organs and Tissues)

1240

A08.22.004

5106

Lintonornyeckoe nccnenoBaHmne nyHKTaTa LMTOBUOHOW Xenesbl C
onucaHuem no TepMuHornornyeckon knaccudukauum betecpa (The
Bethesda System for Reporting Thyroid Cytopathology (TBSRTC), Fine
Needle Aspiration (FNA))

2000

A08.08.002

512

Lintonornyeckoe nuccnepoBaHune cockoba (Maska) crimsamcton o60n04ku
nonocTtun Hoca (ogHa nokanusauus) (Cytological Examination:
Scrapings (Smear) of Nasal Mucous Membrane (1 Localization))

1240

A08.16.007

514

WccnepoBaHme 3HOOCKONMYECKOrO MaTepuana Ha Hanvdve
Helicobacter pylori (Examination of Endoscopic Material: Presence of
Helicobacter pylori)

2 825

17.4. KoHcynbTauua rotoebix npenapartos (Cytological Examination
of Early Stained Slides with Cytological Smear)

A08.30.007

5000

KoHcynbTaums rotoBbIX LMTONOIMYECKNX NpenapaToB (OAHO CTEKIIO)
(Consultation of Finished Cytological Preparations (1 Glass))

525

18.1. FMcTONOrMUYECcKne UCCcNe0BaHUA C OKpalMBaHUEM
reMmaToKcuanH-303uHoM (Histology, hematoxylin and eosin stain

A08.30.046

511

M'McTonornyeckoe nccnegoBaHme GUoNcUMHOro Matepuana u
maTepuana,nofy4yeHHOro Npu XMpypruieckmnx
BMeLLATENbCTBAX(3HAOCKONUYECKOro MaTepuana;TKaHeN XXeHCKON
NOSTIOBON CUCTEMbI;KOXU,MATKUX TKAHEW;KPOBETBOPHOW U NMMMAONIHON
TKaHEWN;KOCTHO-XPALLEBON TKaHW)*

3450

A08.01.001

534

BuoncuinHas guarHocTuka AepmaTtosoB - Mopd)onornyeckoe
uccrnegoBaHne GMONTaToB B LENsAX AUarHOCTMKM 3aboneBaHnm Koxu
(kpome HoBOOGpasoBaHwuii) (Pathology of skin biopsyes)*

2535

A08.16.007

524

MacTpuTt, accoummpoBaHHbIn ¢ Helicobacter pylori (ructonornveckun
npocunb) (Helicobacter pylori Associated Gastritis)*

5 105




A08.16.002

516

MmcToxumuyeckoe uccnegosanune Helicobacter pylori (crnvab)
(Helicobacter pylori, Mucus, Histochemical Study)*

2790

A08.30.006

5110

KoHcynbTaums rotoBbIX rmcTonorniyeckmx npenapaTos (1 cTekno + 1
6nok) (Consultation of Finished Histological Preparations (1 Glass + 1
Block))

1545

18.2. UMMyHOIrMCTOXMMUYECKUE UCCNe[0BaHUA
(Immunohistochemical Examination)

A08.30.004

PLUM-I"

MMMYHOrMCTOXUMUYECKNI CKPUHMHT paKa LUEVKN MaTKn —
uccrnegoBaHve ABYX MapKepoB AN paHHEeW AMarHOCTUKM OMCINasun ¢
BbICOKOWN CTENeHbIo pyncka o3nokadvectsneHus: p16INK4a + Ki-67
(buomartepuan dpmkcnpoBaHHLIN B hopmanmHoBoM Oydepe)

10 070

A08.30.013

PLWM-B

MMMYHOrMCTOXUMUYECKNI CKPUHMHT paKa LUEVKN MaTKn —
uccrnegoBaHve ABYX MapKepoB AN paHHEeW AMarHOCTUKM OMCINasun ¢
BbICOKOWN CTENeHbIo puncka o3nokadvectsneHus: p16INK4a + Ki-67
(buomatepuan, ukcpoBaHHbIN B napadumHoBom 6noke) (Cervical
Cancer — Study of Two Markers for Early Diagnosis Dysplasia with
High Risk Malignancy: p16INK4a + Ki-67, Immunohistochemical
Screening (Fixed Biomaterial in Paraffin Block))

10 070

B03.027.007

PMX-I"

Pak MOno4YHoON xene3bl — KOMMSEKCHbIN MMMYHOTMCTOXMMNYECKNIA
npocunb (buomartepman, PUKCUPOBaHHbIM B hopmanmHoBom Bydepe)
(Breast Cancer, Immunohistochemistry, IHC (Formalin-Fixed

20 030

B03.027.007

PMX-b

Pak MOMnoYHom xenesbl — KOMMMEKCHbIN MMMYHOrMCTOXUMNYECKUIA
npodunb (buomartepwmarn, PUKCUPOBaHHbIVA B NapadnHOBOM Oroke)
(Breast Cancer, Immunohistochemistry, IHC (Paraffin-Embedded
Tissue Block))

20 030

A08.30.034

525

PeuenTtopbl kK 3CTporeHam 1 NporecTepoHy, MUMMYHOTMCTOXUMUYECKOE
uccnepoBanue (Estrogen and Progesterone Receptors,
Immunohistochemical Study)*

8 500

A08.30.034

5251

PeuenTopbl K 3CTpOreHaM 1 NporecTepoHy, MIMMYHOTUCTOXMMUYECKOE
uccnegosaHue (bromaTtepman, UKCMPOBaHHbBIN B NapacrMHOBOM
6noke) (Estrogen and Progesterone Receptors, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

8 500

A08.30.013

5111AMX

Ki-67 (MIB-1) akcnpeccusi, UMMYHOTMCTOXUMUYECKOE UccrneaoBaHue:
oLeHKa nponud)epaTMBHOM akTUBHOCTU MO akcnpeccun Ki-67
(bromaTepunan, uKcMpoBaHHbIN B hopmanuHosoM 6ydepe) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by Expression
Ki-67, Immunohistochemical Study (Fixed Biomaterial in Formalin

6 735

A08.30.013

52221'X

Ki-67 (MIB-1) akcnpeccusi, UMMYHOTMCTOXMMMUYECKOE NCCredoBaHune:
oLeHKa nponndepaTMBHOW akTUBHOCTU No akcnpeccumn Ki-67
(BnomaTepuan, dukcmpoBaHHbIN B napaduHosom 6noke) (Ki-67 (MIB-
1) Expression, Assessment of Proliferative Activity by Expression Ki-
67, Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

6 735

A08.30.013.00

5112UIX

HER2/neu akcnpeccusa, HER2-ctatyc, MMMYHOrMCTOXMMUYECKOE
uccnegosaHue, VIMX (brnomatepuan UKCUPOBaHHbIN B
dopmanuHoBom bycdepe) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

8 325

A08.30.013.00

530FISH

Onpepenenne HER2 ctatyca onyxonu mMeToaom
nmmyHodnyopecueHTHon rmbpuamnsauum in situ (FISH) (Determination
of HER?2 Status of Tumor, Fluorescence In Situ Hybridization)

36 840

B03.027.020

532X

Pak npegcratenbHON xenesbl — KOMMIIEKCHOE
UMMYHOIMCTOXMMUYECKOE UCCIEeA0BaHNE C OLIEHKOW IKCMPECCUM:
anbga-meTtunaumn-KoA-pauemasel (P504S, AMACR), untokepaTnHoB
BbICOKOro monekynsipHoro Beca (34?E12), 6enka p63 (Prostate cancer
— complex immunomorphological examination using assessment of the
expression AMACR, high molecular weight cytokeratin (34?E12), p63)*

13 995




B03.027.020

533UINX

Pak npegcratenbHON xenesbl — KOMMSEKCHOe
UMMYHOTMCTOXMMUYECKOE UCCIef0BaHME C OLIEHKOW 3KCMPECCUn:
anbda-meTtunauyun-KoA-pauemasnol (P504S, AMACR), umtokepaTuHOB
BbICOKOro MonekynsipHoro Beca (347E12), 6enka p63 (Prostate cancer
— complex immunomorphological examination using assessment of the
expression AMACR, high molecular weight cytokeratin (34?E12), p63)

13 995

A08.30.013.00

5113UMX

HER2/neu akcnpeccusi, HER2-ctatyc, MMMYyHOrMCTOXMMNYECKOE
nccnegosaHue, MX (buomartepman, pukcMpoBaHHbIN B napacrMHOBOM
6noke) (HER2/neu Expression, HER2 Status, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

8 325

A08.30.013

5114UI'X

MMMyHormcToxummnyeckas aMarHocTMka XpOHUYECKOro SHAOMEeTpUTa —
BbIsiBNeHWe nnasmaTtudeckux knetok (CD138) (buomatepman,
duKcupoBaHHbI B popmanmHoBom bydepe) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis
(Fixed Biomaterial in Formalin Buffer))*

6 635

A08.30.013

5115UMX

MMMyHorncToxummnyeckas AMarHocTMka XpOHUYECKOro SHAOMEeTpuTa —
BbISIBIIEHNE NnasmaTtnyeckmx knetok (CD138) (buomartepwman,
dmkcmpoBaHHbIN B napaduHosBom 6noke) (Chronic Endometritis,
Identification of Plasma Cells CD138, Immunohistochemical Diagnosis
(Fixed Biomaterial in Paraffin Block))

6 635

A08.30.013

5116UMX

MMMyHOrMcTOXMMmMYeckoe MccrnefoBaHne MapKkepa paHHen
AVarHoCTMKM AMCNNAasnMun C BbICOKOW CTEneHbio pucka
oanokadvecteneHusi: p16INK4a (buomatepuan, UKCMpOBaHHbIV B
dopmanuHosom bydepe) (Early Diagnosis Marker of Dysplasia with
High Risk Malignancy: p16INK4a, Immunohistochemical Study (Fixed

5 850

A08.30.013

5117UMX

MMMyHorncToxummnyeckoe nccnegoBaHve Mapkepa paHHen
AVNarHoCTMKM OMNCMNasnn C BbICOKOW CTEMEHbIO pyucka
osnokadvecteneHus: p16INK4a (buomatepuan, UKCMpOBaHHbLIV B
napadmHoBom 6noke) (Early Diagnosis Marker of Dysplasia with High
Risk Malignancy: p16INK4a, Immunohistochemical Study (Fixed

5850

A08.30.013

5118UMX

UmmyHornctoxumudeckoe (UIMX) nccnegosaHve: guarHocTuka
numdonponudepaTuBHbix 3abonesanni (buomatepuan,
3aKMYEHHbIN B napadmHoBbIv 6n10k) (Immunohistochemical diagnosis
of lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

36 200

A08.30.013

5119UMX

UmmyHornctoxumudeckoe (UIMX) nccnegosaHve: guarHocTuka
numdonponundepaTuBHbIx 3abonesanni (buomatepuan,
duKcMpoBaHHbIN B hopmanunHoBoM 6ydepe) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in

36 200

A08.30.013

5120U1IX

UmmyHornctoxumudeckoe (UIMX) nccnegosaHve: guarHocTuka
rmcToreHesa meTacTa3oB Mpu HEYCTaHOBNEHHOM NEPBMYHOM ovare
(cnekTp MapkepoB ON151 BbISIBNIEHNS TKAHEBOW NPUHAANEXHOCTM)
(biomaTepman, 3aknoyeHHbIN B napaduHOBLIN B10K)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Tissue Embedded in Paraffin Block))

36 200

A08.30.013

51211MX

UmmyHornctoxumudeckoe (UIMX) ncenegosaHme: guarHocTuka
rmcToreHesa meTacTa3oB NMpU HEYCTaHOBIEHHOM NEPBMYHOM o4are
(cnekTp MapkepoB ANS1 BbISIBNIEHNS TKAHEBOW NPUHAANEXHOCTM)
(bromaTepman, UKCMpOBaHHbIN B hopmannHoBom Bydepe)
(Immunohistochemical diagnosis in cancer metastasis of unknown
primary origin (Fixed Biomaterial in Formalin Buffer))*

36 200

A08.30.013

535

OundbdepeHumnanbHasa guarHocTMka MenaHoMmbl,
nmmyHornctoxummnyeckoe (UIMX) nccnegosaHue, oueHka akcnpeccun S-
100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of
malignant melanoma using assessment of the expression S-100,
Melan A (MART-1), HMB-45, SOX-10)*

40 680




A08.30.013

536

OudbdepeHumnanbHasa guarHocTMka MenaHoMbl,
uMmmyHornctoxummnyeckoe (UMX) nccnegosaHue, oueHka skcnpeccun S-
100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of
malignant melanoma using assessment of the expression S-100,
Melan A (MART-1), HMB-45, SOX-10)

40 680

A08.30.013

537

MmmyHornctoxumuyeckoe uccnegoBaHue (1 Mapkep): yTouHsoLee
UIX-uccneposaHue ¢ ucnonb3oBaHveM 1 aHtutena (Mapkepa)

5725

19.1. UuTtoreHeTnueckue uccneaosaHusa (Cytogenetic Examination)

A12.05.013

7811

WccnepoeaHve kapuoTtuna (KONMYeCTBEHHbIE U CTPYKTYPHbIE
aHomarnuu xpomocom) (Karyotype)

9 695

A08.30.029

7312

WccnepnoBaHue kaproTtuna (KonmyecTBeHHbIE U CTPYKTYPHbIE
aHomarnMm XpomMmocoMm) ¢ oba3aTenbHON Bblgavyen kKapmorpaMmmel

9995

20.1. OHKoremartosnoruyeckue uccnegosaHua (Oncohematological
Examination)

B03.019.001

777731

LinToreHeTM4YeCckuin aHanm3 KNeTok KOCTHOro Mo3ra (kapmoTun)
(Cytogenetic analysis of bone marrow (karyotype))

9 000

A27.30.070

777732

Ananus xumepHoro reHa BCR/ABL - 1(9;22), onpegenexue tuna
TpaHckpunta BCR/ABL reHa - MLUP, kadecTs. (Analysis of chimeric
gene BCR-ABL - 1(9;22), assessment of the BCR-ABL gene transcript
type, PCR, qualitative)

4 150

A27.30.069

777733

AHanus oTHocuTensHom akcnpeccun reHa BCR/ABL -konuuyectBeHHas
RQ MNUP (MUP B peansHoM BpeMeHw, konumd.) (Analysis of the
BCR/ABL relative expression, RQ-PCR, quantitative)

5945

A27.30.069

777741BCL

WccnepoBaHne myTtaumoHHoro ctatyca BCR-ABL reHa (meTtog
npsimoro cekseHnpoBaHusa no Canrepy) (BCR-ABL1 Mutation Analysis
using direct Sanger sequencing, qualitative)

10 285

A27.30.070

777734

Ananus xumepHoro rena BCR-ABL (FISH, konwn4.) (Analysis of
chimeric gene BCR-ABL, FISH, quantitative)

11 015

A27.30.346

777735

Ananus nepectpoek reHa FGFR1 (FISH, konny.) (Analysis of gene
rearrangements FGFR1 (FISH, quantitative))

11 015

A27.30.013

777736

Ananus nepectpoek reHa PDGFR?(FISH, konuy.) (Analysis of gene
rearrangements PDGFR? (FISH, quantitative))

11 015

A27.30.013

777737

AHanus xumepHoro reHa FIP1L1/PDGFR?(FISH, konun4.) (Analysis of
chimeric gene FIP1L1/PDGFR? (FISH, quantitative))

11 015

A27.05.012

777738

Ananus mytauui B 12 ak3oHe JAK2 rena (MUP, kauy.) (Analysis of JAK2
Exon 12 mutations (PCR qualitative))

5945

A27.05.021

777739

AHanus mytauum n geneumu B reHe MPL (MLUP, kay.) (Analysis of MPL
gene mutations, deletions, (PCR qualitative))

5945

A27.05.021

777740

AHanus mytauumn, geneuun, nHcepumi B reHe CALR (MLUP, kay.)
(Analysis of CALR gene mutations, deletions, insertions, PCR,

5945

A12.05.013

777769KQ

KapnoTtun oHkoremaTonormnyeckuii (Karyotype, Hematologic Disorders,
Peripheral Blood)

8 250

A27.30.090

777742PMI

AHanus xumepHoro reHa PML/RAR? -1(15;17) (MUP, ka4.) (Analysis of
chimeric gene PML/RAR? -t(15;17) (PCR, qualitative))

2 895

A27.30.414

777743RUN

Ananus xumepHoro reHa RUNX1/RUNX1T1 -1(8;21) ( MUP, kau4.)
(Analysis of chimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR,

2 895

A27.30.089

777744CBH

AHanus xumepHoro reHa CBF?/MYH1- inv(16),t(16;16) (MLP, ka4)
(Analysis of chimeric gene CBF?/MYH1- inv(16),t(16;16) (PCR,
qualitative))

2 895

A27.30.426

7777530Q5

AHanus nepectpoek 5 xpomocomsl (FISH, konuy.) (Analysis of
chromosome 5 rearrangements (FISH, quantitative))

11 565

A27.30.422

777748Q

AHanus nepectpoek 7 xpomocoMsl (FISH, konu4) (Analysis of
chromosome 7 rearrangements (FISH, quantitative))

11 565

A27.30.413

777749MLL

AHanus nepectpoek MLL rena (FISH, konuy.) (Analysis of MLL gene
rearrangements (FISH, quantitative))

11 565

A27.30.421

7777473Q

AHanus nepectpoek 3q (FISH, konny.) (Analysis of 3q rearrangements
(FISH, quantitative))

11 565

A27.30.415

777751P

Ananus geneuunn 12p (FISH, konwny.) (Analysis of 12p deletion (FISH,
quantitative))

11 565




A27.30.415

777752Q20

AHanns geneummn 20q (FISH, konny.) (Analysis of 20q deletion (FISH,
quantitative))

11 565

A27.30.100

777745MLL

AHanns xumepHoro reHa MLL/AF4 -t(4;11) (MUP, kay.) (Analysis of
chimeric gene MLL/AF4 -t(4;11) (PCR, qualitative))

2 895

A27.30.131

7T7T7T7T46E2A

AHanns xumepHoro reHa E2A/PBX1 - t(1;19) (MUP, ka4.) (Analysis of
chimeric gene E2A/PBX1 - t(1;19) (PCR, qualitative))

2 895

A27.30.415

777791TPY

AHanns geneummn TP53 rena (FISH, konuy.) (Analysis of TP53 gene
deletion (FISH, quantitative))

11 025

A27.30.415

777754TPY

AHanns geneummn TP53 rena (FISH, konuy.) (Analysis of TP53 gene
deletion (FISH, quantitative))

12 345

A27.30.424

777755IGH

AHanns nepectpoek IGH reHa (FISH, konuny.) (Analysis of IGH gene
rearrangements (FISH, quantitative))

11 565

A27.30.144

777756TH

AHanua TpaHcnokaumu t(4;14)(p16;932) (FISH, konu4.) (Analysis of
translocation t(4;14)(p16;q32) (FISH, quantitative))

11 025

A27.30.110

777757TQ(

AHanuna TpaHcnokaumm t(11;14)(q13;932) (FISH, konu4.) (Analysis of
translocation t(11;14)(q13;932) (FISH,quantitative))

11 565

A27.30.416

777792DEL

AHanus moHocomuu, geneumm 13 xpomocomsl — (del(13), -13) (FISH,
konwny.) (Analysis of chromosome 13 monosomy, deletion — (del(13), -
13) (FISH,quantitative))

11 025

A27.30.427

777758DEL

AHanns moHocomuu, geneumm 13 xpomocomsl — (del(13), -13) (FISH,
konmd.) (Analysis of chromosome 13 monosomy, deletion — (del(13), -
13) (FISH,quantitative))

11 565

A27.30.424

777793IGH

AHanus TpaHcnokauwmm t(14;16) (IGH/MAFB) (FISH, konn4.) (Analysis
of translocation t(14;16) (IGH/MAFB) (FISH,quantitative))

11 025

A27.30.424

777759IGH

AHanus TpaHcnokauwmm t(14;16) (IGH/MAFB) (FISH, konn4.) (Analysis
of translocation t(14;16) (IGH/MAFB) (FISH,quantitative))

11 565

A27.30.423

777T761ATN

AHanus nepectpoek ATM reHa (FISH, konny.) (Analysis of ATM gene
rearrangements (FISH, quantitative))

12 345

A27.30.425

777762Q12

AHanus Tpucommm 12 xpomocomsl (+12) (FISH, konuy.) (Analysis of
chromosome 12 trisomy (FISH, quantitative))

11 565

A27.30.419

7777747TQ(

AHanma Bcex crneumgunyeckmx abeppauuin Ha napadrHOBbLIX cpe3ax
(rmeToFISH, konuy.) (Analysis of all specific aberrations on paraffin
slides (FISH Histology, quantitative))

16 450

A27.30.110

777790TQ

AHanus TpaHcnokaumm t(11;14)(q13;932) Ha napaduHOBbIX cpe3ax
(rnctoFISH, konuy.) (Analysis of translocation t(11;14)(g13;932) on
paraffin slides (FISH Histology, quantitative))

16 450

A27.30.424

777763TQ(

AHanus TpaHcnokaumu t(11;18)(g21;921) (FISH, konuy.) (Analysis of
translocation t(11;18)(q21;921) (FISH, quantitative))

11 565

A27.30.148

777764BCL

AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konuy.) (Analysis
of BCL- 6 gene rearrangements (der(3)(q27) (FISH, quantitative))

11 565

A27.30.148

777771BCL

AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napadUHOBbIX
cpesax (M'mctoFISH, konuny.) (Analysis of BCL- 6 gene rearrangements
(der(3)(g27)) on paraffin slides (FISH Histology, quantitative))

16 450

A27.30.096

777765MY(

AHanus nepectpoek MYC rena ( 1(8;14)(924;932)-t(2;8)(p11;924), t(8
;22)(q24;911)) (FISH, konuy.) (Analysis of MYC gene rearrangements
(1(8;14)(924;932)-1(2;8)(p11;924), (8 ;22)(924;q11) (FISH,

11 565

A27.30.420

777766TQ(

AHanus TpaHcnokaumu t(2;5)(p23;935) (FISH, konny.) (Analysis of
translocation t(2;5)(p23;935) (FISH, quantitative))

10 000

A27.30.420

T77772TP(Q

AHanus TpaHcrnokauum t(2;5)(p23;935) Ha napadUHOBLIX cpe3ax
(rmcToFISH, konuy.) (Analysis of translocation t(2;5)(p23;935) on
paraffin slides (FISH Histology, quantitative))

14 920

A27.30.148

777767BCL

AHanus nepectpoek BCL2 reHa
t(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(921;911) (FISH, konuy.)
(Analysis of BCL2 gene rearrangements
t(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(g21;q11) (FISH,

11 565

A27.30.148

777773BCL

AHanns nepectpoek BCL2 reHa Ha napadmHoBbix cpe3ax (rmctoFISH,
konmd.) (Analysis of BCL2 gene rearrangements on paraffin slides
(FISH Histology, quantitative))

16 450




A27.05.012

7262S1-PH

Mapkep pa3Butnsi Ph’-HeratMBHbIX XPOHUYECKNX
MuenonponudepaTrBHbix 3abonesaHuin (XMI13): kayecTBeHHas
OLleHKa Hanmumns comaTmyeckon mytaumm 617F rena JAK2 (Marker of
Ph-negative Chronic Myeloproliferative Disorders (cMPD): qualitative
assessment of presence of gene JAK2 617F somatic mutation)

3 850

21.2. O6pas3 xun3HU u reHeTuyeckue dpaktopbl (Lifestyle and Genetic
Factors)

A27.30.263

110rT1

MoaroTtoBka k onepauun (reHel MTHFR, MTRR, MTR, F2, F5)
(Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5))

9910

A27.30.263

110IT1/63

MoproTtoBka k onepauun (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3
onucaHusa pesynbTaTtoB BpadoM-reHeTkom) (Preparation for Surgery
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

8 810

21.3. PenpogyKtusHoe 3g0poBbe (Reproductive Health)

A27.30.297

7252AZFI|

HapylieHusa cnepmaToreHesa, 6 Mapképos (MyKpoaeneLumm nokyca
AZF) (Spermatogenesis disorders (6 AZF))

3890

A27.30.297

725263

HapyLweHus cnepmaToreHesa, 6 MapképoB (MUKpoZeneLuun rnokyca
AZF) (6e3 onucaHus pesynbTaToB reHEeTUKOM)

3 145

A27.30.291

109IT1

KeHckoe 6ecnnogune n ocrnoxHeHne 6epemeHHocTH (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II; kapnoTtun) (Female
Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA IlI; Karyotype))

31 850

A27.30.262

108IT1

Xouy cTaTb MamMoW: ocnoxHeHust 6epemeHHocTU (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother:
Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE,

25 235

A27.30.262

108IT1/63

Xouy cTaTb MamMoWn: ocnoxHeHust 6epemeHHoOCTU (reHbl F2, F5,
MTHFR, MTRR, MTR, ACE, AGT, RHD) (6e3 onncaHus pe3ynbtatos
Bpayom-reHeTukom) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,

25 340

A27.30.282

13101

CKIOHHOCTb K TpOM6B03am nNpy BepemMeHHOCTU: MUHUMarnbHas naHenb
(reHbl F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes
F2, F5))

3185

A27.30.268

131IT1/63

CKIMOHHOCTb K TpOMG03aMm Npy 6epeMeHHOCTU: MUHUMarbHas NaHenb
(reHbl F2, F5) (6e3 onncaHms pe3ynbTatoB BPaYOM-reHETUKOM)
(Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5)
(without Description))

2745

A27.30.270

140rT1

MpuBbIYHOE HEBbIHALLMBAHNE GEPEMEHHOCTU, B T. Y. CKITOHHOCTb K
Tpombo3aMm npu GepeMeHHOCTU: paclumpeHHas naHens (reHsl MTHFR,
MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic Tendency in
Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

9910

A27.30.270

140IT1/B3

MpuBbIYHOE HEBbIHALLMBAHNE GEPEMEHHOCTU, B T. Y. CKITOHHOCTb K
Tpombo3aMm npu GepeMeHHOCTU: paclumpeHHas naHens (reHsl MTHFR,
MTRR, MTR, F2, F5) (6e3 onncaHus pe3ynbTatoB Bpa4oM-reHETUKOM)
(Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended
Panel (Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

8 810

A27.30.269

137171

BO3HUKHOBEHME N30MMPOBaHHbLIX MOPOKOB Pa3BUTUS Y NAOAA (reHbl
MTHFR, MTRR, MTR) (Isolated Malformations in Fetus (Genes
MTHFR, MTRR, MTR))

5500

A27.30.269

1371T1/63

Bo3HMKHOBEHME N30MMPOBAaHHBLIX MOPOKOB Pa3BUTUS Y MoAa (reHbl
MTHFR, MTRR, MTR) (6e3 onucaHusl pe3ynbTatoB Bpa4oMm-
reHeTukom) (Isolated Malformations in Fetus (Genes MTHFR, MTRR,
MTR) (without Description))

4 620

A27.30.271

141171

TpomboTuyeckne oCrnoXXHEHUs NPy CTUMYNSALMK OBYNsAUuUK (reHbl F2,
F5) (Thrombotic Complications of Ovulation Induction (Genes F2, F5))

3185

A27.30.271

1411T1/B3

TpomboTuyeckne oCrnoXXHEHUs NPy CTUMYNSALMK OBYNsAUuUK (reHbl F2,
F5) (6e3 onncaHns pesynbtaToB BpavyoM-reHeTmkom) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5) (without

2745

A27.30.294

107171

Myxckoe 6ecnnogue (reHsl AR, CFTR; AZF-pernoH; kapmnoTtun) (Male
Sterility (Genes AR, CFTR; AZF-Region; Karyotype))

36 270




A27.30.284

146071

"eHeTu4eckme dpakTopbl Myxckoro 6ecnnogms (reHbl AR, CFTR; AZF-
pernoH) (Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-
Region))

34 545

A27.30.297

7661l

HapyleHus cnepmaToreHesa: paclumpeHHas naHens (AZF-pernoH)
(Impairment of Spermatogenesis: Full Panel (AZF-Region))

13190

A27.30.297

7661653

HapyleHus cnepmaToreHesa: paclwmpeHHas naHens (AZF-pernoH)
(6e3 onucaHus pesynbTaTtoB BpadoM-reHeTnkom) (Impairment of
Spermatogenesis: Full Panel (AZF-Region) (without Description))

12 970

B03.070.457

118IT1/63

OnacHocTb Npy Npueme oparnbHbIX KOHTPaLeNTMBOB (reHbl F2, F5)
(6e3 onucaHusa pesynbtaTtoB Bpadom-reHeTnkoM) (Risk of Oral
Contraceptives, OCs (Genes F2, F5) (without Description))

2745

A27.30.295

120rT1

O6MmeH conueson kncnotbl (reHsl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR))

5500

A27.30.295

120IT1/63

O6MmeH conuesont kncnotbl (reHsl MTHFR, MTRR, MTR) (6e3
onucaHus pesynbtaTtoB Bpadom-reHeTnkom) (Folic Acid Metabolism
(Genes MTHFR, MTRR, MTR) (without Description))

4620

B03.070.461

118IT1

OnacHocTb Npu Npueme oparbHbIX KOHTPaLenTUBOB (reHbl F2, F5)
(Risk of Oral Contraceptives, Ocs (Genes F2, F5))

3185

21.4. HLA-TunnposaHue u pesyc-¢pakrop (HLA (Human Leukocyte
Antigens) Typing and Rh factor)

A27.30.431

7821RH

OnpepgeneHne pesyc-cakropa (Rh factor Definition)

8 995

A12.05.007.001

7207TPOI

Onpepenenne reHoTuna pesyc-akrtopa (RH factor Genotype)

13725

A12.05.007.004

720763

Onpepgenexuve reHoTna pesyc-dakropa (6e3 onncaHna pesynbTaTos
BpadoM-reHeTnkom) (Genotype of RH factor Definition (without
Description))

13 960

A27.30.276

3314GR

Pesyc-caktop nnopga. BeisiBneHne reHa RHD nnoga B kpoBu matepu
(RHD gene of the fetus in the mother's blood)

8 885

A27.05.041

7831HL

TunmnpoBaHue reHoB cuctembl HLA Il knacca (reHsl DRB1, DQA1,
DQB1) (System Human Leukocyte Antigen (HLA) Class II, Typing
(Genes DRB1, DQA1, DQB1))

9 690

A27.05.041

1334

MonekynsapHo-reHeTuyeckoe uccnegosanHme HLA-B27 (Molecular
Genetic Testing HLA-B27)

2 820

21.5. Cucrema ceeptbiBaHuA Kposu (Blood-Clotting Sequence)

A27.30.264

114IT1

Tpomb6o3bl: pacwmpeHHas naHens (reHsl F2, F5, MTHFR, MTRR,
MTR) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR,

9910

A27.30.264

1141T1/63

Tpomb6o3bl: pacwmpeHHas naHens (reHsl F2, F5, MTHFR, MTRR,
MTR) (6e3 onucaHusa pe3ynbTaToB Bpadom-reHeTukom) (Thrombosis:
Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without

8 810

A27.30.275

1911

PaclwmnpeHHoe nccnegoBaHmne reHoB CUCTEMbI remocTasa (reHbl F2,
F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
(Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR,
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))

13 220

A27.30.275

19 T1/63

PacwunpeHHoe nccnegoBaHne reHoB CUCTEMbI remocTasa (reHbl F2,
F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3
onucaHusa pesynbTaTtoB Bpadom-reHeTnkom) (Extended Study of
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1) (without Description))

11 015

A27.30.264

1231

Tpombo3bl: cokpalleHHas naHenb (reHbl F2, F5) (Thrombosis:
Minimum (Genes F2, F5))

3185

A27.30.264

123IT1/B3

Tpombo3bl: cokpalleHHas naHernb (reHbl F2, F5) (6e3 onucaHusa
pe3ynbTaToB BpavyoM-reHeTukom) (Thrombosis: Minimum (Genes F2,
F5) (without Description))

2745

A27.30.429

1251

dubpuHoreH (reH FGB) (Fibrinogen (Gene FGB))

3020

A27.30.429

125IT1/63

PubpuHoreH (reH FGB) (6e3 onncaHus pe3ynbTaTtoB BpaydoMm-
reHeTukom) (Fibrinogen (Gene FGB) (without Description))

2 690

A27.30.283

138IT1

MNMnepromouuctenHemus (reisl MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR))

5500




B03.070.473

138IT1/63

NmnepromouunctenHemus (reisl MTHFR, MTRR, MTR) (6e3 onvcaHus
pesynbTaToB BpayoM-reHeTukoMm) (Hyperhomocysteinemia (Genes
MTHFR, MTRR, MTR) (without Description))

4620

A27.30.266

122[T1

Nmneparperaumsa TpombountoB (reHsl ITGA2, GP1BA) (Platelet
Hyperaggregation (Genes ITGA2, GP1BA))

2525

A27.30.266

122IT1/63

Mmneparperaumnsa TpombountoB (reHbl ITGA2, GP1BA) (6e3 onucaHus
pes3ynbTaToB BpavyoM-reHeTmkom) (Platelet Hyperaggregation (Genes
ITGA2, GP1BA) (without Description))

2 195

A27.30.430

72011

TpombouuTapHbI peuentop dmnbpuHoreHa (reH ITGB3) (Platelet
Fibrinogen Receptor (Gene ITGB3))

1290

A27.30.430

720163

TpombouunTapHbI peuentop dmnbpuHoreHa (reH ITGB3) (6e3
onuncaHusa pesynbTaTtoB Bpadom-reHeTukom) (Platelet Fibrinogen
Receptor (Gene ITGB3) (without Description))

1830

21.6. bone3Hu cepgua n cocypos (Heart and Blood Vessel
(Cardiovascular) Diseases)

A27.30.267

1291

ApTepuanbHas runepTeHaus, nonHasa naHens (reHsl ACE, AGT, NOS3)
(Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3))

8 790

A27.30.267

129IT1/63

ApTepuanbHas runepTeHaus, nonHasa naHens (reHsl ACE, AGT, NOS3)
(6e3 onucaHust pesynbTaToB BpavyoM-reHeTrkom) (Arterial
Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without

8 180

B03.070.476

121171

ApTepuanbHas rmnepTeH3us, CBA3aHHas C HapyLUEHUSIMA B
peHnHaHrmoTeHsnHoBon cucteme (reHol ACE, AGT) (Arterial
Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))

2525

B03.070.472

1211 T1/63

ApTepuanbHasi rMnepTeH3unsl, CBA3aHHasi C HapyLLeHUsiMU B
peHWHaHrmoTeH3nHoBon cucteme (reHol ACE, AGT) (6e3 onncanus
pesynbTaToB BpavyoM-reHeTukoMm) (Arterial Hypertension, Renin-
Angiotensin System Disorder (Genes ACE, AGT) (without Description))

2195

B03.070.479

76111

ApTepuarnbHasi TMnepTeH3usl, CBA3aHHas C HapyLleHnsimu B pabote
aHpgoTenuansHon NO-cuHTasel (reH NOS3) (Arterial Hypertension,
Endothelial NO-Synthase Disturbance (Gene NOS3))

2 005

B03.070.480

761163

ApTepuarnbHas runepTeHsuns, CBa3aHHas C HapyleHnsmu B pabote
aHpgoTenuansHon NO-cuHTasel (reH NOS3) (6e3 onucaHus
pesynbTaToB BpavyoM-reHeTukom) (Arterial Hypertension, Endothelial
NO-Synthase Disturbance (Gene NOS3) (without Description))

1650

21.7. bonesHu KenypouHO-KULLIEeYHOoro TpakTta (Gastrointestinal
Diseases)

A27.30.265

117171

BonesHb KpoHa (reHsl DLGS, NOD2, OCTN1, OCTN2) (Crohn's
Disease (Genes DLG5, NOD2, OCTN1, OCTN2))

12 260

21.8. bone3Hu LeHTPaNbHOM HepBHOU cucTembl (Central Nervous
System (CNS) Diseases)

A27.30.296

7641B-AP|

Pwuck 6onesnun Anburerimepa (AnonunonpoTteuH E (ApoE). BeisiBneHue
nonvMmopduama e2?e3?e4)

3500

A09.05.259

1231

"myTaTnoH obwui

3 600

21.9. OHKonoruyeckue 3abonesanusn (Cancer Diseases)

A27.30.274

15411

HacnepcteeHHble criydan BRCA-accouumnpoBaHHOro paka y MyxX4uH:
pak rpyaHoOW, NoMpKenyaoYHON, NpeacTaTenbHOM Xenes, pak suyek
(renbl BRCA1, BRCA2) (Hereditary Breast Cancer In Men: Cancer of
Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1,

4 400

A27.30.274

1541T1/63

HacnepcteeHHble criydan BRCA-accoummnpoBaHHOro paka y MyxX4uH:
pak rpyaHoW, NoMpKenyaoYHON, NpeacTaTenbHOM Xenes, pak suyek
(renbl BRCA1, BRCAZ2) (6e3 onucaHusi pe3ynbTaToB Bpa4oM-
reHeTukom) (Hereditary Breast Cancer In Men: Cancer of Breast,
Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2)
(without Description))

3 960




A27.05.012

7260

Mapkep pa3Butnsi Ph’-HeratMBHbIX XPOHUYECKNX
MuenonponudepaTBHbix 3abonesaHun (XMI13): konmyecTBeHHOE
onpegerneHne COOTHOLLEHNST HOPMarbHOIO M MyTaHTHOIO annenen
617V/I617F rena JAK2 (Marker of Ph-negative Chronic
Myeloproliferative Disorders (cMPD): quantification of wild-type and

11 905

A27.30.279

124171

HacnepcTtBeHHble criydamn paka MOMOYHON XKenesbl U/unm Sn4HNKOB
(reHbl BRCA1, BRCAZ2) (Hereditary Breast and/or Ovarian Cancer,
HBOC (Genes BRCA1, BRCA2))

6 505

A27.30.281

1241T1/63

HacnepncTtBeHHbIe criydamn paka MOMOYHOW XXenesbl U/unvm Sn4HNKoB
(reHsl BRCA1, BRCAZ2) (6e3 onucaHus pe3ynbTaToB BpayoM-
reHeTukom) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2) (without Description))

5400

A27.30.279

124411

HacnepacTteeHHble criydan paka MOMOYHON Xenesbl N/ SUYHNKOB
BRCA1, BRCA2, CHEK2, NBN (Hereditary Breast and/or Ovarian
Cancer)

10 465

21.10. HapyweHua obmeHa sewects (Metabolic Disease, Metabolic
Disturbance)

A27.30.273

1531

Octeonopo3s: nonHasa naHenb (reHsl CALCR, COL1A1, VDR)
(Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR))

8 295

A27.30.273

153IT1/63

Octeonopo3s: nonHasa naHenb (reHsl CALCR, COL1A1, VDR) (6e3
onncaHusl pesynbTaTtoB Bpadom-reHeTukom) (Osteoporosis: Full Panel
(Genes CALCR, COL1A1, VDR) (without Description))

7620

A27.30.433

7691

JlaktasHas HegocTaTouHocTb (reH MCMB) (Adult Lactase Deficiency
(Gene MCM®6)

2075

21.11. dapmakoreHeTtuKka (Pharmacogenetics)

A27.30.293

14211

MHrmbuTopbl AM®, dnyBactatuH, 6nokatopsl peuentopor ATII.
MporHo3npoBaHue HedponpoTeEKTUBHOrO adhekta nHrmbutopos Alld
npu HegnabeTnyecknx 3aboneBaHusx. [eHeTU4eckne mapkepbl
3(PPEKTUBHOCTM aTeHONoMNa Npy apTepnanbHON rMNnepTeHsnm ¢
rmnepTpodmen NeBoro Xxenyaoyka unv Tepanuu donyBactaTtMHOM Mnpu
uwemuyeckon 6onesHun cepgua. OnpegeneHve HanMums
nonMMopr3mMoB reHa aHrMoTEH3VH-MpeBpaLLaroLLero gepmeHTa (reH
ACE) (ACE Inhibitors, Fluvastatin, ATII Receptor Blockers. Forecasting
Renoprotective Effect of ACE Inhibitors in Un-Diabetic Diseases.
Genetic Markers of Effectiveness of Atenolol in Hypertension with Left
Ventricular Hypertrophy or Fluvastatin Therapy in Ischemic Heart
Disease. Detection of Polymorphisms of Gene of Angiotensin-
Converting Enzyme (Gene ACE))

2525

A27.30.434

7261D-CY

JlosapTaH/npbecaptaH. FeHeTU4eCckMn MapKep pucka HapyLleHui
meTabonuama 61oKkaTopoB peLenTopoB aHrmoTeH3nHa ll: nosaprtaHa n
upbecapTaHa no Tuny ocnabneHns u yCuneHus nx rurnoTeH3NBHOIO
AencTBus, cooTBeTcTBEHHO. OnpeaeneHne HanMunsa NOMIMMopPdU3MOoB
reHa untoxpoma CYP2C9 (Losartan/Irbesartan. Genetic Marker of Risk
of Metabolic Disorders Blockers of Receptors of Angiotensin II,
Losartan and Irbesartan Type of Weakening and Strengthening their
Hypotensive Action, Respectively. Detection of Polymorphisms of
Cytochrome CYP2C9)

2115

A27.30.272

148IT1

MeToTpekcaT. _['eHeTu4eckme Mapkepbl NOBbLILLEHHOIO pycka
pa3BUTMSA NOBOYHBIX peakuuin Mpu Nnpueme MeToTpekcaTa Ha oHe
neyeHns peBMaTouaHoro aptpura. MeToTpekcar: HapyLleHue
meTabonuama conveBon KucnoTel. OnpegeneHne Hannyns
nonmmopnamoB reHoB hepPMEHTOB peakLmii GonaTHOro umkna
(Methotrexatum. Genetic Markers of Increased Risk of Development of
Adverse Reactions in Taking Methotrexate for Treatment of
Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of Folic Acid.
Determining Presence of Polymorphisms of Genes of Enzymes of
Folate Cycle Reactions, Genes MTHFR, MTRR, MTR)

5500




A27.30.435

7261C-CY

HecTepougHble npoTuBoBOCNanNuTENbHblE Npenapathl. [[eHeTu4eckuin
MapKep MOBbILLEHHOIO puUcka pasBuTHs NOBOYHbIX peakumin B hopme
Xenyao4Hblx KpoBoTeyeHuin npu npueme HIBIT (nbynpodoeH,
TEHOKCMKaM, HanpoKCeH, HO He AnknodeHak) no TNy BO3HUKHOBEHWS
XKenyoo4YHbIX KDOBOTEYEHMWN, CBA3AHHbBIX C HApYLLUEHNEM MX
meTabonuama. OnpegeneHne HanMuUsa NONMMOPU3MOB reHa
umtoxpoma CYP2C9 (Nonsteroidal Anti-Inflammatory Drugs. Genetic
Marker of Increased Risk of Adverse Reactions in Form of Intestinal
Bleeding in Taking NSAID (Ibuprofen, Tenoxicam, Naproxen, not
Diclofenac) by Type of Gastro Bleeding Associated with Violation of
their Metabolism. Detection of Polymorphisms of Cytochrome

2115

A27.30.436

7261B-CY

CynboHnnmoyeBuHa 1 ee NPoM3BOAHbIE: _xnopnponamug,
Tonasamug, rmnbeHknamug u Tondbytamua. 'eHeTn4eckun mapkep
pvcka pa3BUTUS HexXenaTernbHbIX NeKapCTBEHHbIX peakLuii no Tuny
rMNOrNNKEMUY NPY NpUeMe NepoparbHbIX CaXxapOCHDKAKLLIMX
CpencTBs, CBA3aHHbIX C HapyleHvem nx metabonuama. OnpegenexHve
Hanuums nonmmopdunamos reHa untoxpoma CYP2C9 (Sulfonylurea
and Derivatives: Chlorpropamide, Tolazamide, Glibenclamide and
Tolbutamide. Genetic Marker of Risk of Adverse Drug Reactions by
Type of Hypoglycemia in Taking Oral Hypoglycemic Agents,
Associated with Violation of Metabolism. Detection of Polymorphisms

2115

A27.05.045

7259BETA

Beta-agpeHo6nokaTopsl. [eH CYP2D6. ®apmakoreHeTuka (beta-
Adrenergic Blockers. Gene CYP2D6)

7705

21.12. Cuctema AEeTOKCUKALUM KCEHOODMOTUKOB U KaHL,EPOreHoB
(Detoxification System of Xenobiotics and Carcinogens)

A27.30.337

7259

Lntoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene
CYP2D6))

7705

A27.05.045

7261CYI

Lntoxpom CYP2C9 (ren CYP2C9) (Cytochrome CYP2C9 (Gene
CYP2C9))

2115

21.13. Ycayru Bpaua-reHeTuKa (Services of Physician-Geneticist)

A27.30.428

14600P1

OnucaHue pe3ynbTaToB reHEeTUYECKOro TecTa 1 kKaTeropmm CroXHOCTH
(NeNe 720163, 761163, 701463, 125IM/B3, 720763) (Genetic Test
Results: Description of the 1-st Category Complexity)

640

A27.30.428

14610P2

OnwuncaHune pe3ynbTaToB rEHETUYECKOrO TECTA 2 KaTErOPUN CNOXHOCTU
(NeNe 118I'M/B3, 121I'M/B3, 123IM/B3, 131IM/B3, 141IM/B3,
115IT/B3, 1241 T1/B3, 154 T1/B3) (Genetic Test Results: Description of
the 2-nd Category Complexity)

1290

A27.30.428

14620P3

OnucaHune pe3ynbTaToB rEHETUYECKOrO TeCTa 3 KaTErOpUN CNOXHOCTU
(NeNe 122IM1/B3, 129IM/B3, 120M/b3, 137IM/B3, 138IM/B3,
153IT1/B3, 110IT1/B3, 1141 T1/B3, 140l TI/B3, 766163, 725853,
134IT1/B3, 135I'T1/B3, 136I'T1/B3) (Genetic Test Results: Description of
the 3-rd Category Complexity)

2 555

A27.30.428

14630P4

OnucaHne pe3ynbTaToB FEHETUYECKOrO TecTa 4 KaTeropun CroXXHOCTU
(NeNe 1441 T1/B3, 143IM1/B3, 139IM/B3, 145IM/B3, 108IM/B3,
19I'T1/B3) (Genetic Test Results: Description of the 4-th Category

5765

22.1. HacneacrTBeHHble MOHOTeHHble 3a60/1eBaHUA U COCTOAHUA
(Hereditary Monogenic Diseases)

A27.30.280

126071

OcHoBHble HacneacTBeHHble 3aboneBanus (reHsl CFTR, GJB2, PAH,
SMN) (Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN))

35170

A27.30.437

7803ABCA

AburoTpodms ceTyaTku, Tun OpanyeckeTT (BonesHeb WTaprapara 1-ro
Tmna). MNMouck yactbix myTaumm B reHe ABCA4, 4. m. (Stargardt Disease
1, STGD1, Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

13 960

A27.30.438

7624SLC

AkpogepmaTuT aHTeponatudeckuid. MNMouck mytauun B reHe SLC39A4,
M. (Acrodermatitis Enteropathica, Gene SLC39A4, Mut.)

33420

A27.30.340

7804TYR

AnbbrHM3M rnasokoxHbii TMN 1A. TNonck myTaumn B reHe TYR, M.
(Albinism Oculocutaneous Type IA, Gene TYR, Mut.)

24 080

A27.30.341

7881RPS

AHemuns [JaimoHpa-bnekdgeHna. MNMouck mytauum B reHe RPS19, m.
(Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Mut.)

24 080




A27.05.051

7107

ApTporpunos guctanbHbii (cuHgpom ®pumena-LengoHa). Mownck
yacTbIx myTauun B reHe MYH3, u. m. (Arthrogryposis Distal Type 2A,
Gene MYH3, Freq. Mut.)

13 960

A27.30.432

7905FRDA

Atakcusa ®pugperixa. Nouck mytauuin B reHe FXN, m. (Friedrich Ataxia,
Gene FXN, Mut.)

24 080

A27.30.432

7808FRDA

Atakcusa dpugperixa. Nouck Yactbix MyTaumi B reHe FXN, u. m.
(Friedrich Ataxia, Gene FXN, Freq. Mut.)

6 385

A27.30.299

7108

AtenocTteoreHes (aucnnasus ge na Wanens). MNouck mytaumn B reHe
SLC26A2, m. (Atelosteogenesis Il, De la Chapelle Dysplasia, Gene
SLC26A2, Mut.)

26 460

A27.05.027

7109LEI

ATpodusa 3puTtenpHoro Hepea Jlebepa. Nonck YyacTbix MyTauun B
mutoxoHgpwuansHon HK, 12 4. m. (Leber Hereditary Optic Neuropathy,
LHON, Mitochondrial DNA, 12 Freq. Mut.)

19 450

A27.05.027

76100HKI

ATpodua 3putensHoro Hepsa Jlebepa. Nonck yacTbix MyTauun B
muToxoHgpuaneHon OHK, 3 u. m. (Leber Hereditary Optic Neuropathy,
LHON, Mitochondrial DNA, 3 Freq. Mut.)

8 740

A27.30.342

77610PA1

ATpodus 3puTENbHOro HepBa C riyxoTon. [Nonck MyTaunin B «ropsianx»
yyactkax reHa OPA1, «ropsy.» yy. m. (Optic Atrophy With Or Without
Deafness, Ophthalmoplegia, Myopathy, Ataxia And Neuropathy, Gene
OPA1, Hot-Point Mut.)

12 660

A27.30.343

7706TNFR

AyTOMMMYHHbIN NumMmdoonponudepaTmMBHbIN cMHApoMm. MNonck mytaunin
B reHe TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome,
ALPS, Gene TNFRSF6, Mut.)

33 420

A27.30.343

7705TNFR

AyTOMMMYHHbBIV nuMdonponudepaTnBHbIA CMHAPOM. [Monck myTaumn
B «ropsiumx» ydactkax reHa TNFRSF6, «ropsay.» yy. m. (Autoimmune
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point

9790

A27.30.344

7770GRN

Adbasus nepenyHas nporpeccupytoLlas. lNMonck mytaumi B reHe GRN,
M. (Aphasia Primary Progressive, Gene GRN, Mut.)

26 460

A27.30.346

7809FGFR

AxoHgponnasusi. MNMouck Yacteix MyTaumi B reHe FGFR3, u. m.
(Achondroplasia, Gene FGFR3, Freq. Mut.)

15 280

A27.30.345

7709BEST

Bones3Hb BecTta. MNouck Bcex n3BecTHbIX MyTaLumn B reHe BEST1, m.
(Best Vitelliform Macular Dystrophy, All Known Mutations, Gene

41 540

B03.019.011

7810ATP7H

Bones3Hb BunbcoHa-KoHoBanosa, reH ATP7B y.m.

9 360

A27.30.300

7812PANK

BonesHb NannepsopaeHa-LUnartua. Nonck YacTbIx MyTauun B reHe
PANK2, u. m. (Neurodegeneration With Brain Iron Accumulation 1,
Gene PANK2, Freq. Mut.)

9790

A27.30.347

7813PRNP

BonesHb NepcTmaHHa-LWUTpeyccnepa-LenHkepa. MNouck myTauuin B
reHe PRNP, m. (Gerstmann-Straussler Disease, Gene PRNP, Mut.)

18 120

A27.30.002

7775PTEN

Bones3Hb KoygeHa. MNouck mytauuin B reHe PTEN, m. (Cowden
Syndrome 1, Gene PTEN, Mut.)

37 570

A27.30.347

7814PRNP

BonesHb KpenTudensara-Akoba. Mouck mytaunii B reHe PRNP, m.
(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.)

18 120

A27.30.002

7776PTEN

BonesHb Jlepmutt-Ayknoc. MNMouck mytauun B reHe PTEN, m. (Lhermitte-
Duclos Syndrome, Gene PTEN, Mut.)

37 570

A27.30.348

7816NDP

Bones3Hb Hoppu. MNMouck mytaumn B reHe NDP, M. (Norrie Disease,
Gene NDP, Mut.)

13 960

A27.30.349

7818CSTB

BonesHb YHdbeppuxta-JlyHgbopra. Mouck mytauuin B rene CSTB, m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene
CSTB, Mut.)

18 120

A27.30.349

7817CSTB

BonesHb YHdeppuxTa-JlyHgdopra. lNouck 4acTbix MyTauui B reHe
CSTB, u. M. (Progressive Myoclonic Epilepsy 1A Unverricht and
Lundborg, Gene CSTB, Freq. Mut.)

8 995

A27.30.417

7819ABCA¢

BonesHb Wrtaprapara. MNouck yactbix MyTaumn B reHe ABCA4, u. M.
(Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

13 960

A27.30.350

7820ROR?2

Bpaxugaktunusa tun B1. MNMownck mytaumn B reHe ROR2, m.

(Brachydactyly Type B1, Gene ROR2, Mut.)

18 120




A27.30.351

7992NTR

BpoxaeHHasa HewyBCTBMTENBHOCTL K 60nm ¢ aHrngpo3om. Monck
mytaumn B reHe NTRK1, m. (Congenital Insensitivity To Pain With
Anhidrosis, CIPA, Gene NTRK1, Mut.)

50 070

A27.30.352

7711ADAM

"eneodusnueckasa gucnnasms. MNMovck mytaumm B reHe ADAMTSL2, m.
(Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.)

74 490

B03.005.020

7822B

"emocpunus. Momnck myTauun B reHe cpaktopa IX npu remocounum B, m.
(Hemophilia B, Gene Factor 1X, Mut.)

30 630

A27.30.353

7989MVK

Minep-IgD cuHgpom. MNonck myTaumii B «ropsumx» ydactkax reHa MVK,
«rops4.» yd. M. (Hyper-IgD Syndrome, Gene MVK, Hot-Point Mut.)

11 020

A27.30.354

7778MVK

"'vnep-IgD cuHapom. Mouck mytauuin B reHe CD40LG, m. (Hyper-IgD
Syndrome, Gene CD40LG, Mut.)

41 540

A27.30.354

7823CD

'vnep-IgM cungpom. Mounck mytauunin B reHe CD40LG, m. (Hyper-IgM
Syndrome, Gene CD40LG, Mut.)

24 080

A27.30.355

7898SCN4/

M'Mnepkanuemnyecknin nepuogmnyeckuin napanuy. Nouck mytauui B
3k30Hax 13 n 24 reHa SCN4A, m. (Hyperkalemic Periodic Paralysis
Type 2, Exons 13, 24 Gene SCN4A, Mut.)

21 495

A27.30.355

7603SCN4/

M'Mnokannemunyecknin nepnognyecknin napanud. Nonck mytauun B
ak30Hax 12, 18 n 19 rena SCN4A, m. (Hypokalemic Periodic Paralysis
Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

18 120

A27.30.301

7126

'Mnodocdatemmyecknin BUTaMnH D-pe3nCTEeHTHBIN paxuT (NOYeYHbIN
docdaTHeIn anabeT). Mounck mytauun B reHe PHEX, M.
(Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

81 830

A27.30.346

7906FGFR

M'MnoxoHgponnasus. MNonck YacTbix MmyTauun B reHe FGFR3, yu. m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.)

15 280

A27.30.356

7784HNF1H

"MomepyoLMTO3 NoYeK runonnacTuieckoro Tuna. Mouck mytauuii B
reHe HNF1B, m. (Renal Cysts And Diabetes Syndrome, Gene HNF1B,

34 080

A27.30.302

7128

HdednunT KapHUTUHA CUCTEMHbIN NEPBUYHbLIN. IONCK MyTaumii B reHe
SLC22A5, m. (Systemic Primary Carnitine Deficiency, SPCD, Carnitine
Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.)

41 540

A27.30.302

7129

Onactpoduudeckasn gucnnasus. Nouck mytaumi B reHe SLC26A2, M.
(Diastrophic Dysplasia, Gene SLC26A2, Mut.)

26 460

A27.30.330

7927BSCL

[ducTtansHaa moTopHasa HevponaTtus Tun V. MNouck mytaunin B reHe
BSCL2, m. (Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2,
Mut.)

30 630

A27.30.339

7131IGI

AucTanbHasa cnnHanbHas aMMoTpodus BPOXAEHHAs C Napanuyom
avnadparmel. Mouck mytaumn B reHe IGHMBP2, m. (Distal Spinal
Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

63 905

A27.30.303

7132

[ducTtansHasa cnuHanbHas aMnoTpodust BpoXaeHHas
Henporpeccupytowas. Monck MyTaumnin B «ropsaynxy» yyacTkax reHa
TRPV4, «ropsy.» yd4. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

18 120

A27.30.357

7604KRT2

NxTno3s 6ynnesHbin. MNonck mytaumi B reHe KRT2, m. (Ichthyosis
Bullosa Of Siemens, Gene KRT2, Mut.)

30 630

A27.30.304

7133

NxTro3 BynbrapHbin. [onck YacTteix MyTauun B reHe FLG, 4. m
(Ichthyosis Vulgaris, Gene FLG, Freq. Mut.)

12 660

A27.30.358

7829TGM1

NxTno3 namennspHbIv. [omck BCcex M3BECTHbIX MyTauun B reHe TGM1,
M. (Autosomal Recessive Congenital Ichthyosis, ARCI 1, All Known
Mutations, Gene TGM1, Mut.)

37 680

A27.30.305

7140

KocTHas reTeponnasus nporpeccupyrowas. NMovck mytauui B reHe
GNAS, m. (Progressive Osseous Heteroplasia, POH, Gene GNAS,

37 570

A27.30.306

7141

KpaHnomeTtadusapHasa gucnnasms. Nonck Mmytaumii B «ropsumx»
yyactkax reHa ANKH, «ropsy.» yy. m. (Craniometaphyseal Dysplasia,
Gene ANKH, Hot-Point Mut.)

13 960

A27.30.306

7142

KpaHuomeTtacdmsapHas gucnnasus. MNounck mytaumim reHa ANKH, m.
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.)

50 075

A27.30.307

7143

KpaHuocuHocTo3s. MNonck mytaumn B reHe TWIST1, m.
(Craniosynostosis Type 2, Gene TWIST1, Mut.)

18 125

A27.30.412

7717TMSX2

KpaHunocnHocTo3. Monck mytaumi B reHe MSX2, m. (Craniosynostosis
Type 2, Gene MSX2, Mut.)

13 960




JInnoguctpodusa cemenHasa YactuyHas. Nonck MyTauun B «ropaymx
yyacTkax» reHa LMNA, «ropsy.» yd. M. (Familial Partial Lipodystrophy

A27.30.314 [7834LMNA|2, FPLD 2, Gene LMNA, Hot-Point Mut.) 15 730
Jlnnoguctpodums cemenHas YactmnyHas. Nonck mytaunii reHa LMNA,

A27.30.314 [7835LMNA|m. (Familial Partial Lipodystrophy 2, Gene LMNA, Mut.) 41 540
MaHanbynoakpansHasa gucnnasusi ¢ nunoguctpodument. Nonck
MyTauun B ak3oHax 8, 9 reHa LMNA, M. (Mandibuloacral Dysplasia,

A27.30.314 [7720LMNA|Exons 8, 9 Gene LMNA, Mut.) 9 790
MeBanoHoBas aungypus. Nonck mytaumi B reHe MVK, m. (Mevalonic

A27.30.353 [7605MVK |Aciduria, Gene MVK, Mut.) 41 540
MeTtremorno6uHemusi, CYB5R3 m. (Methemoglobinemia, Gene

A27.30.359 |7908DIA1 |CYB5RS3, Mut.) 33420
MeTtremornobuHemust, CYB5R3 u.m. (Methemoglobinemia, Gene

A27.30.359 |7836DIA1 |CYB5RS, Freq. Mut.) 8 995
MwoknoHuveckas anctonus. lNonck mytaumii B reHe SGCE, m.

A27.30.308 |7147 (Myoclonic Dystonia, Gene SGCE, Mut.) 50 070
MwuoToHn4eckas anctpodus. MNMonck Yactblx MyTauun B reHe DMPK, u.

A27.30.360 |7838DMPK]|m. (Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.) 4950
MwuoTtoHusa TomceHa-bekkepa. MNonck yacTtbix myTauun B reHe CLCN1,

A27.30.309 |7148 4. M. (Myotonia Congenita, Gene CLCN1, Freq. Mut.) 13 960
MykoBucuungos. Moumck yacTeix mytaumii B reHe CFTR, 4. m. (Cystic

A27.05.036 |7791l Fibrosis, Gene CFTR, Freq. Mut.) 22 890
MbiwevHas anctpodusn OioweHHa/bekkepa. MNouck geneunn n

A27.30.361 79720U1CI |gynnukaumi B reHe guctpodgumHa 9610
MbliweyHasn guctpodms OdioweHHa-bekkepa. JlanoHnsaumna X-

A27.30.289 7701XI xpomocoMsl y aesoyek (Duchenne Muscular Dystrophy, X-Lyonization, 15 620
MblweyHasa guctpodus, Tun Pykyama. MNMounck mytaumm B reHe FKTN,

A27.30.362 |7934FKTN |m. (Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.) 50 070
MbiweyHas anctpodusa Amepu-Opendyca. Monck myTauun B reHe

A27.30.310 |7163 FHL1, m. (Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.) 33405
MebiweyHasa anctpodpua Amepu-Opendyca. MNouck mytauuin B reHe

A27.30.314  |7999LMNA|LMNA, m. (Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.) 41 540
MebiweyHasa anctpodpua Amepu-Opendyca. MNouck mytauuin B reHe
amepuHa npu X-cuenneHHon opme, M. (Emery-Dreifuss Muscular

A27.30.338 7935 Dystrophy, X-Linked Gene Emerine, Mut.) 18 120
Hannam MULIBRAY. NMouck mytauun B reHe TRIM37, m. (Muscle-Liver-

A27.30.363 7936TRIM |Brain-Eye, Gene TRIM37, Mut.) 13 960
HapyweHus getepmuHaumm nona. MNMowvck mytaumm reHa SRY, m.

A27.30.288 7903SRY |[(Disorders Sex Determination, Gene SRY, Mut.) 9 790
HapyweHus getepmuHaumm nona. AHanu3 Hanmdmst reHa SRY, m.

A27.30.288 7846SRY! |(Disorders Sex Determination, Analysis Gene SRY, Mut.) 12 930
HacnencreseHHas HevponaTusi C NOABEPXKEHHOCTLIO Mapanuyy ot
caasneHus. MNMouck mytauun B reHe PMP22, m. (Hereditary Neuropathy

A27.30.364 |7902PMP |with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.) 21 495
HacnepcTtBeHHasi HeviponaTusi ¢ NOABEPXKEHHOCTLIO Napanuyy oT
caasneHus. AHanuns Yicna konun reHa PMP22 (Hereditary Neuropathy
with Liability to Pressure Palsies, HNPP, Gene PMP22, Copy Number

A27.30.364 |7952PMP |Variation) 6 705
HacneacTtseHHbIN aHIMOHEBPOTUYECKMI OTeK. [Monck MyTaLummn B reHe

A27.30.365 |7725C1NHIC1NH, m. (Hereditary Angioedema Type |, Gene C1NH, Mut.) 31 950
HesapalueHue poaHunukos. Mouck mytaumi B reHe ALX4, m. (Parietal

A27.30.366 7847ALX4 |Foramina, PFM, Gene ALX4, Mut.) 21 495
HenpoceHcopHasa HecuHapomarbHasi TYroyxoCTb, NMOUCK YacTbIX

A27.05.033 |7961GJB2I{myTauuii B reHe GJB2 7 605
HenpoceHcopHasa HecuHapomarbHas TYroyxoCTb, NOMHbIA aHanM3 reHa

A27.05.033 [7963GJB21|GJB2 13 960
HenTtponeHus. MNMouck mytaumn B reHe ELA2, m. (Neutropenia Severe

A27.30.367 [7910ELA2 |Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.) 24 080




A27.30.322

7849NPHP

HedpoHodTua. MNMounck mytauun B reHe NPHP1, m. (Nephronophthisis
1, NPHP1, Gene NPHP1, Mut.)

19 720

A27.30.311

7166

HedpoTtnueckuin cuHgpom. MNMounck mytauun B reHe NPHS1, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS1, Mut.)

74 485

A27.30.311

7167

HedpoTtnueckuin cuHgpom. MNMounck mytauun B reHe NPHS2, m.
(Nephrotic Syndrome Type 1, NPHS1, Gene NPHS2, Mut.)

33 405

A27.30.355

7997SCN

Hopmokanuemmnyeckuii nepmogmnyeckmii napanud. lNonck mytaumin B
3k3o0He 13 reHa SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13
Gene SCN4A, Mut.)

9 790

A27.30.277

7957RABP

OkynodapuHreansHas MblwedHas guctpodus. MNonck yacTbix
myTauun B reHe RABPN1, 4. M. (Oculopharyngeal Muscular Dystrophy,
OPMD, Gene RABPNL1, Freq. Mut.)

4 000

A27.30.312

7958TCIRG

OcTteoneTpo3s peLeccuBHbIn (MpaMmopHas 6onesHb kocten). MNMounck
yacTbix myTauun B reHe TCIRG1, u. m. (Osteopetrosis Autosomal
Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

8 995

A27.30.312

7168

OcTteoneTpo3s peLeccuBHbIn (MpamopHasa 6onesHb kocten). MNMounck
myTaumn B reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1,
OPTB1, Gene TCIRG1, Mut.)

50 075

A27.30.368

7727HPGD,

MepBr4yHasa runepTpodmyeckas octeoapTponaTus
(naxmgepmonepuocTo3s). MNMouck mytauui B reHe HPGD, m.
(Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1,

30 630

A27.30.369

7728BMPR

MepBunyHasa neroyHas rmnepteHans. MNMouck mytauun B reHe BMPR2, m.
(Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.)

62 580

B03.014.002

7851MEFV

Mepunoamnyeckas 6onesHsb. [Nonck mytaumn B reHe MEFV, m. (Familial
Mediterranean Fever, FMF, Gene MEFV, Mut.)

42 870

B03.014.002

7012MEI

Mepuogunyeckasn 6onesHb. MNMonck yacTbix MyTauun B reHe MEFV, 4. m.
(Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.)

8 015

A27.30.418

7853RP2

MurmeHTHaa pgereHepauns cetyaTku. [Monck mytaumi B reHe RP2, m.
(Retinitis Pigmentosa, Gene RP2, Mut.)

20170

A27.30.313

7176

MukHogusocTtos. MNouck mytaumi B reHe CTSK, M. (Pyknodysostosis,
PKND, Gene CTSK, Mut.)

26 460

A27.30.370

7998FLCN

lMHeBMOTOpAaKC NepBUYHbLINA CMOHTAHHLIW. [TOMCK MyTaLun B reHe
FLCN, m. (Primary Spontaneous Pneumothorax, PSP, Gene FLCN,

50 070

A27.30.371

7636SHH

Monnpaktunusa. Nouck mytaumii B reHe SHH, m. (Polydactyly, Gene
SHH, Mut.)

13 960

A27.30.372

7730GLI3

Monunpaktunus. Nouck mytaumi B reHe GLI3, m. (Polydactyly, Gene
GLI3, Mut.)

74 490

A27.30.314

7180

Mporepus XatumHcoHa-Ivndopaa. MNMonck mytaumii B reHe LMNA, m.
(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.)

41 545

A27.30.315

7183

lMceBookcaHTOoMa anactuyeckas. [lonck YacTbIx MyTauun B reHe
ABCCB, 4. M. (Pseudoxanthoma Elasticum, Gene ABCC6, Freq. Mut.)

9 790

A27.30.373

7759LPIN

Pabaomuonus (mmornobuHypus). MNMonck mytaumii B reHe LPIN1, m.
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1,

81 830

A27.30.316

7185

PetnHowwmsuc. Mouck mytauun B reHe RS1, M. (Retinoschisis 1 X-
Linked Juvenile, RS1, Gene RS1, Mut.)

26 460

A27.30.343

7799TNFR

CewmenHas nepuognyeckas nuxopagka. lNouck mytauui B reHe
TNFRSFIA, M. (TNF-Receptor-Associated Periodic Syndrome, TRAPS,
Gene TNFRSFIA, Mut.)

17 740

A27.30.374

7916PRF

CewmeiiHbIN remodparoumTapHbli IMMGOrncTnoumTos. NMomck mytauun B
reHe PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
PRF1, Mut.)

24 080

A27.30.375

7917STX

CemelnHbIn remodarouutapHein numdorncTnountos. MNMouck mytauui B
reHe STX11, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
STX11, Mut.)

18 120

A27.30.375

7915STXB

CewmeiiHbIN remodparoumTapHbli NIMMGOrncTnoumnTos. lNMomck mytauun B
reHe STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene STXBP2, Mut.)

50 070




A27.30.376

7914UNC

CemenHbIn remodparoymTapHbii TMMAOrncTnoumTos. lNMovck mytauun B
reHe UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis,
Gene UNC13D, Mut.)

74 490

A27.30.376

7914UNC1

CemeiHbIn remodaroLmTapHbii IMMEorncTnounTos. NMomck yacTbix
myTauun B reHe UNC13D, u. m. (Familial Hemophagocytic
Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

8 995

A27.05.052

7798RET

CeMmenHbI MegynnsipHbIA pak LWMTOBUOHOM xenesbl. [Monck myTauun B
3k30Hax 5, 8 reHa RET, m. (Familial Meddulary Thyroid Cancer, Exons
5, 8 Gene RET, Mut.)

13 960

A27.30.377

7797CIAS]]

CemeinHbI xono4oBow aytoBocnanutenbHbli cuHapoMm NLRP3 m.
(Familial Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.)

50 070

A27.30.378

7858NGFB

CeHcopHas nonuHerponaTtuns, NGF m. (Hereditary Sensory and
Autonomic Polyneuropathy, Gene NGF, Mut.)

21 495

A27.30.377

7733CIAS]]

CwuHgpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic
Cutaneous Articular, Gene NLRP3, Mut.)

50 070

A27.30.317

7186

Cungpom TAR. MNounck mytaumn B reHe RBM8A, m. (Thrombocytopenia
Absent Radius Syndrome, TAR-Syndrome, Gene RBM8A, Mut.)

26 460

A27.30.379

7859FGD1

Cungpom Aapckora-CkoTTa (thauuoreHntansHasa gucnnasus). Nomck
myTaumn B reHe FGD1, m. (Aarskog-Scott Syndrome, Faciodigitogenital
Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)

60 595

A27.30.318

7187

CwuHgpom Anbctpoma. Ionck MmyTaumii B «ropsiumx» ydacTtkax reHa
ALMS1, «ropsiy.» y4. M. (Alstrom syndrome, Gene ALMS1, Hot-Point
Mut.)

18 125

A27.30.380

7861KCNJ?

Cwungpom AHgepcena. Mouck mytauun B reHe KCNJ2, m. (Andersen-
Tawil Syndrome, Gene KCNJ2, Mut.)

21 495

A27.30.346

7913FGFR

Cungpom AHTnu-bukcnepa. Nonck mytaummn B ak3oHe 9 reHa FGFR2,
M. (Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.)

9 790

A27.30.346

7862FGFR

CwuHgpom Anepa (akpouedanocnHgakTunums). MNMonck YacTbix MyTauui
B reHe FGFR2, u. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.)

16 890

A27.30.381

7863PRPS

Cungpom Apta. Nownck mytaumm B reHe PRPS1, m. (Art's Syndrome,
Gene PRPS1, Mut.)

30 630

A27.30.002

7796PTEN

Cungpom banasiH-Pannn-Pysansbaka. MNovck mytaumn B reHe PTEN,
M. (Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.)

37 570

A27.30.370

7703FLCN

Cungpom bepta-Xora-Obtoba (BXI). Mouck mytaunii B reHe FLCN, m.
(Birt-Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.)

50 070

A27.30.319

7189

CwuHpgpom BoyaHa-KoHpaan (BKC, uepebporenatopeHarnbHbIN
cuHapom). Mownck mytaumi B reHe EMG1, m. (Bowen Conradi
Syndrome, BCS, Gene EMG1, Mut.)

26 035

A27.30.382

7734BCS

CwuHpgpom BeepHcTaga (cuHApoM KypyaBblx Boroc). [Nonck mytauumii B
reHe BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.)

21 495

A27.30.383

7866PAX3

Cwvngpom BaapgeH6ypra. Movck myTtaumn B reHe PAX3, m.
(Waardenburg Syndrome, WS, Gene PAX3, Mut.)

33 420

A27.30.384

7867EDNR

CwvHgpom BaapaeH6ypra-Laxa. Mouck mytauui B reHe EDNRB, M.
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.)

30 630

A27.30.320

7190

CwuHpgpom BaH gep Byaa. MNMouck mytaumn B reHe IRF6, M. (Van der
Woude Syndrome, Gene IRF6, Mut.)

37 570

A27.30.385

7868WAS

CwuHgpom Buckotta-Ongpuya (CBO). Mouck mytaumm B reHe WAS, m.
(Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.)

30 630

A27.30.386

7785PHOX

CnHapOM BpOXAEHHOW LieHTpanbHou runoseHTunsaumm (CBUIM). MNounck
yacTbix MyTaumi B reHe PHOX2B, 4. m. (Congenital Central
Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

8 995

A27.30.321

7192

Cungpowm MepmaHcku-INyanaka (AnbOVMHN3M rra3o-KOXHbIN C
reMopparvyecknum anaTtesomM 1 NUrMeHTaLmen peTukyrno-
3HOOTEeNManbHbIX KNeTok). Monck YyacTbix MmyTauun B reHe HPS1, u. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1,
Freq. Mut.)

13 960

A27.30.372

7869GLI3

CwuHppom [Mpenra (cemenHbIn rmnepTenopmsm). Nonck mytaumi B reHe
GLI3, m. (Greig Syndrome, Gene GLI3, Mut.)

74 490




A27.30.387

7737RAB2]

Cwungpom Mpucuennu. Mouck myTtauum B reHe RAB27A, m. (Griscelli
Syndrome, Gene RAB27A, Mut.)

24 080

A27.30.346

7738FGFR

CwuHgpom [xekcoHa-Bencca. MNonck mytauumii B ak3oHe 9 reHa FGFR2
n ak3oHe 7A reHa FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9
Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

13 960

A27.30.322

7194

Cungpom XKybepa (CXK). AHanms yucna konun reHa NPHP1 (Joubert
Syndrome, Cerebelloparenchymal Disorder IV, CPD IV, Classic
Joubert Syndrome, Joubert Syndrome type A, Joubert-Boltshauser
Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

19 720

A27.30.323

7195

CwuHpgpom KapneHTepa (akpouedanononMcnHaakTunnsa BTOporo tuna).
Mounck mytaumn B reHe RAB23, m. (Carpenter Syndrome, Gene
RAB23, Mut.)

30 630

A27.05.033

7768GJB2

CwuHgpom kepatuta-uxtunosa-tyroyxoctun (KUO-cungpom). MNonck
myTaumn B reHe GJB2, m. (Keratitis-Ichthyosis-Deafness Syndrome,
KID Syndrome, Gene GJB2, Mut.)

13 960

A27.30.324

7198

Cungpom Knunnensa-denns (cuHapom KOpoTkown weu). [Nonck mytaumm
B reHe GDF6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.)

18 120

A27.30.388

7739ERCC

Cungpom KokkenHa. Mouck mytauun B reHe ERCC6, m. (Cockayne
Syndrome, Gene ERCC6, Mut.)

81 830

A27.30.325

7199

CwuHgpom Koctenno. Mouck mytauun B reHe HRAS, m. (Costello
Syndrome, Gene HRAS, Mut.)

9 790

A27.30.326

7202

Cungpom KoddpmHa-Toypm (CKIT). Mouck mytauuin B reHe RPSGKA3,
M. (Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.)

81 825

A27.30.383

7740PAX3

CuvHgpom kpaHmodaumnansHOM AUCMOPMOUN-TYTOYXOCTU-YITbHaPHOM
aesuaumm kucten. MNovck mytaumn B reHe PAX3, m. (Craniofacial-
Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)

33 420

A27.30.015

7010UGI

Cungpom Kpurnepa-Hawnsipa (CKH, cemenHas xentyxa). NMounck
myTauun B reHe UGT1, m. (Crigler-Najjer Syndrome, Gene UGT1,

21 540

A27.30.346

7760FGFR

CwuHgpom Kpy3oHa ¢ YepHbIM akaHTo30M. [onck mytauumii B ak3oHe 10
reHa FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican, CAN,
Exon 10 Gene FGFR3, Mut.)

9 790

A27.30.346

7964FGFR

CwuHgpom KpysoHa. MNMouck myTaumn B 3k3oHax 7 u 9 reHa FGFR2, m.
(Crouzon Syndrome, Exons 7, 9 Gene FGFR2, Mut.)

13 960

A27.30.377

7794CIAS]

CwuHgpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS,
Gene NLRP3, Mut.)

50 070

A27.30.327

7204

Cwungpom Makneoga. MNowuck mytaumn B reHe XK, m. (McLeod
Syndrome, Gene XK, Mut.)

21500

A27.30.389

7743ZEB2

Cungpom Moyat-BunbcoH. MNonck mytaumn B reHe ZEB2, m. (Mowat-
Wilson Syndrome, Gene ZEB2, Mut.)

62 580

A27.30.390

7872NBS1I|

Cwungpom HunmereH, NBN 4y.m. (Nijmegen Breakage Syndrome, NBS,
Gene NBN, Freq. Mut.)

8 740

A27.30.328

7213

CvHgpom HorTer-HagKoneHHuka (octeoHuxogmncnnasus). MNonck
myTauuin B reHe LMX1B, M. (Nail-Patella Syndrome, NPS,
Onychoosteodysplasia, Gene LMX1B, Mut.)

30 630

A27.30.329

7215

Cunpgpom Ocnepa-PaHgto-Bebepa (HacnencTtBeHHasi remopparmyeckas
TeneaHrnakTasus). MNonck mytaumi B reHe ENG, m. (Rendu-Osler-
Weber Disease, Gene ENG, Mut.)

37570

A27.30.391

7874TBX3

CwuHgpom Mannuctepa. Mownck mytaumn B reHe TBX3, m. (Pallister W
Syndrome, Gene TBX3, Mut.)

30 630

A27.30.372

7744GLI3

CwuHgpom Mannuctepa-Xonna. MNMowvck mytauun B reHe GLI3, M.
(Pallister-Hall Syndrome, Gene GLI3, Mut.)

74 490

A27.30.320

7217

CwvHgpom nogkoneHHoro nrepurmyma. lNonck mytaumii B reHe IRF6, m.
(Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.)

37 575

A27.30.346

7745FGFR

Cwungpom lNdbanddepa. Mounck mytaumn B ak3oHax 7, 9 reHa FGFR2 n
ak3oHe 7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene
FGFR2, Exon 7A Gene FGFR1, Mut.)

18 120

A27.30.392

7218MEI

CwuHppom PeTtTa. MNMounck mytaumm B reHe MECP2, m. (Retts Syndrome,
Gene MECP2, Mut.)

15 955




A27.30.307

7219

CwuHgpom Cetpe-YoTtaeHa. Nouck mytauum B reHe TWIST1, m.
(Saethre-Chotzen Syndrome, Gene TWIST1, Mut.)

18 125

A27.30.330

7220

CwuHgpom Cunbaepa. Movck mytaumn B reHe BSCL2, m. (Silver
Syndrome, Gene BSCL2, Mut.)

30 630

A27.30.331

7221

CwuHgpom CumncoHa-INonabu-bemens. MNouck mytaumn B reHe GPC3,
M. (Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3,

33 420

A27.30.393

7877DHCR

CwuHgpom Cmuta-Jlemnu-Onumua (CJ1OC). MNMouck myTauun B reHe
DHCRY7, m. (Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.)

37 570

A27.30.394

7879AR

CwuHagpom TecTukynsipHo goemunnsaumm (CTP, cuHgpom Moppuca).
Mouck mytauun B reHe AR, M. (Testicular Feminization Syndrome,
Gene AR, Mut.)

41 540

A27.30.395

7747TCOF

CwuHpgpom Tpudepa-KonnuHsa-®paHueckeTTn (MaHambyno-
daumnanbHbIn agnsoctos). MNMounck mytauun B reHe TCOF1, m. (Treacher-
Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

81 830

A27.05.053

7984VHL

Cwungpom Xunnens-JlnHgay (uepebpo-peTuHo-BucLepanbHbIn
aHrnomaTos). Nonck myTtaumi B reHe VHL, M. (Von Hippel-Lindau
Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome,
Gene VHL, Mut.)

18 120

A27.05.053

7973VHL

Cungpom Xunnens-JinHgay (uepebpo-peTuHo-BucLepanbHbIn
aHrnomaTto3s). OnpegeneHune yicna konun reHa VHL, m. (Von Hippel-
Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

19 720

A27.30.332

7223

CwuHgpowm LBaxmaHna-AdavmoHga. MNouck mytaumi B reHe SBDS, m.
(Shwachman-Diamond Syndrome, Gene SBDS, Mut.)

24 080

A27.30.332

7224

CwuHgpowm LBaxmaHna-[darimoHaa. Nonck yacTbix MyTaLun B reHe
SBDSH1, 4. M. (Shwachman-Diamond Syndrome, Gene SBDS1, Freq.

9 790

A27.30.396

7911PLOD

Cungpom 3Anepca-fAanno, Tvn VI. Nonck 4acTbiXx MyTaumn B reHe
PLOD, 4. m. (Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq.

15 280

A27.30.397

7750CHRN

Cungpom 3Sckobapa. Nonck mytaumi B reHe CHRNG, m. (Escobar
Syndrome, Gene CHRNG, Mut.)

33 420

A27.30.339

7994IGHMH

CnuHanbHas ammnoTpodus ¢ napanuyom guadparmbl. lNonck mytauui
B reHe IGHMBP2, M. (Spinal Muscular Atrophy (SMA) with
Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)

62 580

A27.05.034

7996AMU

CnunanbHaga amuotpodouns tunel I, 11, I, IV. Onpegenexne yucna
konum reHa (Spinal Muscular Atrophy, SMA, Type |, 11, liI, IV, Copy
Number Variation)

7595

A27.05.034

7228

CnuHanbHas amunoTtpodus tunel |, 11, 111, 1V. Mouck myTauui B reHe
SMN1, M. (ToNbKo Npu HanU4uMM ogHon konuu reHa) (Spinal Muscular
Atrophy, SMA, Type I, II, lll, IV, Gene SMN1, Mut. (Only Presence One
Gene Copy) )

33 420

A27.30.394

7976ARI

CnunHanbHo-6ynb6apHas ammoTpodms KeHHegn. MNonck YacTtbix
MyTauuin B reHe AR, 4. M. (Kennedy Spinal and Bulbar Muscular
Atrophy, Gene AR, Freq. Mut.)

4950

A27.30.398

7788ATXN]

CnuHouepebennsapHas atakcus. lNMonck YacTblX MyTauuii B reHe
ATXNY, 4. M. (Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.)

8 995

A27.30.398

7787ATXN

CnuHouepebennsapHas atakcus. lNMonck YacTblX MyTauuii B reHe
ATXNS, 4. M. (Spinocerebellar Ataxia, Gene ATXNS8, Freq. Mut.)

8 995

A27.30.347

7978PRNP

CnoHrnogopmHas aHuedanonatna ¢ HEMPONCUXNYECKNMU
nposiBneHnsimu. MNMouck mytauun B reHe PRNP, M. (Spongiform
Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

18 120

A27.30.333

7230

CnoHagunokocTanbHbIN An3octos. Nonck mytaumii B reHe DLL3, m.
(Spondylocostal Dysostosis, Gene DLL3, Mut.)

30 630

A27.30.399

7979TRAP

CnoHagunoanudusapHasa gucnnasus (C3M). MNMouck myTauun B reHe
TRAPPC2, M. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene
TRAPPC2, Mut.)

21 495

A27.30.381

7980PRPS

CynepaktunsHocTb hoctopunbosunnupodocdat cuHTeTasbl. [Nonck
myTauun B reHe PRPS1, m. (Phosphoribosylpyrophosphate Synthetase
Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

30 630




A27.30.439

7638TRPS

TpuxopuHodanaHreanbHbii cuHapoM. MNouck myTtauum B reHe TRPS1,
M. (Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.)

41 540

A27.05.021

7238

TpombouunToneHus BpoxxaeHHas. MNMouck mytauum B reHe MPL, M.
(Congenital Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL,

33 420

A27.30.347

7885PRNP

daranbHas cemeriHas MHCOMHuUS. Monck mytaumin B reHe PRNP, m.
(Fatal Familial Insomnia, FFI, Gene PRNP, Mut.)

18 120

A27.30.287

7888PAH

deHunkeToHypus. MNMouck mytauun B reHe PAH, M. (Phenylketonuria,
PKU, Gene PAH, Mut.)

50 070

A27.30.287

7781l

deHnnkeToHypus. MNounck YacTblx MyTaumi B reHe PAH, 4. m.
(Phenylketonuria, PKU, Gene PAH, Freq. Mut.)

21 040

A27.30.334

7240

dubpoamcnnasma occudpmumpyrollasi nporpeccupytolas. MNounck
MyTaummn B «ropsunx» yqactkax reHa ACVR1, «ropsd.» yd. M.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

21 495

A27.30.334

7241

dubpoamcnnasma occudpmumpyrollasi nporpeccupytowlas. Nounck
MmyTaumn 6e3 «ropaunx» yqactkoB reHa ACVR1, 6e3 «ropsy.» yd. m.
(Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVRL1, without
Hot-Point Mut.)

30 630

A27.30.400

7786RMRP

XoHgpoaucnnasua metadusapHas, Tun Mak-Kbtocuka. Nouck mytauun
B reHe RMRP, m. (Metaphyseal Chondrodysplasia, McKusick Type,
Gene RMRP, Mut.)

9 790

A27.30.335

7244

XoHgpogucnnasns TodedHas KoHpagu-XioHepmana. [onck mytaumn B
reHe EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann
Syndrome, Gene EBP, Mut.)

21 500

A27.30.306

7245

XoHgpokanbunHoa. MNouck mytaumin B reHe ANKH, m.
(Chondrocalcinosis, Calcium Pyrophosphate Dihydrate, CPPD, Gene

50 075

A27.30.401

7815HDI

Xopes 'eHTUHIToHa. NMounck YacTbix MyTaumi B reHe 1T15, 4. m.
(Chorea Huntington, Gene IT15, Freq. Mut.)

4620

A27.30.402

7889CHM

Xopowugepemus. Mounck mytauun B reHe CHM, M. (Choroideremia,
CHM, Gene CHM, Mut.)

62 580

A27.30.403

7890CYBB

XpoHuyeckasi rpaHynemarto3Has 6onesHb. MNovck MyTaumii B reHe
CYBB, m. (Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.)

50 070

A27.30.404

7891BTK

X-cuenneHHas arammarnobynuHemust. MNonck mytaumi B reHe BTK, m.
(X-Linked Agammaglobulinemia, XLA, Gene BTK, Mut.)

74 490

A27.30.405

7981BIRC4

X-cLuenneHHbI numdonponmgepaTBHbIN CUHAPOM (6one3Hb
OyHkaHa, cuHgpom MypTtuneo), XIAP m. (X-Linked Lymphoproliferative
Syndrome, XLP, Gene XIAP, Mut.)

33 420

A27.30.405

7982SH2

X-cuenneHHbI numdonponudepaTBHbIn CUHAPOM (6onesHb
OyHkaHa, cungpom MypTtunebo). Monck mytaumin B reHe SH2D1A, m. (X-
Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.)

21 495

A27.30.406

7894FRMD,

X-cuenneHHbIn MOTOPHbLIN HucTarM. Nouck myTtauuin B reHe FRMD7, m.
(X-Linked Nystagmus congenital 1, NYS1 X-Linked, Gene FRMD?7,

50 070

A27.30.407

7983IL2RG

X-CLenneHHbIN THXEeNbI KOMOMHUPOBaHHbIV MMMYyHoZ4edUUMT. Mounck
myTaumn B reHe IL2RG, m. (X-Linked Severe Combined
Immunodeficiency, Gene IL2RG, Mut.)

21 495

A27.30.388

7757ERCC

LiepebpookynodaumockeneTHbIn cuHApoM. Monck MmyTauuin B reHe
ERCCG6, M. (Cerebrooculofacioskeletal Syndrome, COFS Syndrome,
Gene ERCC6, Mut.)

81 830

A27.30.408

7896EXT1

3K30CTO3bl MHOXECTBEHHbIE. Monck MyTauun B reHe EXT1, m. (Multiple
Exostoses, Gene EXT1, Mut.)

50 070

A27.30.408

7895EXT?2

3K30CTO3bl MHOXECTBEHHbIE. Monck MyTauun B reHe EXT2, m. (Multiple
Exostoses, Gene EXT2, Mut.)

62 580

A27.30.348

7758NDP

3kccyaaTuBHas BUTpeoxopeopeTuHanbHas guctpodus. Nonck
myTauun B reHe NDP, m. (Familial Exudative Vitreoretinopathy, FEVR,
Gene NDP, Mut.)

13 960

A27.30.409

7897EDA

OKTogepmarnbHas aHrmgpoTuyeckas guennasus. lNMouck mytauui B
reHe EDA, m. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.)

33 420

A27.05.033

7883GJB6

OkTogepmarnbHas rugpoTmdeckas gucnnasms. lNonck mytaumi B reHe
GJB6, m. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.)

13 960




A27.30.336

7248

OnucmrsapHasi gucnnasusi, MHoXXecTBeHHas!. [onck YacTbiX MyTauui B
reHe COMP, u. m. (Multiple Epiphysial Dysplasia, MED, Gene COMP,
Freq. Mut.)

8 995

A27.30.299

7249

OnucmrsapHas gucnnasus, MHoXecTBeHHas. [Touck myTauuin B reHe
SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2,

26 460

A27.30.410

7985ALOX

Oputpoaepmus BpoxaeHHas nxtnosHas (HebynnesHas). MNouck
myTauun B reHe ALOXES3, m. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene ALOXE3, Mut.)

56 760

A27.30.411

7987LOX17

Oputpoaepmms BpoxXaeHHas xtnosHas (HebynnesHas). MNonck
myTaumn B reHe LOX12B, m. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene LOX12B, Mut.)

37 680

A27.30.358

7986TGM1

Oputpoagepmums BpoxaeHHas nxtnosHas (HebynnesHas). MNouck
myTauun B reHe TGM1, M. (Nonbullous Congenital Ichthyosiform
Erythroderma, NBCIE, Gene TGM1, Mut.)

37 680

A27.05.033

7901GJB3

Oputpokepatogepmus. MNMonck mytaumn B reHe GJB3, m.
(Erythrokeratodermia, Gene GJB3, Mut.)

13 960

A27.05.033

7899GJB4

Oputpokepatogepmus. Monck mytaumn B reHe GJB4, m.
(Erythrokeratodermia, Gene GJB4, Mut.)

13 960

A27.05.053

7250

OpuUTPOLNTO3 peLleCCUBHBIN (CeMenHasa HacneacTBeHHas
nonuumtemus). MNounck mytaumn B reHe VHL, m. (Autosomal Recessive
Erythrocytosis, Gene VHL, Mut.)

18 120

A27.05.053

7900VHLI

SOpUTpoLMTO3 peLIECCUBHBIN (CeEMeNHast HacneacTBEHHas
nonuumtemums). Nounck yacTtbix MyTauun B reHe VHL, 4. m. (Autosomal
Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

10 320

A27.05.052

7004MRI

CeMenHbIn MeaynnsipHbli pak WMTOBUOHOM Xenesbl (3k3oHbl 10, 11,
13, 14, 15 rena RET) (Familial Medullary Thyroid Cancer (Exons 10,
11, 13, 14, 15 Gene RET))

25 395

A27.05.052

7006A2|

CvHOPOM MHOXECTBEHHOMW 9HOOKPUHHON Heonnasum 2A Tuna (3K30HbI
10, 11 rena RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10,
11 Gene RET))

15 280

A27.05.052

7005B2|

CnHAPOM MHOXECTBEHHOW 3HOOKPUHHON Heonnasun 2B Tuna (rex
RET) (Multiple Endocrine Neoplasia Type 2B (Gene RET))

10 320

B03.070.478

7802CYI

AppeHoreHutaneHbI cuHapom (AlC). Mownck yacTbIx MyTauun B reHe
CYP210HB, 9 u. m. (Congenital Adrenal Hyperplasia (CAH), Gene
CYP210HB, 9 Freg. Mut.)

12 470

A27.30.286

7779HFEI

HacnencrteeHHbIn remoxpomatos, | Tun (reH HFE) (Hemochromatosis
Type 1 (Gene HFE))

3075

A27.30.285

7003UGI

Cwungpom XKunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene

4 340

23.1. OnpepgeneHne 6MoNOrMYEeCKoro poacTea B CEeMbe: OTLOBCTBA U
matepuHctBa (Definition of Biological Relationship: Paternity and
Maternity)

B03.045.030

BP3/5

CpoyHoe ycTaHoBreHne 6nonornieckoro poacTea Anst O4HOro n3
poauTenew npu 6eccnopHom poactee gpyroro (3 yen.) (Urgent
Establishment of Biological Relationship for One Parent at Indisputable
Relationship of Another (3 Persons))

35 350

B03.045.030

BP3/20

YcTaHoBneHve 6rnonornyeckoro poacTea Ans O4HOro M3 poguTenen
npu 6eccnopHom poactee gpyroro (3 yen.) (Establishment of Biological
Relationship for One Parent at Indisputable Relationship of Another (3
Persons))

26 495

B03.045.030

BP2/5

CpouHoe ycTaHoBMeHe 61onormiyeckoro poACTea Ans O4HOro 13
poautenew npu otcytcTeum gpyroro (2 ven.) (Urgent Establishment of
Biological Relationship for One Parent in Absence of Another (2

35 350

B03.045.030

BP2/20

YcTtaHoBreHne 61Monornyeckoro poacTea A 0gHOro U3 poauTenen
npw otcytcTBum gpyroro (2 ven.) (Establishment of Biological
Relationship for One Parent in Absence of Another (2 Persons))

19 065

B03.045.038

BP/00Tr1

JononHnTenbHbIA y4acTHUK uccnenoBaHus (pebeHoK unm MaTb Unu
oTeu) (Additional research participant (child or mother or father))

9 250




24.1. HacnepctBeHHble 6bone3Hn obmeHa BewecTs y
HOBOPOXAEHHDLIX/CKPUHUHT «MaTtouka» (Hereditary Metabolic
Disorders in Newborns. Newborn Screening "HEEL")

B03.016.025.0{HE0O1 CkpuHUWHT HoBopoxaeHHbIX «MATOYKA» (Newborn Screening 8 090
"a3oBas xpomaTorpadms obpasLoB MOUM (OpraHNyYeckme aumaoypum)

B03.016.018.0{HE02 (Gas Chromatography of Urine (Organic Aciduria)) 13575
OnpegeneHve akTMBHOCTU OMOTMHMAA3bl (HE4OCTAaTOYHOCTb
6uoTtuHmnaassbl) (Biotin-Dependent Carboxylases Activity (Biotinidase

A27.30.447 7060 Deficiency)) 6 685
B3XXX-MC-MC opraHnyeckmx kncnot (cykumHunaueToH) (HPLC-

A27.30.448 |7061 MS/MS Organic Acids (Succinylate)) 4925
YacTas mytaums B reHe BTD (HegocTtaTtovHoCcTb 6GuotuHMaassl) (BTD

A27.30.440 |7040 (Biotinidase Deficiency) Gene, Freq. Mut.) 7 785
Yactas mytaums B reHe GCDH (rnyraposas aumaypwus tin 1) (GCDH
(Glutaryl-CoA Dehydrogenase) Gene, Freq. Mut. (Glutaric Aciduria,

A27.30.441 |7041GCDH|Type 1)) 6 685
MonHbin aHanu3 reHa GCDH (rnytaposas aumaypusi Tun 1) (GCDH

A27.30.441 |7042 (Glutaryl-CoA Dehydrogenase) Gene (Glutaric Aciduria, Type 1)) 52 060
YacTas mytaums B reHe HADHA (HegocTaToO4YHOCTb
AnuHHoueno4veyHon 3-rmgpokcmaumn-KoA-gerngporeHassl) (HADHA

A27.30.442 7048 Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa Dehydrogenase 6 685
Yactas mytaumsa B reHe ACADM (HegocTaToO4YHOCTb
cpegHeLenoyevHon gerngporeHasbl xupHbix kucnot MCAD) (ACADM

A27.30.443 7052 Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD) 6 685
MonHbi aHanu3 reHa OTC (HegoOCTaTOYHOCTb
opHUTUHTpaHckapbamunasbl) (OTC Gene (Ornithine

A27.30.444 7055 Transcarbamylase (OTC) Deficiency)) 48 060
Yactble myTaumm B reHe FAH (Tuposunemus tun |) (FAH Gene, Freq.

A27.30.445 7056 Mut. (Tyrosinemia, Type 1)) 12 195
MonHbin aHanua reHa FAH (TuposuHemuns Tun 1) (FAH Gene

A27.30.445 7057 (Tyrosinemia, Type 1)) 63 060
YacTtuuHbii aHanua reHa ASS (umTtpynnuHemus) (ASS Gene, Freq.

A27.30.446 [7058 Mut. (Citrullinemia)) 12 060
26.1. Ana perteii (For children)
OueHka MMMYHHOTO OTBeTa K AeTCKkuM nHdekuusam (Pediatric

B03.070.460 [OBC47 Infections: Immune Response) 7670
3poposbin pebeHok: ans geten ot 0 go 14 net (Healthy Child: for

B03.070.450 [OBC89 Children from 0 to 14 Years) 1690
26.2. Ana eHWwmH (For women)
lMporpamma CKpuHWHIra paka wenkn maTtkm — onpegenenve OHK BIMY n
LMTONOrMyecKoe nccriefoBaHne cockoba LWEnKM MaTku n

B03.027.015 (2019 LiepBUKanbHOro KaHana MeTogoM >XMAKOCTHOW LIUTONormm™ 2 250

B03.070.406 |OBC95 VIP-o6cnenoBanune ansi xxeHwuH (VIP-Survey for Women) 27 395
KeHckuin ropMmoHanbHbIA NPoduIb: ANCAHYHKLMA AUYHUKOB,
HapyLLeHusa MeHcTpyanbHoro umkna (Female Hormonal Profile:

B03.016.023 [OBC80 Ovarian Dysfunction, Menstrual Irregularities) 7 330

A27.30.278 [OBC70 OHkopuck xeHckui: wenka matkn (Women's Oncorisk: Cervix ) 4190
Mpobnembl HEBbIHALLMBAHUA: ayTOMMMYHHbIN Npodunb (Miscarriage:

B03.070.456 |OBC81 Autoimmune Profile) 7 780

B03.070.462 |[OBC82 OueHka aHagporeHHoro crtatyca (Assessment of Androgen Status) 3140
MnaHnpoBaHue 6epeMeHHOCTU: AMAarHOCTUKA YpOreHUTanbHbIX

B03.070.448 |OBC88 nHopekuun (Pregnancy Planning: Diagnosis of Urogenital Tract 4 560
Xouy cTaTb MaMoW: KOMMIEKCHOe obcregoBaHNE NPy NaHMPOBaHWK
6epemeHHocTn (Want to Become a Mother: Pregnancy Planning,

B03.001.001 [OBC83 Comprehensive Survey) 15 390

B03.014.006 |OBC84 TORCH-uHdekumn (ToRCH-Infections) 6 290
BepemerHocTb: |l TpumecTp (14-28 Hegenun) (Pregnancy: Second

B03.070.448 |OBC86 Trimester (14-28 Weeks)) 1690




BepemerHocTb: Il TpumecTp (o1 29-30 Hegenb) (Pregnancy: Third

B03.070.448 |OBC87 Trimester (29-30 Weeks) ) 8 040
B03.070.488 [OBC121 MoaroToBka kK 6epeMeHHOCTU: 6a30BbIN 17 860
B03.070.488 |OBC122 |lMoarotoBka kK 6epeMeHHOCTU: OLEeHKa BUTaMMHHOMO cTaTyca 6 810
B03.070.488 |OBC123 |lMoarotoBka kK 6epeMeHHOCTU: CKPbITbIN AedrumnT xenesa 2 370
26.3. Ana myxuuH (For men)
B03.070.409 [OBC96 VIP-o6cneposaHune ana myxuuH (VIP-Survey for Men) 25 820
26.4. ExkerogHble npodpunaktTudeckne obcnegosaHua (Annual
preventive examinations)
ExxerogHoe npodmnaktnyeckoe obenenosaHme (nocne 40 net)
B03.070.447 |OBC46 (Annual Check-Up after 40 Years of Age) 9980
300poB Thbl — 300pPOBa CTpaHa: exxerogHoe nNpodunakTmyeckoe
obcneposaHue (go 40 net) (Healthy You - Healthy Country: Annual
B03.070.458 |[OBC79 Check-Up up to 40 Years of Age) 17 345
Broxumusa kpoBu: paclumpeHHbIn npoduns (Serum Biochemistry:
B03.016.004 |[OBC73 Extended Profile) 7990
Broxmmunsa kposu: MMHUManbHbIM Npodunb (Serum Biochemistry:
B03.016.004 |[OBC74 Minimum) 4940
26.5. CnopTtusHblie npodunu (Sport Profiles)
B03.070.464 |CIMOPT1 |Supersport BasoBbin 4 125
B03.070.464 |CIMOPT2 |Supersport OntumanbHbIn 10 245
B03.070.464 |CIOPT3 |Supersport NpoasuHyThIN 18 160
26.7. OueHKa pUCKa pa3B1TUA 3aboeBaHMii cepaeuyHOo-CoCyaUCTOM
cuctembl (Cardiovascular disease risk assessment)
Mpodgunaktmka 3aboneBaHnii cepaua U CoCydoB M UX OCIOXHEHUN
B03.070.451 |OBC51 (Preventing Heart and Blood Vessel Diseases ) 5410
B03.016.005 [OBC53 JinnnaHbi npodune: pacwmnpeHHbin (Lipid Profile: Extended ) 4890
B03.016.005 [OBC54 JInnugHen npodune: ckpuHuHr (Lipid Profile: Screening) 1530
26.8. inarHoctuka aHtudochonunuaHoro cuHgpoma (Diagnosis of
antiphospholipid syndrome (APS))
AHTUochonmnuaHbin cuHgpom (APC), nabopaTopHble Kputepun
A12.06.030 |OBC55 (Antiphospholipid Syndrome, APS) 5360
26.9. [InarHOCTUKA COCTOAHUA KeNyAOYHO-KMLLUEYHOro TPaKTa
(Diagnosis of gastrointestinal tract (Gl Tract))
[dvarHocTvka Lenuakum: HenepeHoCMMOCTb Bernka 3nakoB (rnoTeHa)
B03.070.471 |[OBC62 (Coeliac Disease: Gluten Intolerance ) 8 550
B03.014.004 |ACTP "actponaHens (GastroPanel) 5830
26.10. OueHka ¢yHKUuM neueHun (Assessment of liver function)
B03.016.008 [OBC56 O6cnepoBaHme neyveHu: paclumpeHHoe (Survey of Liver: Extended ) 5735
B03.070.500 |OBCS57 O6cnepnoBaHve neveHu: ckpuHUHT (Survey of Liver: Screening) 2 140
CKPUWHUHT ayTOMMMYHHOTO nopaxeHusa nedeHun (Autoimmune Liver
A12.06.024 OBC59 Disease: Screening) 8 890
26.12. OueHkKa pyHKumMM novek (Assessment of renal function)
B03.025.001 [OBC60 O6cnepoaHme noyek: pacwmnpeHHoe (Survey of Kidneys: Extended ) 4430
B03.025.001 |OBC61 O6cnepoaHme novek: ckpuHuHr (Survey of Kidneys: Screening) 4 335
26.13. TocnuTtanbHble uccnegosanua (Hospital Examination)
ocnutanu3aumsa B TepaneBTuyeckmin ctaumoHap (Hospitalization in
B03.070.401 |OBC77 Therapeutic Hospital) 8 050
B03.070.402 |OBC78 JTaGopaTopHbI XMpyprudyeckuin npodunb 10 930
B03.070.400 |OBC106 |MabopaTopHbI XMpypruieckunii Npodusbs pacluMpeHHbIN 12 875
26.14. OnarHocTuKa 3aboneBaHuii coegUHUTENbHOU TKaHU
(Diagnosis of connective tissue diseases (disorders of connective
Bonu B cyctaBax: pacwmpeHHoe obcnegosaHue (Joint Pain: Extended
B03.070.463 [OBC63 Survey) 12 340
B03.040.002 |(OBC64 ApTpuTbl NpK peBmaTnyeckmx 3aboneeanusix (Rheumatic arthritises) 4030
B03.070.463 |OBC64MOIlBonun B cyctaBax: ckpuHuHr (Arthralgia: screening test) 6 590
B03.070.487 |OBC120 |[lMoparpa 1540
B03.070.501 |OBC125 |PeBmatougHbin aptput (Rheumatoid arthritis). 4410




26.15. narHocTuKa caxapHoro auaberta (Diagnosis of diabetes)

B03.012.001 [OBC65 KoHTponb anabeta: pacwupeHHbivi (Diabetes Control: Extended) 6 570
B03.012.001 |[OBC66 KoHTponb auabeta: ckpuHuHr (Diabetes Control: Screening) 1140
B03.070.459 |[OBC67 OnabeT: ayTonmmyHHble Mapkepbl (Diabetes: Autoimmune Markers) 4 950
26.16. [lnarHOCTUKA M KOHTPOAb Tepanuu octeonopo3sa (Diagnosis
and monitoring therapy for osteoporosis)
B03.070.452 |OBC71 OwnarHocTtuka octeonopo3a (Diagnosis of Osteoporosis) 5170
OueHka meTabonuama KOCTHOWM TKaHM U p1cka OCTeonopo3a:
pacwmpeHHoe obecnegosaHue (Metabolic bone and osteoporosis risk
B03.070.502 |OBC124 |evaluation: comprehensive examination). 7 850
26.17. OueHKa PpyHKuMM WwMToBUAHOM Kenesbl (Assessment of
thyroid function)
LWLntoBugHasg xenesa: pacwmpeHHoe obenegosaHue (Thyroid Gland:
B03.058.001 [OBC75 Extended Survey) 3590
B03.058.001 [OBC76 LLntoBugHas xenesa: ckpuHuHr (Thyroid Gland: Screening) 2 090
26.18. UHdeKuun, nepegasaemble nNosoBbiMm NyTém (Sexually
transmitted infections (STI))
B03.014.031 |OBC90 BWY, cudpmnuc, renatutel B u C (HIV, Syphilis, Hepatitis B, C) 3 060
WcecneposaHme komnnekcHoe «Cekc B 6onbLluom ropoge: 6 nHdekuni
(ananus kposwn)» (Comprehensive Study «Sex in City: 6 Infections
B03.014.010 |OBC91 (Blood Test)») 6 230
NccnepgoBaHne komnnekcHoe «Cekc B 6onbLuoM ropoge: 14 nHdekumn
+ masok Ha mukpodropy» (Comprehensive Study «Sex in City: 14
B03.014.030 [OBC92 Infections + Smear on Flora») 8 350
WceneposaHne komnnekcHoe «Cekc B bonbliom ropoae: 12 nHdekumm
+ KBM (yporenuTaneHbii cockod)» (Comprehensive Study «Sex in
B03.014.029 |OBC105 |City: 12 Infections (Urogenital Scraping)») 5540
WMccnepgoBaHue komnnekcHoe «Cekc B 6onbLuomM ropoge: 8 MHdeKL i
+ masok Ha mukpodpnopy» (Comprehensive Study «Sex in City: 8
B03.014.028 [OBC93 Infections + Smear on Flora») 5230
26.19. Mpo6nembi Beca (Weight Problems)
Mpobnemebl Beca (nepBrnyHOE 0bcnegoBaHue 300pOBbsi NALMEHTOB C
B03.070.454 |OBC94 HapyweHuamu Beca) (Weight Problems: Primary Survey) 6 050
Mepen aveTon: MuHMMansHoe obcnegosaHue (Survey Before Diet:
B03.070.481 |OBC107 [Minimum) 3290
Mepen aveTon: gononHutensHoe obcnegosaHue (Survey Before Diet:
B03.070.481 |OBC108 |Additional ) 10 920
26.20. Ouetol (Diets)
B03.070.482 |OBC112 |BeretapuaHupbl 5315
B03.070.483 |OBC113 |[lMuTaHue, ncknoyatoLLee KpacHoe MSICO 1890
B03.070.484 |OBbC114 |Bbenkosas gneta 6 370
26.22. Anneprusa (Allergy)
B03.002.004 |(OBC98 Anneprus Ha X1BOTHBbIX, Nblfb, NneceHb (Allergy to Animals, Dust, 12 540
B03.002.004 |OBC99 Anneprus Ha nuweBble npoaykTbl (Food Allergy) 15 550
B03.002.004 |OBC100 |Anneprusa Ha nneceHb (Mold Allergy) 4 050
B03.002.004 |OBC101 |Anneprus Ha pacTteHus (Plant Allergy ) 10 390
26.23. F'emaTtonoruyeckue uccnegosaHma (Hematological
B03.005.013 |OBC68 OwnarHoctuka aHemun (Diagnosis of Anemia) 6 120
26.24. KpacoTa KoXXu, Bonoc u Horte (Beauty of skin, hair and
B03.070.485 |OBC118 |KpacoTta 3gopoBon koxu (Healthy skin beauty) 4160
CunbHble BoNockl, Kpenkue HorTu, bapxaTtHas koxa (Strong hair and
B03.070.486 |OBC119 [nails, velvet skin) 5050
HoBble nccnepgoBaHus
B03.004.001 |FACTP978 |l"acTponaHens co cTUmMynsumen 7 390
AHgpodiop, nccrnegoBaHve MUKPOMopbl YporeHUTansHoro Tpakra
A26.21.036 3152 MYXYMH B 35KynsiTe 3 265
AHgpodiop, nccrnegoBaHve MUKPOMnopbl YporeHUTanbsHoro TpakTa
A26.21.036 3153 MY>KUYMH B CEKpeTe npeacTaTensHON xernesbl 3 265




Angpodniop CKpuH, nccrnegoBaHne MMKporiopbl yporeHMTanbHoro

A26.21.036 3253 TpakTa MyX4YuH B CEKpeTe npeacTaTtenbHON xenesbl 2720
A09.05.209 1700 MpokanbUNTOHMH 3280
A26.05.016 1593 >KenyHble KMCnoThbI B CTyne 4100
OnpegeneHve nona nnoga. BeissBneHne Y-xpoMocoMbl Mrioga B KPOBU
A27.20.001 |3316 maTepu (Y-chromosome of the fetus in the mother's blood) 6 670
Bupyc rpunna A/B, kadectBeHHoe onpegenenne PHK (Influenza virus
A26.08.038.00{3317 A/B, quality, RNA) 1975
PasgenbHoe onpepeneHune TokcuHa A n TokcuHa B Clostridium difficile
B kane, aHTureHHbl TecT (Toxin A and B Clostridium difficile. One step
A26.19.086 [486/479 |rapid immunochromotographic assay) 1690
Bupyc renatuta C: reHoTunupoBaHue no reHotunam 1-6 (BI'C,
A26.05.019 1688 onpegenexve redotunos 1-6, HCV Genotyping) 3000
AHTUTEna K KopoHasupycy SARS-CoV-2 (HykneokancugHomy 6enky),
A26.06.057 |1637 IgG, 36601T 755
A09.05.124 [1645 MenaToHuH 3230
A26.06.057 1641 AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 1 090
A27.30.292 7650 MonekynapHo-reHeTuyeckast AMarHoCTUKa paka npeacraTensHon 6 735
B03.001.002 (1634 MnaueHTapHbIn hakTop pocTa (Placental growth factor, PIGF) 4750
dakTop IX, aktmBHOCTb % (hakTop Kpnctmaca, aHTureMousbHbIN
A09.05.187 1410 akTop «B») 1680
A09.05.052 1412 AHTK-Xa, akTUBHOCTb % 2105
A09.05.220 1413 dakTop BoH BunnebpaHaa, aHtureH % 2 535
B03.025.001 (1646 Kny6oukoas punstpauus (pCK® neanatp., popmyna Lsapua 2009) 335
A09.05.221 1603 Butamuu 1,25-gurngpoken D3 3975
A09.05.035 [1633 OBeponmmyc 4160
JlabopaTopHoe nccnegoBaHue knewa ans BoisiBreHms OHK
B0306yauTens 6oppennosa (bonesxu Nlanma) (Detection of pathogen
A26.04.012.001271 DNA in ticks: Borrelia burgdorferi s. 1.) 2070
B03.016.004 |4HO®T NASH-FibroTest 21290
So3nHodunbHbIN HepoTokeunH B cTyne (Fecal Eosinophil derived
A26.05.016 1594 Neurotoxin; EDN, stool) 4705
A26.05.016 1597 XUMOTPUNCKH B cTyne,akTuBHocTb (Chymotrypsin activity in Stool) 2 295
Creatokput ctyna (OnpegeneHne coagepxaHus xupa B Karne MeTogoM
A26.05.016 1599 KucnoTtHoro cteatokputa; Fecal Fat; Acid Steatocrit) 1690
AHTUTENA, KONUYecTBeHHbIe, k cnarikoBomy (S) 6enky SARS-CoV-2,
A26.06.057 1659 IgG (Anti-SARS-CoV-2, spike (S) protein, 1gG, quantitative) 1655
A26.05.016 1596 BoHynuH dekanbHbIv (Zonulin, stool; Fecal zonulin) 7 100
B03.016.004 |OBC154 |Buoxumusa kpoBu: 6a3oBkIN Npocunb 2 890
A08.30.046 |580 OLGA-system(broncumnHein (xenygok) 4 260
MuKpockonuyeckoe UccrnegoBaHue MoYm nocre Mmaccaxa
Al12.21.005 1169 npeacraTtensHOn Xenesbl 700
Mpsamow aHTUrMobynunHoBbIN TecT, nonucneundunyHein (MAFT, npavas
npoba Kymbca, Direct Antiglobulin Test, DAT, Direct Coombs Test
A12.05.009 999 Polyspecific) 1420
A27.30.008 7653 AHanns mytauun B reHe BRAF (V600E) (MNLUP, kay) 8 040
B03.016.005 |[OBC127 |JlunuaHbIn Npocunb He-HaToLlaK pacLUMPEHHbIN 3905
B03.016.005 |OBC128 |JlunngHbln Nnpocunb He-HaTOLaK CKPUHWNHI 1530
B03.070.465 |OBC129 |BeraHbl. Mpoduns "MuHnmansHbIn" 9 640
B03.070.465 |OBC130 |Beranbl. lNMpodunb "basoBbin” 11780
B03.070.465 |OBC131 |BeraHbl. NMpoduns "PaclunmpeHHbIn” 20 860
B03.070.497 |OBC155 |lMpodunb «ExerogHasa npodunakTmka 1320
OnarHocTtuka noctkoBuaHoro cuHapoma (Diagnosis of Post-COVID-19
B03.070.495 [OBC172 |syndrome) 8 740
B03.070.467 |CITKA1 JlabopaTtopHas guarHocTvka runepaaHgporeHeMmnm 4530
B03.070.453 |CIKA2 OueHKa ropMOHarnbHOro ctatyca npu HapyLeHM MEHCTPYarnbHOro 2 765
B03.070.466 |OBC156 |ButamuH 1 n MuHepanbHbIn 06MeH 4 140
B03.014.024 (3032 PacwunpeHHoe nccnegosaHne MUKPognopsl yporeHMTanbHoro Tpakra 3380
B03.014.023 (3033 CKpUHUHroBOe nccnegoBaHne MUMKPOnopbl yporeHUTanbHoro Tpakta 2870




KnuHunyeckuin aHanms kposu: obLumi aHanus, nerikocgpopmyna (c

B03.016.002 |5/119 MUKPOCKONUEN Maska KpOBU MPU HANn4mMm naTonormdeckmx cosmuroB) 835
OnpegeneHne oCMOTUYECKON Pe3NCTEHTHOCTM aputpouutoB (Osmotic
A12.05.002 [1600 fragility (OF) test, RBC) 2 295
A12.05.012.0011618 OnekTpodopes remornobuHa (Hemoglobin Electrophoresis) 4705
AnTuTEna k mutoxoHapusam (AMA-M2), 1IgG (Anti-AMA-M2
A12.06.035 1221 autoantibodies, 1gG) 2210
A12.06.051 1670 AHTuTEna Kk 6eta-2-rnukonpoTenHy, IgG (Anti-beta-2-glycoprotein, IgG) 1780
A12.06.051 1671AB2M|AHTUTENa K 6eTa-2-rmukonpoTeunHy, IgM (Anti-beta-2-glycoprotein, IgM)| 1 990
B03.002.004 |6706 MaHenb pasHblie anneprexbl 1 5 300
B03.002.004 |6707 [MaHenb pasHble anneprexsbl 2 5100
B03.002.004 ]1881 Anneprounn ALEX2 (Allergy Explorer 2), 300 anneprotecTtos 25 095
CwuHgpom MapTtun-benn (reHognaHocTMKa cuHapoma nnomkomn X
A27.30.298 [7643 XPOMOCOMBbI) 7 375
A27.30.141 7645 MyTtauuu B reHe LDLR 14 870
A27.30.142 7646 MyTtaumm B reHe PCSK9 13 525
AHTUTENA K KopoHaBupycy SARS-CoV-2, IgM (kavecTBeHHOEe
onpegenexne) n IgG (konuuecteeHHoe onpeaenexue) (Anti-SARS-
A26.06.057 [1641/59 |CoV-2, IgM/IgG) 2 705
B03.070.489 |OBC164 |ButamunH D u MmuHepaneHbii 06meH ([MepekpecTok) 3350
A09.05.099 1689 AMWHOKNCNOThLI B Nnriasme KpoBu 5280
B03.016.019 (1690 AMUWHOKMCNOTHI B Nria3me KpoBswu, 48 nokasartenen 10 245
A09.05.026 1675 PeMHaHTHbIN XonecTepuH HaToLak (NPOAYKT —Npodusb); 830
A09.05.026 1685 PeMHaHTHbIN XONecTepUH He HaToLLakK (MPoayKT —Npocunb) 830
JTabopaTopHoe nccnegoBaHue knewa ans BeisieneHms PHK Bupyca
A26.04.012.00{35/ knewieBoro aHuedanuta (Tick-borne encephalitis Virus, TBEV, RNA) 1350
lMaTonoroaHaTomMmnyeckoe nccneaoBaHme onepaLmoHHOro Marepumana
A08.30.046 51104 (8o 6-Tn napadmHOBbLIX GIIOKOB) 4 390
lMaTonoroaHaTomMmnyeckoe nccneaoBaHme onepaLmoHHOro Marepumana
A08.30.046 |51105 (6onee 6-Tn napadmHOBbLIX GITOKOB) 4 390
B03.070.492 |OBC171 |l['vinoroHagnsm y My>X4uH 6 190
Kapanopuck, CKpUHMHI-NEW — C BKIMHOYEHMEM BbICOKOUYYBCTBUTENBHOIO
TPONOHWHA 1 HaTpuypeTnyeckoro ropmoHa (B-tuna) N-koHUeBoro
B03.015.009 [OBC173 |nponenTtuga 8 490
KeHckuin ropMoHanbHbI NPOMUnb: HapyLLEeHNs MeHCTPYanbHOro
B03.070.468 |OBC187 [umkna, CKpUHWUHT 3 700
B03.070.448 |OBC85NEV|bepemeHHocTb: 1-11 TpumecTp (1-13 Hegenu) unu 1-i BU3NUT 11150
Cnepwmorpamma (ViccnegoBaHue asKynsaTa ¢ OLeHKon Mopdonornm no
B03.053.002 |5999 Kptorepy) 3 350
B03.070.455 |OBC202 |AHanu3bl ons cnpaBku B 6accenH 1190
CTtepougHbi npodunb B critoHe (TecTocTepoH,
HervaposnuangpocTtepoH, AHapocTeHanoH, Koptuson, KopTnsoH,
B03.016.023 |1577 Octpaguon, MNMporectepoH, 17-OH-nporectepoH) 8 480
B03.032.002 |[PRS1-INV |lMpeHaTanbHbin ckpyuHuHr PRISCA 1 2 305
B03.032.002 [PRS2-INV |lMpeHaTanbHbIn ckpuHuHr PRISCA 2 1645
Lintonornyeckoe n MMMyHOLMTOXUMUYECKOE UCCIEA0BaHNE C
mapkepamu p16INK4a n Ki-67 ana nogTBep)XaeH1s aucnnasum B
A08.30.013 547N MasKkax CIIM3NUCTON LLIENKN MaTKK 10 365
Napsosupyc B19 (Parvovirus B19)
A26.05.032 3324CB MapBosupyc B19, onpenenexune OHK (cbiBopoTka) 880
Bapuuenna-3octep supyc (Varicella-Zoster virus)
Bupyc Varicella-Zoster, onpegenenne JHK B cbiBOpoTKE KpOBU
A26.05.042.00]3215CB  |(Varicella ZosterVirus, DNA, serum) 535
Bupyc Varicella-Zoster, onpegenenune [JHK B cockobe anuTenuanbHbix
A26.06.056 3215K0OX |kneTtok koxu (Varicella Zoster Virus, DNA, scrape of skin epithelial 550
Bupyc Varicella-Zoster, onpegenenne OHK B crtoHe
A26.06.056 [3215CJIH |[(VaricellaZosterVirus, DNA, saliva) 500
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HewnHBasmBHbIV NnpeHaTanbHbl TecT (HUMMT) - ctaHgapTHast naHenb

A27.20.001 [2HUIMT (Noninvasive Prenatal Testing (standart)) 30 345
HeunHBasmBHbI NpeHaTanbHbi TecT (HUMMT) - paclumnpeHHas naHernb
A27.20.001 |3HUMT (Noninvasive Prenatal Testing (advanced)) 38 900
HeunHBasmBHbI NnpeHaTanbHbi TecT (HUMT 6asoskin) (Non-Invasive
A27.20.001 AHNNOT Prenatal Test (base)) 26 145
Bepesa 6opogasuaras, rBet v1 (1215), IgE (Birch, Betula verrucosa,
A09.05.118 [6027ABb |rBet vl (t215), IgE) 835
A09.05.118 [6031AB |OomawHssa nbinb (Hollister —Stier) (h2), IgE 835
A09.05.118 |6044Ab An ocbl naTtHucTonm (i2), IgE 835
A09.05.118 [6046Ab Komap (i71), IgE 875
A09.05.118 6048Ab MeHnumnnuu V (c2), IgE 875
A09.05.118 |6049AB |Orypeuy (f244), IgE 835
A09.05.118 |6050A6 |Asokago (f96), IgE 835
A09.05.118 6052ABb Monoko ko3be (f300), IgE 835
A09.05.118 [6055AB |Ab6pukoc (f237), IgE 835
A09.05.118 [6056Ab BuwHs (f242), IgE 835
A09.05.118 [6058Ab MangapwH (f302), IgE 835
A09.05.118 |6059AB BaknaxaH (f262), IgE 835
A09.05.118 [6060ABb Bpokkonu (f260), IgE 835
A09.05.118 |6061AB YecHok (f47), IgE 835
A09.05.118 6062A5 pnbbl (WwamnuHboHbI) (f212), IgE 835
A09.05.118 |6063Ab MopconHeyHnk (W204), IgE 835
A09.05.118 [6064Ab Pomaluka (w206), IgE 835
Cwmecb nuweBbIx annepreHoB (fm5) (AanyHbIn 6eNok, MOMOKO KOpoBbE,
B03.002.004 |6068Ab Tpecka, nweHuua, apaxumc, coeBble 606bl), IgE 1960
Cwmecb nuweBbIx annepreHoB (fm24) (Tpecka, KpeBeTkU, MUANN,
B03.002.004 ([6074Ab TyHeL, nococek), IgE 1960
Cwmecb annepreHoB Mbinblbl AepPEBLEB (paHHee LBeTeHune) (tm5)
B03.002.004 |6085Ab6 (onbxa cepas, newmHa, Ba3, MBa, TONONb TpeXrpaHHbii), IgE 1960
A09.05.118 |6088ABb BuHorpap (f259), IgE (Grape (f259), IgE) 1215
A09.05.118 6090AB Jlococb/cemra (f41), IgE (Salmon (f41), IgE) 1215
A09.05.118 |6092AB |Ckymbpusa (f206), IgE (Mackerel (f206), IgE) 1215
A09.05.118 [6093Ab Kambana (f254), IgE (Plaice (f254), IgE) 1215
A09.05.118 [6095Ab KokocoBbii opex (f36), IgE (Coconut (f36), IgE) 1180
A09.05.118 [6096ABb IMpeuknii opex (f256), IgE (Walnut (f256), IgE) 1215
A09.05.118 |6103Ab Cblp Yeppep (f81), IgE 870
A09.05.118 6104A6 Cblp ¢ nneceHbio (f82), IgE 870
A09.05.118 [6107ABb |TyHew (f40), IgE 870
A09.05.118 [6108AB Kykypysa (f8), IgE 870
A09.05.118 [6109AB |Cnuea (f255), IgE 870
A09.05.118 [6119AB Nmbups (f270), IgE 870
A09.05.118 |6098AB |®Paconb 6enas (f15), IgE (White bean (f15), IgE) 1215
A09.05.118 |6099AB |ObiHa (f87), IgE (Melon (f87), IgE) 1215
A09.05.118 |6100AB Poxsb (f5), IgE (Rye (f5), IgE) 1145
A09.05.118 6159A6 KypuHoe msico (f83), IgE 870
A09.05.118 |6144Ab Candida albicans (m5), IgE 870
A09.05.118 |[6148Ab LWokonag (f105), IgE 870
A09.05.118 |6122AB Exa cbopHas (g3) IgE (Dactylis glomerata (g3), IgE) 870
A09.05.118 6124A6 OscsaHuua nyroeas (g4), IgE (Festula elatior (g4), IgE) 1200
A09.05.118 |6126Ab MsaTnuk nyrosou (g8), (IgE Poa pratensis (g8), IgE) 870
A09.05.118 6164A6 MonbiHb ropbkas (Artemisia absinthium) (w5), IgE 870
A09.05.118 |6166AB Mepbsa BonHWCTOro nonyranyuka (e78), IgE 870
A09.05.118 |6150AB |JlumoH (f208), IgE 870
A09.05.118 |6152Ab Npeva (f11), IgE 870
A09.05.118 6182A6 Onbxa cepas (t2), IgE (Alnus incana (t2), IgE) 870
A09.05.118 6183Ab JlewmHa obbikHoBeHHas (14), IgE (Corylus avellana (t4), IgE) 870
A09.05.118 |6184Ab MopopoxHuk (w9), IgE (Plantago lanceolata (w9), IgE) 870
B03.070.469 |OBC196 |Ctpecc 9490




Ocrtpble knweyHble nHdekumn. OnpegeneHne PHK BUpyCHbIX
BO30GyanTenen knwevHbix nHdekumn (Potasunpyc A, AcTpoBupyc,

A26.05.016 [33127KAJ1 |Hoposupyc G |, Hopoeupyc G Il) B kane 1575
OcTpble kuweyHble nHdekunn. OnpegeneHue 6akrepuanbHbIX U
BMPYCHbIX BO30YyaUTENEN KULLIEYHbIX MHAEKUNIA
(Kamnunobakrep(tepmodunsHas rpynna),lUvrennsl n SUKIT,
CanbmoHennsl, AgeHoBupyc F, PotaBupyc A, Actposupyc, Hoposupyc
A26.05.016 33128KAN |G |, Hoposupyc G Il) B kane 3310
HoBble uccneposanua 2024 _2
Broxmmunyecknii CKpUHUHE 1-ro TpuMecTpa bepemMeHHOCTY Ans
B03.032.002 [ASTRAIAL |nporpammbl ACcTpans 3 850
Nccneposarnne PAPP-A n cB. ?-XI'Y B 11-14 Hepgenb 6epeMeHHOCTH C
B03.032.002 |ASTRAIA2 |pacHeTomM pMCKOB XPOMOCOMHbIX aHOManun B nporpamme ASTRAIA 4 630
NccnepoeaHne PAPP-A n cB. ?-XI'Y B 11-14 Hepgenb 6epeMeHHOCTH C
pacyeToOM PUCKOB XPOMOCOMHbIX aHOMarnun, 3agepxkn pocTta nnoaa,
B03.032.002 |ASTRAIAS |npexaeBpeMeHHbIX poAoB, npeaknamncum B nporpamme ASTRAIA 4630
Nccneposanne PAPP-A u cB. ?-XI'Y n PIGF B 11-14 Hepenb
6epeMeHHOCTM C pacHeTOM PUCKOB XPOMOCOMHbIX aHOMarui,
3agepXKkun pocTa nnoaa, NpexaeBpeMeHHbIX pogoB, MHAMBUAYANbHOTO
B03.032.002 |ASTRAIA4 |pucka npeaknamncum B nporpamme ASTRAIA 8 160
Uccneposanne TREC n KREC anst aMarHOCTUKM MMMyHOAe(ULNTOB
A08.05.019 1576 (TREC and KREC analysis for immunodeficiency diagnostics) 6 630
A09.05.152 [1301 lMperHeHonoH 4 235
A09.05.035 [1399 BaHkomuumH (Vancomycin) 4070
WcecnenoBaHust coctaBa MUKPOOMOTBI KULLEYHUKA Y AeTen MeTOA0M
B03.016.010 |398 MUP, OHTepodnop Oetn 7 990
A26.06.012 1546 Bpyuenna-IlgA (Brucella, IgA) 760
A26.06.012 1548 Bpyuenna-lgG (Brucella, IgG) 915
Bupyc nmmyHogeduumTa yenoseka, tun 1 (BWY-1), onpeaenenne PHK
(kon.) B ceiBopoTke kpoBu (Human immunodeficiency virus, HIV-1,
A26.05.021 339 RNA, quality, Serum) 9 360
Bupyc nanunnomsel Yenoseka (BIMY), BoissneHne AHK (ckpuHuHr 14
Tmnoe BIMNY BbICOKOro oHKOreHHoro pucka - 16, 18, 31, 33, 35, 39, 45,
51, 52, 56, 58, 59, 66 1 68 TMnos, ¢ anddepeHunanbHbIM
A26.21.008.00]3011 onpegenexHnem 16 n 18 Tnnos, tect-cuctema Peanbect BINY 1535
Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k aHTUreHam
A26.06.062 1563 Kowayvben asyyctku Opisthorchis felineus) 1 000
B03.002.004 (6010 PecnuvpartopHasa naHens PROTIA Allerqy-Q (64 annepreHa) 8 915
AHTuTena knacca IgG k aHtureHam Yersinia Enterocolitica n Yersinia
Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia
A26.06.093 |2391 Pseudotuberculosis, 19gG) 970
A09.05.118 |6005 CT1adnoKOKKOBbIN 3HTEPOTOKCUH A, IgE 1390
A09.05.118 6006 CT1adnnoKOKKOBbIN 3HTEPOTOKCUH B, IgE 1390
B03.002.004 |6011 Atonuyeckas naHenb PROTIA Allerqy-Q 7235
B03.002.004 |6008 Cwmecb nuueBbix annepreHoB 15: anenbcuH, 6aHaH, 16M0Ko, NepCuK, 2 285
A09.05.118 |6002W1 |Am6po3susa (w1), IgE (Ambrosia (w1), IgE) 870
Cneuudunyeckne nmmyHornobynuxel knacca G (IgG) k nuwesbIm
aHTureHam: Food Xplorer (FOX). (Specific IgG to food antigens: Food
B03.002.004 ]1880 Xplorer (FOX)). 26 340
Cwmecb annepreHoB AOMaLUHWX rPbI3YHOB: 3NUTENNIA MOPCKOM CBUHKN,
3NUTENUIN KPOrvKa, 3NUTENWI XOMsiKa, Kpbica, Mblwb, IgE (EP70 (E6,
E82, E84, E87, E88), Rodents Panel: Guinea Pig Epithelium, Rabbit
B03.002.004 |1070Ab Epithelium, Hamster Epithelium, Rat, Mouse, IgE) 1755




M'mcTonormnyeckoe nccnegoBaHue GuoncuHOro maTepmana:

[obpokayeCcTBEHHbIE ONYXOMM KOXW pa3sHbIX NIoKanm3awmmn ScHoro

reHesa (nanunnombl, HeByCbl, 6opoaaBkm)L]

Cockobbl LiepBMKanbHOro kaHarna v nonoctu MaTku (6es ancnnasum) 1

nokanusauwms!;

[oGpokayecTBeHHbIe 3aboneBaHNsa MONIOYHON kene3bl 6e3 ancnnasmm
A08.30.046 51103 (OKB,pnbpoageHoma), NnayeHTa 3980

NmcTonormnyeckoe nccneposanue | K (cockob n3 LepBrkansHOro
A08.30.046 5001l KaHana, Nonun Wenku MaTtku, Nonun Bnaranvua, buonTtaT Bnaranuvuia) 734

NmcTonormnyeckoe ncecneposanue Il K (cocko® 13 nonoctu maTtkuy,

nonunel Tena mMaTk1, buonTar LWerku MaTk1, bBronTaT BYnbBbI,
A08.30.046 500211 KOHAMMOMbI, NAnuUnnoMbl, NyNnoBMHa, NnawLeHTa, NNogHble 06004KN) 639

N'mctonornyeckoe nccnegosanue Il K (Luerika maTku, MaTtodHble

TPyObl, ANYHUKM, KUCTbI SUYHMKOB, NapaoBapuanbeHble 1 napaTtybapHble
A08.30.046 5003l KUCTbl, MMOMAaTO3HbIE Y311bl) 858

N'mctonormnyeckoe ncenegosanue IV K (matka, Wwenka matku,
A08.30.046 50041V MaTOuYHble TPYObl, ANYHMKN, DONBLUION CarnbHMK B Pa3finyHbIX 870

MonekynapHo-reHeTudeckoe ncenegosaHme npu GIST-onyxonsx
A27.30.230 |5502 (cKIT, PDGFRa) 18 890
A27.05.041 77802 lMcopwnas, TunuposaHve HLA-Cw6 4 400
A12.05.010 77800 BonesHb bexyeta, TnuposaHne HLA B51 4225
B03.005.017 |[7021 OwnarHocTtuka 6eta-tanaccemum u remornobuHonatuii (reH HBB) 12 030

HeuHBa3snBHbIN NpeHaTaneHbii TecT (HUMT Makcumym) (Non-Invasive
A27.20.001 |6HUMT Prenatal Test (Maximum)) 44 900

MuKpockonmyeckoe UccrefoBaHue cekpeTa npeacTaTenbHON Xenesbl
A12.21.005 1168 (okpacka no PomaHoBCKOMY) 725
Nabopatopusa |labopatopua IABKBECT

LinTonornyeckoe nccnegoBaHue ¢ 3aknyYeHNeM no

TepMmuHornornyeckon cucteme betecga (6e3 onucaHus uMTOrpaMmel),
A08.20.017 |C001 1 cTekno, okpacka no Jlenmary 2 000

Lintonornyeckoe nccnegoBaHune ¢ 3aknoyeHmemM no

TepMuHornornyeckon cucteme betecga (6e3 onucaHus uMTOrpaMmelt),
A08.20.017 C002 2 cTekna, okpacka no Jlenwmary 2 000

LinTonornyeckoe nccnegoBaHue ¢ 3aknYeHNEM Mo

TepMuHornornyeckon cucteme betecga (c onucaHvem yutorpammei), 1
A08.20.017 C003 CTEeKI10, okpacka no JlenwmaHy 2 000

Lintonoruyeckoe nccnegoBaHune ¢ 3aknoyeHmemM no

TepMuHornoruyeckon cucteMme betecga (c onucaHvem uutorpammbl), 2
A08.20.017 C004 CTekna, okpacka no Jlenwmany 2 000

LinTonornyeckoe nccnegoBaHue ¢ 3aknYeHNEM Mo

TepMuHornornyeckon cucteme betecga (c onucaHvem yutorpammei), 1
A08.20.020 |C005 CTeKro, okpacka no NanaHukonay 2 000

Lintonoruyeckoe nccnegoBaHune ¢ 3aknoyeHmemM no

TepMuHornornyeckon cucteMme betecga (¢ onvcaHveM LMTOorpammbl), 2
A08.20.017 C006 CTekna, okpacka no NanaHukonay 2 000

BIMY-TMATlM-TecT unaKoCTHbIN (koMnnekc TecToB: BINY paclumpeHHbi ¢
A26.21.008.00]C009 onpegeneHnem konmyecTsa u Tuna supyca + NAIll-tecT) 3550

BIMY-TecT paclumpeHHbI XUAKOCTHLIN (C onpeaeneHnemM KonmyecTsa u
A26.21.008.00{C008 TMna Bupyca) 3 100

[drarHocTrka nopaxeHus KOXu, nccnegoBaHme cocKoOOB M OTnevaTkoB
A08.30.028 |C012 3p03uK, paH, ceuen (0o 5-u ctekon) 1240
A08.22.004 C013 OnarHocTtrka 3aboneBaHun WMTOBUOHON Xenesbl ([0 5-Tu cTekon) 1240
A08.28.007 Co014 IunarHocTtvka 3aboneBaHuii MOYENOIOBON CUCTEMBI (A0 5-Tn cTekon) 1 240
A08.20.015 |C015 OuarHoctuka 3aboneBaHunii MONOYHOM enesbl (40 5-Tu cTekon) 1240
A08.20.004 |CO016 [unarHocTtrka acnupara nofnocTn MaTtku (8o 5-Tm cTekon) 1240

WccnepoBaHve masoka-oTneyaTka ¢ BHyTpMMaTO4YHOM cnupanu (4o 5-
A08.20.017 |C034 TV CTEKOI) 3300

WccnenoBaHme acumMTMyeckon, nnespanbHOW, CUHOBUANbHON
A08.09.010 C017 XWOKOCTU, CMMHHOMO3roBas XXMOKOCTb, COOEPXUMOTO KUCT (3a 1 1240




WccnenoeaHue maTtepuana, nofy4YeHHOro npyu onepaTuBHbIX

A08.17.002 C018 BMeLllaTenbcTBax (4o 5-Tu cTekon) 2 560

A08.06.001 C019 VccnepoBaHve nyHKTaTa nuMdaTtnyecknx y3nos (4o 5-Tn ctekon) 1240
WccnenoBaHne MOKPOThLI M MOYM Ha aTunmMyeckne kneTkm (3a 1

A08.09.011 C020 KOHTENHep) 1240

A08.17.002 |C021 WccnenoBaHme aHaockonuyeckoro maTepmana (4o 5-tu crekon) 1240
LinTonornyeckoe nccnegoBaHne oTne4aTkoB OMyxonew un

A08.30.016 |C027 onyxonenogobHbix obpasoBaHuii ([0 5-Tu cTekon) 1240
LinTonornyeckoe nccnegoBaHue NyHKTaToB M OTNEYATKOB APYInX

A08.30.016 C033 OpraHoB U TKaHen (3a 1 nokanusauuio 4o 5-Tu cTekon) 3290
KomnnekcHoe uccnegoBaHne cockoba LIEenkM MaTK1 1 LIEPBUKaNbHOIO
KaHana MeToL4O0M XUAKOCTHOW LUUTOMOrMm ¢ uccnegoBaHmem

A08.20.017.001C035 Koakcnpecum oHkobenkoB p16 (p16-ink4a) n Ki67 12 890

B03.027.017 |CO011 Koakcnpeccus oHkobenkoB p16/Ki67, nmmMmyHOLUTOXUMUSA 9740

A08.30.013 C036 MMmyHouuTOoXnmmnyeckoe uccrnegoBanne (1 mapkep no cornacoeaHuio)| 11 470
KoHcynbTaums rotoBoro uuronormyeckoro npenapara (1 - 5

A08.30.007 C037 cTekrnonpenaparos) 3200
KoHcynbTaums rotoBoro uuronormdeckoro npenapara (6 - 10

A08.30.007 C038 cTekrnonpenaparos) 4 800
KoHcynbTaums rotoBoro umutonormdeckoro npenapata (11 n 6onee

A08.30.007 C039 cTekrnonpenaparos) 8 000

A08.30.006 C040 doTopernctpaums (1 CHAMOK) 2 380

A08.30.007 |C041 doTockaHnpoBaHue (3a 1 cnyyan go 5 ctekon) 2900
KNOKOCTHAA UMTOJIOMNA (pacumpeHHoe 3akntoyeHne).
LinTonornyeckoe nccnegoBaHue cockoba Lekn MaTkn 1

A08.20.017.00]C023 LiepBMKanbHOro kaHana 2 560
*KnpgkocTtHas umtonorus. Lintonornyeckoe ncecnegoBaHme cockoba

A08.20.017 C024 LUENKN MaTK1 U LepBMKanbHOro kaHana 2 560
YKnpkocTtHas umTtonorusi cockoba (acnvpara) nonocT MaTku (3a 1

A08.20.013 [C042 KOHTENHep) 2 560
YKuakocTHasa LMTONOrMA NyHKTaToOB LWMTOBUAHOM Xenesbl (3a 1

A08.22.004 [C043 KOHTENHep) 2 560

A08.20.015 co044 YKuakocTHasa LMTONOrMA NyHKTaToB MOSIOYHON Xernesbl (3a 1 2 560
YKngkocTHasa LMTonormsa NyHKTaToB APYrMX OpraHoB U TkaHen (3a 1

A08.30.016 |C046 KOHTEnHep) 2 560

A08.16.002 HO013 BuisasneHue Helicobacter pylori 2 825
WccnepoBaHme aHgockonuyeckon Guoncum (NueBos, XXenynok,

A08.30.046 HO081 TOHKWUW U TONCTbIN KALLEYHUK) 6e3 JONOMHUTENBHOM OKpackm (3a 1 3450
WccnepoBaHme aHgockonuyeckon Guoncum (NueBos, XXenynok,
TOHKWIM N TONCTbIN KALLEYHWK) C AOMOMHUTENBHON OKPACKOW Ha Crnn3b

A08.30.046 HO082 (3a 1 KoHTenHep). 3450
WccnepgoBaHme aHaockonuyeckon Guoncum (NueBos, Xenynox,
TOHKWUIA U TONCTbIN KALLEYHUK) C AONONHUTENBbHON OKPacKoW Ha cnusb U

A08.30.046 HO083 HP (3a 1 koHewnHep). 3900
WccnepoBaHme mynbTudokanbHOM 3HA0CKONMYECKon buoncum

A08.16.002 H084 xenygka ¢ onucaHmem no OLGA/OLGIM (3 koHTenHepa) 4 260
WccnepoBaHme mynbTndokanbHOM 3HA0CKONMYECKon buoncum

A08.30.046 H085 KnweyvHuka npu guarHoctuke B3K (0o 9 koHTenHepoB) 4900
M'McTonornyeckoe nccnegoBaHne AMarHOCTUYECKOW BMONCKUM opraHoB
KKT (critoHHbIe enesbl, MoNoCcTb pTa, NULLEBOL, XENyaoK,
noaxenygoydHas xenesa, nedeHb, TOHKUA U TONCTbIN KALLEYHUK) 1

A08.30.046 HO086 KOHTENHep. 3 450
WccnepnosaHue onepaunoHHoro matepuana opraHoB XKKT (maTepuan

A08.30.046 HO088 B kOHTenHepe go 100 mn) 3450
WccnepnosaHue onepaunoHHoro matepuana opraHoB XKKT (maTepuan

A08.30.046 HO089 B KOHTenHepe 6one 100 mn) 5990
WccnepnoBaHue aHaockonuyeckon buoncum (NuLLeBos, Xenyaox,

A08.30.046 H148 TOHKWI N TONCTbIN KALWEYHWK) 6€3 JoNONHMUTENBbHOW OKpacky (2-3 4290




A08.30.046

H149

WccneposaHue aHgockonuyeckon buoncun (nuwesoa, >xenyaok,
TOHKWUIN 1 TONCTbIN KALWEYHWK) 6e3 JoNONHUTENBHOW OKpacky (4-6

5000

A08.30.046

H150

Wccneposanue aHgockonuyeckon uoncum (nuwesoa, >xenyaok,
TOHKWIM W TONCTbIN KULWEYHWK) 6e3 gononHuTensHom okpacku (7-9

8 000

A08.30.046

H151

WccneposaHue aHgockonuyeckon uoncum (nuwesoa, >xenyaok,
TOHKMIN 1 TONCTbIN KULEYHWK) 6e3 gononHuTensHon okpacku (10-12
KOHTENHEpPOB)

10 000

A08.30.046

H152

WccnepnoBaHue aHaockonuyeckon buoncum (NueBos, Xenyaox,
TOHKWUI 1 TONCTLIN KALWEYHUK) 6e3 gononHuTenbHom okpackm (13-15
KOHTEWHEepOoB)

12 000

A08.30.046

H153

WccneposaHue aHgockonuyeckon uoncum (nuwesoa, >xenyaok,
TOHKWIM N TONCTbIN KALLEYHWK) C AOMOMHUTENBbHON OKPACKOW Ha Crn3b
(2-3 KoHTEenHepa)

4 290

A08.30.046

H154

WccnepnoBaHue aHaockonuyeckon buoncum (NuiLeBos, Xenyaox,
TOHKWUIA U TONCTbIN KALIEYHUK) C AONOSNTHUTENBHOM OKpacKom Ha Crnnsb
(4-6 xoHTENnHepOB)

7 000

A08.30.046

H155

WccneposaHue aHgockonuueckon uoncum (nuwesoa, >xenyaok,
TOHKWI N TONCTbIN KALLEYHWK) C AOMOMHUTENBbHON OKPACKOW Ha Crnn3b
(7-9 kOoHTENHEPOB)

13 000

A08.30.046

H156

WccnegoBaHme aHaockonuyeckon buoncum (NueBos, Xenyaox,
TOHKMIA N TONCTbIN KALLEYHWK) C LOMOMHUTENBHON OKPaCKOW Ha Crv3b
(10-12 koHTerHepoB)

14 000

A08.30.046

H157

WccneposaHue aHgockonuueckon uoncum (nuwesoa, >xenyaok,
TOHKWI N TONCTbIN KALLEYHWK) C AOMOMHUTENBbHON OKPACKOW Ha Crnn3b
(13-15 KoHTelHepoB)

15 000

A08.30.046

H158

WccnegoBaHme aHaockonuyeckon buoncum (NuweBos, Xenyaox,
TOHKWI N TONCTbIN KALLEYHWK) C 4OMOMHUTENbHOM OKPaCKON Ha Cnv3b U
HP (2-3 koHTelHepa)

5328

A08.30.046

H159

WccneposaHue aHgockonuyeckon uoncum (nuwesoa, >xenyaok,
TOHKWIM N TONCTbIN KALIEYHWK) C AOMOMHUTENbHON OKPACKON Ha Cnv3b U
HP (4-6 koHTeliHepoB)

8 000

A08.30.046

H160

WccnepgoBaHue aHaockonuyeckon buoncum (NuweBo, Xenynox,
TOHKWUIA U TONCTbIN KALLEYHUK) C AONONHUTENBbHON OKpacKoW Ha cnusb U
HP (7-9 koHTeliHepoB)

15 000

A08.30.046

H161

WccneposaHue aHgockonuueckon uoncum (nuwesoa, >xenyaok,
TOHKWIM N TONCTbIN KALIEYHWK) C AONOMHUTENbHON OKPACKON Ha Cnn3b U
HP (10-12 koHTenHepoB)

16 000

A08.30.046

H162

WccnepgoBaHme aHaockonuyeckon Guoncum (NueBos, Xenynox,
TOHKWUIA U TONCTbIN KALLEYHUK) C AONONHUTENBbHON OKPacKoW Ha cnusb U
HP (13-15 kKoHTEenHepoB)

17 000

A08.16.002

HO090

VccnepoBaHve NyHKUMOHHOM BUoNcuMmn MonoYHon xenesobl (3a 1
KOHTEeWHep).

5790

A08.20.009

HO091

WccnenoBaHue onepauyoHHOro Matepyana MOIo4HOM Xenesbl
(matepwan B koHTenHepe go 100 mn)

5250

A08.20.009

H092

VMccneposaHme onepaumMoHHOro Matepuara MOSIOYHON Xenesbl
(matepwan B 1 koHTeriHepe cBbiwe 100 mn)

8 400

A08.09.001

HO093

WccneposaHne Gruoncum (roptaHb, Tpaxesi, GPoHXM,
Topakockonu4yeckas 6uoncus) (3a 1 KOHTENHep)

3450

A08.08.001

H094

lMcTonornyeckoe uccnenoBaHve obpasoBaHuii Nasyx Hoca, MUHAAMNMH
(3a 1 kOHTENHeP)

3450

A08.08.001

HO095

WccnepoBaHue onepalyoHHOro MaTepuana opraHoB AblXaHus:
(maTepuan B 1 koHTenHepe o 100 mn)

3450

A08.08.001

H096

WccnegosaHne onepauMoHHOro Matepuarna opraHoB AblXaHus
(matepwan B 1 koHTeriHepe cBbiwe 100 mn)

3450

A08.20.003

HO97

WccnepoBaHuve nannenb-6uoncmm nonocTn Matky (3a 1 KOHTENHeP)

3 450

A08.20.003

H098

WcecnepoBaHme cockoba NOMOCTU MaTKu MU LiepBUKanbHOro KaHana
(rvnepnnasusa aHgomeTpusa/nonun, obpasoBaHye NONoCcTU MaTkK) 3a 1
KOHTENHep

3450




WcecnegoBaHme cockoba nonoctu maTkv, abopTUBHBIA MaTepuarn
(3amepLuasa (HepassuBatoLasicsa) bepeMeHHOCTb AnarHo3oB 3a 1

A08.30.046 H099 KOHTENHep) 3450
KomnnekcHoe nccnegoBaHme pasaenbHoro AnarHocTuy4eckoro
BblCKabnvBaHWs NONOCTN MaTKM (Matepman B 2-X OTAENbHbIX
A08.20.003 [H100 KOHTelViHepax) 3510
A08.20.011 H101 WccnepoBaHnve Guoncum werikn maTtky (3a 1 KOHTENHeP) 3290
WccnenoBaHme onepaumMoHHOro matepuyana Leku MaTKu C OLIEHKOW
A08.20.011 H102 KpaéB pe3ekunm (3a 1 KOHTENHeP) 3450
'McTonormnyeckoe nccnegoBaHme GUONCUMHOIO MaTepuana nodex,
OpraHoB MOY€EBbIAENUTENBHON CUCTEMBI (MaTepuarn B KOHTENHEpPe A0
A08.28.009 [H106 100 mn) 3 450
['McTonornyeckoe MccnegoBaHue onepauuoHHOro MaTepumana novex,
OpraHoB MOYEBbLIAENUTENBHON CUCTEMbI (MaTepuan B KOHTEHepe A0
A08.28.009 |H107 100 mn) 5 460
'McTonormyeckoe nccnegoBaHne onepauvoHHOro MaTepuana nodex,
OpraHoB MOYEBbLIAENUTENBHON CUCTEMBI (MaTepuan B 1 KOHTelHepe
A08.28.009 H108 cBbiwe 100 mn) 4 410
KomnnekcHoe uccrnegoBaHve MynbTUQOKansHON NYyHKLMOHHOM
A08.30.046 H109 Guoncun npeacrartenbHom xenesbl (40 12 KOHTENHEPOB) 8 400
WccnepoBaHune onepaumoHHoro matepuana (TYP-6rnoncus)
A08.21.001 H110 npegcratensHon xenesbl (3a 1 KOHTENHep) 12 000
A08.22.003 H111 VccnepoBaHme NMyHKUMOHHON LMTOBUAHOM Xenesbl (3a 1 KoHTelHep) 3450
'McTonormyeckoe nccnegoBaHne KOXM U NOOKOXHON KneTyaTku
(BronTaTbl KOXXWM/NMOAKOXHOM KNeTyaTkM) 3a 1 KOHTenHep, 4o 5
A08.01.001 [H113 06pasoBaHUii. 3990
'McTonornyeckoe MccnegoBaHne onepaLmMoHHOro Matepumana onyxonm
KOXW 1 NOOKOXHOW KNeTyaTKy C OLLEHKOW Kpaés pe3ekumm (3a 1
A08.01.001 H114 KOHTeHep) 3800
M'McTonorMyeckoe nccnegoBaHmMe Marnoro onepauuoHHOro Matepuana
KOXW 1 NOOKOXHOW KneTyaTku (paHbl, CBULLM M NpoY.) (MaTepman B 1
A08.01.001 [H115 KoHTerHepe o 100 mn) 3 800
'McTonornyeckoe MccneaoBaHne KpPYnHOro onepaunoHHOro
MaTepuana Koxu 1 NOLAKOXHOW kreTyaTkn (MaTepman B 1 KOHTENHepe
A08.01.001 H116 cebiwe 100 mn) 5990
WcecneposaHme GuoncunHoro matepumarna Kocten u cyctasos (3a 1
A08.03.002 H117 KOHTEnHep) 6 830
A08.30.014 H119 WccnegoBaHne BMONCUMMHONO Matepuana Markmx TkaHen (3a 1 3450
WccnepoBaHve onepauMoHHOro Matepuara KOCTen U CycTaBoB
A08.03.002 H120 (maTepuan B 1 koHTenHepe oo 100 mn) 5220
WccnepoBaHve onepauMoHHOro Matepuara KOCTen U CycTaBoB
A08.03.002 H121 (maTepuan B 1 koHTenHepe cBbiwe 100 mn) 5220
WccnepoBaHme NyHKUMOHHOM Buoncumn numdatmnyeckux y3nos (3a 1
A08.06.002 H122 KOHTeVHep) 3450
'McTonormnyeckoe nccnegosaHue NuMdaTUyecknx y3nos (3a 1
A08.06.002 H123 KOHTENHep, He bonee 5 numdoysnos) 3550
'McTonormnyeckoe nccnegosaHue NuMdaTUyecknx y3nos (3a 1
A08.06.002 H124 KOHTelnHep, 6onee 5 numdoyanos) 3810
'McTonornyeckoe MccnegoBaHne Npu HEOMyxoneBbix 3aboneBaHUsAX
maTepuana Guoncum gpyron nokanusaumm (cocygbl, XnpoBas
KnetyaTka, paHeBble, THOMHbIE U NPOY. nNpoLiecchl) (MaTepman B 1
A08.30.046 H128 KoHTerHepe o 100 mn) 3540
'McTonornyeckoe MccnegoBaHne KPYMHOro ornepaumoHHOro
mMaTepuana gpyron nokanusauum He BXOASLLEro B gpyrme pyopukm
A08.30.046 H129 (matepwman B 1 KoHTerHepe cBbiwe 100 mn) 6 820
A08.30.039 HO030 Onpepenenne akcnpeccun PD-L1 npu menaHome 19 960
A27.30.106 HO047 Onpepenenne cratyca reHa HER2 u Chr 17 (CISH) 35 000
A08.20.003 HO055 NIMX-nccnepoeanne CD138 6 320
A08.30.013 HO56 UmmyHornctoxumudeckoe (UIMX) onpepenexne akcnpeccun CD56 6 320




A08.30.039 [HO80 NI X-uccneposanne PDL-1 27 290

A27.30.017 HO77 UIlrX-uccneposanune ALK 32 380

A08.30.013 HO50 UIMX-nccneposaHune Ki67 6 420

A08.30.034 HO066 KomnnekcHoe UIMX-nccnegosanve ER n PR 7 500

A08.30.013.00{H138 MmmyHornctoxmmmyeckoe (MIMX) onpegeneHune akcnpeccun Her2/neu 7 930

A08.30.013 HO053 UmmyHornctoxumuydeckoe (UIMX) onpenenenne akcnpeccun VGFR 11 905
MmmyHornctoxummuydeckoe (UIMX) nccnegoBaHme HEMPOIHOOKPUHHBIX

A08.20.009 [HO63 onyxonen 18 165
MmmyHornctoxummudeckoe (UIMX) onpenenenne peLenTopHOro cratyca

A08.20.009 H062 paka monoyHou xenesbl (PR, ER, Ki-67, Her2-neu) 18 165
KomnnekcHoe UIMX-nccneposaHne npeacratenbHON Xenesbl

A08.30.013 [HO64 (HMWCK, P63, AMACR) 12 695

A08.30.013 HO78 WmmyHornctoxmmmdeckoe (UIMX) onpegenenme akcnpeccmm ROS1 13210
KomnnekcHoe nmmyHormuctoxummnyeckoe (UIMX) nccnegosaHue
39HOOMETPUS MPU XPOHNYECKOM 3HOAOMETPUTE/ OKHO MMNaHTauun (4o

A08.30.013 [H143 5 aHTuten) 56 500
MMMyHOrMCTOXMMMYEeCKoe nccrnegoBaHue (aHTuTena no

A08.30.013 HO19 cornacoBaHuio). (1 aHTMTeno) 25 215
MMMyHOrMcToXMMMYeckoe nccrnegoBaHue (aHTuTena no

A08.30.013 H133 cornacoBaHui). (2-4 aHtutena) 31 400
MMMyHOrMCTOXMMMYECKoe UccrneaoBaHue (aHTuTena no

A08.30.013 H134 cornacoBaHuio) (5-8 aHTuten) 34 500
MMMyHOrMcTOoXMMMYeckoe nccrnegoBaHue (aHTuTena no

A08.30.013 H135 cornacoBaHuio) (9-12 aHtuTtena) 40 035
MMMyHOrMcTOoXMMMYeckoe nccrnegoBaHue (aHTuTena no

A08.30.013 H136 cornacoBaHuo) (bonee 12 aHTuten) 48 690
KoHcynbTaTuBHbIM NEPECMOTP FOTOBbLIX MMCTOMNOMMYECKUX NpenapaTos

B01.030.001 |[HO18 nepepg nposegeHneMm UMMYHOrMCTOXMMUYECKOro UccregoBaHuns 3090

A08.30.006 HO15 PecTtaBpauusa gocTaBneHHbIX rOTOBbLIX NpenapaToB 3590
[MepecmoTp roToBbIX MMCTOMNOMMYECKUX NpenapaToB 6e3 3aknoyeHns

B01.030.001 |H140 (BbIbOp MaTepuana) nepeg UMX/MITN. 3090

A08.30.006 H139 CkaHupoBaHue rucTonormyeckoro npenaparta (3a 1 npenapar) 2 900
KoHcynbTaTuBHbIV NEPECMOTP FOTOBbLIX MMCTONOrMYECKUX NpenapaTos

B01.030.001 [H141 BeyLLMMK crneumanuctamm natomopcponoramm naboparopuu 6 240

A08.08.002 [A003 Mukpockonuyeckoe uccnegoBaHme Ha 303MHOUbI 740

A08.30.006 H144 JononHuTtenbHas rmcToxummyeckas okpacka (3a CTeksno) 5200
Cneuundunueckme 6enku (JlabKsecr)

A09.05.009 B036 C-peakTvBHbI 6€MN0K (BbICOKOYYBCTBUTENbHbIN METOA) 760
HeopraHuueckue Bewectsa (/lTabKsecr)

A09.05.032 [B054 Kanbuwni obwuin 420
HeunHBa3uBHbIN NpeHaTanbHbI ckpuHuHr (HUNT) (/labKBecT)

A27.20.001 D078 OMNPEOENEHWE MONA NMIIOJA (c 9-om Hegenn 6epeMeHHOCTM) 8 190
CUDPUNUC (NabKeecT)
Bos3bygutene cudunuca (Treponema pallidum), kauectBeHHOe

A26.20.025 P0O10 onpeaenenne JHK 520
BUPYCHbIE FEMNATUTDI (N1abKsecT)

A26.05.030.00{P011 Bupyc renatuta A (HAV), kayectBeHHoe onpegeneHme PHK 1480

A26.05.020.00]1P014 Bupyc renatuta B (HBV), kayectBeHHoe onpepenerve OHK 980

A26.05.020 P016 Bupyc renatuta B (HBV), onpegenexne reHotuna 3800
Bupyc renatuta B (Hepatitis B Virus), kauectBeHHOe onpeaeneHue

A26.05.030 P017 OHK (ynbTpayyBCTBMTENBHLIN METOA) 4 480

A26.05.030 P019 AOHK HBV (konuyecTBeHHOE ynbTpayyBCTBUTENBHOE UCCNENOBaHUE) 4 490
Bupyc renatuta B (Hepatitis B Virus), konvdyectBeHHOe onpeneneHne

A26.05.020.00]P015 OHK (nnasma kposw) 5000
Bupyc renatuta B (HBV), onpegeneHne mytaunii yCTOMMMBOCTH K
NPOTUBOBMPYCHBIM Npenapartam (NaMm1MBYAWH, TENOUBYAWH, 3HTEKABUP,

A26.05.030 P018 agedoBup, TeHodoBMpP) 26 500

A26.05.030 P664 Bupyc renatuta B (HBV), konnyectseHHoe onpegenexve JHK 4930




A26.05.019.00]1P028 Bupyc renatuta C (HCV), kauectBeHHoe onpegeneHne PHK 1 000
A26.05.019 P031 Hepatitis C Virus (HCV) Genotype (Types 1a, 1b, 2, 3a, 4, 5, 6) 2910
Bupyc renatuta C (HCV), konuyectBeHHoe onpeaenerne PHK
A26.05.019.00{P033 (ynbTpayvyBCTBUTENbHbLIA METOL) 6 670
Bupyc renatuta C (Hepatitis C Virus), kauecTtBeHHOe onpeaeneHune
A26.05.019.00]1P032 PHK (ynbTpayyBCTBUTENBHBLIN METOA) 4010
Bupyc renatuta C (Hepatitis C Virus), konmyecTtBeHHoe onpeaeneHune
A26.05.019.00]P029 PHK (nnasma kposwu) 4110
A26.05.023.00]1P036 Bupyc renatuta D (HDV), kayectBeHHoe onpeaeneHne PHK 970
A26.05.026.00{P041 Bupyc renatuta G (HGV), kauectBeHHoe onpegeneHue PHK 2010
MukobakTepumn Tybepkynesa (Mycobacterium tuberculosis complex),
A26.09.085 P087 kauyecTBeHHoe onpegeneHue OHK 620
MukobakTepumn Tybepkynesa (Mycobacterium tuberculosis complex),
A26.09.085.00]P088 ka4yecTBeHHoe onpegeneHue OHK 940
Mukob6akTepumn Tybepkynesa (Mycobacterium tuberculosis),
A26.05.047.00{P390 kayecTBeHHoe onpeaenexve OHK (kpoBb) 685
MukobakTtepun Tybepkynesa (Mycobacterium tuberculosis),
A26.09.085 P425 kayecTBeHHoe onpeaeneHve [HK (cockob ns yporeHutanbHoOro 605
Bos3byautenb nentocnumpo3sa (Leptospira interrogans), kayectBeHHoe
A26.05.004 [P466 onpegenexve OHK 2150
TORCH UH®EKLUWUU (NabKeecT)
A26.07.010 P062 Bupyc kpacHyxu (Rubella virus), kayectBeHHOe onpeaeneHne PHK 970
A26.07.010 P063 Bupyc kpacHyxu (Rubella virus), kauectBeHHoe onpegeneHne PHK 920
Bos3byautenb Tokconnaamosa (Toxoplasma gondii), KayecTBeHHOE
A26.05.013 [P067 onpegenexve OHK 1010
Bos3byautenb Tokconnaamosa (Toxoplasma gondii), KayecTBeHHOE
A26.05.013.00]P068 onpegenexve OHK 800
Bos3byautenb Tokconnaamosa (Toxoplasma gondii), KayecTBeHHOE
A26.05.013 P407 onpegenenve [HK (cntoHa) 580
A26.05.032 P082 Parvovirus B19 (napsoBupyc), kayectBeHHoe onpefenenve AHK 1 650
A26.05.032.00]P083 Parvovirus B19 (napeoBupyc), konnyecteeHHoe onpegenexue JHK 870
Bupyc npoctoro repneca 1 1 2 Tuna (HSV 1/2), kayectBeHHoe
A26.05.035 [P042 onpegenexve OHK 580
Bupyc npoctoro repneca 1 1 2 Tuna (HSV 1/2), kayectBeHHoe
A26.05.035.00]P043 onpegenexve OHK 620
Bupyc npoctoro repneca 1 1 2 Tuna (HSV 1/2), kayectBeHHoe
A26.05.035.00]P044 onpegenexve OHK 580
Bupyc npoctoro repneca 1 1 2 Tuna (HSV 1/2), konuyectseHHoe
A26.05.035 P362 onpegenexvne JHK (kpoBb) 720
Bupyc npoctoro repneca 1 1 2 Tuna (HSV 1/2), konu4ectseHHoe
A26.05.035.00{P419 onpegenexve OHK 580
Bupyc npoctoro repneca 1 Tuna (HSV 1), kauectBeHHOe onpeaeneHve
A26.05.035.00]P420 OHK (cntoHa) 580
Bupyc npoctoro repneca 2 Tuna (HSV 2), kauectBeHHOe onpeaeneHve
A26.05.035.00]P421 OHK (cntoHa) 580
A26.05.035.00]P334 Herpes simplex virus | Tuna 580
A26.05.035.00]P335 Herpes simplex virus Il Tnna 580
A26.08.058.00]1P050 Lntomeranosupyc (CMV), kadectBeHHoe onpegenerne OHK 510
Lintomeranosupyc (CMV), konuyectBeHHoe onpeaenernne JHK
A26.05.017.00]P051 (KneTkn KpoBK) 590
Lintomeranosupyc (CMV), konuyectBeHHoe onpeaenernne JHK
A26.05.017.00]P052 (nnasma kpoBwu) 850
A26.08.058.00]P053 Lintomeranosupyc (CMV), konuyectBeHHoe onpegenernne JHK 580
A26.08.059.00{P149 Bupyc OnwrtenHa-bapp (EBV), konnyectseHHoe onpegenexHve OHK 580
A26.05.011.00]P150 Bupyc OnwrtenHa-bapp (EBV), konuuectBeHHoe onpenenexne JHK 610
A26.05.033.00]1P159 Bupyc repneca 6 tuna (HHV-6 Tvna), kayectBeHHOE onpegeneHne 610
Bupyc repneca 6 tTuna (HHV-6 tmna), konuyecTBeHHoOe onpeaeneHne
A26.05.033.00{P160 OHK 630




A26.05.033.00

P461

Bupyc repneca 6 Tuna (HHV-6 tuna), kauecTBeHHOe onpeaeneHne
OHK (kpoBb)

1150

A26.30.018.00

P385

Bupyc repneca 6 Tuna, kavyectBeHHoe onpegenexHve OHK (HHV-6,
DNA) (cntoHa, mokpoTa)

4 050

A26.05.035.00

P0O57

"epneceupycsl (Bupyc OnwtenHa-bapp/ Lintomeranosupyc/ Bupyc
repneca 6 Tuna), konnyectseHHoe onpeaenexHve JHK

1690

A26.05.035.00

P058

"epneceupycol (Bupyc OnwtenHa-bapp/ Liutomeranosupyc/ Bupyc
repneca 6 Tuna), konnyectseHHoe onpeaenexve JHK

1520

A26.05.011.00

P475

Bupyc OnwTtenHa-bapp (EBV), kavectBeHHoe onpenenexne OHK
(kpoBb)

610

A26.05.011

P391

Bupyc OnwrtenHa-bapp (EBV), kayecTtBeHHoe onpeaenerne OHK
(cnirona)

800

A26.05.035.00

P059

"epneceupycol (Bupyc npoctoro repneca 1 un 2
Tuna/Llntomeranosupyc), kayectseHHoe onpegenexHve JHK

980

A26.05.035.00

P0O60

"epneceupycol (Bupyc npoctoro repneca 1 un 2
Tuna/Llntomeranosupyc), kayectseHHoe onpegenexHve JHK

980

A26.05.035.00

PO61

"epneceupycel (Bupyc npoctoro repreca 1 1 2
Tuna/Llntomeranosupyc), kayectseHHoe onpegenexHve JHK

980

A26.06.056

P145

Bupyc Bapuuenna-3octep (VZV), kayectBeHHoe onpegeneHne OHK

980

A26.05.042.00

P146

Bupyc Bapuuenna-3octep (VZV), kayectBeHHoe onpegeneHne OHK

980

A26.06.056

P428

Bupyc Bapuuenna-3octep (VZV), kayectBeHHOe onpegeneHne OHK
(crirona)

980

BO3BYAUTE/IN PECMIUPATOPHbIX UHOEKLUU (NNabKsecr)

A26.08.020.00

P711

OPBW Komnnekc. OudpdepeHumnansHas gnarHoctvka KopoHaBumpyca
SARS-CoV-2, Bupycos rpunna A n B, pecnmpaTopHO-CMHLUTMANBHOrO
BMpYyCa, BUPYCOB Naparpunna 1-4 TMnoB, pHoBMpYyca, afeHoBUpyca,
mMeTanHeBmoBupyca, kopoHasupycos HKU1, NL63, OC43, 229E,
bGokaBupyca

3 850

A26.08.020.00

P734

OPBW Komnnekc. QuddepeHumnanbHas gnarHoCcTMka KopoHaBupyca
SARS-CoV-2, Bupycos rpunna A un B, pecnnpatopHO-CUHLUTMANBLHOIO
BMpYyCa, BMPYCOB naparpunna 1-4 TMnos, pHOBMpYCca, aaeHoBUpyca,
MeTanHeBmoBupyca, kopoHasupycos HKU1, NL63, OC43, 229E,
GokaBupyca

4620

A26.08.020.00

P0O72

OwnarHoctka OPBW. Bo3byantenu pecnnpaTopHbIX BUPYCHBLIX
UHeKumn yenoseka (PecnupaTopHO-CUHLMTUANBHBIN BUPYC /
MeTtanHeBmoBupyc / KopoHasupyc / PuHosupyc / AoeHoBupyc
yenoseka rpynn B, C u E / bokasupyc / Bupyc naparpvnna yenoseka 1,
2, 3 n 4 TunoB), kayectBeHHoe onpeaeneHne OHK/PHK

3700

A26.21.032

P0O74

Bosbyautenu pecnmpatopHbix Hpekumn (Mycoplasma pneumoniae/
Chlamydophila pneumoniae), kadectBeHHoe onpegeneHne OHK

2450

A26.09.006

PO75

Bosbyautenu pecnmpatopHbix Hpekumn (Mycoplasma pneumoniae/
Chlamydophila pneumoniae/ Pneumocystis jirovecii (carinii)),
KayecTBeHHoe onpegenexve [HK

2175

A26.21.052

P448

Xnamugusa nHesmoHus (Chlamydophila pneumoniae), kayecTBeHHOE
onpegenexne [HK (Ma3ok 13 HOCOrMOTKX, MA30K U3 POTOITOKH,
MokpoTa, acnvpaT u3 Tpaxem)

800

A26.08.019.00

PO76

Bupychkl rpunna A, A/H1N1pdm2009 («cBuHoM rpunn») u B,
KkavyecTBeHHoe onpeaeneHne PHK

3590

A26.08.027.00

P735

OundpdepeHunansHasa!]

anarHoctuka PHK kopoHaBupyca SARS-CoV-2,[]
rpynnos A, B u cy6tnna H1pdmO09 (naHaemuyeckoro)(]
rounna A

2 950

A26.08.038.00

PO77

Onpepenenne PHK Bupycos rpunna A u B (Influenza A virus/ Influenza
B virus), kayecTBeHHOe nccrnefoBaHve

1790

A26.08.024

PO78

Bupyc naparpunna (Parainfluenzae virus) 1,2,3,4 TMNoB, Ka4eCTBEHHOE
onpeaenenne PHK

2610

A26.08.022

P080

AneHoBupyc (Adenovirus), kauectBeHHoe onpegeneHune HK

1100

A26.08.040.00

P399

Adenovirus (ageHoBupyc), kadecTBeHHoe onpeaenenune OHK (kan)

1490




PecnupatopHo-cnHuMTManbHbeIi BUpyc Yernoseka (PC-Bupyc),

A26.08.020 P081 KkavyecTBeHHoe onpeaeneHne PHK 2610
Jlernonenna (Legionella pheumophila), kauecTBeHHOE onpeaenexHne

A26.06.051 [P412 OHK (mokpoTa) 800
Bo3byautenu kokntowa/napakokntowa (Bordetella pertussis /

A26.08.050 P093 parapertussis / bronchiseptica), kauectseHHoe onpeanerHvne JHK 1775
MHeBmouucTa (Pneumocystis jirovecii (carinii)), kauecTBeHHOE

A26.08.061 [P099 onpegenexve OHK 1090
Mcuttakos (Chlamydia psittaci), kayectBeHHoe onpeaeneHve OHK

A26.21.052 [P366 (mokpoTa) 800
Mukonnasma nHeBmoHus (Mycoplasma pneumoniae), kKayecTBeHHOE
onpegenexHvne HK (Ma30k 13 HOCOrNOTKX, MA30K U3 POTOrMOKH,

A26.09.007 P449 MokpoTa, acnupart u3 Tpaxem) 800
MeHMHIoKoKK, reModunbHas nanoyka, NHEBMOKOKK. BbisiBneHue u
anddpeperumaums N. meningitidis, H. influenzae, S. pneumoniae,

B03.014.040 |P733 kayecTBeHHoe onpeaenexve JHK 5860
BO3BYAUTE/IN KULLEYHbIX UHOEKLUN (NabKsecr)

Bos3byautenu kuweyHbix uHdekumn (Shigella spp. + E.coli (EIEC,
3HTepouHBa3uBHble WTammbl) / Salmonella spp. / Campylobacter spp. /

A26.19.069.00]P107 Adenovirus F), kauectBeHHoe onpegeneHve OHK 2 250
Bosbyautenu kuweyHbix uHdekumn (Rotavirus/ Astrovirus/ Norovirus/

A26.05.016.00]1P108 Enterovirus), kayectBeHHoe onpegenerHve PHK 2990
WccneposaHume Ha poTaBupychl (Rotavirus), kayecTBeHHOe

A26.19.074 P350 onpeaenexnne PHK 1790
WceneposaHme Ha HopoBupychl (Norovirus), kayecTBeHHoe

A26.19.075 P351 onpeaenexnne PHK 2 080
WccnepgoBaHne Ha actpoBupychl (Astrovirus), kayecTBeHHOE

A26.19.076.00]P352 onpeaenexnne PHK 1830

A26.19.063.00]P643 OucbdepeHumnansHaa anarHocTmka KUWeYHbIX MHEKUNIA 2 420
Bos3byautenu kuweyHbix uHdekumn (Rotavirus/ Astrovirus/ Norovirus),

A26.05.016.00]P662 KavyecTBeHHOe onpegeneHue PHK 2590
Bos3byaoutenb nepcunmosa (Yersinia enterocolitica) B kane,

A26.19.066.00]1P417 KavyecTBeHHoe onpegeneHue OHK 2 200

A07.16.006 P112 Helicobacter pylori, 13C - ypeasHblil AblXxaTernbHbIN TECT 3590

A26.19.070.00{P379 Helicobacter pylori, kayectBeHHOe onpegeneHve AHK 970
OnaporeHHble swepunxunosbl (sHTeponaToreHHble E. coli (EPEC)/
aHTepoTokcureHHble E. coli (ETEC)/ sHTeponHBasmeHble E. coli (EIEC)/
aHTeporemopparuyeckue E. coli (EHEC)/ aHTepoagresmsHble E. coli

A26.19.069.00]1P118 (EAgECQC)), kauecTBeHHoe onpegenexve OHK 2270

A26.05.037 P120 Jluctepuum (Listeria monocytogenes), kayectBeHHoe onpefernenune OHK| 1 150

A26.05.037.00]1P121 Jlnctepuum (Listeria monocytogenes), kadectBeHHoe onpegenenne OHK| 1 150

A26.05.037.00]1P122 Jlnctepum (Listeria monocytogenes), kadecTBeHHOE onpefeneHve 1790

A26.19.072.00{P119 OHTepoBupyc (Enterovirus), kauectBeHHoe onpeaenerne PHK (kan) 1390
BO3BYAUTENIN TPAHCMUCCUBHbBIX UHDEKLUW (NabKeect)

Bo3byautenu nHdekLmn, nepefaroLLmxcsi UKCOLOBLIMU KreLlamMm
(BMpyc kneweBoro sHuedanuta (TBEV), BO30yaMTENU MKCOO0BBIX
KneweBbix 6oppenno3os (B.burgdorferi sl), rpaHynountapHoro
aHannasmo3sa yenoseka (A.phagocytophillum), MoHouMTapHOro

A26.01.031 P123 spnuxmosa Yyenoseka (E.chaffeensis, E.muris), kayecTBeHHoe 3880
Bosbygutenu nHdekumn, nepegaroLmxcs MKCOAOBbIMU KreLlamMm
(Bupyc knewesoro aHuedanuta (TBEV), Bo3byaMTenn nkcogosbix
knewesbix 6oppennosos (B.burgdorferi sl), rpaHynountapHoro
aHannasmo3a Yyenoseka (A.phagocytophillum), MmoHouMTapHoro

A26.05.053 P718 apnunxunosa yenoseka (E.chaffeensis, E.muris), kauecTBeHHOE 2 290
OHK Rickettsia spp. (SFG) - Bo3byauTenu kneweBbiX NATHUCTbLIX

A26.05.064 P654 NUXOpafoK, Ka4eCTBEeHHOe onpeaeneHve 1570
OHK Rickettsia spp. (SFG) - Bo3byantenu knewueBblX NATHUCTbLIX

A26.05.064 P652 Nnxopaaok, KayecTBeHHoe onpegeneHne 1570




A26.06.088.00

P126

Bupyc kneweBoro sHuedanuta, aHtutena knacca IgG (Anti-TBEV
IgG), konnuecTBeHHOE onpeaeneHue

1690

A26.06.088.00

P127

Bupyc kneweBoro sHuedanuTa, aHTuTena knacca IgM (Anti-TBEV
IgM), nonykonuyecTBeHHOE onpeaerneHve

1690

A26.30.044

P134

Bupyc 3uka, kauecTBeHHoe onpegenerHne PHK

7990

A26.30.044

P135

Bupyc 3uka, kayectBeHHoe onpeaeneHne PHK

2720

A26.30.044

P136

Bupyc 3uka, kauectBeHHoe onpegenenne PHK (AXK)

2748

A26.05.065.00

P649

Bos3byautenu remopparnyeckon nmxopagaku ¢ novYeyYHbIM CUHAPOMOM
(TFNNC), kavectBeHHoe onpeaeneHme PHK

5500

FMUCTHBIE MHBA3UMU (NlabKBecr)

A26.19.010

P714

"enbmo-ckpuH. Beisisnenne JHK Bo3byanTenen renbMMHTO30B
(Ascaris lumbricoides, Enterobius vermicularis, Opisthorchis felineus,
Taenia solium, Diphyllobothrium latum)

2 950

A26.19.010

P715

MpoTo-ckpuH. BeisiBneHne OHK Bo3byauTenen npoTo30MHbIX
nHdpekuun (Lamblia Intestinalis Giardia, Blastocystis hominis,
Dientamoeba fragilis, Isospora belli, Cryptosporidium parvum,

2 950

OPYTUE BUPYCHbIE U BAKTEPUA/IbHBIE UHOEKLIUU (NabKsecr)

A26.06.056

P710

Bupyc kopu, kadectBeHHoe onpegenerve PHK

2 950

B03.014.039

P741

BoisiBnenue n gudbdepeHuymnaums PHK BUpycoB Kopu, KpacHYxXu u
3ANMAEMNYECKOrO NapoTuTa

6 500

A26.20.049

P163

CrtpenTokokk rpynnel B (Streptococcus agalactia), konnyectseHHoe
onpegenexvne JHK

1340

A26.05.046.00

P164

CrtpenTokokk rpynnel B (Streptococcus agalactia), konnyectseHHoe
onpegenexvne JHK

1340

A26.05.046.00

P411

lMroreHHbI CTPENTOKOKK (Streptococcus pyogenes), kayecTBeHHOe
onpegenervne HK (mokpoTa)

855

A26.05.046.00

P409

MHeBMOKOKK (Streptococcus pneumoniae), kayecTBeHHOE
onpegenexve OHK (Ma3ok n3 HOCOrnoTKW/pPOTOrNOTKN)

860

A26.05.046.00

P410

MHeBMoOKOKK (Streptococcus pneumoniae), KauecTBEHHOE
onpegenerHvne HK (mokpoTa)

860

TPUBKOBBIE MHPEKL UM (NabKsect)

A26.20.048

P086

Bos3byoutenu kangugosa (C.albicans/ C. glabrata/ C. crusei),
KayecTBeHHoe onpeaenexHve [HK

1120

A26.21.055

P706

BeisiBneHune n TunupoBaHue Bo3byauTenei rpnbkoBbIX MHAEKUUA poaa
Candida, Malassezia, Saccharomyces n Debaryomyces

3470

A26.01.030

P717

OepmatoduTtsl. Boisienenne OHK Trichophyton, Epidermophyton,
Microsporum

2 820

MHOEKLUMU MOYENO/TOBOU CUCTEMDI (B Tom uncne UNMNM)
(NabKeecr)

B03.014.013

P173

KomnnekcHoe uccnegosaHue UMMM (Chlamydia trachomatis,
Mycoplasma genitalium, Neisseria gonorrhoeae, Trichomonas
vaginalis), konuyectBeHHoe onpegeneHue OHK

2230

B03.014.042

P174

YporeHnutanbHble MHekLmn y myxunH (Neisseria gonorrhoeae/
Chlamydia trachomatis/Mycoplasma genitalium/ Trichomonas
vaginalis/ Ureaplasma parvum /Ureaplasma urealyticum/ Mycoplasma
hominis/Candida albicans/Candida glabrata/Candida crusei),
KonuyectseHHoe onpegeneHne OHK

3580

B03.014.041

P175

YporeHutanbHble MHdeKLMK Y xeHWwmH (Neisseria gonorrhoeae/
Chlamydia trachomatis/Mycoplasma genitalium/ Trichomonas
vaginalis/ Ureaplasma parvum / Ureaplasma urealyticum/ Mycoplasma
hominis/Candida albicans/Candida glabrata/Candida crusei/
Gardnerella vaginalis/Atopobium vaginae/ Lactobacillus spp.),
KonuyectseHHoe onpegeneHne OHK

5300

B03.014.012

P176

KomnnekcHoe uccnegosaHue UMMM (Chlamydia trachomatis,
Mycoplasma genitalium, Neisseria gonorrhoeae, Trichomonas
vaginalis), kauecTBeHHOe onpegeneHune pubocomansHo PHK

15990




A26.20.032

P177

dnopoueHos (AHK Candida albicans, [JHK Candida glabrata, JHK
Candida krusei, IHK Candida parapsilosis, [JHK Candida tropicalis,
OHK Ureaplasma parvum, [JHK Ureaplasma urealyticum, JHK
Mycoplasma hominis, IHK Cardnerella vaginalis, JHK Atopobium
vaginae, [JHK Enterobacteriaceae, [JHK Staphylococcus spp., AHK
Streptococcus spp., OHK Lactobacillus spp., OHK Bacteria spp.)

3 600

A26.20.032

P178

dnopoueHos n Mukpockonus (OHK Candida albicans, JHK Candida
glabrata, AHK Candida krusei, JHK Candida parapsilosis, JHK
Candida tropicalis, JHK Ureaplasma parvum, [JHK Ureaplasma
urealyticum, JHK Mycoplasma hominis, IHK Cardnerella vaginalis,
OHK Atopobium vaginae, IHK Enterobacteriaceae, [JHK
Staphylococcus spp., AHK Streptococcus spp., AHK Lactobacillus spp.,
IHK Bacteria spp.), Mukpockonmyeckoe nccnegoBaHme maska ma 2

2720

A26.20.032

P179

dnopoueHos n NCMT (OHK Candida albicans, AHK Candida glabrata,
IHK Candida krusei, JHK Candida parapsilosis, JHK Candida
tropicalis, QHK Ureaplasma parvum, HK Ureaplasma urealyticum,
OHK Mycoplasma hominis, [JHK Cardnerella vaginalis, AHK Atopobium
vaginae, JHK Enterobacteriaceae, [IHK Staphylococcus spp., AHK
Streptococcus spp., OHK Lactobacillus spp., OHK Bacteria spp., AHK
Neisseria gonorrhoeae, [IHK Chlamydia trachomatis, JHK Mycoplasma
genitalium, AHK Trichomonas vaginalis)

4 390

A26.20.032

P180

dnopoueHos, NCMT 1 Mukpockonus (OHK Candida albicans, AHK
Candida glabrata, IHK Candida krusei, [JHK Candida parapsilosis,
[OHK Candida tropicalis, IHK Ureaplasma parvum, HK Ureaplasma
urealyticum, JHK Mycoplasma hominis, IHK Cardnerella vaginalis,
OHK Atopobium vaginae, JHK Enterobacteriaceae, AHK
Staphylococcus spp., OHK Streptococcus spp., AHK Lactobacillus spp.,
OHK Bacteria spp., OHK Neisseria gonorrhoeae, JHK Chlamydia
trachomatis, [JHK Mycoplasma genitalium, JHK Trichomonas
vaginalis), Mukpockonnyeckoe nccnegoBaHne maska u3 2 Tovek

3920

A26.20.032

P208

BakrepuanbHbii BarnHo3 (Gardnerella vaginalis / Atopobium vaginae /
Lactobacillus sp / KONM4ecTBO KNETOK), KONMMYECTBEHHOE OnpeaeneHne
OHK

2590

A26.20.032

P344

WccnepnoBaHme BuoueHosa yporeHntansHoro Tpakra (Pemodnop-8):
KoHTponb B3sTUA matepuana/ O6wasa 6aktepmnansHasa macca/
Lactobacillus spp./ Enterobacterium spp./ Streptococcus spp./
Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp,/
Eubacterium spp./ Mycoplasma genitalium/ Mycoplasma hominis/

2740

A26.20.032

P357

WNccnepoBaHme BruoleHos3a yporeHuTaneHoro Tpakta (demodnop-
CkpwuH): KonTponb B3dTuA matepuana/ Obwasa 6akrepuanbHas macca/
Lactobacillus spp./ Gardnerella vaginalis + Prevotella bivia +
Porphyromonas spp./ Candida spp./ Ureaplasma spp./ Mycoplasma
hominis/ Mycoplasma genitalium/ Trichomonas vaginalis/ Neisseria
gonorrhoeae/ Chlamydia trachomatis/ Cytomegalovirus (CMV)/ Herpes
Simplex Type 1 (HSV-1)/ Herpes Simplex Type 2 (HSV-2)

2875

A26.20.032

P345

WcecnepoBaHme 6rnoLeHo3a yporeHMTaneHoOro Tpakra, pacluMpeHHoe
(Pemodnop-16): KoHTponb B3siTUst MaTepuana/ Obwas
6aktepuanbHas macca/ Lactobacillus spp./ Enterobacterium spp./
Streptococcus spp./ Staphylococcus spp./ Gardnerella vaginalis +
Prevotella bivia + Porphyromonas spp,/ Eubacterium spp./ Sneathia
spp. + Leptotrichia spp. + Fusobacterium spp./ Megasphaera spp. +
Veillonella spp. + Dialister spp./ Lachnobacterium spp. + Clostridium
spp./ Mobiluncus spp. + Corinebacterium spp./ Peptostreptococcus
spp./ Atopobium vaginae/ Mycoplasma genitalium/ Mycoplasma
hominis/ Ureaplasma spp./ Candida spp.

4 360




WccnepoBaHme 6roLeHo3a yporeHUTanbHoOro TpakTa y My>X4mH
(AHgpodoniop-16): N'eHomHaa OHK yenoseka / O6uwaga 6akTepranbHas
macca / Lactobacillus spp. / Staphylococcus spp. / Streptococcus spp. /
Corynebacterium spp. / Gardnerella vaginalis / Ureaplasma
urealyticum / Ureaplasma parvum / Mycoplasma hominis /
Enterobacteriaceae spp.+Enterococcus spp. / Candida spp. /

A26.21.036 P336 Mycoplasma genitalium / Trichomonas vaginalis / Neisseria 2720
WccnepnoBaHme BroLeHo3a yporeHnTaneHoro TpakTa y My>4mH,
pacwmpeHHoe (AHapodnop-24): N'eHomHasa [JHK yenoseka / ObLias
baktepuanbHas macca / Lactobacillus spp. / Staphylococcus spp. /
Streptococcus spp. / Corynebacterium spp. / Gardnerella vaginalis /
Atopobium cluster / Megasphaera spp.+Veilonella spp.+Dialister spp. /
Sneathia spp.+Leptotrihia spp.+Fusobacterium spp / Ureaplasma
urealyticum / Ureaplasma parvum / Mycoplasma hominis / Bacteroides
spp.+Porphyromonas spp.+Prevotella spp. / Anaerococcus spp. /
Peptostreptococcus spp.+Parvimonas spp./ Eubacterium spp. /
Pseudomonas aeruginosa+Ralstonia spp.+Burkholderia spp. /
Heamophilus spp / Enterobacteriaceae spp.+Enterococcus spp. /
Candida spp. / Mycoplasma genitalium / Trichomonas vaginalis /
A26.21.036 P337 Neisseria gonorrhoeae / Chlamydia trachomatis 3950
A26.20.020 P181 Xnamugusa (Chlamydia trachomatis), kauectBeHHoe onpegenexve OHK 490
A26.20.020 P182 Xnamugusa (Chlamydia trachomatis), konuyecTBeHHoOe onpeaeneHne 840
Xnamugusa (Chlamydia trachomatis), kayectBeHHOe onpeaeneHue
A26.20.020.00]P186 pubocomansHo PHK meTogom NASBA 3590
A26.20.028 P187 Mukonnasma (Mycoplasma hominis), kauecTBeHHOe onpefeneHve 500
A26.20.028 P188 Mukonnasma (Mycoplasma hominis), konuyecTBeHHOe onpeaeneHne 880
A26.20.027.00]P189 Mukonnasma (Mycoplasma genitalium), kayecTBeHHOE onpeaeneHue 500
Mukonnasma (Mycoplasma genitalium), konuyecTBeHHOe onpeaeneHve
A26.20.027 [P190 OHK 880
TunuposaHue ypeannasmsl (U.urealyticum / U. parvum), kKayecTBeHHOE
A26.20.029 P191 onpeaenenune JHK 580
TunuposaHue ypeannasmsl (U.urealyticum / U. parvum),
A26.20.029 P192 KonuyecTtBeHHoe onpeaeneHne OHK 580
Mukonna3smebl, komnnekcHoe uccnegosaHme (Ureaplasma urealyticum,
Ureaplasma Parvum, Mycoplasma hominis), konMyectBeHHoe
A26.20.028 [P193 onpegenexve OHK 1360
Mukonnasma (Mycoplasma genitalium), kayecTBeHHOe onpegeneHve
A26.20.027.00]P200 pubocomanbHo PHK meTogom NASBA 3530
Bos3byaoutenb roHopeu (Neisseria gonorrhoeae), ka4ecTBeHHOE
A26.21.024 [P201 onpegenexve OHK 530
Bos3byoutenb roHopeu (Neisseria gonorrhoeae), konnyecTBeHHoE
A26.21.024 [P202 onpegenexve OHK 880
Bos3byaoutenb roHopeu (Neisseria gonorrhoeae), ka4yecTBeHHOE
A26.21.024 P203 onpegenexHne pubocomansHon PHK metogom NASBA 3530
Bo3bygutenb TpuxomoHo3a (Trichomonas vaginalis), kayecTBeHHOe
A26.20.026 [P204 onpegenexvie OHK 500
Bo3bygutenb TpuxomoHo3a (Trichomonas vaginalis), konnyectBeHHoe
A26.20.026 [P205 onpegenexvie OHK 995
Bo3bygutenb TpuxomoHo3a (Trichomonas vaginalis), kauecTBeHHOe
A26.20.026.00]P206 onpegenexHne pubocomansHon PHK metogom NASBA 3530
A26.20.030 P207 MapaHepenna (Gardnerella vaginalis), kayecTBeHHOe onpefeneHve 510
Bo3byautens kaHamposa (Candida albicans), kauectBeHHOe
A26.21.055 P209 onpeaenenne JHK 590
Bos3byautenu kangngosa (C.albicans/ C. glabrata/ C.
A26.20.048 P210 crusei),konnyectseHHoe onpegenexHve JHK 1450
CrtpenTokokk rpynnel B (Streptococcus agalactia), konmyectBeHHoe
A26.20.021 P211 onpeaenenne JHK 1 450
Bupyc nanunnomel Yyenoseka (HPV) Tunel 6/11, kadecTBEHHOE
A26.21.008 P212 onpeaenenne JHK 660




A26.21.008.00

P213

Bupyc nanunnomel Yyenoseka (HPV) Tunel 16/18, kauecTBeHHOE
onpeaenenne JHK

720

A26.21.008.00

P214

Bupyc nanunnomel Yenoseka (HPV) Tunbl 16/18, konuyecTBeHHOE
onpeaenenne JHK

980

A26.21.008.00

P215

Bupyc nanunnomel Yenoseka (HPV) BbICOKOro OHKOFEHHOIo pucka
(Tvnbl 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68),cymmapHoe
Ka4yecTBeHHOe onpegenenue JHK

1340

A26.21.008.00

P216

Bupyc nanunnomsl Yenoseka (HPV) BbICOKOrO OHKOreHHOro prcka
(Tvnbl 16, 18, 31, 33, 35, 39, 45, 51, 52,56, 58, 59), konM4YeCcTBEHHOE
onpegenexvne [HK ¢ ykasaHnem Tvna Bupyca

1450

A26.21.008.00

pP217

Bupyc nanunnomsel Yenoseka (HPV) BbICOKOro OHKOFEHHOIo pucka
(Tvnbl 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), cymmapHoe
KonuyectseHHoe onpeaeneHne JHK

7 480

A26.21.008.00

P218

Bupyc nanunnomsl Yenoseka (HPV) BbICOKOrO OHKOreHHOro purcka
(Tvinel 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68),
konunyectseHHoe onpegenexve [HK ¢ ykazaHmem Tuna supyca

2 550

A26.21.008.00

P219

Bupyc nanunnomsl Yyenoseka (HPV) BbICOKOrO OHKOFEHHOIrO prcka
(Tvnel 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), cymmapHoe
Konm4dectBeHHoe onpegenenve OHK ¢ oTaenbHbIM KONMYECTBEHHBIM
onpegenexHnem 16 1 18 TMnos Bupyca

2 550

A26.21.008.00

P377

Bupyc nanunnomsl Yyenoseka (HPV) Hu3koro (Tunbl 6,11,44) n
BbICOKOrO OHKOreHHOro pucka (tunel 16, 18, 26. 31, 33, 35, 39, 45, 51,
52, 53. 56, 58, 59, 66, 68, 73, 82), konuyectBeHHoe onpegenexHne OHK
C yKkaszaHveM Tuna Bupyca (Cockob 13 LepBUKanbHOro kaHarna; Cockob
n3 Bnaranuwa) "KsaHt 21"

2 850

MCCNEQOBAHUA HA COVID-19 (NlabKBecr)

A26.08.027.00

P617

NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular
detection, qualitative) *

2 300

A26.08.027.00

P650

NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular
detection, qualitative) (HOBbI KOPOHABMPYC COVID-19 (SARS-
Cov-2), onpegenexue PHK (kau.) cito

2750

A26.08.027.00

P651

NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular
detection, qualitative) (HOBbI/I KOPOHABWPYC COVID-19 (SARS-
Cov-2), onpegeneHue PHK (kay.)

2 850

A26.08.027.00

P647

Rapid RNA detection of SARS-CoV-2 (COVID-19) by loop-
mediated isothermal amplification (PCR RT-LAMP).

3445

A26.08.027.00

P673

BreisisneHne PHK kopoHaBupyca SARS-CoV-2 ¢ onpegeneHvem
reHeTuyecknx sapuaHtos Omicron (c guddepeHuunaumen nuHun BA.2)
n Delta

1700

A26.08.027.00

P674

BoisiBneHne PHK kopoHaBupyca SARS-CoV-2 ¢ onpegeneHvem
reHeTnyeckmx BapmaHtoB Omicron (¢ auddepeHumaumen nnuHun BA.2)
n Delta

2100

NUP, uccnegosaHme MMKpo6MOTbI KULeuyHUKa (/1abKsecr)

A26.19.069.00

P737

KOJTOHO®IOP-8, konm4ecTBeHHOe onpeaeneHme MMKpobroTol
TOJCTOrO KMLLIEYHMKA

7290

A26.19.069.00

P738

KONOHO®JIOP-16 (MeTabon1am), KonM4eCcTBEHHOE onpeaerieHne
MWUKPOBUOTHI TONCTOrO KULLEYHMKa

10 450

A26.19.069.00

P739

KONOHO®JIOP-16 (6roLeHo03), KonM4ecTBEHHOE onpeaeneHne
MWUKPOBUOTHI TONCTOrO KULLEYHMKa

9990

B03.016.010

P740

OHTEPO®JIOP, konnyecTBeHHOE onpeneneHne MMKpooumoTsl
TONCTOrO KNLIEYHWKa Y AeTeln

9 290

KPOBb, BUOKUOKOCTU U3 CTEPUJIbHBLIX IOKYCOB C
MCNO/Ib30OBAHUEM ®/IAKOHOB ANA TEMOKY/NbTYP (NabKsecr)

A26.05.001

P220

[MoceB KpOBM Ha CTEPUIBHOCTL C OMpeAenieHneM YyBCTBUTENBHOCTU K
aHTUMUKPOOHBIM Npenapatam ¢ Belgaden MIK (MIC) n pacuétom
MHOeKca ahPEeKTUBHOCTU U MPOTUBOrPUBKOBLIM NpenapaTtam npu
BbisiBNEeHUn Bo3byautens

5400




A26.09.012

pP221

[MoceB BMONOrMYECKUX XKUOKOCTEN HA CTEPUITBHOCTB C ONpeaeneHem
YYBCTBUTENBHOCTU K aHTUMUKPOOHBIM NpenapaTtam ¢ Boligadent MIMK
(MIC) n pacuéTtom nHaekca acpeKTMBHOCTU N MPOTUBOrPUOKOBLIM
npenapaTtam npu BbisiBNEHUN Bo3byanTens

5120

A26.23.002

pP222

lMoceB CMMHHOMO3roBOW XNOKOCTU HA MEHUHIOKOKK (Neisseria
meningitidis) ¢ onpegeneHnem 4yBCTBUTENBHOCTU K aHTUMUKPOOHbLIM
npenapaTam c Bblgadven MIMK(MIC) n pacyéTom nHgekca
apeKkTMBHOCTU NpU BbisiBNEHUN Bo3byautTens

2750

A26.05.001

P665

MoceB KPOBW Ha CTEPUIBHOCTb C ONpeaeneHneM YyBCTBUTENbHOCTU K
AHTUMUKPOOBHBIM M @HTUMUKOTUYECKMM NpenapaTtam npu BbisSBNEHWN
B03OyauTens (onsa neguaTtpun)

2090

NYHKUUOHHAA XXUOKOCTb, CO6PAHHAA B TPAHCNOPTHYIO
CPEAY (Na6bKsecT)

A26.01.001.00

P223

MoceB Ha aapobHyto 1 hakynbTaTUBHO-aHa3POOHY0 BakTepuanbHyo
dropy ¢ onpeaeneHMem YyBCTBUTENBHOCTU K OCHOBHOMY CNEKTPY
aHTUMUKPOBHbLIX NpenapaTos™ ™™

1995

A26.01.010

P224

MoceB MYHKLMOHHOM XXMOKOCTWN Ha a3pobHyto u dhakyrnbTaTUBHO-
aHasapobHyto BakTepuanbHylo MUKPOdopy ¢ onpegeneHnem
YYBCTBUTENbHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOBHbIX
npenapaTtos ¢ Bblgaden MIMK (MIC) n pacyéTom nHgekca
3a(ppeKTMBHOCTH

2630

A26.23.006

P225

lMoceB Ha aHa3pobbl ¢ onpeaeneHnem YyBCTBUTENbHOCTH K
AHTUMWUKPOGHLIM NpenapaTamM

2 140

A26.01.038.00

P226

Moces Ha gpoxokenogobHble rpmbebl (pogos Candida u gpyrux) ¢
onpefeneHmeM YyBCTBUTENBHOCTU K aHTUMMKOTUYECKUM Npenaparam

1030

A26.30.046

pP227

MoceB Ha nceBaomoHaabl (CuHerHonHasa nanoyka/Pseudomonas
aeruginosa) c onpegeneHnemM YyBCTBUTENbHOCTU K aHTUMMKPOBHbLIM
npenapaTtam

1030

A26.20.002

P228

Moces Ha roHokokk (N. gonorrhoeae) c onpegeneHnem
YYBCTBUTENBHOCTU K aHTUMMUKPOOHLIM Npenaparam

1110

A26.01.010

P685

MoceB MYHKLMOHHON XXMOKOCTWN Ha aspobHyto u dhakyrnbTaTUBHO-
aHaapobHyto BakTepuanbHylo MUKPOdopy ¢ onpegeneHnem
YYBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOBHbIX
npenapaToB AUCKO-ANPIY3NOHHLIM METOA0M

1030

BUONOMMYECKNN MATEPUAN, NONTYYEHHbBIU NPU
XUPYPTUYECKUX BMELLUATE/IbCTBAX (/J1abKsecT)

A26.01.001.00

P229

MoceB Ha a3pobHyt0 1 hakynNbTaTUBHO-aHA3POOHY GakTepmanbHyHo
dropy ¢ onpegeneHMeM YyBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY
aHTUMUKPOOHbLIX NpenapaToB™***

1690

A26.01.001.00

P230

lMoceB 13 paHbl Ha a3pobHyo 1 haKynbTaTUBHO-aHA3POOHYHO
GakTepuanbHyr MUKPOdIIopy C ONpeaeneHnemM YyBCTBUTENBHOCTU K
pacLUMpeHHOMY CMEKTPY aHTUMUKPOOHLIX NpenapaToB ¢ Bbigaden MIMK
(MIC) n pacyéTtom nHpekca acpdeKTUBHOCTH

2740

A26.02.003

P231

Moces Ha aapobHyt0 1 hakynbTaTMBHO-aHA3POOHY0 GakTepmanbHyo
cdnopy ¢ onpefeneHMem YyBCTBUTENBLHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOOHBIX NpenapaToB 1 GakTepuodaram™**

1720

A26.02.001

pP232

MoceB 13 paHbl Ha a3poBHYto 1 hakyNbTaTUBHO-aHA3POOHYO
BakTepuranbHy0 MUKpPOopy € onpeaeneHnem YyBCTBUTENbHOCTH K
pacLLUMPEHHOMY CMEKTPY aHTMMUKPOOHLIX NpenapaToB ¢ Beigaden MK
(MIC) n pacuyétom nHagekca acpdeKTMBHOCTU 1 DakTeprnodaram

2420

A26.01.001.00

P233

MoceB Ha aHaapobbl ¢ onpeAeneHnemM HYyBCTBUTENBHOCTH K
AHTUMWUKPOBHBLIM NpenapaTamM

1920

A26.02.004

P234

MoceB Ha gpoxokenogobHble rpmbbl (pogos Candida u apyrux) ¢
onpegeneHnem YyBCTBUTENbHOCTU K aHTUMWKOTUYECKMM NpenapaTtam

1040

A26.30.048

P235

[MoceB Ha 30N0TUCTLIN CTadUNOKOKK (S. aureus) ¢ onpegeneHnem
YYyBCTBUTENIBHOCTU K aHTUMMKPOOHLIM Npenaparam

1280

A26.30.048

P236

MoceB Ha 30M0TUCTBLIN CTAdUNOKOKK(S. aureus) ¢ onpegeneHmem
YYBCTBUTENBHOCTM K aHTUMUKPOOHBIM NpenapaTtam 1 6akrepuodaram

1420




A26.30.046

pP237

MoceB Ha nceBaomoHaabl (CuHerHonHas nanodka/Pseudomonas
aeruginosa) c onpegeneHnem YyBCTBUTENBHOCTU K @aHTUMUKPOOHbLIM
npenapaTtam

1300

A26.02.003

P686

[MoceB 13 paHbl Ha a3pobHyo 1 hakynbTaTUBHO-aHA3POOHYHO
BakTepuranbHy0 MUKpOdiopy ¢ onpeaeneHnem YyBCTBUTENbHOCTH K
pacLLUMPEHHOMY CMEKTPY aHTUMUKPOBOHLIX NpenapaToB AUCKO-

AN PY3NMOHHBIM METOAOM

1100

A26.02.003

P687

lMoceB 13 paHbl Ha a3pobHyo 1 hakynbTaTUBHO-aHA3POOHYHO
GakTepuanbHyt MUKPOdIIopy C onpeaeneHnemM YyBCTBUTENBbHOCTU K
pacLLUMPEHHOMY CMEKTPY aHTUMUKPOBOHLIX NpenapaToB AUCKO-
anbdy3noHHLIM MeTogoM M BakTeprodaram

1 646

MOYA (cpeaHas nopuusa, cobpaHHan KaTteTepom, Npyu Haan06KoBoi
nyHKumm) (JlabKeecr)

A26.28.003

P238

MoceB Ha aapobHyto 1 hakynbTaTUBHO-aHa3POOHY0 BakTepuanbHyo
dropy ¢ onpeaeneHMem YyBCTBUTENBHOCTU K OCHOBHOMY CNEKTPY
aHTUMUKPOBHbIX NpenapaTos

1590

A26.28.003

P239

lMoceB MouM Ha aapobHYtO 1 hakynbTaTMBHO-aHA3POOHYH0
BakTepuranbHy0 MUKPOIIopy C onpeaerneHnemM YyBCTBUTENbHOCTU K
pacLIMpeHHOMY CMEKTPY aHTUMUKPOOHLIX NpenapaToB ¢ Bbigaven MIMK
(MIC) n pacuyétom nHgekca atpHeKTMBHOCTH

2 660

A26.28.003

P240

MoceB Ha aapobHyto 1 hakynbTaTMBHO-aHA3POOHYI0 GakTepuanbHyo
doropy ¢ onpeaeneHnem 4yBCTBUTENbHOCTM K OCHOBHOMY CMEKTPY
aHTUMUKPOGHbIX NpenapaToB U GakTeprodaram

1 860

A26.28.003

P241

lMoceB Moun Ha aspobHYHO U hakynbTaTUBHO-aHa3POOHYH0
GakTepuanbHyr MUKPOdIIopy C onpeaeneHnemM YyBCTBUTENBHOCTU K
pacLUMpeHHOMY CMEKTPY aHTUMUKPOOHLIX NpenapaToB ¢ Bbigaven MIMK
(MIC) n pacyétom nHgekca acpdekTnBHoCcTH 1 GakTeprodaram

2520

A26.28.003

P242

Moces Ha gpoxokenogobHble rpmbebl (pogos Candida u gpyrux) ¢
onpefeneHmeM YyBCTBUTENBHOCTU K aHTUMMKOTUYECKUM Npenaparam

1130

A26.28.003

P688

MoceB MounM Ha aspobHYH U hakynbTaTUBHO-aHa3POOHY0
GakTepuanbHyr MUKPOdIIopy C OnNpeaeneHnemM YyBCTBUTENBHOCTU K
pacLUMPEHHOMY CMeKTPpY aHTUMUKPOBHLIX NpenapaToB OUCKO-
AnpdPy3MoHHbIM METOLOM

1130

A26.28.003

P689

lMoceB MounM Ha aspobHYH 1 hakynbTaTUBHO-aHa3POOHYHO
GakTepuanbHyr MUKPOdIIopy C OnNpeaeneHnemM YyBCTBUTENBHOCTU K
pacLUMpEeHHOMY CMEKTPY aHTUMUKPOOHbIX NpenapaToB AWUCKO-
Andy3noHHBIM MeToAOM 1 GakTeprodaram

1130

OTAENAEMOE NOMIOBbIX OPTAHOB (1a6KBecr)

A26.21.004

P243

lMoceB Ha M. hominis n Ureaplasma spp. ¢ onpegeneHnem
YYBCTBUTENIbHOCTU K aHTUMWKPOOHbLIM NpenapaTamM

2290

A26.20.005

P388

Moces Ha Ureaplasma spp. ¢ onpegeneHnemM 4yBCTBUTENBHOCTU K
aHTUMUKPOOHBIM NpenapaTtam (oTaensieMoe MosioBbIX OPraHoB)

1130

A26.01.010

P244

Moces Ha aapobHyt0 1 hakynbTaTMBHO-aHA3POOHY0 GakTepmanbHyo
cdnopy ¢ onpefeneHMem YyBCTBUTENBLHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOOHbIX MpenapaToB™™ ™™

1830

A26.20.008

P245

lMoceB 0TOENSIEMOrO NOMOBLIX OPraHOB Ha a3pOobHYH0 U
daKynbTaTMBHO-aHa3pPOOHY0 GakTepuanbHyt MMKkpodnopy ¢
onpefeneHvemM YyBCTBMTENbLHOCTM K pacLUMPEHHOMY CMNEKTPY
aHTUMUKPOOHBIX NpenapaTtoB ¢ Bblgaden MIK (MIC) n pacyétom
nHaekca adhPeKTMBHOCTHU

3110

A26.20.008

P246

Moces Ha aapobHyt0 1 hakynbTaTMBHO-aHA3POOHY0 GakTepmanbHyo
cdnopy ¢ onpefeneHMem YyBCTBUTENBLHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOOHBIX NpenapaToB 1 6akTepuodaram™***

1 860

A26.20.008

P247

MoceB 0TAENSIEMOrO NOMOBLIX OPraHoOB Ha a3pOobHYH0 U
daKkynbTaTMBHO-aHa3pPOOHY0 GakTepuanbHyt MMKpodnopy ¢
onpefeneHMemM YyBCTBMTENbHOCTM K pacLUMPEHHOMY CMNEKTPY
aHTUMUKPOOHLIX NpenapaToB ¢ Bbigavern MK (MIC) n pac4yétom
nHaekca adppekTnBHocTM 1 Haktepuodaram

2 450




A26.21.014

P248

MoceB Ha gpoxokenogobHele rpmnbel (pogos Candida u gpyrux) ¢
onpefeneHMemM YyBCTBMTENbHOCTM K aHTUMUKOTUYECKUM MpenapaTtam

1130

A26.20.002

P249

MoceB Ha roHokokk (N. gonorrhoeae) ¢ onpegeneHnem
YYBCTBUTENBHOCTU K aHTMMUKPOOHbBIM npenaparam

1130

A26.20.008

P250

MoceB Ha aHa3pobbI C oNpeaeneHnemM YyBCTBUTENBHOCTU K
aHTUMUKPOGHBIM Npenapartam

2 300

A26.23.005

P251

MoceB Ha nuctepun (Listeria monocytogenes) ¢ onpegeneHnem
YYBCTBUTENBHOCTU K aHTMMUKPOOHbBIM npenaparam

1130

A26.20.008

P252

MoceB Ha BeTa-reMonUTUYECKUiA CTPENTOKOKK rpynnbl B
(Streptococcus agalactiae)

1150

A26.01.001

P253

MoceB Ha BeTa-reMonUTUYECKUIA CTPEMNTOKOKK rpynnbl B
(Streptococcus agalactiae) ¢ onpegeneHnem YyBCTBUTENbHOCTH K
AHTMMWUKPOOBHLIM NpenapaTamM

1310

A26.30.045

P999

OnpepeneHve YyBCTBUTENBHOCTU K PacLUMPEHHOMY CMeKTpy
aHTUMUKPOOHLIX NpenapaToB ¢ Bbigavern MK (MIC) n pac4étom
nHgekca apeKTMBHOCTH

1 600

A26.20.008

P690

MoceB oTAENsAemMoro NoMoBbIX OPraHOB  Ha a3pobHyo U
akynbTaTMBHO-aHa3POOHY0 GakTepuanbHyto MMkpodnopy ¢
onpeaeneHnem YyBCTBUTENbHOCTU K PacLUMPEHHOMY CMeKTpy
aHTUMUKPOBHbIX NpenapaToB AUCKO-AN(PdY3NOHHBIM METOAOM

1130

A26.20.008

P691

MoceB oTAensaemMoro NonoBbIX OPraHOB  Ha a3pobHyo U
akynbTaTMBHO-aHa3POOHY0 GakTepuanbHyto MMkpodnopy ¢
onpeaeneHvem YyBCTBUTENbHOCTU K PacLUMPEHHOMY CMeKTpy
aHTUMUKPOBHBLIX NpenapaToB ANCKO-ANPEY3NOHHBIM METOAOM U

1130

A26.30.009

P254

MoceB Ha aapobHyto 1 hakynbTaTMBHO-aHa3POOHY0 GakTepuanbHyo
doropy ¢ onpeaeneHnem 4yBCTBUTENBHOCTM K OCHOBHOMY CMEKTPY
aHTUMUKPOGHbIX NpenapaToB

1420

A26.30.011

P255

lMoceB rpygHOro Mormoka Ha a3pobHyto 1 hakyrnbTaTUBHO-aHA3POOHYHO
GakTepuanbHyr MUKPOdIopy C onNpeaeneHnemM YyBCTBUTENBHOCTU K
pacLLUMPEeHHOMY CMeKTPY aHTUMUKPOOHBLIX NpenapaTos ¢ Bblgaven MK
(MIC) n pacyéTtom nHgekca acpdeKTMBHOCTH

2630

A26.30.009

P256

lMoces Ha aspobHyt0 1 hakynbTaTUBHO-aHa3POOHYO GakTepmanbHyo
dropy ¢ onpegeneHMem YyBCTBUTENBHOCTU K OCHOBHOMY CNEKTPY
aHTUMUKPOOHBLIX NpenapaToB 1 bakTepnodaram

1510

A26.30.011

P257

MoceB rpygHoOro morsoka Ha a3pobHyto 1 dhakynbTaTMBHO-aHa3pPobHYo
BakTepuanbHy0 MUKpPOopy ¢ onpeaeneHnem YyBCTBUTENbHOCTH K
pacLLUMPEHHOMY CMEKTPY aHTMMUKPOOHLIX NpenapaToB ¢ Beigaven MIK
(MIC) n pacuyétom nHgekca acpdeKkTMBHOCTU 1 DakTeprnodaram

2 330

A26.30.048

P258

[MoceB Ha 30N0TUCTLIN CTadUNOKOKK (S. aureus) ¢ onpegeneHnem
YYBCTBUTENBHOCTU K aHTUMMUKPOOHLIM Npenaparam

1330

A26.30.048

P259

[MoceB Ha 30N0TUCTBLIN CTahUNOKOKK(S. aureus) ¢ onpegeneHvem
YYyBCTBUTENBHOCTW K aHTUMMKPOBHBLIM NpenapaTtam v 6akreprnodaram

1410

A26.30.011

P692

MoceB rpyaHOro Momioka Ha aapobHyo 1 dakynbTaTMBHO-aHadPOOHY0
BakTepuanbHy0 MUKPOIIopy C onpeaeneHnemM YyBCTBUTENbHOCTU K
pacLUMpeHHOMY CNeKTPY aHTUMUKPOOHbIX NpenapaToB ANCKO-
ANpdPy3MOHHLIM METOLO0M

1130

A26.30.011

P693

MoceB rpyaHoro monoka Ha aapobHyo 1 dakynbTaTMBHO-aHadPOOHY0
BakTepuanbHy0 MUKPOIIopy C onpeaeneHnemM YyBCTBUTENbHOCTU K
pacLUMpeHHOMY CNeKTPpY aHTUMUKPOOHbIX NpenapaToB ANCKO-
Andy3nmoHHbIM MeTogomu 1 GakTeprodaram

1130

OTAENAEMOE BEPXHUX U HUKHUX ObIXATENbHbIX NYTEU
(NabKeecr)

A26.20.008

P260

MoceB Ha beTa-reMonUTUYECKUIA CTPENTOKOKK rpynbl AL
(Streptococcus group A, S.pyogenes)

1130

A26.08.015

P261

MoceB Ha 6eTa-reMonNUTUYECKNA CTPENTOKOKK rpynnbl A
(Streptococcus group A, S.pyogenes) ¢ onpeaeneHmem
YYBCTBUTENIBHOCTU K aHTUMUKPOOHbLIM Npenapatam

1360




A26.08.009

P262

MoceB Ha aapobHyto 1 hakynbTaTMBHO-aHa3POOHYO GakTepuanbHyo
dnopy ¢ onpegeneHMem YyBCTBUTENbLHOCTM K OCHOBHOMY CMEKTPY
aHTUMUKPOOHbLIX NpenapaToB™ **

1830

A26.09.011

P263

Moces oToenseMoro AbixaTenbHbIX NyTen Ha aspobHYyIo n
akynbTaTVBHO-aHadpPObOHY0 GakTepranbHy0 MUKPOGIopyY C
onpeaeneHMeM YyBCTBUTENbHOCTU K PacLUMPEHHOMY CMEKTpy
aHTUMUKPOOHLIX NpenapaToB ¢ Bbigavern MK (MIC) n pac4étom
nHAekca apPeKTUBHOCTU

2760

A26.09.010

P264

MoceB Ha a3pobHyo 1 haKynbTaTMBHO-aHA3POOHY GakTepunanbHy
dnopy ¢ onpegeneHvem YyBCTBUTENbHOCTM K OCHOBHOMY CMEKTPY
aHTUMUKPOOHbLIX NpenapaToB 1 6akTepuodaram™ **

1920

A26.09.011

P265

Moces oToenseMoro AbixaTenbHbIX NyTen Ha aspobHYyIo n
hakynbTaTMBHO-aHaapobHyto BakTepuanbHyo MMKpodnopy ¢
onpeaeneHMeM YyBCTBUTENbHOCTU K PacLUMPEHHOMY CMEKTpy
aHTUMUKPOOHLIX NpenapaToB ¢ Bbigavern MK (MIC) n pac4étom
nHgekca apdekTuBHoCTH 1 BakTeprodaram

2 450

A26.30.047

P266

MoceB Ha MHEBMOKOKK (S. pneumoniae) ¢ onpeaeneHnem
YYBCTBMTESIbHOCTM K aHTUMMKPOGHBLIM Npenaparam

1130

A26.08.009

P267

MoceB Ha gpoxokenogobHble rpmbbl (pogos Candida u apyrux) ¢
onpegeneHnemM YyBCTBMTENbHOCTM K aHTUMUKOTUYECKUM Mpenapartam

1130

A26.05.044

P268

MoceB Ha remodmnbHy0 nanodky (Haemophilus influenzae tvna b)c
onpegeneHneMm 4YyBCTBUTENBHOCTU K aHTUMUKPOOHbBIM nNpenaparam

1330

A26.30.048

P269

MoceB Ha 30M0TUCTbIN CTAaUINOKOKK (S. aureus) ¢ onpeaeneHuem
YYBCTBMTESIbHOCTM K aHTUMMKPOGHBLIM Npenaparam

1340

A26.30.048

P270

MoceB Ha 30M0TUCTbIN CTaPUNOKOKK(S. aureus) ¢ onpeerneHem
YYBCTBMTESIbHOCTM K aHTUMUKPOBHLIM NpenapaTtam 1 6aktepuocharam

1390

A26.30.048

pP271

MoceB Ha 3onoTucThIn cTadgunokokk MP3C (S.aureus, MRSA)
O6cnepgoBaHue nepeg rocnuranusauven/ap. MeauLmMHCKMX

1330

A26.30.048

pP272

MoceB Ha 3onoTucTein ctadunokokk MP3C (S. aureus, MRSA) ¢
onpeaeneHmem YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM NpenapaTtam

1330

A26.30.048

P273

MoceB Ha 3onotucTbin ctadunokokk MP3C (S. aureus, MRSA) ¢
onpegerneHvemM YyBCTBMTENbHOCTU K aHTUMUKPOOHBIM Npenapartam u
b6akTtepuodaram

1440

A26.08.001

P274

MoceB Ha Bo3byauTensb andtepun (Corynebacterium diphtheriae)

1330

A26.08.009

P275

[MoceB HOCOrNMOTOYHOM Crn3n Ha MeHUHIrokokk (Neisseria meningitidis)
C onpegerneHvemM YyBCTBMTENbHOCTM K aHTUMMKPODOHBIM npenapartam

1330

A26.23.005

P276

Moces Ha nucTtepun (Listeria monocytogenes) ¢ onpegeneHnem
YYBCTBUTENBHOCTW K aHTUMMKPOBHBLIM Npenapatam

1330

A26.09.011

P694

lMoceB o0TAENSAEMOrO AbIXaTENMbHBLIX NYTEN HA a3pOOHY0 U
aKkynbTaTMBHO-aHa3POOHY0 GakTepuanbHyt MMkpodnopy ¢
onpefeneHvemM YyBCTBMTENbHOCTM K pacLUMPEHHOMY CMNEKTPY
aHTUMUKPOOHBIX NpenapaToB ANCKO-AU(EY3NOHHBIM METOAOM

1330

A26.09.011

P695

MoceB oTaensemoro AplxaTenbHbIX NyTeN Ha aspobHYIo 1
daKynbTaTMBHO-aHa3pOOHY0 GakTepuanbHyt MMKkpodnopy ¢
onpeaeneHnem YyBCTBUTENbHOCTU K pacLLMPEHHOMY CMeKTpy
aHTUMUKPOGHbIX NpenapaToB AUCKO-ANddY3NOHHBIM METOAOMM U
b6akTtepuodaram

1330

OTAENAEMOE U3 YXA (HapyXHbl cnyxoBoii npoxopa) (N1abKsecr)

A26.25.001

pP277

Moces Ha aapobHyt0 1 hakynbTaTMBHO-aHA3POOHYO GakTepmanbHyo
cdnopy ¢ onpefeneHMem YyBCTBUTENBLHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOOHbIX MpenapaToB™™ ™™

1730

A26.01.010

pP278

MoceB oToENSIEMOrO M3 yXa Ha a3pobHYto 1 dhakynbTaTUBHO-
aHaspobHylo GakTepuanbHy MMKpodopy ¢ onpegeneHnem
YYBCTBUTENIBHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaTtos ¢ Bbigaden MIK (MIC) n pacyéTom nHgekca

3070

A26.25.001

P279

MoceB Ha a3pobHYyo 1 haKyNbTaTUBHO-aHA3POOHY0 GakTepunanbHyo
dnopy ¢ onpeaeneHmem YyBCTBUTENBHOCTU K OCHOBHOMY CNEKTPY
aHTUMUKPOOHbIX NpenapaToB 1 bakTepuodaram™

1950




A26.01.010

P280

lMoceB oToensiemMoro 13 yxa Ha aspobHyto 1 dhakynbTaTUBHO-
aHaapobHyto BakTepuanbHylo MUKpOdopy ¢ onpegeneHnem
YyBCTBUTENIBHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMMKPOOHbIX
npenapaTtos ¢ Bbigaven MK (MIC) u pac4yétom nHaekca

2 330

A26.01.013

P281

MoceB Ha gpoxokenoaobHele rpnbbl (pogos Candida u gpyrux) ¢
onpegeneHnemM YyBCTBMTENbHOCTM K aHTUMUKOTUYECKUM Mpenapartam

1130

A26.05.044

P282

MoceB Ha remocumnbHyto nanoydky (Haemophilus influenzae tvna b)c
onpegeneHneMm 4YyBCTBUTENbHOCTU K aHTUMUKPOOHbLIM npenaparam

1330

A26.01.010

P696

lMoceB oToENseMoro 13 yxa Ha a3pobHyto 1 dakynbTaTUBHO-
aHaapobHyo GakTepuanbHyto MUKpodnopy ¢ onpeaeneHnem
YyBCTBUTENIBHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMMKPOOHbIX
npenapaToB AMCKO-AN(PY3MOHHBIM METOL0M

1130

A26.01.010

P697

MoceB oTaensemoro n3 yxa Ha a3pobHyto 1 dpakynbTaTMBHO-
aHaapobHyo GakTepuanbHyto MUKpodnopy ¢ onpeaeneHnem
YYBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOBHbLIX
npenapaToB AUCKO-ANdPY3MOHHBIM METOAOMU 1 BakTeprodaram

1130

OTAENAEMOE U3 TN1A3A (J1TabKBecT)

A26.26.004

P283

MoceB Ha a3pobHYyo 1 haKynbTaTUBHO-aHA3POOHY GakTepunanbHyo
dnopy ¢ onpepeneHvem YyBCTBUTENbHOCTM K OCHOBHOMY CMEKTPY
aHTUMUKPOOHbLIX NpenapaToB™***

1690

A26.26.004

P284

lMoceB oToensemoro 13 rnasa Ha aspobHy0 1 hakynbTaTMBHO-
aHaspobHyto GakTepuanbHy0 MUKPOdopy C onpeaeneHnem
YYBCTBUTENBHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX
npenapaTtoB ¢ Belgaden MIK (MIC) n pacuyéTom nHaekca

3P PEKTUBHOCTH

2 960

A26.26.004

P285

MoceB Ha a3pobHYyo 1 haKynbTaTUBHO-aHA3POOHY GakTepunanbHyo
dnopy ¢ onpepeneHvem YyBCTBUTENbHOCTM K OCHOBHOMY CMEKTPY
aHTUMUKPOOHbLIX NpenapaToB 1 bakTepuodaram™***

1880

A26.26.004

P286

lMoceB oToensemoro 13 rnasa Ha aspobHy0 1 hakynbTaTUBHO-
aHa3poOHyto BakTepuanbHyo MUKpOdopy ¢ onpeaeneHnem
YYBCTBUTENBHOCTU K PaCLLUMPEHHOMY CNEKTPY aHTUMUKPOOHBIX
npenapaTtoB ¢ Bbigaven MIK (MIC) u pac4étom nHaekca
achdekTMBHOCTU N BakTeprnodaram

2 330

A26.01.013

pP287

MoceB Ha gpoxokenogobHble rpmbbl (pogos Candida u gpyrux) ¢
onpegeneHnem YyBCTBUTENMbHOCTU K aHTUMWKOTUYECKMM NpenapaTtam

1030

A26.05.044

P288

MoceB Ha remopunbHyto nanoydky (Haemophilus influenzae tuna b)c
onpegeneHvemM YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM npenapartam

1100

A26.26.002

P289

MoceB Ha roHokokk (N. gonorrhoeae) ¢ onpegeneHuem
YYBCTBUTENBHOCTU K aHTUMMUKPOOHLIM Npenaparam

1010

A26.23.005

P290

Moces Ha nucTtepun (Listeria monocytogenes) ¢ onpegeneHnem
YYBCTBUTENBHOCTW K aHTUMMKPOBHBLIM Npenapatam

1030

A26.26.002

P447

MoceB oTgensemoro 13 rnasa Ha MeHUHrokokk (Neisseria meningitidis)
C onpegerneHvemM YyBCTBUTENbHOCTM K aHTUMUKPOOHbBIM npenaparam

1010

A26.26.004

P698

Moces oToensieMoro U3 rrnasa Ha a3pobHyto 1 dakynbTaTUBHO-
aHaspobHyo GakTepuanbHy MMKpodopy ¢ onpegeneHnem
YYBCTBUTENIBHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMMUKPOOHbIX
npenapaToB AUCKO-ANPIY3NOHHLIM METOA0M

1200

A26.26.004

P699

MoceB oTaensiemMoro wu3 rnasa Ha aspobHyto U hakynbTaTUBHO-
aHaspobHylo GakTepuanbHy MMKpodopy ¢ onpegeneHnem
YYBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMUKPOBHbIX
npenapaToB AUCKO-ANGdPY3MOHHBIM MeTOgoM 1 BakTepnodaram

1200

A26.05.016.00

P291

[ncbakTepnos KMLWeYHrKa ¢ onpeaeneHneM YyBCTBUTENBHOCTU K
GakTtepuodaram

3 060

A26.05.016.00

P343

OuncbakTepunos KuLeYHrKa ¢ onpeaeneHnemM YyBCTBUTENBHOCTY K
GakTeprodaram n aHTUMMKPOOHbIM Npenapatam (b® + ABI + AMIT)

3230

A26.19.008

P503

MoceB Kana Ha MUKPOIIIopY C onpeaeneHnem YyBCTBUTENbHOCTY K
aHTUMUKPOGHBLIM Npenaparam

1700




A26.19.080

P292

MoceB Ha NaTOreHHyo KMLWEYHYo ropy (Lumrennbl, canbMOHENbI)
(nepea rocnutanusawumen, npy MeguUMHCKOM obcneaoBaHMm No
NnoKasaHnsim)

1030

A26.19.080

P293

[MoceB Ha NaTOreHHyIo KNLWeYHyo nopy (LWmMrensbl, CanbMOHENIbI) ¢
onpegeneHmem YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM Npenaparam

1900

A26.05.016.00

P294

[MoceB Ha NaToOreHHyo KULeYHyo ropy (LUurennbl, cCanbMOHEnNMbI) ¢
onpegeneHvemM YyBCTBMTENbHOCTU K aHTUMUKPOOHBIM Npenapartam u
bakTepuodaram

2 100

A26.01.001

P295

MoceB Ha 30MOTUCTbLIN CTAGUITOKOKK (S. aureus) ¢ onpeaeneHnem
YYBCTBMTENILHOCTM K aHTUMMKPOGHLIM npenaparam

1540

A26.30.048

P296

MoceB Ha 30MOTUCTLIN CTAdIUITOKOKK(S. aureus) ¢ onpeaeneHnem
YYBCTBUTENbHOCTU K aHTUMMKPOGHLIM NpenapaTtam 1 6akrepuodaram

1790

A26.19.004

P297

MoceB Ha nepcuHum (Yersinia enterocolitica) ¢ onpegeneHnem
YYBCTBUTENBHOCTU K aHTUMUKPOOHbBIM Npenapatam

1 800

A26.19.084

P298

MoceB Ha kamnunobaktep (Campylobacter sp.) ¢ onpeaeneHem
YYBCTBUTENBHOCTW K aHTUMUKPOOHbLIM Npenapatam

1740

A26.19.086

P299

Moces Ha aHaapobebl, Bo3byautenu MNTN (Clostridium spp.) ¢
onpegeneHvemM YyBCTBMTENbHOCTM K aHTUMUKPOOHbBIM npenapartam

1840

A26.01.013

P300

MoceB Ha gpoxokenogobHble rpmbbl (pogos Candida u apyrux) ¢
onpegeneHnemM YyBCTBMTENbHOCTM K aHTUMUKOTUYECKUM Mpenapartam

1130

A26.05.016.00

P367

MoceB kana Ha AnaporeHHble awepuxunossbl (E. coli)

3 400

BbifBneHWe aHTUreHOB - BO3byauTenei KMLWeUYHbIX MHpeKLunit
(Na6bKeecT)

A26.19.020

P305

Xenukobaktep nunopu (Helicobacter pylori), BbisBneHvue aHtureHa

1430

A26.19.081

P306

TokcuHbl A n B Clostridium difficile, BbisBneHne aHturena

1880

YENYb (ogHa nopuua) (NlabKeecr)

A26.14.003

P308

Moces Ha aspobHyt0 1 hakynbTaTUBHO-aHa3POOHY0 BakTepmanbHyo
cdnopy ¢ onpefeneHMem 4yBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOBHbIX NpenapaTos

1510

A26.14.002

P309

MoceB xen4yn Ha aspobHyto 1 hakynbTaTUBHO-aHA3POOHYI0
BakTepuanbHy0 MUKPOIIopy C onpeaerneHnemM YyBCTBUTENbHOCTU K
pacLLUMPEHHOMY CMEKTPY aHTUMUKPOOHLIX NpenapaToB ¢ Beigaden MIK
(MIC) n pacyétom nHgekca atpHeKTMBHOCTH

2410

A26.14.002

P310

MoceB Ha aapobHyto 1 hakynbTaTMBHO-aHa3POOHY0 GakTepuanbHyo
dbriopy ¢ onpeaeneHnem YyBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY
aHTUMUKPOGHbBIX NpenapaToB U GakTeprodgaram

1610

A26.14.002

P311

MoceB xenun Ha aspobHY0 U hakyNbTaTMBHO-aHA3POOHYH0
GakTepranbHyr MUKPOIIOpy C ONpeaeneHnemM YyBCTBUTENBHOCTU K
pacLUMpeHHOMY CMEKTPY aHTUMUKPOOHLIX NpenapaToB ¢ Bbigaden MIMK
(MIC) n pacuyétom uHgekca acpdekTnBHoCcTH 1 GakTeprodaram

2330

A26.14.002

P432

MoceB xenun Ha aHaspobbl C onpeaeneHmemM YyBCTBUTENBHOCTM K
aHTMMUKPOOHBIM Npenaparam

1300

A26.14.002

P701

MoceB >xenun Ha aspobHYyH U hakynbTaTUBHO-aHa3POOHYHO
GakTepuanbHyr MUKPOdIopy C onpeaeneHnemM YyBCTBUTENBHOCTU K
pacLUMPEHHOMY CMEeKTPY aHTUMUKPOBHLIX NpenapaToB OUCKO-
anpdPy3MoHHbIM METOLOM

890

A26.14.002

P702

MoceB >xenum Ha aspobHYyHo U hakynbTaTUBHO-aHA3PO6HYH0
GakTepuanbHyr MUKPOdIopy C onpeaeneHnemM YyBCTBUTENBHOCTU K
pacLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX NpenapaToB AWNCKO-
Andy3noHHbIM MeToAOM 1 GakTeprodaram

890

Opyroe (Na6bKsecT)

A26.30.044

P504

lMoceB ¢ anemeHTa (KaTteTep) ¢ onpeneneHnem YyBCTBUTENbHOCTU K
aHTUMUKPOGHLIM NpenapaTamM

1050

A26.14.002

P505

MoceB xenygo4yHoOro cogepXMMoro ¢ onpeaeneHnemM
YYBCTBUTENIBHOCTU K aHTUMMUKPOOHLIM Npenapatam ¢ Bblgaden MIMK
(MIC) n pacuyétom nHgekca acpdeKTMBHOCTH

990




lMoceB >xenum Ha aspobHYyHo U hakynbTaTUBHO-aHa3POOHYH0
GakTepuanbHyr0 MUKpPOdopy C onpeaeneHnemM YyBCTBUTENBHOCTMU K
pacLUMpeHHOMY CMeKTPY aHTUMUKPOOHbIX NpenapaToB ANCKO-

A26.14.002 P703 anbdpy3noHHbIM MeTofoM 1 BakTepuodaram 990
MuKonoruyeckue uccnegosaHusn (JlabKeecr)
KomnnekcHoe Mukornornyeckoe nccnegoBaHme Ha OpoXoKeBble rpubbl,
aepmatoduTbl U NnecHesble rpubbl ¢ onpeaeneHnem
A26.09.024 P338 YYBCTBUTENBHOCTM K aHTUMUKOTUYECKUM NpenapaTam K rpubam poaa 1 650
Mukonornyeckoe nccnegoBaHue (MOCEB) HA APOXXKKEBbIE FPUObI
(pomoB Candida spp , Cryptococcus spp 1 gpyrux) ¢ onpegeneHnem
YYBCTBUTENBHOCTM K aHTUMUKOTUYECKMM Mpenapartam npu
A26.01.013 P339 BbIsiBNEHNM BO3byanTensi 1710
Nocesbl Ha Chlamydia trachomatis (/1la6Keecr)
A26.26.004 P459 MoceB oTaensiemoro 13 rmasa Ha Chlamydia trachomatis 2 100
MoceB oTaoensiemoro 13 rmasa Ha Chlamydia trachomatis ¢
A26.26.004 P460 onpegeneHnem YyBCTBUTENMbHOCTU K aHTUOMOTMKAM 5150
A26.26.004 P457 Moces Ha Chlamydia trachomatis 1900
Moces Ha Chlamydia trachomatis ¢ onpegeneHnem 4yBCTBUTENLHOCTU
A26.26.004 P458 K aHTMOMoTnKam 4990
AHann3 MUKPOBHbIX MapKepoB METOA0M ra3oBOW XpOMaTo-macc-
cnektpomeTpum (no Ocunosy) (SlabKsecr)
WccnegoBaHne MnkpobuoLieHO3a TOHKOMO KULLEYHUKa METOL0M
A26.19.008 P480 rasoBou xpomarorpadum - macc-crnekrpometpum (no OcrnoBy) 10 490
WccnegoBaHne myukpobuoLieHo3a TONCTOrO KULWEYHNKA METOL0M
A26.19.008 P481 rasoBou xpomarorpadum - macc-crnekrpometpum (no OcrnoBy) 10 490
WccnegoBaHne myukpobuoLieHo3a MOYENOOBOM CUCTEMBI METOAOM
B03.016.018.00P482 rasoBou xpomarorpadum - macc-crnekrpometpum (no OcrnoBy) 10 490
WccnegoBaHne mynkpobuoLieHo3a gpyrux nokanusaumm (Tpaxes,
BEpPXHUE AblXaTemnbHble MyTW, KOXa, HOITEBbIE MITACTUHbI, OTAENAEMOoe
A26.01.013 P483 paH) MeTo4oM ra3oBoK xpoMartorpadum - Mmacc-cnekTpoMmeTpum (no 10 490
KomnnekcHoe LTonormyeckoe n MoieKkyaAapHO-rTeHeTU4ecKoe
uccnegosaHue (/labKsecr)
BlMY-TecT paclunpeHHbIN XUAKOCTHLIN (KONMYecTBEHHOE onpeaeneHve
[HK Bupyca nanunnombl Yenoseka C ykasaHWeM Tuna Bypyca HU3KOoro
(Tvnbl 6,11,44) 1 BeIcOKOrO (TUNbI 16, 18, 26, 31, 33, 35, 39, 45, 51, 52,
A26.21.008.00]1P730 53, 56, 58, 59, 66, 68, 73, 82) oHKkOreHHOro pucka, «KBaHT-21») 3390
BIMY-TMATl-TecT »unaKoCcTHbIN (koMnnekc TecToB: BINY paclumpeHHbI ¢
onpegeneHnemM KonmyecTea u Tuna Bupyca (HU3KOro U BbICOKOrO
A26.21.008.00]R936 OHKOreHHoro pucka «KeaHT-21»)+lAll-TecT) 5590
MuKpocKonuueckue uccneaoBaHua masKa y eHwuH (/labKsecr)
A26.20.006 MOO01 Mukpockonuyeckoe UccnegoBaHme XXeHCKOro Maska (3 Touku) 900
MuKpockonmyeckoe UccrefoBaHne Ma3ka 13 Briaranuiia u
Al12.28.015 MO002 LiepBUKanbHOro kaHana 860
A26.20.006 MO003 Mukpockonuyeckoe uccnegoBaHme Maska U3 Bnaranuviia u ypetpbl 860
A12.20.001 MO004 Mwukpockonnyeckoe nccrnegoBaHve Mmaska U3 LiepBrUKanbHOro KaHana 860
A12.20.001 MO005 Mukpockonnyeckoe nccregoaHne maska us Bnaranuiia 860
Al12.28.015 MOO06 Mukpockonnyeckoe nccrnegoBaHve maska ns ypeTpbl Y KEHLNH 860
MuKpocKkonuyeckue uccnefoBaHUAa Ma3Ka y }KeHLLUH C OKPacKon
no pamy (/labKBecT)
MuKpockonmMyeckoe UccrnefoBaHNe Maska M3 Briaranmiia ¢ OKpackom
A26.20.006 MO007 no Npamy (c oueHkom no wkane HotogkeHTa) 860
MuKpockonmyeckoe uccrnefoBaHne Maska 13 LiepBrKaribHOro kaHana u
A26.20.006 MO008 13 BMaranuuia ¢ okpackon no 'pamy (C OLEHKON No LiKane 860
A26.20.001 MO013 Mwukpockonnyeckoe nccregoBaHne Ha gUNITOKOKK 860
MuKpocKonuyecKkue uccneaoBaHMa MmasKa y MyXKuuH (JlabKeecr)
Al12.21.005 MO009 Mukpockonuyeckoe nccnegoBaHme cekperta npeacraTenbHon xenesbl 860
A12.28.015 MO010 Mukpockonuyeckoe uccnegoBaHme Maska U3 ypeTpbl Y My>KUUH 860
Al12.21.004 MO11 Mukpockonuyeckoe ncecnegoBaHme Maska ¢ KpanHemn nnoTu 860




UccnepoBaHue KOXU U HOITEBbIX NNAcTUHOK (/1abKeecr)

A26.01.018 P312 WccnepoBaHne Ha gemopekos (Demodex folliculorum) 590
WccnenoBaHme HOMTEBbIX NMIIACTUHOK MMM YeLLyeK KOXW Ha NaToreHHble

A26.01.023 [P313 rpuGbl 1300

A26.01.018 P349 WccnepnoBaHue Ha Sarcoptes scabiei (4ecoTka) 585
OWNATHOCTUKA YPOTEHUTA/IbHbIX UHOEKLUM (NlabKsecT)

A26.21.036 R054 Mporpamma - "MuHumym" 7 2 600

A26.21.036 [RO55 Mporpamma - "Meagnym" 9 3430

B03.014.020 |R056 Mporpamma - "Makcumym" 12 4 280

B03.014.022 |R057 Mporpamma - "lMpemnym” 15 8 270
Onpepenenne [JHK B cockobe anutenmanbHbIX KNeTok
yporeHutanbHoro Tpakta (Chlamydia trachomatis, Trichomonas

B03.014.049 |R662 vaginalis, Neisseria gonorrhoeae) 1700
MHdekunm yporeHNTanbHOro TpakTa y My>KYuH, KONTIMYECTBEHHOE 1

B03.014.045 |R795 KayecTBeHHoe onpegeneHve JHK 5 330
YporeHutanbHble MHPEKLNM Y MYXKYMH, pacLUMPEHHbIN

B03.014.046 |R797 (konnyecTtBeHHoe onpegenexne JHK) 3780
YporeHutanbHble MH(EKUNN Y XKEHLUMH, PACLLUMPEHHbIN

B03.014.047 |R798 (konnyecTtBeHHoe onpegenexne JHK) 5130




